
Start 


36015 




End 


36324 




GI 


none 




Score 


125 




Exons 


36015. .36305, 36127. 


.36324 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 




End 


38918 




Name 


OJ000250 92.0223.C23 


.ol.tm- 


Method * 


TBLASTX: Maize 




Start . 


36027 




End 


36917 




GI 


none 




Score 


151 




Exons 


36027. .36380, 36082. 


. '36375, 


36417. .36917, 36436. .36903 




Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 




End 


38918 




Name 


OJ000250 92.0223.C23 


. 06. tc 


Method 


TBLASTX: Cress 




Start 


36090 




End 


36308 




GI 


none 




Score 


■116 




Exons 


36090. .36308, 36109. 


.36306 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 




End 


38918 




Name 


OJ000250 92.0223.C23 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


36522 




End 


36773 




GI 


none 




Score 


83 




Exons 


36522. .36677, 36522. 


.36773, 


36523. .36726 




Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 




End 


38918 




Name 


OJ000250 92.0223.C23 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


36696 




End 


37121 




GI 


none 




Score 


66 




Exons 


36696. .36836, 36702. 


.36821, 


36784. .36936, 36834 .. 36935, 






36939. .37121, 36964. 


.37119 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 * ... 




End 


38918 




Name 


OJ000250 92.0223.C23 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


36864 




End 


38827 




GI 


none 




Score 


109 




Exons 


36864. .36935, 36939. 


.37121, 


36964. .37119, 38570 .. 38827 , 






38658. .38819 










Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 




End 


38918 




Name 


OJ000250 92.0223.C23 


.06. tm 


Method 


TBLASTX: Maize 




Start 


36990 




End 


38849 




GI 


none 




Score 


114 




Exons 


36990. .37121, 37003. 


.37119, 


38552. .38833, 38553. .3884 9 




Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223 


.C23 


Gene No. 


58193 




Strand 






Start 


35768 




End 


38918 





28001 



Name 


OJ000250 92.0223.C23 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


38579 




End 


38827 




GI 


none 




Score 


106 




Exons 


38579. .38827, 38583. 


.38819 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223. 


C23 


Gene No. 


58194 




Strand 






Start 


.42146 




End 


47867 




Name 


OJ000250 92.0223.C23 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


42146 




End 


47413 




GI 


none 




Score 


171 




Exons 


42146. .42364, 42147. 


.42362, 


42414. .42521, 42452 .. 42532, 






42759.-42827, 42760. 


.42828, 


46766. .46975, 46771 .. 46983, 






47033. .47140, 47072. 


.47161, 


47240. .47311, 47260 .. 47310, 






47330. .47413, 47344. 


.47412 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223. 


C23 


Gene No. 


58194 




Strand 






Start 


42146 




End 


47867 




Name 


OJ000250 92.0223.C23 


,ol0. tm 


Method 


TBLASTX : Maize 




Start 


43004 




End 


47867 




GI - 


none 




Score 


132 




Exons 


43004 . .43156, 43006. 


.43134, 


43220. .43339, 43225 .. 43338, 






47565. .47615, 47567. 


.47614, 


47600. .47680, 4 7610. .47687, 






47765. .47866, 47765. 


.47866, 


47766. .47867 




Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223. 


C23 


Gene No. 


58195 




Strand 






Start 


49664 




End 


52105 




Name 


OJ000250 92.0223.C23 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


49664 




End 


49982 




GI 


none 




Score 


200 




Exons 


49664. .49711, 49752. 


.49895, 


49788..49883, 49829 .. 49891, 






49926.-49982, 49932. 


.49982 








Seq. No. 


28275 




Seq.. ID 


OJ000250_92.0223. 


C23 


Gene No. 


58195 




Strand " 






Start 


49664 




End 


52105 




Name 


OJ000250 92.0223.C23 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


49821 




End 


52105 




GI 


none 




Score 


83 




Exons 


49821. .49895, 49926. 


.50084, 


51665. .51799, 51667 .. 51792, 






51902. .52105, 51903. 


.52097 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223. 


C23 


Gene No. 


58195 




Strand 






Start 


49664 




End 


52105 




Name 


OJ000250 92.0223.C23 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


49926 




End 


51754 




GI 


none 




Score 


227 




Exons 


49926. .50084, 51665. 


.51730, 


51728. .51754 




Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223. 


C23 


Gene No. 


58195 




Strand 






Start 


49664 




End 


52105 




Name 


OJ000250 92.0223.C23 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


49986 




End 


52105 





28002 



GI 

Exons 



none Score 159 

49986. .50084, 4 9986 .. 50084 , 51660 51785, 51665 51799, 

51667. .51792, 51885 .. 52103, 51903 52097 , 51905 5210.5, 
51908. .52102 



Seq. No. 28276 Seq. ID OJ000250_92 . 0223 . C24 

Gene No. 58196 Strand + 

Start 1 End 1144 

Name OJ000250_92.0223.C24 .ol.np Method AAT/NAP 

Start 1 End 1144 

GI 1438881 Score 368 

Exons 1..40, 462. .584, 694. .736, 815. .915, 998. .1144 

GI Descrip. (U43839) GmCK2p [Glycine max] 

Seq. No. 28276 Seq. ID OJ000250_92 . 0223 . C24 

Gene No. . 58196 Strand + 

Start 1 End 1144 

Name OJ000250_92 . 0223.C24 .ol .gs Method GEN SCAN 

Start 450 End 1105 

GI none Score . 88 

Exons 450. .579, 689. .736, 933. .952, 998. .1105 

Seq. No. 28276 , Seq. ID OJ000250_92 . 0223 . C24 

Gene No. ' 58197, Strand 

Start 1544 ** End 1888 

Name - OJ000250_92.0223.C24 .ol.ts Method TBLASTX: Soybean 

Start 450 End 1086 

GI none Score 193 

Exons 450. .575, 461. .577, 462. .578, 514. .582, 687. .743, 688. .741, 
802. .915, 813. .914, 989. .1084, 997. .1086 



Seq. No. 28276 

Gene No. 58197 

Start 1544 

Name OJ000250_92 . 0223 . C24 . ol . tc 

Start 4 61 

GI none 
Exons 



Seq. ID OJ000250_92.0223.C24 
Strand 

End 1888 

Method TBLASTX : Cress 

End 1084 

Score 200 



461. .580, 462..S84, 489 . . 584 , . 822 . . 917 , 823. .915, 989. .1084, 
997.. 1083 



Seq. No. 28276 

Gene No. 58197 

Start 1544 

Name OJ000250_92 . 0223 . C24 . ol . tw 

Start 523 

GI none 
Exons 



Seq. ID OJ000250_92.0223.C24 
Strand 

End 1888 

Method TBLASTX : Wheat 

End 1089 

Score 7 6 



523. .585, 524. .583, 528. .584, 531. .593, 684. .734, 686. .733, 
688. .735, 802. .915, 814. .915, 816. .953, 989. .1087, 997. .1089, 
997.. 1086 



Seq. No. 28276 

Gene No. 58197 

Start 1544 

Name OJ000250_92 . 0223 . C24 . ol . tm 

Start 558 

GI none 
Exons 



Seq. ID OJ000250_92.0223.C24 
Strand 

End 1888 

■Method TBLASTX : Maize 

End 1069 

Score 36 



558. .584, 684. .734, 802. .915, 807. .917, 989. .1069, 996. .1037, 



28003 



997. .1068 



Seq. No. 28276 Seq. ID 

Gene No. 58197 Strand 

Start 1544 End 

Name OJ000250_92 . 0223 . C24 . o2 . gs Method 

Start 1544 End 

GI none Score 

Exons 1544.. 1560, 1660.. 1888 

Seq. No. 28277 Seq. ID 

Gene No. 58198 Strand 

Start 1760 End 

Name OJ000250_92 . 0223 . C25 . ol . gs Method 

Start 1760 , End 

GI none Score 

Exons 1760.. 1871 



OJ000250_92.0223.C24 

1888 
GEN SCAN 
1888 
.91-v . 



OJ000250_92.0223.C25 
+ 

1871 
GENSCAN 
1871 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28278 ' Seq. ID 

58199 Strand 

124 End 

OJ000250_92 . 0223 . C26 . ol . gp Method 

124 End 

uC-osroM202013d02bl Score 
124. .274, 540. .584, 684. .810 

'3831463 1.0e-37 (AC005700) unknown protein [Arabidopsis 
thaliana] 1 



OJ000250_92.0223.C26 
+ 

4322 
AAT/GAP 
810 
512 



28278 
58199 
124 

OJ000250_92.0223.C26.ol.gs 

143 

none 



Seq. ID OJ000250_92.0223.C26 

Strand + 

End 4322 

Method GENSCAN 

End 3781 

Score .91 



143. .274, 540. .584, 684. .853, 1088. .1173, 1262. .1369, 

1989. .2118, 2223.-2322, 2409. .2540, 2820. .2864, 2948. .3117, 

3240. .3325, 3424. .3531, 3641. .3781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28278 
58199 
124 

OJ000250_92 . 0223 . C26 . ol . np 
143 

4582470 



Seq. ID OJ000250_92.0223.C26 

Strand + 

End 4322 

Method AAT/NAP 

End 4322 

Score 854 



143. .274, 540. .584, 684. .853, 1088. .1173, 1262. .1412, 
2223. .2322, 2409. .2540, 2820. .2864, 2948. .3117, 3240. .3325, 
3424.. 3543, 4293.-4322 
GI Descrip. (AC007071) unknown protein [Arabidopsis thaliana] 



Seq. No. 28278 

Gene No. 58200 

Start 4266 

Name OJ000250_92 . 0223 . C26 . o2 . tc 

Start 134 

GI none 
Exons 



Seq. ID OJ000250_92.0223.C26 



Strand 
End 

Method 

End 

Score 



7133 

TBLASTX: Cress 

3545 

183 



134. .274, 135. .278, 638. .847, 678. .854, 681. .860, 682. .861, 
1090. .1173, 1092. .1145, 1255. .1377, 1262. .1369, 2400. .2540, 



28004 



2401. .2538, 2945. .3115, 2946. .3125, 3217. .3324, 3242. .3325, 
3418.. 3531, 3423.. 3545 



Seq. No. 28278 Seq. ID 

Gene No. 58200 Strand 

Start 4266 End 

Name OJ000250_92 . 0223 . C26 . o3 . tm Method 

Start 141 End 

GI none Score 
Exons 



OJ000250_92 .0223.C26 
7133 

TBLASTX: Maize 

3763 

166 



141. .275, 143. .274, 1254. .1370, 1255. .1371, 1260. .1370, 
1262. .1372, 1982. .2128, 1988. .2119, 1989. .2123, 2220. .2300, 
2243.-2299, 2402. .2536, 2402. .2545, 2407. .2541, 2817. .2864, 
3415.. 3534, 3423.. 3533, 3719.. 3763 



Seq. No. 28278 Seq. ID 

Gene No. 58200 Strand 

Start 4266 End 

Name OJ000250_92 . 0223 . C26 . o2 . tm Method 

Start 678 End 

GI none Score 
Exons 



OJ000250_92 . 0223 . C2 6 
7133 

TBLASTX: Maize 

3134 

208 



678. .857, 681. .857, 682. .861, 685. .858, 2942. .3127, 2946. .3134 



Seq. No. 28278 

Gene No. 58200 

Start 4266 

Name OJ000250_92 . 0223 . C26 . o2 . gs 

Start 4266 

GI none 

Exons 4266.. 4470, 4574.. 4716, 
6701. .6805, 7066. .7125 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4789. .4897, 



OJ000250 92.0223.C26 



7133 
GENSCAN 
7125 
.69 

5148. .5332, 



5737. .6391, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28278 
58200 
4266 

OJ000250_92.0223.C26.o2, 
4272 
6682606 

4272. .4470, 4574. .4716, 
6701. .6805, 7066. .7112 

(AC016163) putative inositol polyphosphate phosphatase, 
partial [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

np Method 
End 
Score 

4789. .4897, 



OJ000250 92.0223.C26 



7133 
AAT/NAP 
7112 
.1046 
5148. .5332, 



5614. .6391, 



28278 Seq. ID 

58200 Strand 
4266 End 
OJ000250_92 . 0223 . C26 . ol . tc Method 
4299 End 
none Score 

4299. .4484, 4299. .4469, 4568. .4717, 

4793. .4897, 5189. .5335, 5190.. 5333, 

5602.. 5760, 5651.. 5755, 6169.. 6387, 

6700. .6807, 6703. .6804, 7065.. 7127 



OJ000250 92.0223.C26 



7133 

TBLASTX: Cress 
7127 
72 

4573. .4719, 4786. 
5195.. 5335, 5200. 
6212.. 6388, 6226. 



.4896, 
,5337, 
,6396, 



Seq. No. 28278 ^ Seq. ID 

Gene No. 58200 . *■ Strand 

Start 4266 End 

Name OJ000250 92. 0223.C26.ol. ts Method 



OJ000250_92.0223.C26 
7133 

TBLASTX : Soybean 



28005 



Start 
GI 

Exons 



4395 End 5813 

none Score 127 

4395. .4469, 4585. .4719, 4592. .4717, 4786. .4896, 4789. .4887, 

5192. .5335, 5204. .5335, 5215. .5337, 5602. .5748, 5614. .5733, 

5654. .5743, 5736. .5813 



Seq. No. 28278 Seq. ID 

Gene No. 58200 Strand 

Start 4266 End 

Name OJ000250_92 . 0223 . C26 . ol . tm Method 

Start 4398 End 

GI none Score 
Exons 



OJ000250_92 . 0223 . C26 
7133 

' TBLASTX: Maize 
4885 
168 



4398. .4469, 4568. .4717, 4571. .4717, 4573. .4722, 4573. .4719, 
4786. .4881, 4789. .4881, 4793. .4885 



Seq. No. 28278 Seq. ID 

Gene No. 58200 Strand 

Start 4266 End 

Name OJ000250_92 . 0223 . C2 6 . o4 . tm Method 

Start 5147 End 

GI none * Score 
Exons 



OJ000250_92 . 0223 . C26 
7133 

TBLASTX: Maize 

5808 

185 



5147. .5335, • 5150. .5335, 5602. .5769, 5610. .5777, 5614. .5808, 
5624.. 5773 



Seq. No. 28278 Seq. ID 

Gene No. 58200 Strand 

Start 4266 End 

Name OJ000250_92 . 0223 . C2 6 . o5 . tm Method 

Start 6223 End 

GI none Score 
Exons 



OJ000250_92.0223:C26 
7133 

TBLASTX: Maize 

7133 

110 



6223. .6390, 6224. .6391, 6700. .6726, 6736. .6807, 7065. .7133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28279 Seq. ID 

58201 Strand 

70 End 

OJ000250_92.0223.C27.ol.np Method 

70 End 

5042412 Score 
70.. 598 .--V- 

(AC006193) Similar to glucan endo-1, 3-beta-glucosidase precursor 
[Arabidopsis thaliana] 



OJ000250_92.0223.C27 
+ 

598 

AAT/NAP 

598 

501 



28279 Seq. ID 

58201 Strand 

70 End 

OJ000250_92.0223.C27.ol.tc Method 

93 End 

none Score 



OJ000250_92.0223.C27 
+ 

598 

TBLASTX: Cress 

518 

195 



93. .275, 94. .216, 95. 
393. .512 



,250, 278. .430, 279. .380, 378. .518, 



Seq. No. 28279 Seq. ID 

Gene No. 58201 Strand 

Start 70 End 

Name OJ000250_92 . 0223 . C27 . ol . ts Method 

Start 93 End 

GI none Score 



OJ000250_92.0223.C27 
+ 

598 

TBLASTX : Soybean 

350 

195 



28006 




Exons 


93. .275, 95 


. .250 


, 279.. 


350 








Seq. No. 


28279 








Seq. ID 


OJ000250_92.0223 


.C27 


Gene No. 


58201 








Strand 


+ 




Start 


70 








End 


598 




Name 


OJ000250 92 


.0223 


.C27.ol 


.gs 


Method 


GENS CAN 




Start 


98 








End 


528 




GI 


hone 








Score 


.83 




Exons 


98. .528 














Seq. No. 


28279 








Seq. ID 


OJ000250_92.0223 


.C27 


Gene No. 


58201 








Strand 


+ 




Start 


70 








End 


598 




Name 


OJ000250 92 


.0223 


.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


302 








End 


557 




GI 


none 








Score 


302 




Exons 


302.. 430, 303.. 557, 303 


. .554, 


488. .556 






Seq. No. 


28280 








Seq. ID 


OJ000250_89.0214 


.CI 


Gene No. 


58202 








Strand 






Start 


1384 








End 


2609 




Name 


OJ000250 89 


. 0214 


.CI . ol . 


gs 


Method 


GENSCAN 




Start 


1384 








End 


2609 




GI 


none 








Score 


.71 




Exons 


1384 . . 1741, 


2413 


. .2609 










Seq. No. 


28281 








Seq. ID 


OJ000250_89.0214 


.C2 


Gene No. 


58203 








Strand 


+ 




Start 


1931 








End 


2439 




Name 


OJ000250_89 


.0214 


. C2.ol. 


gp 


Method 


AAT/GAP 




Start 


1931 








End 


2302 




GI 


none 








Score 


684 




Exons 


1931 . . 2302 














Seq. No. 


28281 








Seq. ID 


OJ000250_89.0214 


.C2 


Gene No. 


58203 








Strand 


+ 




Start 


1931 








End 


2439 




Name 


OJ000250 89 


.0214 


,C2.ol. 


gs 


Method 


GENSCAN 




Start 


2047 








End 


2439 




GI 


none 








Score 


.96 




Exons 


2047. .2439 














Seq. No. 


28281 








Seq. ID 


OJ000250_89.0214 


.C2 


Gene No. 


58203 








Strand 


+ 




Start 


1931 








End 


2439 




Name 


OJ000250 89 


.0214 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2128 








End 


2280 




GI 


none 








Score 


221 




Exons 


2128. .2280, 


2130 


. .2273 










Seq. No. 


28282 








Seq. ID 


OJ000250_89.0214 


.C3 


Gene No. 


58204 








Strand 


+ 




Start 


54 








End 


230 




Name 


OJ000250 89 


.0214 


.C3.ol. 


gs 


Method 


GENSCAN 




Start 


54 








End 


230 




GI 


none 








Score 


1 




Exons 


54. .230 















28007 




Seq. No. 


o o o o o 




Seq. ID 


OJUUU^oU oy.U^14 




Gene No. 


58205 




Strand 


+ 




Start 


177 




End 


1572 




Name 


OJ000250 89.0214.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


177 




End 


1572 




GI 


none 




Score 


1031 




Exons 


177.. 359, 1223.. 1572 










Seq. No. 


28282 




Seq. ID 


OJ000250_89.0214 


.C3 


Gene No. 


58206 




Strand 


+ 




Start 


2397 




End 


5784 




Name 


OJ000250 89.0214.C3.o2. 


gs 


Method 


GEN SCAN 




Start 


2397 




End 


5784 




GI 


none 




Score 


.7 




Exons 


2397.. 2483, 2721.. 2846, 


3532. 


.3610, 4088. .4212, 4859. .4940 




5529.. 5586, 5694.. 5784 










Seq. No. 


28282 




Seq. ID 


OJ000250_89.0214 


.C3 


uene no. 


58207 




Strand 






Start 


5580 




End 


7952 




Name 


OJ000250 89.0214.C3.ol. 


np 


Method 


AAT/NAP 




Start 


5580 




End 


7952 




GI 


3582518 




Score 


61 




Exons 


5580.. 5720, 7158.. 7245, 


7322. 


.7382, 7929.-7952 ' 




GI Descrip. 


(AF016264) FUSCA3 [Arabidopsis thaliana] 




Seq. No. 


28282 




Seq. ID 


OJ000250_89.0214 


.C3 


Gene No. 


58207 




Strand 






Start 


5580 




End 


7952 




Name 


OJ000250 89.0214.C3.o3. 


gs 


Method 


GENS CAN 




Start 


6859 




End 


7838 




GI 


none 




Score 


.96 




Exons 


6859.-6987, 7169.. 7382, 


7783. 


.7838 






Seq. No. 


28283 




Seq. ID 


OJ000250_89.0214 


.C4 


Gene No. 


58208 




Strand 


+ 




Start 


1 




End 


344 




Name;'-'; 


OJ000250 89.0214.C4.ol. 


np 


Method 


AAT/NAP -V 




Start 


1 




End 


344 




GI 


4680179 




Score 


528 




Exons 


1. .344 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


28283 




Seq. ID 


OJ000250_89.0214 


.C4 


Gene No. 


58208 




Strand 


+ 




Start 


1 




End 


344 




Name 


OJ000250 89.0214.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


269 




GI 


none 




Score 


352 




Exons 


2..26S, 3..269 










Seq. No. 


28283 




Seq. ID 


OJ000250_89.0214 


.C4 


Gene No. 


58208 




Strand 


+ 




Start 


1 




End 


344 




Name 


OJ000250 89.0214.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3 




End 


179 





28008 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3. .179, 5. .178 

28283 
58208 
1 

OJ000250_89. 0214 . C4 . ol . tw 
90 

none 

90. .344, 107. .343 



Score 212 



Seq. ID OJ000250_89.0214.C4 

Strand + 

End 344 

Method TBLASTX : Wheat 

End 344 

Score 274 



28284 Seq. ID 

58209 Strand 
1 . End 
OJ000250_89.0214 .C5.ol.np Method 
1 End 
5734734 ' Score 

1..50, 942. .1032, 1502. .1617, 1803. .1932 
(AC007259) Hypothetical protein [Arabidopsis thaliana] 



OJ000250_89.0214.C5 
+ 

3303 
AAT/NAP 
1932 
197 



28284 Seq. ID 

58209 Strand 

1 End 

OJ000250_89.0214.C5-ol.gs Method . 

901 End 

none Score 

901.. 1023, 1458.. 1532 



OJ000250_89.0214.C5 
+ 

3303 
GENS CAN 
1532 
.66 



28284 
58209 
1 

OJ000250_89.0214.C5.ol.gp 
1583 

18501 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1583. .1617, 1803. .1922, 2061. .2129, 2700. .3303 
, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000250_89.0214.C5 
+ 

3303 
AAT/GAP 
3303 
1506 



28284 Seq. ID 

58210 Strand 

8339 End 

OJ000250_89 . 0214 . C5 . o4 . gp Method 

8117 End 

403 1.R1084 Score 



OJ000250_89.0214.C5 
+ 

15685 
AAT/GAP 
10629 
2050 



8117. .8599, 9473. .9934, 10513. .10629 

f 24 97538/sp|Q42806|KPYC_SOYBN 1.0e-157 PYRUVATE KINASE, 
CYTOSOLIC ISOZYME >gi_4 66350 (L08 632) pyruvate kinase [Glycine 
max] ' 



28284 Seq. ID 

58210 Strand 

8339 End 

OJ000250_89 . 0214 . C5 . o2 . np Method 

8339 End 

2497538 Score 

8339.. 8599, 9473.-9934, 10513.. 11322 



OJ000250_89.0214.C5 
+ 

15685 
AAT/NAP 
11322 
1973 



28009 



GI Descrip. PYRUVATE KINASE, CYTOSOLIC ISOZYME gi | 466350 (L08632) pyruvate 
kinase [Glycine max] 



beq. No. 


28284 




Seq. ID 


OJ000250_ 


89. 


0214 




Gene No. 


58210 




Strand 


+ 








Start 


8339 




End 


15685 








Name 


OJ000250 89. 0214. C5. 


o3.gs 


Method 


GENSCAN 








Start 


8339 




End 


' 15685 








GI 


none 




Score 


.84 








Exons 


8339.-8599, 9473. .9934, 10513 10585, 


10961. .11257,, 








11625. .11713, 12284. 


.12423, 


12609. .12834, 12941. 


. 12983, 






13667. .13847, 13932. 


.14535, 


14787. .14899, 15256. 


. 15685 




Seq. No. 


28284 




Seq. ID 


UJ UUUZOU 


Q Q 

o y . 


V£ 14 


.C5 


Gene No. 


58210 




Strand 


+ 








Start 


8339 




End 


lODOD 








Name 


OJ000250 89. 0214. C5. 


o6.gp 


Method 


7\ 7\ rn / CT\Ti 

AA1 /bAr 








Start 


12199 




End 


12812 








GI 


2427984 




Score 


762 








Exons 


12199. .12423, 12609. 


.12812 












Seq. No. 


28284 




Seq. ID 


OJUUUzbU 


o y . 


A O T A 

U214 


,C5 


Gene No. 


58211 




Strand 


+ 








Start 


17064 




End 


1/^00 








Name 


OJ000250 89. 0214. C5. 


o4 .gs 


Method 


GENSCAN 








Start 


17064 




End 


17265 








GI 


none 




Score 


.53 








Exons 


17064. .17130, 17159. 


.17265 












Seq. No. 


28284 




Seq. ID 


OJ000250_ 


o n 
O 9 . 


0^14 


.C5 


Gene No. 


58212 




Strand 


+ 








Start 


18424 




End 


19191 








Name 


OJ000250 89. 0214. C5. 


o5 .gs 


Method 


GENSCAN 








Start 


18424 




End 


19191 








GI 


none 




Score 


1 








Exons 


18424. .19191 














Seq. No. 


28284 




Seq. ID 


OJ000250_ 


O Q 

o y . 


n o i a 
\JZ 14 


♦ C5 


Gene No. 


58213 




Strand 


+ 








Start 


25181 




End 


25940 








Name 


OJ000250 89. 0214. C5. 


o7 . gs 


Method 


GENSCAN' 








Start 


25181 




End 


25940 








GI 


none 




Score 


.72 








Exons 


25181. .25293, 25540. 


.25632, 


25820. .25940 








Seq. No. 


28284 




Seq. ID 


OJ000250_ 


89. 


0214 


.C5 


Gene No. 


58214 




Strand 


+ 








Start 


28881 




End 


30302 








Name 


OJ000250 89. 0214. C5. 


08 . gs 


Method 


GENSCAN 








Start 


28881 




End 


30302 








GI 


none 




Score 


1 








Exons 


28881. .30302 














Seq. No. 


28284 




Seq. ID 


OJ000250_ 


89. 


0214 


.C5 


Gene No. 


58214 




Strand 


+ 








Start 


28881 




End 


30302 








Name 


OJ000250 89. 0214. C5. 


o3.np 


Method 


AAT/NAP 









28010 



Start 28893 

GI 6850873 

Exons 28893. .30299 

GI Descrip. (AL132959) putative protein 

Seq. No. 28284 

Gene No. 58215 

Start .. 49786 

Name OJ000250_89 . 0214 . C5 . oil . gs 

Start 49786 

GI none 

Exons 49786. .49850, 49855 50054 , 
51425. .51757, 51838.. 52611 



End 
Score 



30299 
843 



[Arabidopsis thaliana] 

Seq. ID OJ000250_89.0214.C5 

Strand + 

End 52611*"' 

Method • GENSCAN 

End 52611 

Score .44 
50144 . .50433, 51237 51302 , 



Seq. No. 28284 Seq. ID 

Gene No. 58215 Strand 

Start 49786 End 

Name OJ000250_89. 0214 .C5 .o9 . gp . Method 

Start 51956 . End 

GI none Score 

Exons 51956. .52473 



OJ000250_89.0214.C5 
+ 

52611 
AAT/GAP 
52473 
983 



Seq. No. 28284 Seq. ID 

Gene No. 58216 Strand 

Start 57787 End 

Name OJ000250_8 9 . 0214 . C5 . olO . gp Method 

Start 57787 End 

GI none Score 

Exons 57787. .57998 



OJ000250_89.0214.C5 
+ 

57998 
AAT/GAP 
57998 
409 



Seq. No. 28284 Seq. ID 

Gene No. 58217 Strand 

Start 3831 End 

Name OJ000250_89. 0214 .C5 . o2 .gp Method 

Start 3512 End 

GI 3762604 Score 

Exons 3512. .4009 



OJ000250_89.0214.C5 

4505 
AAT/GAP 
4009 
902 



Seq. No. - 28284 Seq. ID 

Gene No. 58217 Strand 

Start 3831 End 

Name OJ000250_8 9 . 0214 . C5 . o2 . gs Method 

Start 3831 End 

GI none Score 

Exons 3831. .4430 



OJ000250_89.0214.C5 

4505 
GENSCAN 
4430 
.93 



Seq. No. 28284 Seq. ID 

Gene No. 58217 Strand 

Start 3831 End 

Name 0 JO 0 0 2 5 0_8 9.0214.C5.o3.gp Met hod 

Start 4183 End 

GI 2431369 Score 

Exons 4183. .4505 



OJ000250_89.0214.C5 

4505 
AAT/GAP 
4505 
620 



Seq. No. 
Gene No. 
Start 



28284 
58218 
10558 



Seq. ID 

Strand 

End 



OJ000250 89. 0214. C5 



11780 



28011 



Name OJ000250_89 . 0214 . C5 . o5 . gp Method AAT/GAP 

Start 10558 End 11780 

GI 610_1.R1084 Score 1971 

Exons 10558. .10590, 10774.. 11780 

GI Descrip. 1 322787/pir | IJC1481 1.0e-112 pyruvate kinase (EC 2.7.1.40), 
cytosolic - potato 1 



Seq. No. 28284 

Gene No. 58219 

Start 19966 

Name OJ000250_89 . 0214 .C5.o6.gs 

Start 19966 

GI none 

Exons 19966.. 21564 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 21564 

Method GENSCAN 

End 21564 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28284 
58220 
31697 

OJ000250_8 9 . 0214 . C5 . ol2 . tm 
1 

none 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 58007 

Method TBLASTX : Mai ze 

End 1654 

Score 59 



1..48, 44. .82, 894. .1022, 900. .1028, 901. .1026, 1334. .1426, 
1343. .1468, 1344. .1433, 1498. .1557, 1504. .1560, 1505. .1564, 
'1556.. 1654, 1566.. 1616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28284 
58220 
31697 

OJ000250_89 . 0214 . C5 . o4 . tm 

8327 

none 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 58007 

Method TBLASTX: Maize 

End 8593 

Score 56 



8327. .8380, 8336. .8380, 8386. .8592, 8387. .8593 



28284 
58220 
31697 

OJ000250_8 9 . 0214 . C5 . ol . ts 

8339 

none 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 58007 

Method TBLASTX: Soybean 

End 11331 

Score 357 



8339. .8599, 8386. .8598, 9470. .9943, 9471. .9944, 9472. .9516, 
9580. .9945,* 10511. .10624, 10512 .. 10628 , 10513 .. 10629, 
10513. .10629, 10774. .11331, 10776.. 11324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28284 
58220 
31697 

OJ000250_89.0214 .C5.ol.tw 

8392 

none 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 58007 

Method TBLASTX : Wheat 

End 9601 

Score 300 



8392. .8598, 8393. .8599, 8554. .8601, 9470. .9541, 9472. .9516, 
9527. .9601 



Seq. No. 28284 

Gene No. 58220 

Start 31697 

Name OJ000250_89 . 0214 . C5 . o3 . tc 

Start 8398 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 58007 

Method TBLASTX: Cress 

End 9556 



28012 




GI 


none 




Score 


327 




Exons 


8398.. 8598, 8399.. 8599, 9470 


..9556, 9472.. 9516 




Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


.C5 


Gene No. 


58220 




Strand 






Start 


31697 




End 


58007 




Name 


OJ000250 89. 0214. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


9558 




End 


11363 




GI 


none 




Score 


370 




Exons 


9558. .9935, 9560.. 9943, 9560 


..9949, 10512. .10628, 10512 


. .1 




10513. .10629, 10774. 


.11328, 


10776. .11363, 10779.. 11348 




Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


• C5 


Gene No. 


58220 




Strand 






Start 


31697 




End 


58007 




Name 


OJ000250 89. 0214. C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


9681 




End 


10629 




GI 


none 




Score 


371 




Exons 


9681.. 9917, 9682.. 9930, 9683 


..9934, 9709. .9936, 10494.. 


105 




10498. .10530, 10539. 


.10628, 


10546. .10629 




Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


.C5 


Gene No. 


58220 




Strand 






Start 


31697 




End 


58007 




Name 


OJ000250 89.f214.C5. 


o4 . tc 


Method 


TBLASTX: Cress * 




Start 


10777 




End 


11199 




GI 


none 




Score 


309 




Exons 


10777. .11199, 10791. 


.11165 








Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


.C5 


Gene No. 


58220 




Strand 






Start 


31697 




End 


58007 




Name 


OJ000250 89. 0214. C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10914 




End 


11199 




GI 


none 




Score 


230 




Exons 


10914. .11165, 10915. 


.11199 








Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


.C5 


Gene No. 


58220 




Strand, 






Start 


31697 




- End 


58007 




Name 


OJ000250 89. 0214. C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


13137 




End 


13779 




GI 


none 




Score 


216 




Exons 


13137. .13277, 13184. 


.13264, 


13444. .13572, 1344 5 .. 13573, 






13500. .13574, 13668. 


.13772, 


13668. .13778, 13669 .. 13779, 






13669. .13779 










Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


.C5 


Gene No. 


58220 




Strand 






Start 


31697 




End 


58007 




Name 


OJ000250 89. 0214. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13794 




End 


15089 




GI 


none 




Score 


59 




Exons 


13794. .13838, 13795. 


.13833, 


13935. .14099, 13936 .. 14208 , 






14332. .14541, 14781. 


.14909, 


15021. .15089 




Seq. No. 


28284 




Seq. ID 


OJ000250_89.0214 


.C5 



28013 




Gene No. 


58220 








Strand 








Start 


31697 








End 


58007 






Name 


OJ000250 89. 0214. C5. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


14062 








End 


14322 






GI 


none 








Score 


335 






Exons 


14062. 


.14322, 


14064. 


.14219, 


14289. .14321 






Seq. No. 


28284 








Seq. ID 


OJ000250 


_89.0214 


.C5 


Gene No. 


58220 








Strand 








Start 


■ 31697. 








End 


58007 






Name 


OJ000250 89. 0214. C5. 


o2 . tm 


Method 


TBLASTX: 


tfaize 




Start 


15023 








End 


15628 






GI 


none 








Score 


228 






Exons 


15023. 


.15265, 


15024. 


.15266, 


15028. .15276, 15213 


. .15266, 






15378. 


.15452, 


15380. 


.15490, 


15385. .15594, 15386 


. .15592, 






15387. 


.15599, 


15480. 


.15626, 


15547. .15627, 15560 


. .15628 




Seq. No. 


28284 








Seq. ID 


OJ000250 


_89.0214 


.C5 


Gene No. 


58220 








Strand 








Start 


31697 








End 


58007 






Name 


OJ000250 89. 0214. C5. 


o3. ts 


Method 


TBLASTX : 


Soybean 




Start 


19972 








End 


21069 






GI 


none 








Score 


145 






Exons 


19972. 


.20313, 


19976. 


.20173, 


20125. .20325, 20204 


. .20299, 






20617. 


.20823, 


20908. 


.21069 










Seq. No. 


28284 








Seq. ID 


OJ000250 


_8 9.0214 


.C5 


Gene No. 


58220 








Strand 








Start 


31697 








End 


58007 






Name 


OJ000250 89. 0214. C5. 


olO.tm 


Method 


TBLASTX: 


Maize 




Start 


19978 








End 


21018 






GI 


none 








Score 


115 






Exons 


19978. 


.20343, 


20695. 


.20805, 


20806. .21018 






Seq. No. 


28284 








Seq. ID 


OJ000250 


_89.0214 


-C5 


Gene No. 


58220 








Strand 








Start 


31697 








End 


58007 






Name 


OJ000250 89. 0214. C5. 


o5. tc 


Method 


TBLASTX: 


Cress 




Start 


19999 








End 


21150 






GI 


none 








Score 


66 






Exons 


19999. 


.20313, 


20053. 


.20355, 


20056. .20298, 20056 


. .20382, 






20059. 


.20283, 


20341. 


o r> *5 ft 1 

. 20391, 


20605. .20823, 20614 


. . zUol4 , 






20623. 


.20817, 


20683. 


.20823, 


20686. .20826, 20692 


. .20826, 






20695. 


.20820, 


20827. 


.21078, 


20827. .21051, 20827 


. .21051, 






20830. 


.21033, 


20832. 


.20867, 


20833. .21045, 20834 


. .20947, 






20839. 


.21024, 


20842. 


.20961, 


20842. .21051, 20863 


. .20997, 






20887. 


.21051, 


21019. 


.21150 










Seq. No. 


28284 








Seq. ID 


OJ000250 


_89.0214 


,C5 


Gene No. 


58220 








Strand 








Start 


31697 








End 


58007 






Name 


OJ000250 89. 0214. C5. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


29208 








End 


30307 






GI 


none 








Score 


223 






Exons 


29208. 


.29459, 


29267. 


.29413, 


29496. .29537, 29790 


. .29861, 






29853. 


.30002, 


29912. 


.30001, 


30030. .30164, 30041 


. .30148, 






30176. 


.30307, 


30177. 


.30302 











28014 



beq. No. 


9 O 9 O A 




Seq. ID 


OJ000250 


on n o i a 

o y . vz 14 


. CO 


Gene No. 


58220 




Strand 








Start 


31697 




End 


58007 






Name 


OJ000250 89. 0214. C5. 


oil . tm 


Method 


TBLASTX: 


Maize 




Start 


29223 




End 


29632 






GI 


none 




Score 


215 






Exons 


29223..294S9, 29267. 


.29458, 


29499. .29537, 29582 


. .29632 




Seq. No. 


28284 




Seq. ID 


OJ000250 


_89.0214 


.C5 


Gene no. 


coon 




Strand 








Start 


31697 




End 


58007 






Name 


OJ000250 89. 0214. C5 . 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


29229 




End 


29990 






GI 


none 




Score 


231 






Exons 


29229. .29459, 29267. 


.29452, 


29499. .29609, 29519 


. .29608, 






29712. .29873, 29895. 


.29990 










Seq. No, 


28284 




Seq. ID 


OJ000250 


_89.0214 


.C5 


Gene No. 






Strand 








Start 


31697 




End 


58007 






Name 


OJ000250 89. 0214. C5. 


o3. tm 


Method 


TBLASTX : 


Maize 




Start 


29793 




End 


30302 






GI 


none . 




Score 


95 






Exons . 


29793.-29939, 29796. 


.29882, 


29906. .30172, 29919 


. .30173, 






30119. :*30301, 30165. 


.30302 










Seq. No. 


28284 




Seq. ID 


OJ000250 


_89.0214 


.C5 


Gene No . 


t^Q 99 Ci 
joZZU 




Strand 








Start 


31697 




End 


58007 






Name 


OJ000250 89. 0214. C5. 


o5. ts 


Method 


TBLASTX : 


Soybean 




Start 


29991 




End 


30230 






GI 


4297956 




Score 


171 






Exons 


29991. .30164, 30023. 


.30163, 


30177. .30230 






GI Descrip. 


- 












Seq. No. 


28284 




Seq. ID. 


OJ000250 


_89.0214 


,C5 


Gene No. 


58220 




Strand 








Start 


31697 




End 


58007 






Name 


OJ000250_89.0214.C5. 


o9.gs- 


Method 


GENSCAN 






otart 






End 


45140 






GI 


none 




Score 


.4 






Exons 


31697. .31718, 32448. 


.32566, 


32676. .32794, 33107 


. .33191, 






33287. .33381, 33495. 


.33573, 


34305. .34370, 34804 


. .34839, 






35337. .35405, 35505. 


.35570, 


35716. .35920, 37144 


. .37264, 






38349. .38371, 38816. 


.38945, 


42129. .43212, 43443 


. .43543, 






44223. .44253, 44817. 


.45140 










Seq. No. 


28284 




Seq. ID 


OJ000250 


_89.0214 


-C5 


Gene No. 


58220 




Strand 








Start 


31697 




End 


58007 






Name 


OJ000250 89. 0214. C5 . 


o4 .np 


Method 


AAT/NAP 






Start 


32394 


End 


37739 






GI 


5123545 ; ; J£. . 




Score 


266 






Exons 


32394. .32566, '32676. 


.32819, 


32965. .33093, 33495 


. .33573, 






33776.-33853/ 33963. 


.34031, 


34305. .34370, 34804 


. .34839, 






35337. .35405, 35505. 


.35570, 


35716. .35767, 37705 


. .37739 





28015 



GI Descrip. (AL07934 4) arginine methyl trans f erase (paml) [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28284 
58220 
31697 

OJ000250_8 9 . 0214 . C5 . 08 . tm 

32456 

none 

32456.-32569, 324 63 .. 32570, 
32790. .32861, 32809.. 32859 

28284 
58220 
31697 

OJ000250_89.0214 .C5.o9.tm 

33108 

none 

33108. .33197, 33109 33195, 
33275. .33370, 33499.. 33543 

28284 
58220 
31697 

OJ000250_89 . 0214 . C5 . o7 . gp 
35302 

59478JL.R1084 

35302. .35405, 35505 35570, 
•3088573 2.0e-16 (AF059530) 
3 [Rattus norvegicus] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_89.0214.C5 
58007 

TBLASTX: Maize 

32861 

84 



32667. .32780, 3267 1 .. 32808 , 



Seq. ID 

Strand 

End v " 

Method 

End 

Score 



OJ000250_89.0214.C5 
58007 

TBLASTX: Maize 

33543 

83 



33269. .33370, 33273.-3338 6, 



OJ000250 89. 0214. C5 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35716. .36008 
protein arginine 



58007 
AAT/GAP 
36008 
790 



N-methyltransf erase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28284 Seq. ID 

58220 Strand 
31697 - End 

OJ000250_8 9 . 0214 . C5 . o5 . np Method 

35690 . End 
5917666 Score 



OJ000250_89.0214.C5 

58007 
AAT/NAP 
58007 
158 



35690. .35946, 37231 3748 6, 42656 42774 , 44419 .. 44587, 
44850. .44900, 46550 46600, 47774 47891 , 49870 .. 50230, 
53344. .53450, 57929. .58007 



GI Descrip. (AF159297) extensin-like protein [Zea mays] 



Seq. No. 28284 

Gene No. 58220 

Start 31697 

Name OJ000250_89 . 0214 . C5 . o7 . tm 

Start 42469 

GI none 

Exons 42469. .42672, 424 69 .. 42756, 
52000. .52038, 52066 .. 52272, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_89.0214.C5 
58007 

TBLASTX: Maize 

52272 

158 



42485. .42715, 
52071. .52259 



51993. .52037, 



Seq. No. . 28284 Seq. ID 

Gene No. 58220 Strand 

Start 31697 End 

Name OJ000250_8 9 . 0214 . C5 . olO . gs Method 

Start 45371 End 

GI none Score 



OJ000250_89.0214.C5 

58007 
GENSCAN 
49349 
.79 



28016 



Exons 



45371. .45561, 47282 47381, 47751 4 8008 , 48736 .. 48922, 
49348.-49349 



Seq. No. 28284 

Gene No. 58220 

Start 31697 

Name OJ000250_89 . 0214 . C5 . o.8 . gp 

Start 474 99 

GI none 

Exons 47499.-47963 



Seq. ID OJ000250_89.0214.C5 
Strand 

End 58007 

Method AAT/GAP 

End 47963 

Score 822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28285 
58221 
1 

OJ000250_89.0214.C6.ol.np 
1 

6688529 
1..99, 2749. .3001 

(AJ243339) I-box binding factor [Lycopersicon esculentum] 



Seq. ID OJ000250_89.0214.C6 
Strand + 

3250 
AAT/NAP 
3001 
288 



End 

Method 

End 

Score 



Seq. ID OJ000250_89.0214.C6 

Strand + 

End 3250 

Method AAT/GAP 

End 3066* 

Score 708 



28285 
58221 
1 

OJ000250_89.0214.C6.ol.gp 
26 

uC-osflm202109fl0bl 
26. .99, 2749. .3066 

1 3335378 7.0e-26 (AC003028) Myb-related transcription activator 
[Arabidopsis thaliana] 1 



Seq. ID OJ000250_89.0214.C6 

Strand + 

End 3250 

Method GENSCAN 

End 3250 

Score . 95 



28285 
58221 
1 

OJ000250_89.0214.C6.ol.gs 
1573 
none 

1573.. 1614, 2657. .3250 

28285 
58222 
3654 

OJ000250_89.0214.C6.o2.gs 
3654 
none 

3654. .3668, 4243. .4360, 4393. .4539, 5748. .6113, 6663. .6935, 
7431. .7777, 8453. .8605, 8677. .8796, 9108. .9197, 9354. .9454, 
9989.. 10035, 10112 10188 , 11263.. 11475 



Seq. ID OJ000250_89.0214.C6 

Strand + 

End 12425 

Method GENSCAN 

End 11475 

Score .71 



28285 
58222 
3654 

OJ000250_89.0214 .C6.o2.np 

7308 

3582520 



Seq. ID OJ000250_89.0214.C6 

Strand + 

End 12425 

Method AAT/NAP 

End 12425 

Score 160 



7308.. 7335, 7553.. 7602, 9105.. 9197, 9354.. 9454, 9989.. 10035, 

10112. .10193, 12391.. 12425 

(AF016265) FUSCA3 [Arabidopsis thaliana] 



28017 



Seq. ID. OJ000250_89.0214.C6 
Strand 

End 3686 

Method AAT/GAP 

End 3686 

Score 502 



Seq. ID OJ000250_89.0214.C6 
Strand 

End 12153 

Method GENS CAN 

End 12153 

Score .98 



Seq. ID OJ000250_89.0214.C6 
Strand 

End 13538 

Method TBLASTX: Maize 

End 3066 

Score 95 



Seq. ID OJ000250_89.0214.C6 
Strand 

End 13538 

.ol.ts Method TBLASTX : Soybean 

End 3085 

Score 92 

49. .102, 53. .109, 2746. .2964, 2768. .3031, 3061. .3084, 3062. .3085 

Seq. ID OJ000250_89.0214.C6 
Strand 

End 13538 

.ol.tc Method TBLASTX : Cress 

End 2932 

Score 83 



Seq. ID OJ000250_89.0214.C6 
Strand 

End 13538 

Method TBLASTX : Wheat 

End 2992 

Score 88 



Seq. ID OJ000250_89.0214.C6 
Strand 

End 13538 

Method TBLASTX: Maize 

End 3411 

Score 133 



Seq. No. 


o o o o c 

28285 




Gene No. 


58223 




Start 


3418 




Name 


OJ000250 89. 


0214 


Start 


3418 




GI 


5038915 




Exons 


3418. .3686 




Seq. No. 


-28285 




Gene No. 


58224 




Start 


11881 




Name 


OJ000250 89. 


0214 


Start 


11881 




GI 


none 




Exons 


11881. .12153 


Seq. No. 


o o o o c 

28285 




Gene No. 


58225 




Start 


13048 




Name 


OJ000250 89. 


0214 


Start 


15 




GI 


none 




Exons 


15. .53, 37.. 


102, 




2768. .3040, 


3040 


Seq. No. 


28285 




Gene No. 


58225 




Start 


13048 




Name 


OJ000250 89. 


0214 


Start 


49 




GI 


none 




Exons 


49. .102, 53. 


.109 


Seq. No. 


28285 




Gene No. 


58225 




Start 


13048 




Name 


. OJ000250 89. 


0214 


Start 


53 




GI 


none 




Exons 


53. .109, 2728. .2 


Seq. No. 


28285 




Gene No. 


58225 




Start 


* 13048 




Name 


OJ000250 89. 


0214 


Start 


2746 




GI 


none 




Exons 


2746. .2871, 


2746 


Seq. No. 


28285 




Gene No. 


* 58225 




Start 


13048 




Name 


OJ000250 89. 


0214 


Start 


3068 . 




GI 


none 




Exons 


3068. .3151, 


3068 



28018 




3319. .3411 



Seq. No. 


28285 


Seq. ID 


OJ000250 


_89. 


0214 


.C6 


Gene No. 


58225 


Strand 










Start 


13048 


End 


13538 








Name 


OJ000250 89.0214.C6.o4.gs 


Method 


GENSCAN 








Start 


13048 


End 


13538 








GI 


none 


Score 


.51 








Exons 


13048. .13095, 13209 .. 134 10, 


13504. .13538 








Seq. No. 


28286 


Seq. ID 


OJ000250_ 


_89. 


0214 


-C7 


Gene No. 


58226 


Strand 


+ 








Start 


178 


End 


523 








Name 


OJ000250 89.0214.C7.ol.gs 


Method 


GENSCAN 








Start 


178 


End 


523 








GI 


none 


Score 


.86 








Exons 


178. .335, 407. .523 












Seq. No. 


28287 


Seq. ID 


OJ000250_ 


_89. 


0214 


.C10 


Gene No. 


58227 


Strand 


+ 








Start 


105 


End 


178 








Name 


OJ000250 89.0214.C10.ol.gs 


Method 


GENSCAN 








Start 


105 


End 


178 








GI 


none 


Score 


.46. 








Exons 


105. .178 













Seq. No. 


28288 










Seq. ID 


OJ000250_89.0214 


.Cll 


Gene No. 


58228 










Strand 






Start 


80 










End 


531 




Name 


OJ000250 


_89. 


0214. 


Cll. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


57 










End 


307 




GI 


none 










Score 


233 




Exons 


57. .302, 


59. 


.307 












Seq. No. 


28288 










Seq. ID 


OJ000250_89.0214 


.Cll 


Gene No. 


58228 










Strand 






Start 


80 










End 


531 




Name 


OJ000250 


_89. 


0214. 


Cll. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


59 










End 


361 




GI 


none 










Score 


113 




Exons 


59. .310, 


62. 


.301, 


69. 


.302, 


305. .361, 


315. .356 





Seq. No. 28288 Seq. ID 

Gene No. 58228 Strand 

Start - 80 End 

Name OJ000250_89. 0214. Cll. ol.gs Method 

Start 80 End 

GI none Score 

Exons 80. .412 



OJ000250_89. 0214. Cll 
531 

GENSCAN 

412 

.57 



Seq. No. 28288 Seq. ID 

Gene No. 58228 Strand 

Start 80 End 

Name OJ000250_89 . 0214 . Cll . ol . np Method 

Start 89 End 

GI 4417308 Score 

Exons 89.. 531 



OJ000250_89. 0214. Cll 
531 

AAT/NAP 

531 

331 



28019 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC00644 6) putative retroelement pol polyprotein [Arabiciopsis 
thaliana] 



28288 
58228 
80 

OJ000250_89.0214.Cll.ol.ts 

161 

none 

161. .292, 299. .523, 333. .512 



Seq. ID OJ000250_89.0214.C11 
Strand 

End 531 

Method TBLASTX : Soybean 

End 523 

Score 80 .« . 



28289 
58229 
1 

OJ000250_89.0214 .C12.ol.np 
1 

4680186 
1. .172 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_89.0214.C12 

Strand + . 

End 172 

Method AAT/NAP 

End 172 

Score 292 



28289 
58229 
1 

OJ000250_89.0214 .C12.ol.gs 
65 

none 
65. .125 



Seq. ID OJ000250_89.0214.C12 

Strand + 

End 172 

Method GENS CAN 

End 125 

Score .87 



Seq. No. 28289 

Gene No. 58230 

Start 1 

Name OJ000250_89 . 0214 . C12 . ol . gp 

Start 1 

GI uC-osflcyp033a04bl 

Exons 1 . . 105 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000250_89.0214.C12 
Strand 

End 105 

Method AAT/GAP 

End 105 

Score 202 



Seq. No. 


28290 












Seq. ID 


OJ000250 


Gene No. 


58231 












Strand 


+ 


Start 


1 












End 


182 


Name 


OJ000250 


89. 


0214 


.C13, 


.ol 


.gp 


Method • 


AAT/GAP 


Start 


1 












End 


182 


GI 


none 












Score 


326 


Exons 


1. .182 
















Seq. No. 


28291 












Seq. ID 


OJ000250 


Gene No; 


58232 












Strand 




Start 


79 












End 


367 


Name 


OJ000250 


89. 


0214 


.C15. 


■ Ol 


. gs 


Method 


GENSCAN 


Start 


79 












End 


367 


GI 


none 












Score 


.52 


Exons 


79. .367 
















Seq. No. 


28292 












Seq. ID 


OJ000250 


Gene No. 


58233 












Strand 




Start 


1 












End 


3773 



28020 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_89 . 0214 . CI 6 . ol . gp Method AAT/GAP 

1 End 2109 

4714835 Score 880 

1..87, 194. .337, 425.-499, 1261. .1331, 2001. .2109 

2443881 1.0e-59 (AC002294) contains beta-transducin motif 

[Arabidopsis thaliana] 



28292 
58233 
1 

OJ000250_8 9 . 0214 . CI 6 . ol . np 
1 

2443881 



Seq. ID OJ000250_89.0214.C16 
Strand 

End 3773. 

Method AAT/NAP 

End 3292 

Score 1022 



1..87, 194. .337, 425.-499, 1261. .1331, 2001. .2103, 2305. .2531, 
2689. .2832, 3133.. 3292 

(AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



28292 
58233 
1 

OJ000250_89 . 0214 . C16 . ol . tm 
1 

none 



Seq. ID OJ000250_89.0214 .C16 
Strand 

End 3773 

Method TBLASTX : Mai ze 

End 503 

Score 114 



1..99, 5. .88, 7. .99, 184. .339, 194 . . 346, . 195 . . 338, 199. .339, 
41i; .503, '416. .499, 421. . 501 *• 



Seq. No. 28292 

Gene No. 58233 

Start 1 

Name OJ000250_89 . 02 14 . C16 . ol . tc 

Start 15 

GI none 
Exons 



Seq. ID OJ000250_89.0214.C16 
Strand 

End 3773 

Method TBLASTX: Cress 

End 481 

Score 41 

15. .95, 184. .345, .194. .346, 198. .335, 199. .336, 411. .479, 
416. .481 



Seq. No. 28292 

Gene No. 58233 

Start 1 - 

Name OJ000250_89 . 0214 .C16 . ol . gs 

Start 194 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ000250_89.0214.C16 
Strand 

End 3773 

-Method GENSCAN 

End 3267 

Score .89 



194.. 337, 425.. 499, 1261.. 1331, 2001.. 2103, 2305.. 2531, 
2689. .2806, 3137. .3267 



28292 
58233 
1 

OJ000250_89 . 0214 . C16 . o2 . tm 

1261 

none 



Seq. ID OJ000250_89.0214.C16 
Strand 

End 3773 

Method TBLASTX : Mai ze 

End 2812 

Score 100 



1261. .1335, 1262. .1333, 1994.. 2104, 1995. .2102, 1998. .2138, 
1999. .2103, 2302. .2511, 2303. .2491, 2305. .2529, 2419. .2511, 
2690. .2812, 2699.-2794 



28292 
58233 
1 



Seq. ID OJ000250_89.0214.C16 
Strand 

End 3773 



28021 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_89 . 02 14 . C16 . o2 . gp Method AAT/GAP 
3138 End 3773 

570065 Score 426 

3138.. 3267, 3667.. 3773 

2443881 1.0e-16 (AC002294) contains beta-transducin motif 
[Arabidopsis thaliana] 



28293 Seq. ID 

58234 Strand 
159 End 
OJ000250_8 9 . 0214 . C17 . ol . gs Method 
159 End 
none Score 
159.. 326, 2064.. 2109, 2384.. 2517 

28293 Seq. ID 

58235 Strand 
9119 End 
OJ000250_8 9.0214. C17 . o3 . gs Method 
9119 End 
none Score 
9119.. 11250 



OJ000250_89.0214.C17 
+ 

2517 
GENSCAN 
2517 
.67 



OJ000250_89.0214.C17 
+ 

11630 
GENSCAN 
11250 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28293 
58235 
9119 

OJ000250_89 . 0214 . C17 . o2 .np 

9572 

5441880 

9572.. 10577, 11022 11053, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11312. .11630 



OJ000250_ 
+ 

11630 
AAT/NAP 
11630 
1852 



89.0214.C17 



(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000250_89.0214.C17 
+ 

11630 
AAT/GAP 
10607 
837 



28293 Seq. ID 

58235 Strand 
9119 End 
OJ000250_89 . 0214 . C17 . ol . gp Method 
10176 End 
5701669 Score 
10176. .10607 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

28293 Seq. ID OJ000250_89 . 0214 . C17 

58236 Strand 

3207 End 8455 

OJ000250_89 . 0214 . C17 . o2 . gs Method GENSCAN 
3207 End 8455 

none Score .89 

3207. .3380, 3682. .3783, 3867. .4001, 4114.. 4353, 

4857. .5347, 5666.-5985, 6381. .6458, 7019. .7213, 

7744.. 7803, 8277.. 8358, 8363.. 8455 



4599. .4767, 
7348. .7509, 



"Seq. No. 
Gene No. 



28293 
58236 



Seq. ID 
Strand 



OJ000250 89.0214.C17 



28022 



Start 3207 End 8455 

Name OJ000250_89 . 0214 . C17 . ol . np Method AAT/NAP 

Start 3645 End 5575 

GI 729396 Score 646 

Exons 3645.. 3783, 3867.. 4001, 4114, 

5436, .5575 

GI Descrip. ELONGATION FACTOR 1 -ALPHA (EF-1-ALPHA) (ELONGATION FACTOR TU) 
(EF-TU) gi I 581023 | emb | CAA51984 | (X73582) elongation factor 
1-alpha [Desulfurococcus mobilis] 



.4353, 4599. .4767, 4857. .5347, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28293 
58236 
3207 

OJ000250_89, 

3670 

none 

3670. .3771, 
5439. .5546 



0214.C17.ol.tc 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ000250_89.0214.C17 
8455 

TBLASTX: Cress 

5546 

108 



4638.. 4766, 4874.. 5014, 5018.. 5113, 5102.. 5344, 



Seq. No. 


28293 








Seq. ID 


OJ000250_89. 0214 .C17 


Gene No. 


58236 








Strand 




Start 


3207 








End 


8455 


Name 


OJ000250 89. 


0214 


.C17.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3710 








End 


4011 


GI . 


none 








Score 


137 


Exons 


3710. .3784, 


3712 


. .3786, 


3808. 


.4008, 3852.. 4007, 3862.. 4011 


Seq. No. 


28293 








Seq. ID 


OJ000250_89.0214.C17 


Gene No. 


58236 








Strand 




Start 


3207 








End 


8455 


Name 


OJ000250 89. 


0214 


.C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4090 








End 


4722 


GI 


none 








Score 


198 


Exons 


4090. .4356, 


4112 


. .4348, 


4594. 


.4722, 4596. .4721 



Seq. No. 


28293 








Seq. ID 


OJ000250_89.0214.C17 


Gene No. 


58236 








Strand 




Start 


3207 








End 


8455 


Name 


OJ000250 89 


.0214. 


C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4111 








End 


4351 


GI 


none 








Score 


167 


Exons 


4111. .4350, 


4115. 


.4351 








Seq. No. 


28293 








Seq. ID 


OJ000250_89.0214.C17 


Gene No. 


58236 








Strand 




Start 


3207 








End 


8455 


Name 


OJ000250 89 


.0214. 


C17.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4638 








End 


5546 


GI 


none 








Score 


102 


Exons 


4638. .4766, 


4874. 


.5014, 


5018. 


.5113, 5102.. 5344, 5103.. 5339, 




5439. .5546, 


5440. 


.5544 









Seq. No. 28293 Seq. ID 

Gene No. 58236 Strand 

Start 3207 End 

Name OJ000250_8 9.0214. C17 . ol . tm Method 

Start 4728 End 



OJ000250_89.0214.C17 
8455 

TBLASTX: Maize 
5471 



28023 




GI 


none ' 


Score 


150 


Exons 


4728.-4766, 4850. .5101, 4854 


..5030, 4856. .5119, 5102. .5350, 




5103.. 5351, 5114.. 5371, 5436 


. .5471 




Seq. No. 


28293 


Seq. ID 


OJ000250_89.0214.C17 


Gene No. 




Strand 




Start 


3207 


End 


8455 


Name 


OJ000250 89.0214.C17.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4874 


End 


5546 


GI 


none 


Score 


70 


Exons 


4874.. 5014, 5018. .5113, 5102 


..5344, 5439. .5546, 5440. .5544 


Seq. No. 


28293 


Seq. ID 


OJ000250_89.0214.C17 


Gene No . 


C O O "3 C 


Strand 




Start 


3207 


End 


8455 


Name 


OJ000250 89.0214.C17.o5.tm 


Method 


TBLASTX: Maize 


Start 


6427 


End 


7215 


GI 


none 


Score 


65 


Exons 


6427.. 6459, 6427.. 6459, 7002 


..7214, 7020. .7214, 7021. .7215 


Seq. No. 


28293 


Seq. ID 


OJ000250_89.0214.C17 


Gene No. 


58237 


Strand 




Start 


10133 


End 


10807 


Name 


OJ000250 89.0214.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


10133 


End 


10729 


GI 


none 


Score 


93 


Exons 


10133. .10261, 10141. .10239, 


10295. .10594, 10312 .. 10533, 




10658. .10729 






Seq. No. 


28293 


Seq. ID 


OJ000250_89. 0214 . C17 


Gene No. 


58237 


Strand 




Start 


10133 


End 


10807 


Name 


OJ000250 89.0214.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10427 


End 


10807 


GI 


none 


Score 


209 


Exons 


10427. .1.0621, 10433. .10633, 


10627. .10746, 10631 .. 10807, 




10631. .10777 






Seq. No. 


28294 


Seq. ID 


OJ000250_89.0214.C18 


Gene No. 


58238 


Strand 


+ 


Start 


1 


End 


677 


Name 


ujuuuz jU o y . x*± . Lio . oi . cjp 


Method 


AAT/GAP 


Start 


1 


End 


677 


GI 


610 1.R1084 


Score 


1339 


Exons 


1..677 






GI Descrip. 


•322787/pirl | JC1481 1.0e-112 


pyruvate 


kinase (EC 2.7.1.40) , 




cytosolic - potato' 






Seq. No. 


28294 


Seq. ID 


OJ000250_89.0214.C18 


Gene No. 


58238 


Strand 


+ 


Start 


1 


End 


677 


Name 


OJ000250 89.0214.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


571 


GI 


none 


Score 


818 


Exons 


1..564, 2. .571 







Seq. No. 28294 Seq. ID OJ000250_89 . 0214 . C18 



28024 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-.58238 Strand + 

1 End 677 

OJ000250_89 . 0214 . C18 . ol . np Method AAT/NAP 
1 End 562 

125606 Score 810 

1. .562 

PYRUVATE KINASE, CYTOSOLIC ISOZYME gi | 1004 63 | pir || S12248 
pyruvate kinase (EC 2.7.1.40) - potato gi | 22576 | emb | CAA37727 | 
(X53688) pyruvate kinase [Solanum tuberosum] 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28294 
58238 
1 

OJ000250_8 9 . 0214 . C18 . ol . tm 
1 

none 

1..603, 2. .568 

28294 
58238 
1 

OJ000250_89.0214.C18.ol.tc 
2 

none 

2. .439, 2. .406 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_8 9. 0214 .C18 
+ 

677 

TBLASTX: Maize 

603 

8 97 



OJ000250_89.0214.C18 
+ 

677 

TBLASTX: Cress 

439 

331 



Seq. No. 28294 Seq. ID 

Gene No. 58238 Strand 

Start 1 End 

Name OJ000250_89 . 0214 .C18 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20. .565 



OJ000250_89.0214.C18 
+ 

677 

GENSCAN 

565 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000250_89.0214.C18 

+ ' 
677 

TBLASTX: Wheat 
439 
230 



28294 Seq. ID 

58238 Strand 
1 End 
OJ000250_89 . 0214 . C18 . ol . tw Method 
154 End 
none Score 
154. .405, 155. .439 

28295 Seq. ID 

58239 Strand 
1 End 
OJ000250_85 . 02 14 . C2 . ol . np Method 
1 End 
6942149 Score 
1..199, 628. .691 

(AF218808) ReMembR-H2 protein JR702 [Arabidopsis thaliana] 



OJ000250_85.0214.C2 
+ 

691 

AAT/NAP 

691 

191 



28295 Seq. ID 

58239 Strand 

1 End 

OJ000250_85.0214 .C2.ol.tm Method 

5 End 

none Score 



OJ000250_85.0214.C2 
+ 

691 

TBLASTX: Maize 

196 

325 



28025 




Exons 


5. .196, 6. .194 












Seq. No. 


28295 




Seq. ID 


OJ000250 


_85.0214 


.C2 


Gene No. 


58239 




Strand 


+ 






Start 


1 




End 


691 






Name 


OJ000250 85. 0214. C2 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


5. ; 




End 


203 






GI * 


none 




Score 


268 






Exons 


5. .196, 6. .194, 6.. 


203 










Seq. No. 


28295 




Seq. ID 


OJ000250 


_85.0214 


.C2 


Gene No. 


58239 




Strand 


+ 






Start 


1 




End 


691 






Name 


OJ000250 85. 0214. C2 


. ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


9 




End 


196 






GI 


none 




Score 


304 






Exons 


9. .194, 11. .196, 14 


..196 










Seq. No. 


28296 




Seq. ID 


OJ000250 


_85.0214 


.C5 


Gene No. 


58240 




Strand 








Start 


789 




End 


854 






Name 


OJ000250 85. 0214. C5 


. ol.gs 


Method 


GEN SCAN 






Start 


789 




End . 


854 






GI 


none 




Score 


.86 






Exons 


789. .854"^ 












Seq. No. 


28297 




Seq. ID 


OJ000250 


_85.0214 


.C6 


Gene No. 


58241 




Strand 


+ 






Start 


1552 




End 


5707 






Name 


OJ000250 85. 0214. C6 


.ol.gs 


Method 


GENS CAN 






Start 


1552 




End 


5707 






GI 


none 




Score 


.53 






Exons 


1552.. 2072, 2506.. 2570, 4262 


..4341, 5549. .5707 






Seq. No. 


28297 




Seq. ID 


OJ000250 


_85.0214 


.C6 


Gene No. 


58241 




Strand 


+ 






Start 


1552 




End 


5707 






Name 


OJ000250 85. 0214. C6 


. ol.np 


Method 


AAT/NAP 






Start 


1552 




End 


2087 






GI 


4835767 




Score 


298 






Exons 


1552. .2087 












GI Descrip. 


(AC007202) T8K14.16 


[Arabidopsis thaliana] 






Seq. No. 


28297 




Seq. ID 


OJ000250 


_85.0214 


.C6 


Gene No. 


58242 • 




Strand 


+ 






Start 


7116 




End 


16897 . 






Name 


OJ000250 85. 0214. C6 


.o2.gs 


Method 


GENS CAN 






Start 


7116 




End 


16669 






GI 


none 




Score 


.45 






Exons 


7116.. 7173, 7985.. 8052, 8230 


..8302, 8703.. 8927, 


9529. .9747, 




10392. .10656, 10774 


. .10954, 


13813. .14134, 14228 


. . 14331, 






14442. .14641, 14759 


. .14859, 


15167. .15191, 15305 


. .15466, 






15579. .15660, 15740 


. .16167, 


16450. .16669 






Seq. No. 


28297 




Seq. ID 


OJ000250 


_85.0214 


.C6 


Gene No. 


58242 




Strand 


+ 






Start 


7116 




•End 


16897 







28026 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_85 . 0214 . C6 . o2 . np Method AAT/NAP 

8194 End 11071 

6942149 Score 990 

8194. .8302, 8703. .8927, 9343.-9747, 10243 .. 10737 , 11008. .11071 
(AF218808) ReMembR-H2 protein JR702 [Arabidopsis thaliana] 



28297 
58242 
7116 

OJ000250_85 . 0214 . C6 . o2 . gp 
9997 

uC-osflM202061g07bl 
9997. .10025, 10243.. 10423 
, 4884104/emb|CAB43253.1| 4. 
[Homo sapiens] 1 

28297 
58242 
7116 

OJ000250_85.0214 .C6.o3.np 
12468 
1171027 

12468. .12498, 14031 14134 , 
14759. .14859, 14 978 .. 15191, 
15740. .16167, 16450.. 16603 
MALE STERILITY PROTEIN 2 g 
- Arabidopsis thaliana gi 
sterility 2 (MS2) protein 
gi|448297 |prf | | 1916413A ma 
thaliana] 



Seq. ID OJ000250_85.0214.C6 

Str.and + 

End 16897 

Method . AAT/GAP 

End 10423 

Score 336 

Oe-15 (AL050060) hypothetical protein 



Seq. ID OJ000250_85.0214.C6 
Strand + 
End 16897 
Method AAT/NAP 
End 16603 
Score 1251 
14228. .14331, 14442 14 64 1, 
15305. .15466, 15579. . 15660, ' 

i I 421835 |pir||S33804 gene MS 2 protein 
396835|emb|CAA52019| (X73652) male 
[Arabidopsis thaliana] 
le sterility 2 gene [Arabidopsis 



OJ000250_85.0214.C6 
+ 

16897 
AAT/GAP 
14643 
462 



28297 Seq. ID 

58242 Strand 
7116 End 
OJ000250_85.0214.C6.o3.gp Method 
14252 End 
uC-osflcyp086h02bl Score 
14252. .14331, 14442. .14643 

, 1171027/sp]Q08891|MS2_ARATH 3.0e-42 MALE STERILITY PROTEIN 2 

>gi_421835_pir S33804 gene MS2 protein - Arabidopsis thaliana 

>gi_396835_emb_CAA52019_ (X73652) male sterility 2 (MS2) protein 

[Arabidopsis thaliana] >gi_448297_prf 1916413A male sterility 2 

gene [Arabidopsis thaliana] 1 



OJ000250_85.0214.C6 
+ 

16897 
AAT/GAP 
16897 
871 



28297 Seq. ID 

58242 Strand 
7116 End 
OJ000250_85 . 02 14 . C6 . o4 . gp Method 
16432 End 
3762242 Score 
16432.. 16897 

1171027/sp|Q08891|MS2_ARATH 2.0e-17 MALE STERILITY PROTEIN 2 

>gi_421835_pir S33804 gene MS 2 protein - Arabidopsis thaliana 

>gi_396835_emb_CAA52019_ (X73652) male sterility 2 (MS2) protein 

[Arabidopsis thaliana] >gi_448297_prf 1916413A male sterility 2 

gene [Arabidopsis thaliana] 



28027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28297 
58243 
1920 

OJ000250_85.0214.C6.ol.gp 
1920 

52163JL.R1084 
1920. .2435 

f 5852170/emb|AL117265.1|OST17804 1.0e-23 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 2435 

Method AAT/GAP 

End 2435 

Score 1003 



28297 
58244 
16960 

OJ000250_85.0214.C6.o5.tm 

1552 

none 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 

Method TBLASTX : Maize 

End 2034 

Score - 236 



1552. .1830, 1656. .1784, 1788. .1826, 1789. .1842, 1945. .2034, 
1951.. 2025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28297 
58244 
16960 

OJ000250_85.0214.C6.o3.ts 

1656 

none 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 

Method TBLASTX : Soybean 

End . 2058 

Score 203 



1656. .1826, 1657. .1842, 1944. .2036, 1945. .2058 



28297 
58244 
16960 

OJ000250_85.0214.C6.o3.tw 

1906 

none 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 

Method TBLASTX : Wheat 

End 2209 

Score 226 



1906. .2070, 1942. .2082, 1952. .2074, 2182. .2208, 2183. .2209, 
2188. .2208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



28297 
58244 
16960 

OJ000250_85.0214.C6.o3.te 

8179 

none 



Seq. ID OJ000250_85.0214.C6 

Strand - • 

End 19139 

Method TBLASTX : Cress 

End 9566 

Score 83 



8179. .8298, 8701. .8790, 8702. .8794, 8803. .8928, 8804. .8926, 
9342.. 9545, 9344.. 9562, 9432.. 9566, 9461.. 9562 



28297 
58244 
16960 

OJ000250_85.0214.C6.o2.ts 

8230 

none 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 

Method TBLASTX : Soybean 

End 974 8 

Score 84 



8230. .8301, 8701. .8799, 8702. .8800, 8803. .8919, 8804. .8926, 
8810. .8923, 9342.. 9746, 9344. .9748 



28297 
58244 
16960 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 



28028 




Name 


OJ000250 85. 0214. C6. 


o2 . tm * 


Method 


TBLASTX: Maize 




Start 


8702 




End 


9748 




GI 


none 




Score 


332 




Exons 


8702. .8917, 8704. .8916, 8749. .8925, 9342. .9746, 9342. .9746 




9344. .9748 










Seq; No. 


28297 




Seq. ID 


OJ000250_85.0214 


.C6 


Gene No. 


58244 




Strand 


- 




Start 


16960 




End 


19139 




Name 


OJ000250 85. 0214. C6. 


o2.tw 


Method 


• TBLASTX: Wheat 




Start 


9563 




End 


10477 




GI 


none 




Score 


269 




Exons 


9563. .9748, 9588. .9746, 10242 .. 10382, 


10242. .10364, 






10244. .10393, 10394. 


.10477 








Seq. No. 


28297 




Seq. ID 


OJ000250_85.0214 


.C6 


Gene No. 


58244 




Strand 






Start 


16960 




End 


19139 




Name 


OJ000250 85. 0214. C6. 


o4.tc 


Method 


TBLASTX: Cress 




Start 


9635 




End 


10672 




GI 


none 




Score 


137 




Exons 


9635. .9748, 9636.-9746, 10228 .. 10362, 


10242. .10373, 






10242. .10364, 10244. 


.10372, 


10334. .10642, 10643. .10672 




Seq. No. 


28297 




Seq. ID 


- OJ000250_85.0214 


.C6 


Gene No. 


58244 




Strand 






Start 


16960 




End 


19139 




Name 


OJ000250 85.0214.C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


10232 




End 


10621 




GI 


none 




Score 


70 




Exons 


10232. .10315, 10234. 


.10365, 


10242. .10370, 10244. .10369, 






10502. .10621 










Seq. No. 


28297 




Seq. ID 


OJ000250_85.0214 


.C6 


bene no. 


58244 




Strand 






Start 


16960 




End 


19139 




Name 


OJ000250 85. 0214. C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


10232 




End 


10373 




GI 


none 




Score 


137 




Exons 


10232. .10366, 10242. 


.10373, 


10242. .10325, 10244. .10369 




Seq. No. 


28297 




Seq. ID 


OJ000250_85.0214 


.C6 


Gene - No . 


58244 




Strand 






Start- 


16960 




End 


19139 




Name 


OJ000250 85. 0214. G6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10400 




End 


11074 




bl 


none 




Score 


68 




Exons 


10400. .10471, 10471. 


.10563, 


10475. .10528, 10547 .. 10582, 






10604. .10681, 10612. 


.10668, 


10678. .10758, 10752 .. 10847 , 






10753. .10848, 10753. 


.10851, 


10775. .10852, 10781 .. 10834 , 






10840. .10860, 10891. 


.10986, 


10892. .10987, 10936 .. 11073, 






10964. .11074 










Seq. No. 


28297 




Seq. ID 


OJ000250_85.0214 


.C6 


Gene No. 


58244 




Strand 






Start 


16960 




End 


19139 




Name 


OJ000250 85. 0214. C6. 


ol.tc 


Method 


TBLASTX: Cress 





28029 



Start 
GI 

Exons 



14080 
none 

14080. .14133, 14226. .14342, 

14448. .14645, 14756 .. 14794 , 

14760. .14864, 14 974 .. 15051, 

15303. .15467, 15303 154 67 , 

15576. .15662, 15577 . .15663, 

15740. .15793, 15832 .. 15972, 

16078. .16173, 16447. .16587, 



End 16594 

Score 74 

14227. .14373, 14 44 1 14641, 

14756. .14857, 14757 14858 , 

14982. .15050, 15091 15192 , 

15304. .15468, 15305 15481 , 

15577. .15681, 15739 .. 15792 , 

15833. .16015, 16064. .16171, 
16448. .16594 



Seq. No. 28297 

Gene No. 58244 

Start 16960 

Name OJ000250_85 . 0214 .C6 . 06 . 

Start 14454 

GI none 

Exons 14454. .14645, 14756.. 14 
14982. .15038 

Seq. No. 28297 

Gene No. 58244 

Start 16960 

Name OJ000250_85 . 0214 .C6 . o5 . 

Start 15297 

GI none 

Exons 15297. .15470, 15302.. 15 
16475. .16594 



Seq. ID OJ000250_85.0214 ,C6 
Strand 

End 19139 

tm Method TBLASTX: Maize 

End 15042 

Score 129 
857, 14757. .14858, 14 974 .. 15042, 



Seq. ID OJ000250_85.0214 .C6 
Strand 

End 19139 

ts Method TBLASTX : Soybean 

End 16594 . 

Score 201 
466, 15740. .15790, 15839 .. 16006, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28297 
58244 
16960 

OJ000250_85.0214.C6.o3.tm 

15604 

none 

15604. .15663, 15605 15661, 
15739. .15798, 15740 . . 15799, 
15947. .16024, 15957 .. 16025, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 85. 0214. C6 



19139 

TBLASTX: Maize 
16107 
81 

15612. .15662, 15738 .. 15764 , 
15829. .16011, 15830. ,16015, 
16078. .16107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28297 Seq. ID * OJ000250_85 . 0214 . C6 

58244 Strand 

16960 End 19139 

OJ000250_85 . 0214 . C6 . o5 . gp Method AAT/GAP 

16960 End 18973 

13419JL.R1084 Score 1918 

16960. .17553, 17803 .. 17910, 17992 18081, 18158 .. 1834 9, 

18907. .18973 

, 4530611/gb|AAD22116.1| 1.0e-138 (AF134552) serine/threonine 
protein phosphatase PP2A-2 catalytic subunit [Oryza sativa 
subsp. indica] ' 



28297 
58244 - 
16960 

OJ000250_85.0214-.C6.ol.ts 

17474 . 

none 



Seq. ID OJ000250_85.0214 .C6 



Strand 
End 

Method 

End 

Score 



19139 

TBLASTX: Soybean 

18350 

99 



17474. .17572, 17488 17571, 17803 .. 17910, 17807 .. 17911, 



28030 



17815. .17913, 17990. .18085, 17992 .. 18084 , 18158 .. 1834 9, 
18162.. 18350 



Seq. No, 28297 

Gene No. 58244 

Start 16960 

Name OJ000250_85 . 0214 . C6 . ol . tm 

Start 17483 

GI none 
Exons 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 

Method TBLASTX : Mai ze 

End 18979 

Score 101 



17483. .17554, 17488 17559, 17803 .. 17910, 17807 17 911, 

17815. .17913, 17990.. 18082, 17992 .. 18084 , 17 992 .. 18084 , . 

18156. .18350, 18156. .18269, 18158 .. 18349, 18 904 .. 18 975 , 
18905.. 18979 



Seq. No. 28297 
Gene No. 58244 
Start 16960 

Name OJ000250_85. 0214 .C6. o2 . tc 

Start 17488 
GI none 
Exons 17488. 

17824. 

18156. 

18291. 



Seq. ID OJ000250_85.0214.C6 
Strand 

End 19139 
_ Method TBLASTX: Cress 

End 18975 
Score 98 

.17559, 17492. .17554, 17803 17910, 17807 .. 17911, 
.17913, 17990. .18082, 17992 .. 18084 , 17992 .. 18084 , 
.18272, 18158. .18340, 18158 .. 18349, 18162 .. 18350, 
.18389, 18884. .18973, 18904.. 18975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28297 
58244 
16960 

OJ000250_85.0214.C6.o4.np 

17491 

5714762 



OJ000250 85. 0214. C6 



Seq. ID _ 
Strand 

End 19139 
Method AAT/NAP 
End 19139 
Score 794 

17491. .17553, 17803 .. 17910, 17992 .. 18081, 18158 .. 1834 9, 
18907. .19139 

(AF173881) serine/threonine protein phosphatase PP2A-4 catalytic 
subunit [Oryza sativa subsp. indica] 



Seq. No. 


28297 






Seq. ID 


OJ000250_85.0214 


.C6 


Gene No. 


58244 






Strand 






Start 


16960 






End 


19139 




Name 


OJ000250 85. 


0214. C6. 


o3 . gs 


Method 


GENSCAN 




Start 


17746 






End 


18973 




GI 


none 






Score 


.79 




Exons 


17746. .17910 


, 17992. 


.18081, 


18158. .18349, 18907.. 18973 




Seq. No. 


28297 






Seq. ID 


OJ000250_85.0214 


,C6 


Gene No. 


58244 






Strand 






Start 


16960 






End 


19139 




Name • 


OJ000250 85. 


0214. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17803 






End 


18975 




GI 


none 






Score 


89 




Exons 


17803. .17913 


, 17828. 


.17914, 


17995. .18084, 17996 .. 18082 , 






18156. .18332 


, 18158. 


.18349, 


18158. .18349, 18904 .. 18 975, 






18911. .18973 












Seq. No. 


28298 






Seq. ID 


OJ000250_85.0214 


.C7 


Gene No. 


58245 






Strand 






Start 


108 






End 


2025 





28031 



Name 

Start 

GI 

Exons 



OJ000250_85 . 0214 . C7 . ol . tc Method TBLASTX : Cress 
107 End 1830 

none Score 77 

107. .205, 114. .182, 353. .460, 402. .458, 556. .645, 557. .640, 
1030. .1164, 1031. .1165, 1767. .1829, 1774. .1830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28298 
58245 ' ' 
108 

OJ000250_85.0214.C7.ol.ts 

107 

none 



Seq. ID OJ000250_85.0214.C7 
Strand 

End 2025 

Method . TBLASTX: Soybean 

End 1830 

Score 69 



107. .205, 114. .182, 365. .460, 402. .458, 556. .645, 557. .640, 
558. .641, 1030. .1164, 1109. .1162, 1770. .1829, 1774. .1830 



28298 
58245 
108 

OJ000250_85.0214.C7.ol.tw 

107 

none 



Seq. ID OJ000250_85.0214.C7 
Strand 

End 2025 

Method TBLASTX : Wheat 

End 633 

Score 107 



107. .181, 111. .182, 111. .182, 112. . 183, 407 . .454, 411. .455, 
556.. 633, 557.. 631 



Seq. ID OJ000250_85.0214.C7 
Strand 

End 2025 
Method AAT/GAP 
End 2025 
_ Score 883 

108.. 181, 386.. 457, 556. .639, 1105.. 1161, 1776.. 2025 
, 4530611/gb|AAD22116.1| 1.0e-138 (AF134552) serine/threonine 
protein phosphatase PP2A-2 catalytic subunit [Oryza sativa 
subsp. indica] 1 



28298 

58245' 

108 

OJ000250_85.0214.C7.ol.gp 
108 

13419 1.R1084 



28298 
58245 
108 

OJ000250_85.0214.C7.ol.np 
108 

5714762 



Seq. ID OJ000250_85.0214.C7 
Strand 

End 2025 

Method AAT/NAP 

End 1874 

Score 431 



108. .181, 386. .457, 556. .639, 1105. .1161, 1776. .1874 

(AF173881) serine/threonine protein phosphatase PP2A-4 catalytic 

subunit [Oryza sativa subsp. indica] 



28298 
58245 
108 

OJ000250_85.0214.C7.ol.tm 

353 

none 



Seq. ID OJ000250_85.0214.C7 
Strand 

End 2025 

Method TBLASTX : Mai ze 

End 1878 

Score 78 



353. .460, 402. .458, 530. .631, 531. .632, 556.-645, 557. .640, 
1030. .1170, 1030. .1173, 1031. .1183, 1770. .1850, 1773. .1877, 
1774 . .1878 



Seq. No. 
Gene No. 



28298 
58245 



Seq. ID OJ000250_85.0214.C7 
Strand 



28032 




Start 


108 




End - 


2025 








Name 


OJ000250 85.0214 


.C7.ol.gs 


Method 


GENS CAN 








Start 


.386 




End 


1987 








GI 


none 




Score 


.77 








Exons 


386.-457, 556.-639, 1105.. 


1161, 1776.. 


1987 








Seq. No. 






Seq. ID 


OJ000250_ 


_85. 


0214 


.C8 


Gene No. 


o o z ft o 




Strand 


+ 








o tar u 


1 
X 




End 


9R91 








Name 


UJUUUZjU OO.UZlfi 


. C8.o2.np. 


Method 


AAT/NAP 








Start 


1 




End 


2521 








GI 


5852093 




Score 


57 








Exons 


1 97 67 A 7Q9 

i. . . Z / , O / ft . . / -7Z , 


2461. .2521 










GI Descrip. 


(Tl1'\M1&A\ 7uh1 
\i\Lil 1 / £.OH ) zwniD 


-1 [Oryza 


sativa] 










Seq. No. 


9 ft 9 OjQ 
Z OZ 




Seq. ID 


OJ000250_ 


85. 


0214 


.C8 


Gene No. 


OoZfl / 




Strand 


+ 








Start 


9/1 7 £ 
Zfi / 0 




End 


3012 








Name 


UuUUU^ jU OO.UZJ.ft 


.C8.ol.gp 


Method 


AAT/GAP 








Start 


2476 




End 


3012 








GI 


none 




Score 


476 








Exons 


OAHC 97/10 OQ/1C 


. .3012 












Seq. No. 


OQOQQ 

zozyy 




Seq. ID 


OJ000250_ 


85. 


0214 


,C8 


Gene No. 


c Q O /I Q 




Strand 










o car u 


1 




End 


*}9 A 
OZ *± 








Name 


mnnno^n qc noi >i 


. C8 .ol .np 


•.^ -Method 


AAT/NAP 








Start 


1 




End . 


324 








GI 


5852093 




Score 


63 








Exons 


1 ^7 1 Q7 A 

i . . o / z iy f , . JZ fl 














GI Descrip. 


(ALll/ZDfl; ZWnlD 


.1 [Oryza 


sativa] 










Seq. No. 


9ft 9 QQ 
ZdZ i?y 




Seq- ID 


OJ000250_ 


85. 


0214 


.C8 


Gene No. 


CpO A Q 




Strand 










Start 


99QQ 
ZZ 50 




End 


3432 








Name 


OJ000250 85.0214 


.C8.ol.gs 


Method 


GENSCAN 








Start 


2298 




End 


3432 








GI 


none 




Score 


.54 








Exons 


2298. ,2564 r , "2848 


..3058, 3386.-3432 










Seq. No. 


28300 




Seq. ID 


OJ000250_ 


85. 


0214 


-C9 


Gene No. 


58250 




Strand 


+ 








Start 


565 




End 


2915 








Name 


OJ000250 85.0214 


.C9.ol.gs 


Method 


GENSCAN 








Start 


565 




End 


1917 








GI 


none 




Score 


.85 








Exons 


565. .621, 667. .1917 












Seq. No. 


28300 




Seq. ID 


OJ000250_ 


85. 


0214 


.C9 


bene no. 


58250 




Strand 


+ 








Start 


565 




End 


2915 








Name 


OJ000250 85.0214 


.C9.ol.gp 


Method 


AAT/GAP 








Start 


664 




End 


899 








GI 


none 




Score 


442 








Exons 


664. .899 














Seq. No. 


28300 




Seq. ID 


OJ000250_ 


85. 


0214 


,C9 



28033 




Gene No. 


58250 






Strand 


+ 




Start 


c a c 
ODD 






End 


^ yio 




Name 


OJ000250 85 


.0214 


.C9.ol.np 


Method 


AAT/NAP 




Start 


826 






End 


2915 




GI 


5852098 






Score 


144 




Exons 


826. .1464, 


2897. 


.2915 








GI Descrip. 


(AL117264) 


zwh21 


.1 [Oryza sativa] 






Seq. No. 


28300 






Seq. ID 


OJ000250_85.0214 


.C9 


Gene No. 


58251 






Strand 


+ 




Start 


7550 






End 


8883 




Name 


OJ000250 85 


.0214 


.C9.o3.gs 


Method 


GENSCAN 




Start ' 


7550 






End 


8799 




GI 


none 






Score 


.63 




Exons 


7550. .7713, 


7866 


..7935, 8036.. 


8232, 8331.. 8406, 8638.. 8799 


Seq. No. 


28300 






Seq. ID 


OJ000250_85.0214 




Gene No. 


58251 






Strand 


+ 




start 


/ ODU 






End 


8883 




Name 


OJ000250 85 


.0214 


.C9.o2.np 


Method 


AAT/NAP 




Start 


7562 






End 


8883 




GI 


3128174 






Score 


228 




Exons 


7562. .7715, 


7793 


. .7935, .8716. . 


8790, 8842.. 8883 




GI Descrip. 


(AC004521) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28300 






Seq. ID 


OJ000250_85.0214 


. C9 


Gene No. 


58252 






Strand 






Start 


2016 






End 


2471 




Name 


OJ000250 85 


.0214 


.C9.o2.gp 


Method 


AAT/GAP 




Start 


2016 






End 


2471 




GI 


none 






Score 


891 




Exons 


2016. .2471 












Seq. No. 


28300 






Seq. ID 


OJ000250_85.0214 


.C9 


Gene No. 


C O *1 c *3 

58253 






Strand 






Start 


6820 






End 


7158 




Name 


OJ000250 85 


.0214 


.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


662 






End 


1577 




GI 


none 






Score 


1139 




Exons 


662. .1519, 


666. . 


1577, 667. .1446, 671.. 


1450, I486.. 1575 




Seq. No. 


28300 






Seq. ID 


OJ000250_85.0214 


.C9 


Gene No. 


58253 






Strand 






Start 


6820 






End 


7158 




Name 


OJ000250 85 


.0214 


.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


667 






End 


1203 




GI 


none 






Score 


143 




Exons * 


667. .798, 670. .777, 787. .1020, 


807. .1028, 1056. .1202, 1057. 


Seq. No. 


28300 






Seq. ID 


OJ000250_85.0214 


.C9 


Gene No. 


58253 






Strand 






Start 


6820 






End 


7158 




Name 


OJ000250 85 


.0214 


.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


1111 






End 


1572 




GI 


none 






Score" 


64 




Exons 


1111. .1239, 


1213 


..1572, 1215.. 


1565 







28034 




Seq. No. 


28300 








Seq. ID 


OJ000250_85.0214 .C9 


Gene No. 


c o o c o 

5825 3 








Strand 




Start 


6820 








End 


7158 


Name 


OJ000250 85 


.0214. 


C9.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1232 








End 


1353 


GI 


none 








Score 


144 


Exons 


1232. .1351, 


1233. 


.1352, 


1233. 


.1352, 1234.. 1353 


Seq. No. 


28300 








Seq. ID 


uouuuzou oo.uzi4.cy 


Gene No . 










Strand 




Start 


6820 








End 


7158 


Name 


OJ000250 85 


.0214. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1360 








End 


1749 


GI 


none 








Score 


460 


Exons 


1360. .1749, 


1360. 


.1746, 


1521. 


.1748 




Seq. No. 


28300 








Seq. ID 


OJ000250_85.0214.C9 


Gene No . 


c o o c o 








Strand 




Start 


6820 








End 


7158 


Name 


OJ000250 85 


.0214. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1593 








End 


1916 


GI 


none 








Score 


85 


Exons 


1593. .1691, 


1594. 


.1692, 


1596. 


.1694, 1680. .1916, 1684. .1914 


Seq. No. 


28300. 








Seq. ID 


OJ000250_85.0214.C9 


Gene No. 


58253 








Strand 




Start 


6820 








End 


7158 


Name 


OJ000250 85 


.0214. 


C9.o2. 


gs 


Method 


GENSCAN 


Start 


6820 








End 


' 7158 


GI 


none 








Score 


.9 


Exons 


6820. .7158 












Seq. No. 


28300 








Seq. ID 


OJ000250_85.0214 .C9 


Gene No. 


58254 








Strand 




Start 


7597 








End 


7940 


Name 


OJ000250 85 


.0214. 


C9.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


7597 








End 


7940 


GI 


none 








Score 


185 


Exons 


7597. .7716, 


7598. 


.7714, 


7601. 


.7717, 7E 


J55..7938, 7857. .7940 


Seq. No. 


28300 








Seq. ID 


OJ000250_85.0214 .C9 


Gene No. 


58255 








Strand 




Start 


T O T O 

/o /o 








End 


8790 


Name 


OJ000250 85 


.0214. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7878 








End 


8412 


GI 


none 








Score 


84 


Exons 


7878. .7940, 


7879. 


.7938, 


7996. 


.8232, 8021.. 8233, 8036. .8233, 




8328. .8408, 


8331. 


.8411, 


8332. 


.8412 




Seq. No. 


28300 








Seq. ID 


OJ000250_85.0214 .C9 


Gene No. 


58255 








Strand 




Start 


7878 








End 


8790 


Name 


OJ000250 85 


.0214. 


C9.ol. 


tw 


Method 


TBLASTX rWheat 


Start 


8087 








End 


8766. 


GI 


none 








Score 


174 


Exons 


8087. .8233, 


8092. 


.8238, 


8319. 


.8411, 8328. .8408, 8332. .8424, 



8716. .8766 



28035 




Con M/^v 


op onn 






oeq. id 




Gene No. 


58255 






Strand 




Start 


7878 






End 


8790 


Name 


OJ000250 85 


.0214. 


C9.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8129 






End 


8790 


GI 


none 






Score 


113 


Exons 


8129. .8233, 


8173. 


.8232, 8328.. 


8408, 8 


332. .8424, 8716. .8790 


Seq.. No. 


28301 






Seq. ID 


OJ000250_85 . 0214 .C10 


Gene No. 


58256 






Strand 


+ 


Start 


1 






End 


2403 


Name 


OJ000250 85 


.0214. 


C10.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


2195 


GI 


1280135 






Score 


118 


Exons 


1..28, 102. 


.222, 


294..476, 828 


t. .1035, 


1160. .1269, 2158. .2195 



GI Descrip. (U55376) coded for by C. elegans cDNA cm21e6; coded for by C. 



elegans cDNA cm01e2; similar to melibiose carrier protein 
(thiomethylgalactoside permease II) [Caenorhabditis elegans] 



Seq. No. 


28301 


Seq. ID 


OJ000250_85 


.0214 


.C10 


Gene No. 


58256 


Strand 


+ 






Start 


1 


End. 


2403 






Name 


OJ000250 85.0214.C10.ol.gs 


Method 


GENSCAN 






Start 


546 


End 


1978 






GI 


none 


Score 


.8 






Exons 


040.. ODU, o / / . . IUjj, 11DU . , 


,1293, 1491. 


.1636, 1872. 


• i y / o 




Seq. No. 


28301 


Seq. ID 


OJ000250_85 


.0214 


.CIO 


Gene No. 


58256 


Strand 


+ 






Start 


1 


End 


2403 






Name 


OJ000250 85.0214.C10.ol.gp 


Method 


AAT/GAP 






Start 


1977 


End 


2403 






GI 


none 


Score 


721 






Exons 


1977. .2403 










Seq. No. 


28301 


Seq. ID 


OJ000250 85 


.0214 


.C10 


Gene No. 


58257 


Strand 


+ 






Start 


4862. 


End 


5284 






Name 


OJ000250 85.0214.C10.o2.gp 


Method 


AAT/GAP 






Start 


4803 


End 


5267 






GI 


none 


Score 


781 






Exons 


4803. .5267 










Seq. No. 


28301 


Seq. ID 


OJ000250_85 


.0214 


.CIO 


Gene No. 


58257 


Strand 


+ 






Start 


4862 


End 


5284 






Name 


OJ000250 85.0214.C10.o3.np 


Method 


AAT/NAP 






Start 


4853 


End 


5284 






GI 


5080775 


Score 


136, 






Exons 


4853. .5284 










GI Descrip. 


(AC00757 6) Unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


28301 


Seq. ID 


OJ000250_85 


.0214 


.C10 


Gene No. 


58257 


Strand 


+ 






Start 


4862 


End 


5284 






Name 


OJ000250 85.0214 .CIO. o3.gs 


Method 


GENSCAN 







28036 




Start 


4862 




End 


5219 




GI 


none 




Score 


.92 




Exons 


4862.. 5219 










Seq. No. 


28301 




Seq. ID 


OJ000250_85.0214 


.C10 


Gene No. 


58258 




Strand 






Start 


2192 




End 


3531 




Name 


OJ000250 85:0214. CIO. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


70 




End 


1294 




GI 


none 




Score 


127 




Exons 


70.. 189, 302.. 409, 309. 


.413, 


323. .415, 


738. .788, 871. .1038, 




873. .1049, 1159. .1284, 


1160. . 


1294 






Seq. No. 


28301 




Seq. ID 


OJ000250_85.0214 


.C10 


Gene No . 


c o o c o 

58258 




Strand 






Start 


2192 




End 


3531 




Name 


OJ000250 85. 0214. C10. ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


342 




End 


1276 




GI 


none 




Score 


90 




Exons 


342. .413, 738.. 788, 871 


..1038, 1160. .1276, 1192. .1275 




Seq. No. 


28301 




Seq. ID 


OJ000250_85.0214 


.C10 


Gene No. 






Strand 






Start . 


2192 




End 


3531 




Name 


OJ000250 85. 0214. C10. o2 


,gs 


Method 


GENSCAN 




Start 


2192 




End 


3531 




GI 


none 




Score 


.99 




Exons 


2192. .3126, 3264.. 3531 










Seq. No. 


28302 




Seq. ID 


OJ000250_85.0214 


.Cll 


Gene No. 


58259 




Strand 


+ 




btart 


1 




End 


1379 




Name 


OJ000250 85.0214.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1379 




GI 


5080775 




Score 


290 




Exons 


1..31, 749. .900, 1044.. 


1139, 


1245. .1379 




GI Descrip. 


(AC007576) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


28302 




Seq. ID 


OJ000250_85.0214 


.Cll 


Gene No. 


58259 




Strand 


+ 




Start 


1 




End 


1379 




Name 


OJ000250 85.0214.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


139 




End 


1367 




GI 


none 




Score 


.92 




Exons 


139. .206, 588. .687, 780 


. .900, 


1044. .1139, 1245. .1367 




Seq. No. 


28302 




Seq. ID 


OJ000250_85.0214 


.Cll 


Gene No . 


58260 




Strand 






Start 


1822 




End 


2298 




Name 


OJ000250 85.0214.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


1822 




End 


2298 




GI 


none 




Score 


.78 




Exons 


1822.. 1932, 2203.. 2298 










Seq. No. 


28302 




Seq. ID 


OJ000250_85.0214 


.Cll 


Gene No. 


58261 




Strand 






Start 


2222 




End 


2401 . 





28037 



Name 

Start 

GI 

Exons 



OJ000250_85 . 0214 . CI 1 . ol . ts Method TBLASTX : Soybean 

575 End 1366 

none Score 132 

575. .685, 778. .807, 862. .903, 1043. .1138, 1044. .1151, 

1044. .1151, 1245. .1364, 1259. .1366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28302 
58261 
2222 

OJ000250_85 . 0214 . Cll . ol . tm 

586' 

none 



Seq. ID OJ000250_85. 0214. Cll 
Strand 

End 2401 

Method TBLASTX : Mai ze 

End 903 

Score 169 



586.-672, 587. .685, 592. .687, 762. .821, 777. .818, 805. .903, 
807. .902, 862. .903 

Seq. ID OJ000250_85. 0214. Cll 
Strand 

End 2401 

Method TBLASTX : Cress 

End 1364 

Score 59 



Seq. ID OJ000250_85. 0214. Cll 
Strand 

End ( 2401 

Method AAT/GAP 

End 2401 

Score 306 



Seq. ID OJ000250_85.0214.C12 

Strand + 

End 8048 

Method GEN SCAN 

End 8038 

Score .47 



Seq. ID OJ000250_85. 0214 .C12 

Strand + 

End 804 8 

Method TBLASTX : Mai ze 

End 7026 

Score 62 



Seq. ID OJ000250_85.0214.C12 

Strand + 

End 8048 

Method TBLASTX : Mai ze 

End 8048 

Score 451 



Seq. No. 


28302 






Gene No. 


58261 






Start 


2222 






Name 


' OJ000250 85 


.0214 


.Cll.ol. 


Start 


862 






GI 


none 






Exons 


862. .903, 1043.. 


1141, 10 


Seq. No. 


28302 






Gene No. 


58261 






Start 


2222 






Name 


OJ000250 85 


.0214 


.Cll.ol.- 


Start 


2222 






GI 


none 






Exons 


2222. .2401 






Seq. No. 


28303 






Gene No. 


58262 






Start 


206 






Name 


OJ000250 85 


.0214 


.C12.ol.< 


Start 


206 






GI 


none 






Exons 


206. .242, 466.. 663, 1058 




3427. .3516, 


5300 


..5430, 


Seq. No. 


28303 






Gene ,No. 


58262 






Start 


206 






Name 


OJ000250 85 


.0214 


.C12.o2. 


Start 


6384 






GI 


none 






Exons 


6384. .6443, 


6391 


. .6459, 




6464. .6730, 


6468 


. . 6665 , 




6738. .6932, 


6739 


. .6921, 


Seq. No. 


28303 






Gene No. 


58262 






Start 


206 






Name 


OJ000250 85 


.0214.C12.ol. 


Start 


7596 






GI 


none 






Exons 


7596. .8048, 


7598 


. .8047 



28038 




Seq. No. 


28304 




Seq. ID 


OJUUUZOU 


OO . UZ 14 




Gene No. 


58263 




Strand 


+ 






Start 


27 




End* 


1207 






Name 


OJ000250 85.0214.C13. 


ol.gs 


Method 


GENS CAN 






Start 


27 




End 


1207 






GI 


none 




Score 


. 67 






Exons 


27. .1207 












Seq. No. 


O Q "3 n A 




beq. iu 


OJ000250 


J5.0214 


. LI j 


Gene No. 


58263 




Strand 


+ 






Start 


27 




End 


1207 






Name 


OJ000250 85.0214.C13. 


ol.tm 


Method 


TBLASTX : Maize 




Start 


855 




End 


1164 






GI 


none 




Score 


282 






Exons 


855. .1109, 855. .1109, 


856. . 


1113, 1108 


..1164, 1113. .1163 




Seq. No. 






beq. id 


OJ000250_ 


_85.0214 


PI A 


Gene No. 


58264 




Strand 


+ 






Start 


13085 




End 


13585 






Name 


OJ000250 85.0214.C14. 


o4 . gp 


Method 


AAT/GAP 






Start 


13085 




End 


13585 






GI 


none 




Score 


900 






Exons 


13085. .13585 












Seq. No. 


28305 




Seq. ID 


OJ000250_ 


J5.0214 


.C14 


Gene No. 


58265 




Strand 


+ 






btart 


17069 




End 


23102 






Name 


OJ000250 85.0214.C14. 


o7.gp 


Method 


AAT/GAP 






Start 


17034 




End 


19319 






GI 


35079 1.R1084 




Score 


1571 






Exons 


17034. .17257, 18182.. 


18255, 


18780. .19319 






GI Descrip. 


'4680488/gb|AF119222. 


1IAF119222 3.0e- 


16 Oryza sativa BAC clone 




1.H19, complete sequence' 










Seq. No. 


28305 




Seq. ID 


OJ000250_ 


J5.0214 


.C14 


Gene No. 


58265 




Strand 


+ 






Start 


17069 




End 


23102 






Name 


OJ000250 85.0214.C14. 


o5.gs 


- : - Method 


GENSCAN 






Start 


17069 


End 


22721 






GI 


none 




Score 


.89 






Exons 


17069. .17257, 18182.. 


18255, 


19890. .20063, 20601 


. .20709, 






20858. .20998, 21098.. 


21211, 


21670. .21748, 22275 


. .22384, 






22456. .22512, 22632.. 


22721 










Seq. No. 


28305 




Seq. ID 


OJ000250 


J5.0214 


.C14 


Gene No. 


58265 




Strand 


+ 






Start 


17069 




End 


23102 






Name 


OJ000250 85.0214.C14. 


08 .gp 


Method 


AAT/GAP 






Start 


19596 




End 


23102 






GI 


837 1.R1084 




Score 


2081 






Exons 


19596. .19640, 19872.. 


20063, 


20601. .20709, 20858 


. .20998, 






21098. .21211, 21670.. 


21748, 


22275. .22384, 22456 


. .22512, 






22632. .22701, 22827.. 


23102 











GI Descrip. '4105561 1.0e-134 (AF047444) ribulose-5-phosphate-3-epimerase 
[Oryza sativa] 1 

28039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000250_85.02I4.C14 
+ 

23102 
AAT/NAP 
22873 
1108 

20858. .20998, 21098 .. 21211, 
22456. .22512, 22632 .. 22701, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28305 
58265 
17069 

OJ000250_85.0214.C14.o4.np 
19969 
6647761 

19969. .20063, 20601 .. 20709, 
21670. .21748, 22275 22384, 
22827.. 22873 

RIBULOSE-PHOSPHATE 3-EPIMERASE PRECURSOR ( PENTOSE-5-PHOSPHATE 
3-EPIMERASE) (PPE) (RPE) (R5P3E) gi 1 4105561 (AF047444) 
ribulose-5-phosphate-3-epimerase [Oryza sativa] 



Seq. No. 28305 Seq. ID 

Gene No. 58266 Strand 

Start 26669 End 

Name OJ000250_85 . 0214 . C14 . 06 . np Method 

Start 26669 End 

GI 6523547 Score 

Exons 26669. .26939 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ000250_85.0214.C14 
+ 

26939 
AAT/NAP 
26939 
76 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28305 
58267 
1 

OJ000250_85.0214.C14 
1 

3063444 

1..20, 716. .803, 883 
(AC003981) F22013.5 



Seq. ID 
Strand 

End 4171 
ol.np Method AAT/NAP 
End 1315 
Score 305 
.1047, 1160.. 1315 
[Arabidopsis thaliana] 



OJ000250 85.0214.C14 



gi|4973256|gb|AAD35005.1|AF144387_l (AF144387) thioredoxin-like 
1 [Arabidopsis thaliana] 



Seq. No. 


28305 


Seq. ID 


OJ000250_85. 


0214. 


C14 


Gene No. 


58267 


Strand 








Start 


- 1 


End 


4171 






Name 


OJ000250 85.0214.C14.ol.gp 


Method 


■ AAT/GAP 






Start 


379 


End 


664 






GI 


none 


Score 


545 






Exons 


379. .664 










Seq. No. 


28305 


Seq. ID 


OJ000250_85. 


0214 . 


C14 


Gene No. 


58267 


Strand 








Start 


1 


End 


4171 






Name 


OJ000250 85.0214.C14.ol.gs 


Method 


GENSCAN 






Start 


645 


End 


4171 






GI 


none 


Score 


.71 ' 






Exons 


645. .803, 883. .1047, 1160.. 


1190, 1703. 


.1730, 2210.. 


2389, 






2816. .2959, 3947. .4014, 4083. .4171 








Seq. No. 


28305 


Seq. ID 


OJ000250_85. 


0214. 


C14 


Gene No. 


58267 


Strand 








Start 


1 


End 


4171 






Name 


OJ000250 85.0214.C14.o2.gp 


Method 


AAT/GAP 






Start 


682 


End 


2615 






GI 


28186 1.R1084 


Score 


1336 







28040 




Exons 682. .803, 883. .1047, 1160.. 1336, 2286.. 2496, 2569.. 2615 

GI Descrip. '3063444 2.0e-30 (AC003981) F22013.5 [Arabidopsis thaliana] 

>gi_4973256_gb_AAD35005. 1_AF144387_1 (AF144387) thioredoxin-like 

1 [Arabidopsis thaliana] 1 



Seq. No. 


28305 




Seq. ID 


OJ000250_ 


85.0214.C14 


Gene No. 


58268 




Strand 






Start 


4630 




End 


7783 




Name 


OJ000250 85.0214.C14.o2 


.np 


Method 


AAT/NAP 




Start 


4630 




End 


7783 




GI 


6539263 




Score 


916 




Exons 


4630.. 4653, 6011. .7529, 


7743 


. .7783 






GI Descrip. 


(AC011765) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


28305 




Seq. ID 


OJ000250_ 


85 . 0214 .C14 


Gene No. 


58268 




Strand 






Start 


4630 




End 


7783 




Name 


OJ000250 85.0214.C14.o2 


.gs 


Method 


GENSCAN 




Start 


5942 




End 


7579 




GI 


none 




Score 


1 




Exons 


5942. .7579 










Seq. No. 


28305 




Seq. ID 


OJ000250_ 


85 . 0214 .C14 


Gene No. 


58269 




Strand 






Start 


8028 




. End 


12680 ' - 




Name 


OJ000250 85.0214.C14.o3 


.np 


Method 


AAT/NAP 




Start 


8027 




End 


9927 




GI 


2979544 




Score 


802 




Exons 


8027. .8520, 8572. .8753, 


8897 


..9223, 9315.. 9530, 


9619. .9927 


GI Descrip. 


(AC003680) putative cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


28305 




Seq. ID 


OJ000250_ 


85 . 0214 . C14 


Gene No. 


58269 




Strand 






Start 


8028 




End 


12680 




Name 


OJ000250 85.0214.C14.o3 


. gs 


Method 


GENSCAN 




Start 


8028 




End 


12680 




GI 


none 




Score 


.73 




Exons 


8028. .8810, 8927. .9184, 


9315 


..9530, 9619. .9969, 


10348. .10383, 




11172. .12680 










Seq. No. 


28305 




Seq. ID 


OJ000250_ 


85.0214.C14 


Gene No. 


58269 




Strand 






Start 


8028 




End 


12680 




Name 


OJ000250 85.0214.C14.o3 


.gp 


Method 


AAT/GAP 




Start 


9635 




End 


9963 




GI 


2431472 




Score 


635 




Exons 


9635. .9963 










Seq. No. 


28305 




Seq. ID 


OJ000250_ 


85.0214.C14 


Gene No. 


58270 




Strand 






Start 


13208 




End 


16786 




Name 


OJ000250 85.0214.C14.o4 


. gs 


Method 


GENSCAN 




Start 


13208 




End 


16786 




GI 


none 




Score 


.87 




Exons 


13208. .13806, 13844 .. 13999, 


14736. .14787, 14817. 


.15215, 



15360. .15465, 16451 .. 16531, 16653.. 16786 



28041 



Seq. No. 28305 Seq. ID OJ000250_85 . 0214 . C14 

Gene No. 58270 Strand 

Start 13208 End 16786 

Name OJ000250_85 . 0214 .C14 . 06. gp Method AAT/GAP 

Start 13717 End 14414 

GI 3653_1.R1084 Score 1285 

Exons 13717. .14414 

GI Descrip. 1 6016874/dbj | BAA85217 . 1 | 3.0e-17 (AP000570) ESTs 

C19143 (E10020) , D25076 (R3116) correspond to a region of the 
predicted gene.; Similar to putative AC9 . transposase . (P03010) 
[Oryza sativa] 1 



Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214.C14 




Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


714 




End 


1306 






none 




Score 


60 




Exons 


714. .803, 718. .792, 869. 


.1036 


, 880. .1050, 1157. .1306 




Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214.C14 




Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


717 




End 


1318 ■ — ' 






none 




Score 


41 




Exons 


717. .803, 718. .792, 869. 


.1039 


, 880. .1050, 1151. .1318, 1161.. 


1307 


Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214.C14 




Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


717 




End 


1318 




GI 


none 




Score 


65 




Exons 


717. .803, 718. .798, 869. 


.1039 


, 877. .1050, 1151. .1318, 1161.. 


1313 


Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214.C14 




Gene .No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


726 




End 


1306 




GI 


none 




Score 


116 




Exons 


726. .803, 869. .1051, 877 


..1050, 1157.. 


1306 




Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214 .C14 




Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6017 




End 


7259 




GI 


none 




Score 


172 




Exons 


6017.. 6643, 6018.. 6458, 


6209. 


.6259, 6371. .6547, 6437. .6634, 






6470.. 6634, 6507.. 6635, 


6667. 


.6717, 6677. .6946, 6686. .6871, 






6699.. 6956, 6749.. 6886, 


6749. 


.6943, 6767..69'43, 6768.. 6956, 






6857. .7039, 6884. .7036, 


6961. 


.7056, 6962. .7249, 6977. .7258, 





6978.. 7259, 7004.. 7258 



Seq. No. 28305 ~ Seq. ID OJ000250_85 . 0214 . C14 

28042 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58271 
23438 

OJ000250_85.0214.C14.o4.ts 

6017 

none 

6017. .6451, 6176. .6451 

28305 
"58271 
23438 

OJ000250_85.0214.C14.o6.tc 

6020 

none 

6020.. 6349, 6021.. 6347 

28305 
58271 
23438 

OJ000250_85.0214.C14.ol.tw 

6324 

none 

6324.. 6347, 6326.. 6646, 6378, 
6684.. 6785, 6812.. 7045, 6977, 

28305 
58271 
23438 

OJ000250_85. 0214 .C14 ,ol. tc 
6350 
none 
6350. 
6686. 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



26900 

TBLASTX : Soybean 

6451 

108 



OJ000250_85.0214.C14 
26900 

TBLASTX: Cress 

6349 

82 



6469, 
7006, 
6933. .7259, 



6471. .6641, 
6719. .7249, 
6971. .7258, 



6473. 
6779. 
7280. 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 
Method TBLASTX : Wheat 
End 7259 
Score 34 

.6647, 6674. .6955, 6683. .6805, 
.7258, 6984. .7259 

Seq. ID OJ000250_85.0214.C14 

Strand ' - 

End 26900 

Method • TBLASTX : Cress 

End 7534 

Score 98 

.6640, 6473.-6646, 6665.. 6790, 
.6964, 6793.. 6816, 6869.. 7051, 
.7414, 7427. .7534 



Seq. No. 28305 
Gene No. 58271 
Start 23438 

Name OJ000250_85 . 0214 .C14 .08 . ts 

Start 6467 
GI none 

Exons 6467.. 6559, 6488.. 6640, 6535. 

6699. .6866, 6701. .6868, 6818. 
7301. .7414 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 85.0214.C14 



26900 

TBLASTX: Soybean 
7414 ■ 
52 

6624, 6542.. 6628, 6671.. 6868, 
6937, 7004. .7147, 7148. .7258, 



Seq. No. 28305 
Gene No. 58271 
Start 23438 

Name OJ000250_85 . 0214 .C14 .o2 . ts 

Start 8043 
GI none 

Exons 8043.. 8498, 8044.. 8226, 8254. 

9408.. 9533, 9427.. 9531, 9619. 
9730. .9882 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method TBLASTX : Soybean 

End 9882 

Score 7 9 

.8490, 8601. .8723, 9074. .9229, 
.9684, 9623.. 9673, 9730.. 9819, 



Seq. No. 
Gene No. 
Start 



28305 
58271 
23438 



Seq. ID 

Strand 

End 



OJ000250 85.0214.C14 



26900 



28043 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_85.0214.C14.o3.tc 

8043 

none 

8043. .8477, 8146. .8475 

28305 
58271 
23438 , 

OJ000250_85 . 0214 . C14 . o2 . tm 
8085 
none > 
8085. 
8595. 
9423. 



.8228, 8158. .8217, 8235. 
.8723, 8966. .9073, 9074. 
.9539, 9619. .9684, 9620. 



Method TBLASTX : Cress 
End 8477 
Score 171 



Seq. ID OJ000250_85.0214.C14 
Strand 

End . 26900 

Method TBLASTX : Maize 
End 12285 
Score 61 

.8498, 8245. .8490, 8370. .8501, 
.9229, 9315.. 9371, 9408.. 9533, 
.9670, 9730. .9828, 11979 12023, 



12139. .12285 



Seq. No. 28305 

Gene No. 58271 

Start 23438 

Name OJ000250_85 . 0214 . C14 . o3 . tw 

Start 8274 

GI none 

Exons 8274.. 8498, 8275.. 8490, 8370. 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method TBLASTX : Wheat 

End 21003 

Score 145 

8501, 8568. .8723, 20941. .21003 



Seq. No. 28305 

Gene No. 58271 

Start 23438 

Name OJ000250_85 . 0214 .C14 . o4 . tc 

Start 9395 

GI none 

Exons 9395.. 9514, 9396.. 9560, 9397. 
9620. .9877 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method TBLASTX : Cress 

End 9882 

Score 151 

.9531, 9614.. 9757, 9619. .9882, 



Seq. No. 28305 
Gene No. 58271 
Start 23438 

Name OJ000250_85 . 0214 . C14 . o3 . tm 

Start 20584 
GI none 
Exons 20584. 

20850. 
21094. 
21654. 
22261, 



.20709, 
.20996, 
.21210, 
.21746, 
.22386, 
22454. .22525, 
22822. .22878, 



20598. 
20854. 
21097. 
21665. 
22290. 
22456. 
22826. 



20711, 
20997, 
21219, 
21748, 
22388, 
22515, 
22882, 



Seq. ID OJ000250_85.0214.C14 
Strand 

26900 

TBLASTX: Maize 
. 22960 
162 

20599. .20712, 20850 .. 20996, 
20858. .21010, 21066. .21209, 
.21217, 21646. .21747, 
.22383, 22253. .22384, 
22450. .22515, 22452 .. 22517, 
22629. .22706, 22631 .: 22699, 
22901. .22960 



End 

Method 

End 

Score 



21098, 
22252, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28305 
58271 
23438 

OJ000250_85.0214.C14 .o2.tc 

20613 

none 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method TBLASTX: Cress - 

End 22867 

Score 142 



20613. .20711, 20614. .20712, 20844 .. 20996, 20844 .. 20996, 

20857. .20997, 20858 .. 21010, 21094 .. 21216, 21096 .. 21209, 

21097. .21219, 21098. .21217, 2164 6 .. 21747, 21654 .. 21746, 

22252. .22383, 22253 .. 22384 , 22261 22386, 22290 .. 22388, 



28044 



22452. .22517, 22454 . .22513, 22454 22528, 22456 .. 22515 , 
22622. .22699, 22629. . 22706, 22826.. 22867 



Seq. No. 28305 

Gene No. 58271 

Start 23438 

Name OJ000250_85 . 0214 . C14 , 

Start 20613 

GI none 

Exons 20613. .20711, 20614., 

20857. .20997, 20858., 
21097. .21219, 21098., 
22252. .22383, 22253., 
22452. .22517, 22455., 
22629. .22706, 22631., 



o3. ts 



,20712, 
,21010," 
,21217, 
,22384, 
,22514, 
,22699, 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method TBLASTX : Soybean 

End . 22875 

Score 145 
20853. .20990, 20853 .. 20990 , 
21087. .21209, 21097 .. 21189, 
21646. .21747, 21654 .. 2174 6, 
22288. .22395, 22445 .. 22513, 
22456. .22515, 22625 .. 22705 , 
22822. .22875 



Seq. No. 28305 

Gene No. 58271 

Start 23438 

Name OJ000250_85 . 0214 . C14 . 06 . gs 

Start 23438 

GI none 
Exons 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method GENSCAN 

End 26834 

Score .78 



23438.-23462, 23597 .. 23842, 24001 .. 24158, 24377 .. 24581, 
25397. .25686, 257 60 .. 25922, 26009. .26097, 26198 .. 26265 , 
26672.-26834 ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28305 Seq. ID 

58271 Strand 

23438 End 

OJ000250_85.0214.C14.o5.np Method 

23593 End 

5080778 Score 



OJ000250_85.0214.C14 

26900 
AAT/NAP 
26900 
1243 



23593. .23857, 24001 .. 24158, 24377 .. 24581, 25397 .. 2568 6, 
25760. .25922, 26009 .. 26101, 26461 .. 26538, 26656.. 26900 
(AC00757 6) Similar to auxin-independent growth promoter protein 
[Arabidopsis thaliana] 



Seq. No. 28305 

Gene No. 58271 

Start 23438 

Name OJ000250_85 . 0214 . C14 . o7 . ts 

Start 23635 

GI none 

Exons 23635. .23859, 23643 
23888. .23920, 23997 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_85.0214.C14 
26900 

TBLASTX : Soybean 

24050 

50 



23690, 23644. .23826, 23729 .. 23866, 
24050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28305 
58271 
23438 

OJ000250_85.0214.C14.o6.tm 

23746 

none 



Seq. ID OJ000250_85.0214.C14 
Strand 

End 26900 

Method TBLASTX : Maize 

End 24463 

Score 113 



23746. .23859, 23985 .. 24116, 23997 .. 24 158 , 23998 .. 24 159, 
23998. .24159, 24374. .24463 



Seq. No. 
Gene No. 



28305 
58271 



Seq. ID 
Strand 



OJ000250 85.0214.C14 



28045 




Start 


£ 34 3o 




End 


26900 




Name 


OJ000250 85.0214.C14 


.o7.tc 


Method 


TBLASTX: Cress 




Start 


23997 




End 


25689 




GI 


none 




Score 


75 




Exons 


23997. .24146, 24405. 


.24530, 


24416. .24526, 25405 .. 25497, 






25442. .25492, 25510. 


.25689, 


25523. .25594, 25616. .25684 




Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214 


.C14 


Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


24081 




End 


24626 






none 




Score 


69 




Exons 


24081. .24158, 24082. 


.24159, 


24372. .24446, 24374 24583, 






24410. .24583, 24474. 


.24626 








Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214 


.C14 


Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


r\ ~rf\f\f\o o £ n o i a r"i a 
(JuUUUiOU 00.Uzl4.L14 


. 04 . tm 


Method 


TBLASTX: Maize 




Start 


24473 




End 


26257 




GI 


none 




Score 


67 




Exons 


24473. .24583, 25359. 


.25499, 


25396. .25512, 25510 25689, 






25577. .25687, 25757. 


.25798, 


25835. .25924, 26002 26097, 






26015. .26107, 26204. 


.26257, 


26204. .26254 




Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214 


.C14 


Gene No. 


58271 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


25396 




End 


25931 




GI 


none 




Score 


142 




Exons 


25396.-25689, 25397. 


.25594, 


25408. .25653, 25616 25690, 






25757. .25810, 25757. 


.25924, 


25767. .25814, 25836.. 25931 




Seq. No. 


28305 




Seq. ID 


OJ000250_85.0214 


.C14 


Gene No. 


OoZ /l 




Strand 






Start 


23438 




End 


26900 




Name 


OJ000250 85.0214.C14 


.o9.ts . 


Method 


TBLASTX : Soybean 




Start 


26002 




End 


26263 




GI 


none 




Score 


77 




Exons 


26002. .26097, 26015. 


.26098, 


26195. .26263, 26207.. 26263 




Seq. No. 


28306 




Seq. ID 


OJ000250_85.0214 


.C15 


Gene No. 


58272 




Strand 


+ 






2428 




End 


5756 




Name 


OJ000250 85.0214.C15 


.ol .np 


Method 


AAT/NAP 




Start 


2428 




End 


5756 




GI 


2344896 




Score 


546 




Exons 


2428.-2449, 3964. .5001, 5664 


. .5756 






GI Descrip. 


(AC002388) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28306 




Seq. ID 


OJ000250_85.0214 


.C15 


Gene No. 


58272 




Strand 


+ 




Start 


2428 




End 


5756 




Name 


OJ000250 85.0214.C15 


. o3 . gs 


Method 


GENSCAN 




Start 


4037 




End 


5011 





28046 



GI 


none 








Score 


. 77 


Exons 


4037. .5011 












Seq. No. 


28306 








Seq. ID 


OJ000250 


Gene No. 


58273 








Strand 


+ 


Start 


6610 








End 


7196 


Name 


OJ000250 85 


.0214. 


CIS.ol 


.gp 


Method 


AAT/GAP 


Start 


6610 








End 


7196 


GI 


2443136 








Score 


877 


Exons 


6610. .6662, 


6784. 


.7196 








Seq. No. 


28306 








Seq. ID 


OJ000250 


Gene No. 


58274 








Strand 


+ 


Start 


8216 








End 


12331 


Name 


OJ000250 85 


.0214. 


C15.o2 


.np 


Method 


AAT/NAP 


Start 


8216 








End 


12331 


GI 


6730659 








Score 


1338 


Exons 


8216. .8347, 


8393. 


.8446, 


9167. 


.9265, 10272.. 1052 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11154. .11290,. 11378. .11491, 11574 11773, 11860. 
12167. .12331 

(AC007945) F28C11.9 [Arabidopsis thaliana] 



.12049, 



28306 
58274 
8216 

OJ000250_85.0214.C15.o3.gp 
10272 

16543 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10272. .10524, 10971 .. 11081, 11154.. 11188 

M584546/emb|CAB40776.1| 3.0e-50 (AL049608) putative protein 
[Arabidopsis thaliana] 1 



OJ000250_85.0214.C15 

12331 
AAT/GAP 
11188 
699 



28306 Seq. ID 

58275 Strand 

1827 End 
OJ000250_85 . 0214 . C15 . ol . gs Method 

1827 End 

none Score 
1827.. 2480 



OJ000250_85.0214.C15 

2480 
GEN SCAN 
2480 
.93 



Seq. No. 28306 Seq. ID 

Gene No. 58276 Strand 

Start 3441 End 

Name OJ000250_85 . 0214 . C15 . o2 . gs Method 

Start 3441 " End 

GI none Score 

Exons 3441.. 3677 



OJ000250_85.0214.C15 

3677 
GENSCAN 
3677 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28306 
58277 
3836 

OJ000250_85.0214.C15.o2.tc 

3836 

none 



Seq. ID OJ000250_85.0214.C15 
Strand 
End 

Method 
End 
- Score 



4978 

TBLASTX: Cress 

4533 

44 



3836. .3871, 3959. .4297, 3974. .4078, 4049. .4234, 4064. .4225, 
4102. .4263, 4229. .4519, 4229. .4306, 4232. .4519, 4330. .4533 



28047 




Seq. No. 


28306 








Seq. ID 


OJ000250_85.0214.C15 


Gene No. 


58277 








Strand 




Start 


3836 








End 


4978 


Name 


OJOUUZoU ob 


. Uzl4 


. ClO . 02 


. tm 


Method 


TBLASTX: Maize 


Start 


3956 








End 


4972 


GI 


none 








Score 


66 


Exons 


3956. .4078, 


3971 


. .4075, 


4064. 


.4258, 4064. .4240, 4154. .4306, 




4207. .4542, 


4208 


. .4531, 


4229. 


.4531, 4283..4S43, 4349. .4531, 




4538. .4633, 


4663 


. .4722, 


4664. 


.4972, . 4774. .4971 


Seq. No. 


28306 








Seq. ID 


OJ000250_85.0214.C15 


Gene No. 


58277 








Strand 




Start 


"3 O O C 








End 


4978 


Name 


OJ000250 85 


.0214 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4082 








End 


4612 


GI 


none 








Score 


122 


Exons 


4082. .4225, 


4082 


. .4228, 


4229. 


.4324, 4351.. 4452, 4358.. 4456, 




4376. .4528, 


4538 


. .4612 








Seq. No. 


28306 








Seq. ID 


OJ000250_85.0214 .C15 


Gene No. 


C O O "7 "7 








Strand 




Start 


3836 








End 


4978 


Name 


OJ000250 85 


.0214 


.C15.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4154 








End 


4978 


GI • 


none 








Score 


78 


Exons 


4154. .4315, 


4660 


. .4977, 


4661. 


.4978 




Seq. No. 


28306 








Seq. ID 


OJ000250_85.0214.C15 


Gene No. 


* 58277 








Strand 




Start 


3836 








End 


4978 


Name 


OJ000250 85 


.0214 


.C15.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4664 








End 


4978 


GI 


none 








Score 


257 


Exons 


4664. .4978, 


4667 


. .4816, 


4850. 


.4900 




Seq. No. 


28306 








Seq. ID 


OJ000250_85.0214.C15 


Gene No. 


58278 








Strand 




Start 


6772 








End 


7720 


Name 


OJ000250 85 


. 0214 


.C15 . o3 


. tm 


Method 


TBLASTX : Mai ze ' ' 


Start 


6772 








End 


7720 


GI 


none 








Score 


118 


Exons 


6772. .6858, 


6773 


. .6859, 


6773. 


.6859, 6820.. 6918, 6859.. 6915, 




7227. .7382, 


7227 


. .7295, 


7229. 


.7384, 7471. .7560, 7471. .7551, 




7640. .7720 












Seq. No. 


28306 








Seq. ID 


OJ000250_85.0214.C15 


Gene No. 


58279 








Strand 




Start 


8258 








End 


12334 


Name 


OJ000250 85 


.0214 


.CIS.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8258 








End 


12004 


GI 


none 








Score 


55 


Exons 


8258. .8323, 


8402 


. .8449, 


9164. 


.9265, 9164.. 9265, 9166.. 9270, 



10266. .10493, 10277 10435, 10433 .. 10522 , 10434 .. 10523, 

10969. .11085, 10970. .11083, 11149 .. 11283, 11153 11290, 

11153. .11284, 11375. .11491, 11376 11537 , 11380 114 90, 

11577. .11771, 11586. .11774, 11857 .. 11967 , 11858. .12004 



28048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28306 Seq. ID 

58279 Strand 

8258 End 

OJ000250_85 . 0214 . C15 . ol . tc Method 

8402 End 

none Score 



OJ000250_85.0214.C15 
12334 

TBLASTX: Cress 

11989 

70 



8402. .8449, 9164. .9268, 10254 .. 10523, 10268 .. 10504 , 
10350. .10523, 10969. .11040, 10970 . .11083, 11149 .. 11268, 
11153. .11293, 11153. .11284, 11357 .. 11500, 11390 11485, 
11577. .11771, 11882. .11989 



28306 
58279 
8258 

OJ000250_85.0214 .C15.ol.tm 

10329 

none 



Seq. ID OJ000250_85.0214.C15 
Strand 

End 12334 

Method TBLASTX : Mai ze 

End 12334 

Score 255 



10329. .10523, 10331 .. 10522, 10969. . 11085, 10970 .. 11083, 

11149. .11313, 11153. .11293, 11375 .. 114 91, 11377 .. 114 90, 

11577. .11771, 11636. .11725, 11855 .. 12001, 11858 12001, 
12170. .12334 



Seq. No. 28306 Seq.. ID 

Gene- No. ; 58279 Strand 

Start 8258 ' End 

Name OJ000250_85 . 0214 . C15 . ol . tw Method 

Start 11423 End 

GI none Score 
Exons 



OJ000250_85.0214.C15 
12334 

TBLASTX: Wheat 

11995 

76 



11423. 
11875. 



.11491, 11571. .11768, 11577 .. 11813, 11852 11995, 
.11946 



Seq. No. 28307 Seq. ID 

Gene No. 58280 Strand 

Start 321 End 

Name OJ000250_85 . 0214 . C18 . ol . gs Method 

Start 321 End 

GI none Score 

Exons 321.. 419 

Seq. No. 28308 Seq. ID 

Gene No. 58281 ; Strand 

Start 32 End 

Name 0 JO 0 0 2 5 0_8 5 . 0 2 1 4 . C 1 9 . o 1 . gp Method 

Start 32 End 

GI none - Score 

Exons 32.. 321 



OJ000250_85.0214.C18 
419 

GENS CAN 

419 

.9 



OJ000250_85.0214.C19 
321 

AAT/GAP 

321 

534 



Seq. No. 28309 Seq. ID 

Gene No. 58282 Strand 

Start 12353 End 

Name OJ000250_84 . 0214 . CI . o2 . gp Method 

Start 12353 End 

GI none Score 

Exons 12353.. 12807 



OJ000250_84.0214.C1 
+ 

12807 
AAT/GAP 
12807 
894 



Seq. No. 
Gene No. 



28309 
58283 



Seq. ID OJ000250_84.0214.C1 
Strand + 



28049 



Start 18395 

Name OJ000250_84 . 0214 . CI . o4 . gp 

Start 18395 

GI uC-osflcyp087a02al 

Exons 18395. .18832 

GI Descrip. '3582333 7.0e-40 (AC005496) 
thaliana] ' 



End 

Method 

End 

Score 



18832 
AAT/GAP 
18832 
814 



hypothetical protein [Arabidopsis 



Seq. No. 28309 

Gene No. 58284 

Start 26566 

Name OJ000250_84 .0214 .Cl.o3.gs 

Start 26566 

GI none 

Exons 26566. .27027 



Seq. ID OJ000250_84.0214.C1 

Strand + 

End 27027 

Method GEN SCAN 

End 27027 

Score .95 



Seq. No. 28309 

Gene No. 58285 

Start 32475 

Name OJ000250_84 . 0214 . CI . ol2 . gp 

Start 32475 

GI uC-osrocyp028g09al 

Exons . 32475. .33010 

GI Descrip. '3386604 9.0e-09 (AC004665) 
thaliana] \ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_84, 
+ 

33010 
AAT/GAP 
33010 
1036 



0214. CI 



putative protein kinase [Arabidopsis 



Seq. No. 28309 

Gene No. 58286 

Start 37732 

Name OJ000250_84 . 0214 . CI . ol4 , 

Start 37732 

GI none 

Exons 37732. .38095 



gp 



Seq. ID OJ000250_84.0214.C1 

Strand + 

End- 38095 

Method AAT/GAP 

End 38095 

Score 724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28309 Seq. ID 

58287 Strand 

4 6761 End 
OJ000250_84.0214.Cl.ol6.gp Method 

46590 End. 

2428738 Score 

46590. .46796, 49281. .49440 



OJ000250_84.0214.C1 
+ 

49891 
AAT/GAP 
49440 
667 



Seq. ID OJ000250_84.0214.C1 



28309 

58287 Strand + 

46761 End 49891 

OJ000250_84 . 0214 . CI . 06 . gs Method GENSCAN 

46761 End 47986 

none Score .99 

46761. .46796, 47561 47780, 47844. .47986 



Seq. No. 28309 Seq. ID 

Gene No. 58287 Strand 

Start 46761 End 

Name OJ000250_84 . 0214 .CI . o9.np Method 

Start 47613 End 

GI 6069646 Score 

Exons 47613. .47904, 49829.. 49891 



OJ000250_84.0214.C1 
+ 

49891 
AAT/NAP 
49891 
81 



28050 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58288 


Strand 


- 




Start 


3200 


End 


4993 




Name 


OJQ00250 84.0214.Cl.ol.gs 


Method 


GENSCAN 




Start 


3200 


End 


4993 




GI 


none 


Score 


.43 




Exons 


3200. .3336, 4708. .4993 








Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58289 


Strand 






Start 


6981 


End 


27047 




Name 


OJ000250 84.0214.Cl.o2.gs 


Method 


GENSCAN 




Start 


6981 


End 


25338 




GI 


none 


Score 


.75 




Exons 


6981. .7613, 7681. .7782, 8248. .8394, 8E 


567. .8962, 


9050. .9234, 




9852.. 10031, 10325. .10513, 


10608. .10853, 10984.. 


11148, 




13518. .13683, 13925 .. 14231, 


14319. .15125, 15604. 


.15716, 




15814. .15986, 16064 . .1624 9, 


16399. .16469, 17028. 


.17072, 




• 19158. .19198, 1976TB. .19905, 


20080. .20205, 20413. 


20628 




20998. .21153, 21251 .. 21358 , 


21492. .22030, 22436. 


.22500, 




22722. .22975, 23859 .. 23905, 


24252. .24336, 25043. 


.25121, 




25220. .25338 








Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58289 


Strand 






Start 


6981 


End 


27047 




Name 


OJ000250 84.0214.Cl.ol.gp 


Method 


AAT/GAP 




Start 


7182 


End 


7629 




GI 


none 


Score 


844 




Exons 


7182. .7629 








Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58289 


Strand 






Start 


6981 


End 


27047 




Name 


OJ000250 84.0214.Cl.o2.np 


Method 


AAT/NAP 




Start 


7526 


End 


10454 




GI 


2642156 


Score 


158 




Exons 


7526. .7613, 8248. .8406, 8448.-8487, 8E 


J67. .8962, 


9050. .9254, 




9880. .10019, 10319.. 10454 








GI Descrip. 


(AC003000) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58289 


Strand 






Start 


6981 


End 


27047 




Name 


OJ000250 84.0214.Cl.o3.np 


Method 


AAT/NAP 




Start 


12694 


End 


15817 




GI 


4982495 


Score 


179 




Exons 


12694. .12814, 12952 .. 13013, 


13555. .13683, 15785. 


.15817 


GI Descrip. 


(AC000107) F17F8.1 [Arabidopsis thaliana] 




Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84. 0214. CI 



28051 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



58289 Strand 

6981 End 

OJ000250_84.0214.Cl.o3.gp Method 

13619 End 

none Score 
13619. .13683, 13925.. 14367 



27047 
AAT/GAP 
14367 
992 



OJ000250 84. 0214. CI 



28309 ■ Seq. ID 

58289 Strand 
6981 End 27047 . 

OJ000250_84 . 0214 . CI . o5 . gp Method AAT/GAP 
18613 End 19183 

2800097 Score 640 

18613. .19002, 19158. .19183 

2252847 5.0e-20 (AF013293) No definition line found [Arabidopsis 
thaliana] >gi_6049889_gb_AAF02804 . 1_AF195115_24 (AF195115) weak 
similarity to phthalate permease family [Arabidopsis thaliana] 

28309 Seq. ID OJ000250_84 . 0214 . CI 

58289 Strand 

6981 End 27047 

OJ000250_84.0214.Cl.o6.gp . Method AAT/GAP 

18722 End 19232 

2800097 Score 571 

18722.. 19002, 19158. .19232 

2252847 5.0e-20 (AF013293) No definition line found [Arabidopsis 
thaliana] >gi_6049889_gb_AAF02804 . 1_AF195115_24 (AF195115) weak 
similarity to phthalate permease family [Arabidopsis thaliana] 



28309 Seq. ID 

58289 Strand 

6981 End 

OJ000250_84 . 0214 . CI . o4 . np Method 

18908 End 

6498428 - Score 



OJ000250_84.0214.C1 

27047 
AAT/NAP 
23295 
1567 



18908.^9003, 19158. .19241, 19390 .. 19455, 19563 19664 , 
19768. .19905, 19996 .. 20205, 20413 .. 20628, 20998 .. 21153, 
21251. .21358, 21492 21564, 23261. .23295 

(AP000815) Similar to Arabidopsis thaliana chromosome II BAC 
T27A16 sequence ; ./hypothetical protein. (AC005496) [Oryza sativa] 



28309 
58289 
6981 

OJ000250_84.0214.Cl.o7.gp 

19425 

2800235 



OJ000250 84. 0214. CI 



Seq. ID _ 
Strand 

End 27047 
Method AAT/GAP 
End 20031 
Score 471 

19425. .19455, 19563 .. 19664 , 19768 .. 19905, 19996.. 20031 
3582333 7.0e-40 (AC005496) hypothetical protein [Arabidopsis 
thaliana] 



28309 Seq. ID 

58289 Strand 

6981 End 

OJ000250_84 . 0214 .CI .08 . gp Method 

21225 End 

10390 1.R1084 Score 



OJ000250_84.0214.C1 

27047 
AAT/GAP 
22415 
1394 



28052 



Exons 21225. .21358, 214 92 .. 22030, 22327.. 22415 

GI Descrip. '2252847 4.0e-31 (AF013293) No definition line found 

[Arabidopsis thaliana] >gi_6049889_gb_AAF02804 . 1_AF195115_24 
(AF195115) weak similarity to phthalate permease family 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28309 Seq. ID OJ000250_84 . 0214 . CI 

58289 Strand 
6981 End 27047 

OJ000250_84 . 02 14 . CI . o9 . gp Method AAT/GAP 

22969 End 25390 

31010JL.R1084 Score 1314 

22969.-23327, 23859 23905, 24252 .. 24336, 25043 .. 25121 , 
25220. .25390 

•629592/pir MS42651 1.0e-47 hypothetical protein - rape 
>gi_6065752__emb_CAB58175. 1_ (X74225) putative pod-specific 
dehydrogenase SAC25 [Brassica napus] 1 



Seq. No. 


28309 


Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58289 


Strand 




Start 


6981 


End 


27047 


Name 


OJ000250 84.0214.Cl.o5.np 


Method 


AAT/NAP 


Start 


23144 


End 


26946 


GI 


3451068 


Score 


757 


Exons 


23144. .23327, 25043 .. 25121, 


25220. .25373, 25677 .. 25807 , 




26609. .26946 






GI Descrip. 


(AL031326) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28309 


Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58289 


Strand 




Start 


6981 


End 


27047 


Name 


OJ000250 84.0214.Cl.ol0.gp 


Method 


AAT/GAP 


Start 


25667 


End 


27047 


GI 


31959 1.R1084 


Score 


1002 


Exons 


25667. .25756, 26609.. 27047 






GI Descrip. 


'3451068/emb|CAA20464.1 | 3. 


Oe-43 (AL031326) putative prote. 




[Arabidopsis thaliana] 1 






Seq. No. 


28309 


Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58290 


Strand 




Start 


28040 


End 


36571 


Name 


OJ000250 84.0214.Cl.o4.gs 


Method 


GENSCAN 


Start 


28040 


End 


36324 


GI 


none 


Score 


. 65 


Exons 


28040. .28137, 28214 .. 29121, 


29242. .29348, 29406 .. 29612, 



29698. .29802, 29894 .. 29947 , 30298 .. 30342, 30557 .. 30747 , 

30876. .31003, 32823 .. 33457 , 33561 .. 33893, 34065 .. 34214 , 

34529. .34591, 34 699 .. 34852, 35107 .. 35201 , 35631 .. 35752 , 
36183. .36324 



Seq. No. 28309 

Gene No. 58290 

Start 28040 

Name OJ000250_84 . 02 14 . CI . ol 1 . gp 

Start 29051 

GI 11896 1.R1084 
Exons 



Seq. ID OJ000250_84.0214.C1 
Strand 

End 36571 

Method AAT/GAP 

End 30344 

Score 989 



29051. .29121, 29242. .29327, 29406 .. 29612, 29698 .. 29802, 



28053 




29894. .29947, 30298.. 30344 
GI Descrip. 1 2980789/emb I CAA18165 . 1 | 6.0e-42 (AL022197) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28309 Seq. ID 

58290 Strand 

28040 End 

OJ000250_84 . 0214 .Cl.o6.np Method 

32688 End 

5295966 Score 



OJ000250_84.0214.C1 

36571 
AAT/NAP 
35648 
500 



32688.-33457, 33561 . .33676, 35589.. 35648 

(AB026295) Similar to Glycine max gmsti mRNA. (X79770) 

sativa] 



[Oryza 



28309 
58290 
28040 

OJ000250_84.0214.Cl.ol3.gp 
35131 

uC-osrocyp028g09bl 
35131. .35201, 35631. .35752, 
'3386604 2.0e-ll (AC004665) 
thaliana] 1 

'28309 
58291 
38170 

OJ000250_84.0214.Cl.o5.gs 

38170 
none 
38170. 
40949. 
42501. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_84.0214.C1 

36571 
AAT/GAP 
36571 
807 



36183. .36352, 36480.. 36571 

putative protein kinase [Arabidopsis 



Seq. ID OJ000250_84 .0214 .CI 
Strand 

End 42646 
Method GENS CAN 
End 42581 
Score .92 

,38358, 38934. .39701, 398 19 40286, 40529 .. 40669, 
,41138, 41253. .41360, 41658 .. 4 1779, 41927 42115, 
,42581 



Seq. No. 


28309 




Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58291 




Strand 






Start 


38170 




End 


42646 




Name 


OJ000250 84. 0214. CI 


. o7 .np 


Method 


AAT/NAP 




Start 


38176 




End 


42646 




GI 


3386604 




Score 


1155 




Exons 


38176. .38358, 38934 


. .39701, 


39819. .40286, 40529. 


.40606, 




40816. .41134, 41624 


. .41779, 


41927. .42048, 42389. 


.42646 


GI Descrip. 


(AC004665) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


28309 




Seq. ID 


OJ000250_ 


84 . 0214 . CI 


Gene No. 


58291 




Strand 






Start 


38170 




End 


42646 




Name 


OJ000250 84. 0214. CI 


.08. np 


Method 


AAT/NAP 




Start 


40246 




End 


42551 




GI 


6850832 




Score 


172 




Exons 


40246. .40273, 41249 


. .41353, 


41658. .41779, 41927. 


,.42048, 




42389. .42551 










GI Descrip. 


(AL132962) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


28309 




Seq. ID 


OJ000250_ 


84. 0214. CI 


Gene No. 


58291 




Strand 






Start 


38170 




End 


42646 





28054 



Name 

Start 

GI 

Exons 



OJ000250_84 .0214.Cl.oI5.gp Method AAT/GAP 

40256 End 41761 

none Score 1058 

40256. .40286, 40529 .. 40669, 4094 9 .. 4 1138, 4 124 9 .. 4 1353, 

41658. .41761 



Seq. No. 28309 Seq. ID 

Gene No. 58292 Strand 

Start 48776 End 

Name OJ000250_84.. 0214 . CI . ol6 . tm Method 

Start 3205 End 

GI none Score 

Exons 3205.. 3474, 3326.. 3472 



OJ000250_84.0214.C1 
49934 

TBLASTX: Maize 

3474 

76 



Seq. No. 


28309 








Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58292 








Strand 




Start 


48776 








End 


49934 


Name 


OJ000250 84 


.0214 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3552 








End 


3913 


C T 


none 








Score 


94 


Exons 


3552. .3611, 


3614 


.3781, 


3614. 


.3913, 3624.. 3794 


Seq. No. 


28309 








Seq. ID 


OJ000250_84.0214.C1 


Gene No. . 


58292 








Strand 




Start 


48776 








End 


49934 


Name 


OJ000250 84 


.0214 


CI.08. 


tm 


Method 


TBLASTX: Maize 


Start 


3644 








End 


4111 




none 








Score 


52 


Exons 


3644. .3712, 


3669 


.3725, 


3743. 


.3952, 3755. .3811, 3917. .4111, 




3934. .4110 












Seq. No. 


28309 








Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58292 








Strand 




Start 


48776 








End 


49934 


Name 


OJ000250 84 


.0214 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4318 








End 


47695 


GI 


none 








Score 


38 


Exons 


4318. .4350, 


4419 


.4592, 


4445. 


.4798, 4454. .5110, 4653. .5030, 




4907. .5092, 


5064 


.5111, 


47612 


. .47695' 




Seq. No. 


28309 








Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58292 








Strand 




Start 


48776 








End 


49934 


Name 


OJ000250 84 


.0214 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4643 








End 


4982 


GI 


none 








Score 


88 


Exons 


4643. .4795, 


4800 


.4982, 


4805. 


.4981 




Seq. No. 


28309 








Seq. ID 


OJ000250_84.0214.C1 


Gene No. 


58292 








Strand 




Start 


48776 








End 


49934 


Name 


OJ000250 84 


.0214 


Cl.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7440 








End 


9118 


GI. 


none 








Score 


166 


Exons 


7440. .7613, 


7440, 


.7613, 


7441. 


.7614, 7667. .7765, 7690. .7761, 




8239. .8361, 


8246. 


.8356, 


8247. 


.8357, 8443. .8502, 8444. .8500, 




8470. .8502, 


8571. 


.8636, 


8582. 


.8617, 8857.. 8952, 8862.. 8963, 



28055 



8864.. 8983, 8865.. 8963, 9039. .9116, 9045.. 9116, 9047.. 9118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



28309 
58292 
48776 

OJ000250_84.0214.Cl.ol3.tm 

9185 

none 



Seq. ID OJ000250_84.0214.C1 
Strand 

End 4 9934 

Method TBLASTX : Mai ze 

End 10560 

Score 78 - 



9185. .9235, 9185. .9250, 9848. .10039, 9851. .10030, 9852. .10031, 
9853. .10032, 10311 .. 104 63, 10312 .. 10560, 10349. .10519 



28309 
58292 
48776 

OJ000250_84 . 0214 . CI . o7 . tc 

12697 

none 



Seq. ID OJ000250_84.0214.C1 
Strand 

End 49934 

Method TBLASTX : Cress 

End 13684 

Score 126 



12697. .12825, 12713 .. 12829, 12910 .. 13056, 12951 13055, 
12956. .13066, 13516 .. 13680, 13516 .. 13683, 13529.. 13684 



28309 
58292 
48776 

OJ000250_84.0214.Cl.o7.ts 

12697 

none 



Seq. ID OJ000250__84.0214.C1 
Strand 

End 49934 

Method TBLASTX : Soybean 

End 13684 

Score 125 



12697. .12825, 12698 .. 12829, 12938 .. 13021, 1294 9 .. 13035, 
12951. .13043, 13516. .13677, 13517.. 13684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



28309 
58292 
48776 

OJ000250_84.0214.Cl.oll.tm 

12761 

none 



Seq. ID OJ000250_84.0214.C1 
Strand 

End 49934 

Method TBLASTX : Mai ze 

End 13686 

Score 100 



12761. .12817, 12763. .12825, 12916 .. 13080, 12925 .. 13032, 
12951. .13064, 13516. .13686, 13517.. 13684 



28309 
58292 
48776 

OJ000250_84 . 0214 .CI .o4 . tm 

14105 

none 



Seq. ID OJ000250_84.0214.C1 
Strand 

End 49934 

Method TBLASTX : Mai ze 

End 14707 

Score 175 



14105. .14236,' 14105. .14233, 14318 .. 14542, 14320 .. 14523, 
14429. .14536, 14429 14533, 14591.. 14707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28309 
58292 
48776 

OJ000250_84 .0214 .Cl.o8.ts 

14105 

none 



Seq. ID OJ000250_84.0214.C1 
Strand 

End 49934 

Method TBLASTX : Soybean 

End 14448 

Score 121 



14105. .14230, 14127. .14231, 14321 .. 14395, 14344. .14448 



Seq. No. 
Gene No. 



28309 
58292 



Seq. ID OJ000250_84.0214.C1 
Strand 



28056 




Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


ol.ts 


Method * 


TBLASTX: Soybean 




Start 


18903 




. End 


20163 




GI 


none 




Score 


105 




Exons 


18903. .19004, 18905. 


.19003, 


19161. .19241, 19165. .19242, 






19390. .19458, 19397. 


.19456, 


19554. .19667, 19563 19664 , 






19564. .19671, 19753. 


.19887, 


19769. .19903, 19888 .. 19908 , 






19889. .19912, 19930. 


.19962, 


19981. .20091, 19990. .20091, 






19991. .20110, 19995. 


.20096, 


19997. .20110, 20086.. 20163 




Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


ol2.tm 


Method 


TBLASTX: Maize 




Start 


19435 




End 


19837 




GI 


none 




" Score 


38 




Exons 


19435. .19455, 19436. 


.19456, 


19548. .19673, 19566 .. 19664 , 






19753. .19836, 19769. 


.19837 








Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


19581 




End 


20205 




GI 


none 




Score :•■ 


70 




Exons 


19581. .19664, 19585. 


.19671, 


19753. .19908, 197 69 .. 19906, 






19990. .20205, 20009. 


.20128 








Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


06. tm 


Method 


TBLASTX: Maize 




Start 


19856 




End 


20547 




GI 


none 




Score 


51 




Exons 


19856. .19903, 19861. 


.19908, 


19984. .20205, 20000 .. 20161, 






20411. .20545, 20413. 


.20547, 


20417. .20545 




Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 




58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20413 




End 


21054 




GI 


none 




Score 


268 




Exons 


20413. .20628, 20414. 


.20629, 


20430. .20633, 20974.. 21054 




Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 




58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


20417 




End 


20599 




GI 


none 




Score 


210 




Exons 


20417. .20590, 20422. 


.20598, 


20426. .20599 




Seq. No. 


28309. 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




•Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


o3. tm 


Method 


TBLASTX: Maize 





28057 




Start 


one /i o 

20548 




End 


21941 




GI 


none 




Score 


85 




Exons 


20548. .20631, 2054.9. 


.20629, 


20993. .21154, 20997 .. 21155, 






20998. .21156, 20998. 


.21156, 


21238. .21342, 21248 .. 21361, 






21252. .21362, 21255. 


.21359, 


21256. .21363, 2148 6 .. 21803, 






21487. .21798, 21495. 


.21803, 


21804. .21920, 21807.. 21941 




Seq. No. 


28309 




Seq. ID 


. OJ000250_84 .0214 




Gene No. 


58292 




Strand 






Start 


4 o 7 7 b 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


oS.tc 


Method 


TBLASTX: Cress 




Start 


20998 




End 


21304 




GI 


none 




Score 


70 




Exons 


20998. .21156, 20998. 


.21156, 


20999. .21157, 21248 .. 21304 , 






21255. .21302 










Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No . 






Strand' 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


23169 




End 


23335 




GI 


none 




Score 


156 




Exons 


23169. .23333, 23172. 


.23330, 


23173. .23334, 23195.. 23335 




Seq. No.' 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


o9.ts 


Method 


TBLASTX: Soybean 




Start 


23178 




End 


23333 




GI 


5677940 




Score 


73 




Exons 


23178. .23315, 23178. 


.23333, 


23185. .23331 




GI Descrip. 


3451067/emb CAA20463 


.1 2.0e-17 (AL031326) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


23859 




End 


26970 




GI 


none 




Score 


68 




Exons 


23859. .23906, 23859. 


.23906, 


23860. .23910, 24254 .. 24337, 






24254. .24328, 25032. 


.25112, 


25043. .25120, 25043 .. 25120, 






25047. .25121, 25162. 


.25374, 


25217. .25345, 25236 .. 25352 , 






25675. .25755, 25676. 


.25762, 


25676. .25756, 26608 .. 26970, 






26609. .26656, 26750. 


.26956 








Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 






Start 


48776 




End 


49934 




Name 


OJ000250 84. 0214. CI. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


25315 




End 


26979 




GI 


none 




Score 


70 




Exons 


25315. .25374, 25675. 


.25755, 


25676. .25762, 26608 .. 26979, 






26750. .26938 










Seq. No. 


28309 




Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 




Strand 







28058 



Start 
Name 
Start 
GI 

Exons 



48776 End 

OJ000250_84.0214.Cl.o2.tc Method 

25675 . End 

none Score 



49934 

TBLASTX: Cress 

26926 

89 



25675. .25755, 25676 .. 25762 , 26608 26925, 26768.. 26926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28309 Seq. ID 

58292 Strand 

48776 End 

OJ000250_84 . 0214 .CI . o9. tm Method 

28213 End 

none ' Score 



OJ000250_84.0214.C1 
49934 

TBLASTX: Maize 

28887 

124 



28213. .28326, 28214 .. 28321 , 28214 .. 28342, 28376 .. 28435, 
28503. .28574, 28504 .. 28572 , 28593 .. 28751, 28594 .. 28752, 
28595. .28750, 2874 1 .. 28887 , 28752. .28886 



Seq. No. 28309 Seq. ID 

Gene No. 58292 Strand 

Start 48776 End 

Name OJ000250_84 . 0214 . CI . olO . tm Method 

Start 28917 End 

GI none Score 

Exons 28917. .29123, 29236 29322 , 29237, 

29241. .29327, 29403 .. 29531 , 29404, 



OJ000250_84.0214.C1 
49934 

TBLASTX: Maize 

29532 

114 



,29326, 
,29532 



29241. .29339, 



Seq. No. 28309 

Gene No. 58292 

Start 48776 

Name OJ000250_84 . 0214 .CI . o5 . ts 

Start 29040 

GI none 

Exons 29040. .29123, 2924 1 .. 29327 , 
29404. .29502, 29523 .. 29612, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29244. .29318, 
29722. .29799 



OJ000250 84. 0214. CI 



49934 

TBLASTX : Soybean 
29799 
96 

29400. .29501, 



Seq. No. 28309 

Gene No. 58292 

Start 48776 

Name OJ000250_84 . 0214 . CI . ol7 . tm 

Start 29535 

GI none 

Exons 29535. .29585, 29538 29582, 
29697. .29807, 29698 29805, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29696 

29892 



OJ000250 84. 0214. CI 



49934 

TBLASTX: Maize 
29938 
49 

29803, 29696. .29803, 
29930, 29909.. 29938 



Seq. No. 28309 - Seq. ID 

Gene No. 58292 Strand 

Start 48776 End 

Name OJ000250_84 . 0214 . CI . o4 . tw Method 

Start 29893 End 

GI none Score 

Exons 29893. .29949, 30292 30342, 

30557. .30691, 30612.. 30692 



OJ000250_84.0214.C1 
49934 

TBLASTX: Wheat 
30692 
63 

30300. .30344, 30301 .. 30357 f 



Seq. No. 28309 Seq. ID 

Gene No. 58292 Strand 

Start 48776 End 

Name OJ000250_84 . 0214 . CI . ol . tm Method 

Start 32822 End 



OJ000250_84.0214.C1 
49934 

TBLASTX: Maize 
49933 



28059 




GI none 

Exons 32822. .33124, 

33341. .33460, 
39034. .39702, 
49326. .49634, 



32892. .33125, 
33342. .33443, 
49268. .49294, 
49689. .49919 



Score 132 
33161. .33331, 
38940. .38978, 
49272. .49301, 




33162. .33329, 
39033. .39704, 
49325. .49933, 



Seq. No. 


28309 






Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 






Strand 






Start 


48776 






End 


49934 




Name 


OJ000250 84. 0214. CI. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


32822 






End 


49862 




GI 


none 






Score 


82 




Exons 


32822. 


.33109, 32901. 


.33152, 


33140. .33337, 38 188 .. 38364 , 






38189. 


.38359, 38934. 


.38966, 


39033. .39572, 39097 39564 , 






48788. 


.48970, 48788. 


• T O J / J / 


48807. .48974, 49265 .. 49297, 






49358. 


.49855, 49362. 


.49457, 


49488. .49631, 49743. .49862 




Seq. No. 


28309 






Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 






Strand 






Start 


48776 






End 


49934 




Name 


OJ000250 84. 0214. CI. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


33020 






End 


49921 




GI 


none 






Score 


65 




Exons 


33020. 


.33109, 33155. 


•3 O *3 O C 


33633. .33728, 39231 .. 39338, 






39363. 


.39629, 39651. 


.39704, 


39810. .39878, 39864 .. 39971, 






49523. 


.49636, 49524. 


.49637, 


49667. .49921 




Seq. No. 


28309 






Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 






Strand 






Start 


48776 






End 


49934 




Name 


OJ000250 84. 0214. CI. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


33170 






End 


49934 






none 






Score 


63 




Exons 


33170. 


.33325, 33198. 


.33323, 


33347. .33433, 33348 .. 33434, 






39405. 


.39677, 39406. 


.39678, 


49697. .49933, 49737.. 49934 




Seq. No. 


28309 






Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 






Strand 






Start 


48776 






End 


49934 




Name 


OJ000250 84. 0214. CI. 


o6.ts 


Method 


TBLASTX : Soybean 




jLaiL 


33341 






End 


39983 




GI 


none 






Score 


88 




Exons 


33341. 


.33460, 33342. 


.33458, 


33552. .33731, 33559 .. 33723, 






39585. 


.39704, 39586. 


.39702, 


39796. .39885, 39810.. 39983 




Seq. No. 


28309 






Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 






Strand 






Start 


48776 






End 


49934 




Name 


OJ000250 84. 0214. CI. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


33558 






End 


33744 




GI 


none 






Score 


179 




Exons 


33558. 


.33743, 33559. 


.33744, 


33559. .33744 




Seq. No. 


28309 






Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58292 






Strand 






Start 


48776 






End 


49934 




Name 


OJ000250 84. 0214. CI. 


06. tc 


Method 


TBLASTX: Cress 





28060 




Start 


38185 


End 


48950 




GI 


none 


Score 


122 




Exons 


38185. .38337, 38185 38343, 


38186. .38344, 48797. 


.48949, 




48798. .48950 








Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84.0214J 


Gene No . 


0 O £. 


Strand 


- 




Start 


48776 


End 


49934 




Name 


OJ000250 84.0214.Cl.o7.gs 


Method 


GENSCAN 




Start 


48776 


End 


49840 




GI 


none 


Score 


.99 




Exons 


48776. .48964, 49265. .49840 








Seq. No. 


28309 


Seq. ID 


OJ000250_ 


84 .0214.1 


Gene No. 


58292 


Strand 






Of a r f 

olqi l 


48776 


End 


49934 




Name 


OJ000250 84.0214.Cl.ol0.np 


Method 


AAT/NAP 




Start 


48782 


End 


49934 




GI 


3386604 


Score 


642 




Exons 


48782. .48983, 49243.-49934 








GI Descrip. 


(AC004665) putative protein 


kinase [Arabidopsis 


thaliana 


Seq. No. 


28310 


Seq. ID 


OJ000250_ 


84.0214 J 


uene ino . 


COOQO 


Strand 


+ 




Start 


6194 


End 


6749 




Name 


OJ000250 84.0214.C2.o2.gs 


Method 


GENSCAN . 




Start 


6194 


End 


6749 




GI 


none 


Score 


.44 




Exons 


6194.. 6203, 6356.. 6560, 6734 


. .6749 






Seq. No. 


28310 


Seq. ID 


OJ000250_ 


84.0214 J 


Gene No. 


58294 


Strand 






O Lai L. 


1 


End 


8607 




Name 


OJ000250 84.0214.C2.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


• 3158 




GI 


6850832 


Score 


120 




Exons 


1..29, 1441. .1546, 1942. .2063, 2354..; 


2542, 3055. 


.3158 


GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28310 


Seq. ID 


OJ000250_ 


84.0214 .< 


Gene No. 


58294 


Strand 








1 


End 


8607 




Name 


OJ000250 84.0214.C2.o3.np 


Method 


AAT/NAP 




Start 


1 


End 


8607 




GI 


3063699 


Score 


90 




Exons 


1..174, 8531. .8607 








GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28310 


Seq. ID 


OJ000250_ 


84.0214.1 


Gene No. 


58294 


Strand 






Start 


1 


End 


8607 




Name 


OJ000250 84.0214.C2.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


3302 




GI 


none 


Score 


.82 




Exons 


7. .477, 934. .1126, 1442 .. 1546, 1951 : 


2063, 2351. 


.2475, 



2975. .3302 



28061 



Seq. No. 28310 Seq. ID 

Gene No. 58294 Strand 

Start 1 ' End 

Name OJ000250_84 . 0214 . C2 . o3 . gs Method 

Start 7189 End 

GI none Score 

Exons 7189.. 7726 



OJ000250_84.02I4.C2 

8607 
GEN SCAN 
7726 
.57 



Seq. No. 28311 Seq. ID 

Gene No. 58295 Strand 

Start 1169 End 

Name OJ000250_84 . 0214 .C3 . ol . gs Method 

Start 1169 End 

GI none Score 

Exons 1169.. 1299, 1620.. 1663, 3021.. 3081, 3464 

5491. .5606, 5986. .6080, 6165. .6316, 6684 



OJ000250_84.0214.C3 
+ 

10276 
GENSCAN 
10256 
.86 

3788, 5117.. 5217, 
6741, 6804.. 6911, 



7284. .7536, 7629. .7810, 7993. .8088, 81,84. .8282, 8567. .8698, 
8909. .8953, 10182.. 10256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



28311 Seq. ID OJ000250_84 . 0214 . C3 

58295 Strand + 

1169 End 10276 

OJ000250_84.0214.C3.o2.np Method AAT/NAP 

3751 y ■ End 10276 

1706103 ' Score 748 

3751. .3899, 4865. .5033, 5117. .5213, 5283. .5409, 5491. .5606, 
5986. .6110, 6186. .6316, 6749. .6911, 7284. .7536, 7640. .7798, 
7993. .8088, 8184. .8282, 8567. .8776, 9219 .. 9369, 9679 .. 9834 , 
10182.. 10276 

CLEAVAGE AND POLYADENYLATION SPECIFICITY FACTOR, 100 KD SUBUNIT 
(CPSF 100 KD SUBUNIT) gi | 1363022 | pir | | A56351 cleavage and 
polyadenylation specificity factor 100K chain - bovine 
gi|599683|emb|CAA53535| (X75931) Cleavage and Polyadenylation 
specificity factor (CPSF) lOOkD subunit [Bos taurus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28311 Seq. ID 

58296 Strand 

2391 End 

OJ000250_84 . 0214 . C3 ..ol . np Method 

2391 End 

2832645 Score 
2391. .2636, 3245.. 3370 

(AL021710) hypothetical protein [Arabidopsis thaliana] 



OJ000250_84.0214.C3 

3370 
AAT/NAP 
3370 
129 



28311 Seq. ID 

58297 Strand 
3741 End 
OJ000250_84 . 0214 . C3 . ol . tc Method 
3741 End 
none Score 

3741. .3920, 3745. .3921, 4854. .4952, 4863. 

5114. .5218, 5116. .5199, 5248. .5409, 5270. 



OJ000250_84.0214.C3 
6732 

TBLASTX: Cress 
5590 
205 



.5033, 4865 
.5410, 5303 



.5026, 
.5410, 



5305. .5427, 5481. .5558, 5488.-5589, 5489. .5590 



Seq. No. 
Gene No. 
Start 



28311 
58297 
3741 



Seq. ID 

Strand 

End 



OJ000250 84. 0214. C3 



6732 



28062 




Name 


OJ000250 84 


.0214; 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start V 


3748 








End 


4965 


GI 


none 








Score 


269 


Exons 


3748. .3921, 


3750. 


.3920, 


4863. 


.4964, 4865. .4963, 4866. .4964, 




4867. .4965 












Seq. No. 


28311 








Seq. ID 


OJ000250^_84.0214.C3 


Gene No. 


58297 








Strand 




Start 


3741 








End 


6732 


Name 


OJ000250_84 


.0214. 


C3.o2. 


tm 


Method 


. TBLASTX: Maize 


btart 


COQC 








End 


6732 


GI 


none 








Score 


48 


Exons 


5285. .5317, 


5285. 


.5317, 


5287. 


.5319, 5307.. 5408, 5314.. 5409, 




5315. .5410, 


5488. 


.5604, 


5489. 


.5605, 5490. .5615, 5984. .6076, 




5985. .6077, 


5991. 


.6077, 


6112. 


.6258, 6165.. 6284, 6165.. 6257, 




6246. .6317, 


6269. 


.6322, 


6688. 


.6732 




Seq. No. 


28311 








Seq. ID 


OJ000250_84.0214.C3 


Gene No . 










Strand 




Start 


3741 








End 


6732 


Name 


OJ000250 84 


.0214. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5984 








End ' 


6322 


GI 


none 








Score 


101 


Exons 


5984. .6076, 


5985. 


.6077, 


6126. 


.6320, 6137.. 6322 


Seq. No. 


28311 








Seq. ID 


OJ000250_84.0214.C3 


Gene No . 


COOQO 

oo zyo 








Strand 




Start 


6801 








End 


7520 . 


Name 


OJ000250 84 


.0214. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6801 








End 


7520 


GI 


none 








Score 


127 


Exons 


6801. .6911, 


6803. 


.6907, 


7280. 


.7369, 7281.. 7520 


Seq. No. 


28311 








Seq. ID 


OJ000250_84.0214.C3 


Gene No. 


58299 








Strand 




Start 


7422 








End 


10256 


Name 


f\innr\OG.r\ qa 
ujuuuzou o*i 


no i a 


Lj . Ol . 




Method 


TBLASTX: Soybean 


Start 


7422 








End 


9831 


GI 


none . 








Score 


84 


Exons 


7422. .7529, 


7476. 


.7529, 


7628. 


.7807, 7630.. 7806, 7999.. 8115, 




8183. .8284, 


8184. 


.8285, 


8563. 


.8700, 8566. .8700, 8567.. 8734, 




8903. .8956, 


9667. 


.9759, 


9718. 


.9831, 9726. .9827 


Seq. No. 


28311 








Seq. ID 


OJ000250_84.0214.C3 


Gene No. 


58299 








Strand 














End 


10256 


Name 


OJ000250 84 


.0214. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7458 








End 


8061 


GI 


none 








Score 


93 


Exons 


7458. .7535, 


7469. 


.7522, 


7629. 


.7751, 7633. .7806, 7634. .7807, 




7635. .7811, 


7993. 


.8061 








Seq. No. 


28311 








Seq. ID 


OJ000250_84.0214.C3 


Gene No. 


58299 








Strand 




Start 


7422 








End 


10256 


Name 


OJ000250 84 


.0214. 


C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8196 








End 


10256 



28063 



GI none Score 128 

Exons 8196.. 8285, 8198.. 8284, 8566.. 8730, 8567.. 8734, 8903.. 8956, 

9720.. 9827, 9721.. 9843, 10176 .. 10199, 10193 10255, 10194. .10256 



Seq. No. 


28312 Seq. ID 


OJ000250_84.0214. 


C4 


Gene No. 


58300 Strand 


+ 




Start 


1 End 


221 




Name 


OJ000250 84.0214.C4.ol.np Method 


AAT/NAP 




Start 


1 ' End 


221 




GI . 


3386606 Score 


190 




Exons 


1. .221 






GI Descrip. 


(AC004 665) putative beta-amylase [Arabidopsis thaliana] 




Seq. No. 


28312 Seq. ID 


OJ000250_84.0214. 


C4 


Gene No. 


58301 Strand 






Start 


51 End 


564 




Name 


OJ000250 84.0214.C4.ol.gs Method 


GENSCAN 




Start 


51 End 


564 




GI 


none Score 


. 67 




Exons 


51.. 327, 547.. 564 






Seq. No. 


28313 Seq. ID 


OJ000250_84.0214. 


C6 


(jene wo . 


58302 Strand 


+ 




Start 


139 End . 


.5352 




Name 


OJ.000250 84.0214.C6.o2.np Method 


AAT/NAP 




Start 


139. End 


5105 




GI 


3023946 Score 


535 




Exons 


139. .531, 679. .930, 1055. .1262, 1311.. 


1452, 1541.. 1770, 






1815.. 2024, 5013.. 5105 






GI Descrip. 


HIRA PROTEIN (TUP1 LIKE ENHANCER OF SPLIT PROTEIN 1) gi 12352031 




(U94324) Tuplel/HirA [Fugu rubripes] gi 12352036 (U94325) 






Tuplel/HirA [Fugu rubripes] 






Seq. No. 


28313 Seq. ID 


OJ000250 84.0214. 


C6 


Gene No. 


,58302 Strand 


+ 




Start 


139 End 


5352 




Name 


OJ000250 84.0214.C6.ol.gs Method 


GENSCAN 




Start 


256 End 


4137 




GI 


none Score 


.68 




Exons 


256. .531, 679. .930, 1130. .1452, 1541.. 


1762, 1831.. 2114, 





2346. .2533, 2711. .2921, 3027. .3261, 3386. .3508, 3702. .3822, 
3928. .4137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



28313 Seq. ID 

58302 Strand 

139 End 

OJ000250_84 .0214.C6.ol.np Method 

268 End 

2135190 Score 



OJ000250_84.0214.C6 
+ 

5352 
AAT/NAP 
5352 
571 

1452, 1541. .1796, 



268. .531, 679. .930, 1055. .1274, 1323. 
1877.. 2086, 5332.. 5352 

gene HIRAHs protein - human gi | 840774 | emb | CAA54721 | (X77633) 
HIRAHs [Homo sapiens] 



28313 
58302 
139 



Seq. ID OJ000250_84.0214.C6 
Strand + 
End 5352 



28064 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_84 . 0214 . C6 \ o2 . qp Method AAT/GAP 

3021 End 3488 

3768300 Score 614 
3021,. 3261, 3386.-3488 



28313 
58303 
10370 

OJ000250_84.0214.C6.o6.qp 
10370 

15361_2.R1084 
10370. .10532 

M510346/gb|AAD21435.1| 5.0e-12 (AC006921) hypothetical protein 
[Arabidopsis thaliana] * 



Seq. ID OJ000250_84.0214.C6 

Strand + 

End 10532 

Method AAT/GAP 

End 10532 

Score 238 



28313 
58304 
15739 

OJ000250_84.0214 .C6.'o9.gp 

15739 

none 

15739. ,15813 



Seq. ID OJ000250_84.0214.C6 

Strand + 

End 15813 

Method AAT/GAP 

End 15813 

Score 138 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28313 Seq. ID OJ000250_84 . 0214 . C6 

58305 Strand 

251 End' ' ■ 754 

OJ000250_84.0214.C6.ol.gp Method" AAT/GAP 

251 End 754 

uC-osrocyp004gl2al Score 619 

251. .529, 678. .754 

• 1708202/sp|P54198|HIRA_HUMAN 2.0e-31 HIRA PROTEIN (TUP1 LIKE 

ENHANCER OF SPLIT PROTEIN 1) >gi_2 13518 9_pir 1374 65 gene HIRA 

protein - human >gi_2 13534 8_pir S58177 HIRA protein - human 

>gi_927419_emb_CAA61979_ (X89887) HIRA [Homo sapiens] 
>gi_1017419_emb_CAA57436_ (X81844) HIRA [Homo sapiens] 
>gi_1589055_prf 2210253A HIRA protein [Mus musculus] ' 



28313 Seq. ID 

58306 Strand 

4089 End 

OJ000250_84.0214.C6.o3.gp Method ^ 

4089 - End 

none Score 
4089. .4470 



OJ000250_84.0214.C6 

4470 
AAT/GAP 
4470 
740 



Seq. No. 28313 Seq. ID 

Gene No. 58307 Strand 

Start 4 633 End 

Name OJ000250_84 . 0214 .C6.o4 .gp • Method 

Start 4 633 End 

GI 5667612 Score 

Exons 4633.. 5157 



OJ000250_84.0214.C6 
9176 

AAT/GAP ' 

5157 

998 



Seq. No. 28313 Seq. ID 

Gene No. 58307 Strand 

Start 4 633 End 

Name OJ000250_84 . 0214 .C6. o2 . gs Method 



OJ000250_84.0214.C6 

9176 
GENSCAN 



28065 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



4879 End 8390 

none Score .78 

4879. .5391, 5475. .5737, 7897. .8172, 8294. .8390 



28313 
58307 
4633 

OJ000250_84 .0214 .C6.o5.gp 
5357 

6265.5 1.R1084 



Seq. ID OJ000250_84.0214.C6 
Strand 

End 9176 

Method . AAT/GAP 

End 8087 

Score 799 



5357.. 5391, 5475... 5737, 7897.. 8087 

, 4678342/emb|CAB41152.1| 6.0e-13 (AL049659) lipase-like protein 
[Arabidopsis thaliana] 1 



28313 
58307 
4633 

OJ000250_84.0214.C6.o3.np 

6048 

6681326 



Seq. ID OJ000250_84.0214.C6 
Strand 

End 917 6 

Method AAT/NAP 

End 917 6 

Score 109 



6048.. 6068, 7889.. 8053, 9068.. 9176 

(AC015985) putative lipase/acylhydrolase [Arabidopsis thaliana] 



28313 
58308 
10907 

OJ000250_84 . 02 14 . C6 . o3 . tm 

2117 

none 



Seq. ID OJ000250_84.0214.C6 
Strand 

End 14985 

Method TBLASTX: Maize 

End 2402 

Score 317 



2117.. 2389, 2117.. 2389, 2118.. 2390, 2119.. 2397, 2155.. 2397, 
2169. .2402 



Seq. No. 28313 

Gene No. 58308 

Start 10907 

Name OJ000250_84 . 0214 . C6 . ol . tw 

Start 2320 

GI none 

Exons * 2320.. 2535, 2321, 
2710. .2799 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_84.0214.C6 
14985 

TBLASTX: Wheat 

2799 

353 



,2536, 2323.. 2538, 2705.. 2797, 2707.. 2799, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28313 
58308 
10907 

0 JO 00250_84.0214.C6.ol.tm 

2405 

none 

2405.. 2536, 2407.. 2538, 2410. 
2710. .2922, 3025. .3261, 3025. 
3383.. 3523, 3384.. 3509, 3663. 
3701.. 3877, 3919.. 4050, 3927. 

28313 
58308 
10907 

OJ000250_84.0214 .C6.o2.ts 
3426 



Seq. ID OJ000250_84.0214.C6 
Strand 

End 14985 
Method TBLASTX: Maize 
End 4062 
Score 200 

.2535, 2705.. 2977, 2708.. 2902, 
.3261, 3026.. 3262, 3379.. 3522, 
.3827, 3692.. 3769, 3700.. 3822, 
.4061, 3928.. 4062 

Seq. ID OJ000250_84.0214.C6 
Strand 

End 14985 

Method TBLASTX : Soybean 

End 4062 



28066 




GI none Score 112 

Exons 3426.. 3509, 3431.. 3523, 3653.. 3769, 3666.-3794, 3700.. 3783, 

3780.. 3818, 3924.. 4019, 3927.. 4061, 3928.. 4062, 3928.. 4062 



Seq. No. 


28313 




Seq. ID 


OJ000250_84.0214 


.C6 


Gene No. 


58308 




Strand 






Start 


10907 




End 


14985 




Name- 


OJ000250 84. 0214. C6. 


o5 . tm 


Method . 


TBLASTX: Maize 




Start 


5048 




End 


5250' " 




GI 


none 




Score 


55 




Exons 


5048.. 5104, 5050.. 5103, 5087 


'..5248, 5095. .5250 




Seq. No. 


28313 




Seq. ID 


OJ000250_84.0214 


.C6 


Gene No. 


58308 




Strand 






Start 


10907 




End 


14985 




Name 


OJ000250 84. 0214. C6. 


o4 .np 


Method 


AAT/NAP 




Start 


10395 




End 


13096 




GI . 


4510346 




Score 


768 




Exons 


10395. .10431, 11122. 


.11468, 


11582. .11665, 12003. .12107, 






12212. .12397, 12825. 


.12884, 


12989. .13096 




GI Descrip. 


(AC006921) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28313 




Seq. ID 


OJ000250_84.0214 


.C6 


Gene No. 


58308 




Strand 






Start- 


10907 




End 


14985 




Name 


OJOOUzoU o4.yzl4.Co. 


o / . gp 


Method 


AAT/GAP 




Start 


10711 




End 


11005 




GI 


3769002 




Score 


531 




Exons 


1 A "7 1 1 i 1 Art C 

10711 . . 11005 










Seq. No. 


28313 




Seq. ID 


OJ000250_84.0214 


.C6 


Gene No. 


58308 




Strand 






Start 


10907 




End 


14985 




Name 


OJ000250 84. 0214. C6. 


o3.gs 


Method 


GENSCAN 




Start 


10907 




End 


14985 




GI 


none 




Score 


.72 




Exons 


10907. .11018, 11122. 


.11257, 


11569. .11665, 12075, .12107, 






12212. .12397, 12825. 


.12884, 


13058. .13415, 13788. .13861, 






14682. .14704, 14934. 


.14985 








Seq. No. 


28313 




Seq. ID 


OJ000250_84.0214 


.C6 


Gene No . 


58308 




Strand 






Start 


10907 




End 


14985 




Name 


OJ000250 84. 0214. C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


10917 




End 


12325 




GI 


none 




Score 


126 




Exons 


10917. .11033, 10922. 


.11020, 


10927. .11034, 10992. .11033, 






11068. .11253, 11119. 


.11226, 


11121. .11255, 11355. .11456, 






11356. .11457, 11358. 


.11459, 


11372. .11458, 11568. .11639, 






11570. .11665, 11571. 


.11666, 


12000. .12116, 12003. .12107, 






12004. .12108, 12204. 


.12323, 


12212. .12325, 12212.. 12322 




Seq. No. 


28313 




Seq. ID 


OJ000250_84.0214 


,C6 


Gene No. 


58308 




Strand 






Start 


10907 




End 


14985 




Name 


OJ000250 84. 0214. C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


10922 




End 


13235 





28067 




GI none 

Exons 10922. .11029, 

11346. .11465, 
11580. .11666, 
12201. .12299, 
12339. .12416, 
12992. .13105, 



10923. .11030, 
11347. .11487, 
12000. .12116, 
12212. .12340, 
12802. .12885, 
13203. .13235 



Score 84 
11122. .11253, 
11568. .11663, 
12003. .12095, 
12324. .12404, 
12825. .12884, 




11124. .11255, 
11570. .11665, 
12007. .12108, 
12326. .12403, 
12984. .13106, 



Seq. No. 28313 

Gene No. , 58308 
Start 10907 

Name OJ000250_84 . 0214 . C6 . ol . tc 

Start 11570 
GI none 

Exons 11570. .11665, 11589 .. 11657 , 

12200. .12328, 12213 .. 12308, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12000 

12324 



OJ000250 84. 0214. C6 



14985 

TBLASTX: Cress 
12376 
67 

12116, 12007. .12096, 
12374, 12326.. 12376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28313 
58308 
10907 

OJ000250_84 . 0214 .C6. o4 . tm 
12326 



End 

Method 
End 

none Score 
12326. .12403, 12327 .. 12398 , 12329 12436, 12802 
12805. .12885, 12806 . .12886, 12807 12890, 12990 
12992. .13105, 13002. .13133, 13200 13256, 13203 



Seq. ID OJ000250_84.0214..C6 
Strand 

14985 

TBLASTX: Maize 
13256 
87 



,12885, 
,13106, 
.13238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28313 Seq. ID 

58308 Strand 

10907 End 

OJ000250_84 . 0214 . C6 . 08 . gp Method 

12837 End 

568987 Score 



OJ000250_84.0214.C6 

14985 
AAT/GAP 
13271 
407 



12837. .12884, 12989 .. 13104 , 13201.. 13271 

4510346/gb|AAD21435.1| 5.0e-12 (AC006921) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


28314 








Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


■ 58309 








Strand 


+ 




Start 


378 








End 


868 




Name 


OJ000250 


84. 0214. C7 


.ol 


• tm 


Method 


TBLASTX: Maize 




Start 


371 








End 


557 




GI 


none 








Score 


237 




Exons 


371. .556, 


378. .557 












Seq. No. 


28314 








Seq. ID 


OJ000250_84.0214 


.CI 


Gene No. 


58309 








Strand 


+ 




Start 


378 








End 


868 




Name 


OJ000250 


84. 0214. C7 


.ol 


.gs 


Method 


GENS CAN 




Start 


378 








End 


817 




GI 


none 








Score 


.96 




Exons 


378. .817 














Seq. No. 


28314 








Seq. ID 


OJ000250_^84 .0214 


.CI 


Gene No. 


58309 








Strand 


+ 




Start 


378 








End 


868 




Name 


OJ000250 


84. 0214. C7 


.ol 


.np 


Method 


AAT/NAP 





28068 



Start 378 End 868 

GI 3047111 Score 486 

Exons 378.. 868 

GI Descrip. (AF058919) No definition line found [Arabidopsis thaliana] 



Seq. No. 


28314 


Seq. ID 


OJ000250_84.0214 


.01 


Gene No. 


58309 


Strand 


+ 




Start 


378 


End 


868 




Name 


OJ000250 84.0214.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


402 


End 


749 




GI 


none 


Score 


205 




Exons 


402. .557, 405. .449, 473. .556, 591. .749 






Seq. No. 


28314 


Seq. ID 


OJ000250_84.0214 


.C7 


Gene No. 


58309 


Strand 


+ 




Start 


378 


End 


868 




Name 


OJ000250 84.0214.C7.ol.gp 


Method 


AAT/GAP 




Start 


699 


•End 


868 




GI 


LIB3474-009-P1-K1-G7 


Score 


312 




Exons 


699. .868 








GI Descrip. 


'3047111 1.0e-27 (AF058919) 


No definition line found 






[Arabidopsis thaliana] 1 








Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


.C8 


Gene No. 


58310 


Strand 


+ 




Start 


140 


End 


2088 




Name 


OJ000250 84.0214.C8.ol.np 


Method 


AAT/NAP 




Start 


140 


End 


2088 




GI 


6522561 


Score 


541 




Exons 


140.. 198, 893.. 1020, 1479. 


1614, 1780. 


.2088 




GI Descrip. 


(AL132967) calmodulin-binding heat-shock-like protein 





[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28315 Seq. ID 

58310 Strand 

140 End 

OJ000250_84 . 0214 .C8 . ol .gp Method 

928 End 

LIB3434-042-P1-K1-A6 Score 



OJ000250_84.0214, 
+ 

2088 
AAT/GAP 
1935 
705 



C8 



928. .1020, 1479. .1614, 1780. .1935 

'1087073/bbs| 169916 2.0e-34 (S79243) calmodulin-binding 
heat-shock protein, CaMBP [Nicotiana tabacum=tobacco, 
Wisconsin-38, Peptide, 44 9 aa] [Nicotiana tabacum] 1 



Seq. No. 


28315 








Seq. ID 


OJ000250 


Gene No. 


58310 








Strand 


+ 


Start 


140 








End 


2088 


Name 


OJ000250 84 


.0214 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1013 








End 


2088 


GI 


none 








Score 


.98 


Exons 


1013. .1020, 


1479 


. .1614, 


1780. 


.2088 




Seq. No. 


28315 








Seq. ID 


OJ000250 


Gene No. 


58311 








Strand 


+ 


Start 


15961 








End 


17349 


Name 


OJ000250 84 


.0214 


. C8 . 08 . 


gp 


Method 


AAT/GAP 


Start 


15908 








End 


17117 



28069 




GI 


26545 3.R1084 


Score 


768 




Exons 


15908. .15963, 16044 .. 16118, 


16211. .16345, 16962.. 17117 




GI Descrip. 


.'1420932/gbiU61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1 


, partial sequence 1 




Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214. 


C8 


Gene No. 


DO Oil 


Strand 


+ 




Start 


15961 


End 


17349 




Name 


OJ000250 84.0214.C8.o5.gs 


Method 


GENSCAN 




Start 


15961 


End. 


17349 • 




GI 


none 


Score 


.71 




Exons 


15961. .15963, 16044 .. 16118, 


16211. .16345, 17284.. 17349 




Seq. No. 


28315 


Seq. ID 


OJ000250_84 .0214. 


C8 


Gene No. 


58311 


Strand 


+ 




Start 


15961 


End 


17349 




Name 


OJ000250 84.0214.C8.o4.np 


Method 


AAT/NAP 




Start 


16041 


End 


17072 




GI 


4567232 


Score 


415 




Exons 


16041. .16118, 16211. .16345, 


16962. .17072 




GI Descrip. 


(AC007119) 40S ribosomal protein S25 


[Arabidopsis thaliana 



Seq. No. 28315 

Gene No. 58312 

Start 18139 

Name . OJ000250_84 . 0214 . C8 . 06 . gs 

Start 18139 

GI none 

Exons 18139. .18399 



Seq. ID OJ000250_84.0214.C8 

Strand + 

End 18399 / 

Method GENSCAN : 

End 18399 

Score .99 



Seq. No. 28315 Seq. ID 

Gene No. 58313 Strand 

Start 2447 End 

Name OJ000250_8 4 . 0214 . C8 . o2 . gp Method 

Start 2447 End 

GI 3768577 Score 

Exons 2447.. 2800 



OJ000250_84.0214.C8 

2800 
AAT/GAP 
2800 
499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28315 Seq. ID 

58314 Strand 

2994 End 

OJ000250_84 . 0214 . C8 . o2 . gs Method 

2994 End 

none Score 



OJ000250_84.0214.C8 

6934 
GENSCAN 
6934 
.85 



2994. .3022, 3109. .3328, 3487. .3705, 3852. .4112, 4385. .4549, 
4654. .4848, 5034. .5237, 5314. .5394, 5481. .5672, 6509. .6934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28315 
58314 
2994 

OJ000250_84 . 0214 . C8 . o2 . np 
3053 

3047123 ■ 



Seq. ID OJ000250_84.0214.C8 
Strand 

End 6934 

Method AAT/NAP 

End 5237 

Score 1651 



3053. .3328, 3487. .3705, 3852. .4112, 4385. .4549, 4654. .4848, 
5034. .5237 

(AF058919) similar to the family of glycosyl hydrolases 
[Arabidopsis thaliana] 



28070 



Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214.C8 


Gene No. 


58314 


Strand 






2994 


End 


6934 


Name 


OJ000250 84.0214.C8.o3.gp 


Method 


AAT/GAP 


Start 


3136 


End 


3258 


GI 


LIB3433-033-P1-K1-B10 


Score 


123 


Exons 


3136. .3258 






GI Descrip. 


•3047123 3.0e-36 (AF058919) similar to 


the family of glycosyl 




hydrolases [Arabidopsis thaliana] ' 




Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214.C8 


Gene No. 


58314 


Strand 




OtaiL 


2994 


End 


U ^ J *± 


Name 


OJ000250 84.0214.C8.o4.gp 


Method 


AAT/GAP 


Start 


3543 


End 


4068 


GI 


700259 


Score 


660 


Exons 


3543. .3705, 3852. .4068 






GI Descrip. 


3047123 3.0e-36 (AF058919) similar to 


the family of glycosyl 




hydrolases [Arabidopsis thaliana] 




beq. no. 


28315 


Seq. ID 




Gene No. 


DO 0 1 D 


Strand 




Start 


9443- 


End 


9743 


Name 


OJOOOzoU 84 . 0214 . Co . oo . gp 


Method 


AAT/GAP 


Start 


f\ A A D 

9443 


End 


9743 


GI 


2798202 


Score 


545 


Exons 


9443 . . 9743 






beq. no. 


CO JiJ 


Seq. ID 


oTHnrio^n oa nil a pp. 


Gene No. 


58316 


Strand 




Start 


10679 


End 


11367 


Name 


OJ000250 84.0214.C8.o6.gp 


Method 


AAT/GAP 


Start 


10679 


End 


11367 


GI 


none 


Score 


908 


Exons 


10679. .11036, 11215.. 11367 






Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214.C8 


Gene No. 


58317 


Strand 




Start 


11939 


End 


18411 


Name 


OJ000250 84 .0214 .C8.o6.tm 


Method 


TBLASTX: Maize 


Start 


137 


End 


2025 


GI 


none 


Score 


102 


Exons 


137. .196, 139. .195, 870. .974, 


912. .968 


, 953. .1021, 964. .1023, 




970. .1023, 1476. .1613, 1476.. 


1619, 1477.. 1617, 1478.. 1618, 




1780.. 1950, 1782.. 1949, 1948. 


.1998, 1950.. 1991, 1986.. 2024, 




1996. .2025 






Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214.C8 


Gene No. 


58317 


Strand 




Start 


11939 


End 


18411 


Name 


OJ000250 84.0214.C8.o4.ts 


Method 


TBLASTX: Soybean 


Start 


143 


'End 


1887 


GI 


none 


Score 


75 


Exons 


143. .193, 893..967, 909. .968, 


963. .1007, 965. .1033, 1473. .161 




1477.. 1617, 1780.. 1887 







28071 




Seq. No. 


28315 








Seq. ID 


OJ000250 


_84.0214.C8 


Gene No. 


58317 








Strand 






Start 


11939 








End 


18411 




Name 


UJUUUZOU oh 


no i a 


. to . OH . 


tm 


Method 


TBLASTX: Maize 


Start 


2921 








End 


3594 




GI 


none 








Score 


44 




Exons 


2921. .2965, 


2922 


. .2987, 


2992. 


.3024, 2994.. 3023, 


3101. .3334, 




3102. .3329, 


3103 


. .3330, 


3104. 


.3331, 3470.. 3583, 


3478. .3594, 




3479. .3592 














Seq. No. 


28315 








Seq. ID 


OJ000250 


q a no i a r*Q 

OH . KJ/. Lh . v^o 


Gene No. 


58317 








Strand 






Start 


11939 








End 


18411 




Name 


OJ000250_84 


.0214 


.C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


otart 










End 


5340 




GI 


none 








Score 


92 




Exons 


3110. .3199, 


3224 


. .3331, 


3541. 


.3708, 3557. .3706, 


3617. .3715, 




3870. .4037, 


3871 


. .4038, 


3978. 


.4115, 4033. .4113, 


4385. .4549, 




4389. .4553, 


4648 


. .4845, 


4658. 


.4843, 4690. .4851, 


5016. .5177, 




5059. .5166, 


5308 


. .5340 










Seq. No. 


28315 








Seq. ID 


OJ000250 


_84.0214.C8 


Gene No. 


58317 








Strand 






Start 


11939 








End 


18411 




Name 


OJ000250_84 


.0214 


.C8'.o2. 


ts 


Method 


TBLASTX : Soybean 


btart 


JliU 








End 


5340 




GI 


none 








Score 


81 




Exons 


3110. .3220, 


3224 


. .3331, 


3538. 


.3708, 3562.. 3693, 


3620. .3706, 




3849. .4079, 


3900 


. .4040, 


3978. 


.4115, 4033. .4113, 


.4385. .4549, 




4386. .4547, 


4648 


. .4845, 


4655. 


.4843, 4735. .4851, 


5016. .5204, 




5077. .5181, 


5308 


. .5340, 


5309. 


.5338 






Seq. No. 


28315 








Seq. ID 


OJ000250 


_84.0214.C8 


Gene No. 


jojJ. / 








Strand 






Start 


11939 








End 


18411 




Name 


OJ000250 84 


.0214 


,C8.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3484 








End 


4082 




GI 


none 








Score 


301 




Exons 


3484. .3708, 


3485 


. .3706, 


3846. 


.4082, 3852.. 4058, 


3859. .4065 


Seq. No. 


28315 








Seq. ID 


OJ00.0250 


_84.0214.C8 


Gene No. 


oool / 








Strand 






Start 


11939 








End 


18411 




Name 


OJ000250 84 


.0214 


.C8.o9. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3595 








End 


3706 




GI 


none 








Score 


159 




Exons 


3595. .3705, 


3599 


. .3706, 


3620. 


.3706 






Seq. No. 


28315 








Seq. ID 


OJ000250 


_84.0214.C8 


Gene No. 


58317 








Strand 






Start 


11939 








End 


18411 




Name 


OJ000250 84 


.0214 


.C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3849 








End 


4542 




GI 


none 








Score 


235 




Exons 


3849. .4058, 


3849 


. .4115, 


3850. 


.4116, 3859.. 4113, 


4365. .4535, 




4385. .4540, 


4385 


. .4540, 


4386. 


.4541, 4387. .4542 





28072 




Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


.C8 




coil 7 


Strand 






Start 


11939 


End 


18411 




Name 


OJ000250 84.0214.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4463 


End 


5172 




GI 


none 


Score 


131 




Exons 


4463. .4549, 4648. .4845, 4691 


..4843, 5016. .5162, 5017. .5172 


Seq. No. 


28315 


Can T Pi 




rft 


bene no • 


JOJl / 


Strand . 






Start 


11939 


End 


18411 




Name 


OJ000250 84.0214.C8.o8.tm 


Method 


TBLASTX: Maize 




Start 


4648 


End 


5132 




GI 


none 


Score 


143 




Exons 


4648. .4845, 4664. .4846, 5016 


. .5132 






Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


• 


Gene No. 


58317 


Strand 








11939 


End 


18411 




Name 


OJ000250 84.0214.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


5319 


End 


18411 




GI 


none 


Score 


97 




Exons 


5319.. 5393, 18199 .. 18291, 18204 .. 18299, 


18207. .18302, 






18208. .18303, 18324 .. 18410, 


18324. .18410, 18346.. 18411 




Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


.C8 


Gene No. 


58317. 


Strand 






Start 


11939 


End 


18411 




Name 


OJ000250 84.0214.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


9601 


End 


10324 




GI 


none 


Score 


52 




Exons 


9601.. 9642, 9701.. 9742, 9706 


..9741, 9707. .9748, 9708. .9749 




9736.. 9780, 9749.. 9787, 9816 


..10310, 9833.. 10324, 9833. 


.10 




9853. .10323 








Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


.C8 


Gene No. 


58317 


Strand 






C +- -J y.*- 

otart 


11939 


End 


18411 




Name 


OJ000250 84.0214.C8;ol.ts 


Method 


TBLASTX : Soybean 




Start 


9836 ' 


End 


10581 




GI 


none 


Score 


296 




Exons 


9836.. 10240, 9853. .10254, 10264 .. 10581, 


10265. .10522, 






10324. .10545 








Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


.C8 


Gene No. 


58317 


Strand 






Start 


11939 


End 


18411 




Name 


OJ000250 84.0214.C8.o2.tm 


Method 


TBLASTX: Maize 




o tar l 


10369 


End 


11015 




GI 


none 


Score 


212 




Exons 


10369. .10611, 10370. .10609, 


10555. .10665, 10567 .. 10662, 






10583. .10672, 10595 .. 10669, 


10634. .10783, 10665 .. 10865, 






. 10677. .10826, 10729 .. 10866, 


10829. .10930, 10830. .10940, 






.10832. .10945, 10956.. 11015 








Seq. No. 


28315 


Seq. ID 


OJ000250_84.0214 


.C8 


Gene No. 


58317 


Strand 







28073 




Start 


11939 




End 


18411 


Name 


OJ000250 84. 0214. C8. 


o4 .gs 


Method 


GENSCAN 


Start 


11939 




End 


15543 


GI 


none 




Score 


.85 


Exons 


11939. .11947, 14115. 


.14153, 


15421. .15543 


Seq. No. 


28315 




Seq. ID 


OJ000250_84.0214 


Gene No. 


58317, 




Strand 




Start 


11939 




End 


18411 . . 


Name 


OJ000250 84. 0214. C8. 


o7.gp 


Method 


AAT/GAP 


Start 


13340 




End 


15646 


GI 


143 1.R1084 




Score 


1429 


Exons 


13340. .13853, 14115. 


.14153, 


15421. .15646 


GI Descrip. 


, 5821432/dbj |BAA81662.2| 4. 


Oe-54 (AB029060) FIFO-ATPase 




inhibitor protein [Oryza sativa] ' 




Seq. No. 


28315 




Seq. ID 


OJ000250_84.0214 


Gene No. 


.58317 




Strand 




btan 


11939 




End 


18411 


Name 


OJ000250 84. 0214. C8. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


13622 




End 


15618 


GI 


none 




Score 


159 


Exons 


13622. .13822, 13637. 


.13822, 


13641. .13838, 13642 .. 13830, 




13809. .13856, 13829. 


.13855, 


15421. .15618 


Seq. No. 


28315 




Seq. ID 


OJ000250_84 .0214 


Gene No. 


58317 




Strand 






11939 




End 


18411 


Name 


OJ000250 84. 0214. C8. 


o3 .np 


Method 


AAT/NAP 


Start 


13647 




End 


15543 


GI 


5821432 




Score 


551 


Exons 


13647. .13853, 14115. 


.14153, 


15421. .15543 


GI Descrip. 


(AB029060) FIFO-ATPase inhibitor protein [Oryza sativa] 


Seq. No. 


28315 




. Seq. ID 


OJ000250_84.0214 


Gene No. 


58317 




Strand 




Start 


11939 




End 


18411 


Name 


OJ000250 84. 0214. C8. 


oS.tm 


Method 


TBLASTX: Maize 


Start 


15976 




End 


17132 


GI 


none 




Score 


103 


Exons 


15976. .16116, 16043. 


.16117, 


16208. .16348, 16210 .. 16377, 




16210. .16341, 16941. 


.17075, 


16955. .17074, 16962 .. 17084 , 


- 


17032. .17076, 17091. 


.17132 






Seq. No. 


28315 




Seq.- ID 


OJ000250_84.0214 


Gene No. 


58317 




Strand 




O +- -v- 4- 

otart 


11939 




End 


18411 


Name 


OJ000250 84. 0214. C8 . 


o3. ts 


Method 


TBLASTX : Soybean 


Start 


16019 




End 


17096 


GI 


none 




Score 


84 


Exons 


16019. .16117, 16042. 


.16116, 


16208. .16348, 16210 .. 16341, 




16941. .17096, 16955. 


.17071 






Seq. No. 


28315 




Seq. ID 


OJ000250_84.0214 


Gene No. 


58317 




Strand 




Start 


11939 




End 


18411 


Name 


OJ000250 84. 0214. C8. 


o2.tc 


Method 


TBLASTX: Cress 



28074 



Start 


16042 




End 


17075 




GI 


none 




Score 


83 




Exons 


16*042. .16116, 16043 


. .16117, 


16208. .16348, 16210 .. 16338 , 






16941. .17075, 16961 


. .17071 








Seq. No. 


28315 




Seq. ID 


OJ000250_84.0214 


-C8 


Gene No. 


58317 




Strand 






Start ' 


11939 




End 


18411 




Name 


vJJUUU^OU Ofl.UZ14.Co 




Method 


TBLASTX: Wheat 




Start 


16042 




End 


17203 




GI 


none 




Score 


91 




Exons 


16042. .16116, 16043 


. .16117, 


16208. .16348, 16210 16377, 






16210. .16341, 16391 


. .16435, 


16888. .16938, 16955 17077, 






16956. .17075, 17012 


. .17077, 


17168.. 17203 




Seq. No. 


28316 




Seq. ID ' 


OJ000250_84.0214 


.C9 


Gene No . 


jojIo 




Strand 


+ 




Start 


1937 




End 


2581 




Name 


OJ000250 84. 0214. C9 


.ol.gs 


Method 


GENS CAN 




Start 


1937 




End 


2581 




GI 


none 




Score 


.85 




Exons 


1937. .2581 










Seq. No. 


28316 




Seq. ID 


OJ000250_84.0214 


-C9 


Gene No. 


58318 




Strand 






Of a 

otart 


1937 




End 


2581 




Name 


OJ000250 84. 0214. C9 


. ol .np 


Method 


AAT/NAP 




Start 


1939 




End 


2563 




GI 


2655291 




Score 


333 




Exons 


1939. .2563 










GI Descrip. 


(AF032974) germin-like protein 4 [Oryza sativa] 




Seq. No. 


28316 




Seq. ID 


OJ000250_84.0214 


.C9 


Gene No . 


58319 




Strand 


+ 




Start 


4243 




End 


4986 




Name 


OJ000250 84. 0214. C9 


.o2 .gs 


Method 


GEN SCAN 




Start 


4243 




End 


4986 




GI 


none 




Score 


.64 




Exons 


4243. .4986 










Seq. No. 


28316 




Seq. ' ID 


OJ000250_84.0214 


.C9 


Gene No. 


58319 




Strand 


+ 




Start 


4243 




End 


4986 




Name 


OJ000250 84. 0214. C9 


. o2 . np 


Method 


AAT/NAP 




Start 


4387 




End 


4887 




GI 


6671962 




Score 


209 




Exons 


4387. .4887 











GI Descrip. (AC013454) germin-like protein [Arabidopsis thaliana] 

gi I 6714408 | gb | AAF26097.il AC012393_23 (AC012393) germin-like 
protein [Arabidopsis thaliana] 



Seq. No. 28316 Seq. ID 
Gene No. 58320 Strand- 
Start 8573. End 
Name OJ000250_84 . 0214 . C9 . o4 .np Method 
Start 8567 End 
GI 4314389 Score 



OJ000250_84.0214.C9 
+ 

11890 
AAT/NAP 
11890 
223 



28075 



Exons 8567.. 8739, 9235.-9353, 11865.. 11890 

GI Descrip. (AC006232) putative CCAAT-binding transcription factor subunit 
[Arabidopsis thaliana] 



Seq. No. 


28316 


Seq. ID 


OJ000250_84.0214.C9 


Gene No. 


58320 


Strand 


+ 


Start 


8573 


End 


11890 


Name 


OJ000250 84.0214.C9.o4.gs 


Method 


GENSCAN 


Start 


8573 


End 


9844 


CT 


none 


Score 


ff 1 

• O J. 


Exons 


8573.. 8739, 9235.. 9353, 9708 


. .9844 




Seq. No. 


28316 


Seq. ID 


OJ000250_84.0214.C9 


Gene No. 


58321 


Strand 


+ 


Start 


13548 


End 


14374 


Name 


OJ000250 84.0214.C9.o7.gs 


Method 


GENSCAN 


Start 


13548 


End 


14374 


GI 


none 


Score 


.5 


Exons 


13548. .13558, 14218.. 14374 








28316 


Seq. ID 


OJ000250_84.0214.C9 


Gene No. 


58322 


Strand 




Start 


5725 


End 


7607 


Name 


OJ000250 84.0214.C9.ol.gp 


Method 


AAT/GAP 


Start 


5522 


End 


7607 


GI 


598 4.R1084 


Score 


1171 


Exons 


5522.. 5754, 6118. .6184, 7162 


..7351, 7451. .7607 


GI Descrip. 


'485518/pirl IS33633 6.0e-70 


ubiquitin 


/ ribosomal protein CEP52 




- rice >gi 303857 dbj BAA02154 (D12629) ubiquitin/ribosomal 




polyprotein [Oryza sativa] 1 






Seq. No. 


28316 


Seq. ID 


OJ000250_84.0214.C9 


Gene No. 


58322 


Strand 




Start 


5725 


End 


7607 


Name 


OJ000250 84.0214.C9.o3.gs 


Method 


GENSCAN 


Start 


5725 


End 


7553 


GI 


none 


Score 


.95 


Exons 


5725.. 5754, 6118.. 6184, 7162 


..7351, 7451. .7553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28316 Seq. ID 

58322 Strand 

5725 4 End 7607 

0 J000250_84 . 0214 . C9 . o3 . np Method AAT/NAP 

5728 End 7553 

485518 Score 577 

5728. .5754, 6118. .6184, 7162. .7351, 7451. .7553 

ubiquitin / ribosomal protein CEP52 - rice 



OJ000250 84. 0214. C9 



gi | 303857 | dbj | BAA02154 . 1 | 
polyprotein [Oryza sativa] 

28316 
58323 
10557 

OJ000250_84 .0214.C9.o5.gs 

10557 

none 



{ D12 62 9 ) ubiquitin/ribosomal 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_84.0214.C9 

12237 
GENSCAN 
12237 
.82 



10557. .10662, 10880 11082, 11169 .. 11387, 12040.. 12237 



28076 




oeq. JNO. 


28316 








oeq. iu 


n Tnnn9 


QA fi9 1 A PQ 


Gene No. 


58323 








Strand 






Start 


10557 








End 


12237 




Name 


OJ000250 84 


.0214 


.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


10703 








End 


11255 




GI 


none 








Score 


793 




Exons 


10703. .11082, 11169. .11255 








O ts. i~w XT a 

oeq. wo. 


28316 








oeq. iu 


UJ UUU^jU 


OA f)9 1 A CQ 

Oft . ±*± • K^lP 


Gene No. 


58324 








Strand 






Start 


12712 








End 


12936 




Name 


OJ000250 84 


.0214 


.C9.o6. 


gs 


Method 


GENSCAN 




Start 


12712 








End 


12936 




GI 


none 








Score 


.97 




Exons 


12712. .12936 












oeq. JNO. 


28316 








Qarr T Pi 

oeq • ±u 




QA 091 A TQ 

Oft . • ^ .7 


Gene No. 


58325 








Strand 






Start 


13612 








End 


14395 




Name 


OJ000250 84 


.0214 


.C9.o3. 


gp 


Method 


AAT/GAP 




Start 


13612 








End 


14395 




GI 


none 








Score 


1231 




Exons 


13612. .13957, 14035.. 14395 








Seq. No. 


Zo j! o 








Seq. ID 


OJ000250 


_84.0214.C9 


Gene No. 


58326 








Strand 






otart 


14396 








End 


16513 




Name 


OJ000250 84 


.0214 


.C9.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1921 








End 


4665 




GI 


none 








Score 


53 




Exons 


1921. .2016, 


1930 


. .1992, 


1954. 


.2103, 2003.. 2110, 


2003. .2110, 




2121. .2177, 


2140 


. .2226, 


2143. 


.2364, 2144. .2365, 


4314. .4400, 




4321. .4398, 


4440 


. .4556, 


4441. 


.4563, 4561. .4611, 


4627. .4665 


Seq. No. 


28316 








Seq. ID 


OJ000250 


_84.0214.C9 


Gene No . 


58326 








Strand 






Start 


14396 








End 


16513 




Name 


OJ000250 84 


.0214 


.C9.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1984 








End 


4704 




GI 


none 








Score 


64 




Exons 


1984. .2025, 


1985 


. .2077, 


2134. 


.2415, 2135.. 2428, 


2501. .2566, 




4414. .4563, 


4632 


. .4703, 


4 633. 


.4704 






oeq. no. 


28316 








Seq. ID, 


OJ000250 


qa fi 9 1 A CQ 


Gene No. 


58326 








Strand 






Start 


14396 








End 


16513 




Name 


OJ000250 84 


.0214 


■C9.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2149 








End 


4785 




GI 


none 








Score 


249 




Exons 


2149. .2415, 


2150 


. .2428, 


4387. 


.4563, 4633.. 4704, 


4699. .4785 


Seq. No. 


28316 








Seq. ID 


OJ000250 


_84.0214.C9 


Gene No. 


58326 








Strand 






Start 


14396 








End 


16513 




Name 


OJ000250 84 


.0214 


.C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2150 








End 


4788 





28077 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 243 

2150. .2428, 2233. .2427, 4444. .4563, 4633. .4704, 4699.-4788 



28316 
58326 
14396 

OJ000250_84 .0214.C9.o2.tm 

5650 

none 



Seq. ID OJ000250_84.0214.C9 
Strand 

End 16513 

Method TBLASTX : Mai ze 

End 7557 

Score 135 



5650. .5757, 6113. .6193, 6115. .6210, 6156. .6197, 7159. .7353, 
7159. .7206, 7161. .7367, 7447. .7557, 7448 . .7519, 7494 . .7556 



28316 
58326 
14396 

OJ000250_84.0214 .C9.ol.tc 

6113 

none 



Seq. ID OJ000250_84.0214.C9 
Strand 

End 16513 

Method TBLASTX : Cress 

End 7556 

Score 90 



6113. .6193, 6115. .6210, 7159. .7353, 7161. .7367, 7448. .7519, 
7449. .7556, 7494. .7556 



28316 
58326 
14396 

OJ000250_84.0214.C9'.ol.ts 

6113 

none 



Seq. ID OJ000250_84 .0214.C9 
Strand 

End 16513 

Method TBLASTX : Soybean 

End 7556 

Score 110 



6113. .6193, 6115. .6210, 7159. .7353, 7161. .7367, 7449. .7556, 
7451. .7510, 7494. .7553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28316 
58326 
14396 

OJ000250_84.0214.C9.ol.tw 

7159 

none 



Seq. ID OJ000250_84.0214.C9 
Strand 

End 16513 

Method TBLASTX : Wheat 

End 7556 

Score 278 



7159.. 7353, 7159.. 7206, 7161. .7367, 7224. .7367, 7224. .7367, 

7225.-7353, 7225. .7353, 7327. .7383, 7449.-7556, 7449. .7553, 

7449. .7553, 7454-. 7519, 7454. .7519, 7454. .7519, 7500. .7553, 

7500. .7556, 7500. .7553 



28316 
58326 
14396 

OJ000250_84.0214.C9.o4.tm 

10847 

none 



Seq. ID OJ000250_84.0214.C9 
Strand 

End 16513 

Method TBLASTX : Mai ze 

End 11223 

Score 73 



10847. .10918, 10849. .11082, 10850 .. 10912 , 10962 .. 11036, 
10962. .11114, 10966. .11115, 11110 .. 11223, 11121 .. 11216, 
11173.. 11223 



Seq. No. 28316 Seq. ID 

Gene No. 58326 Strand 

Start 14396 / End 

Name OJ000250_84 . 0214 .C9.ol . tm • Method 

Start 14384 End 

GI none Score 



OJ000250_84.0214.C9 
16513 

TBLASTX: Maize 

16414 

57 



28078 



Exons 



14384. .14419, 14385, 

14466. .14546, 14917. 

15093. .15182, 15095, 

15194. .15304, 15229, 

15758. .15991, 15979. 

16088. .16312, 16116. 

16205. .16312,. 16309. 
16350. .16412 



.14450, 14462. 

.15021, 14927. 

.15190, 15188. 

.15321, 15686. 

.16170, 16016. 

.16172, 16167. 

.16410, 16319. 



14539, 14465. 

15040, 14928. 

15301, 15189. 

15967, 15715. 

16162, 16016. 

16310, 16174. 

16414, 16322. 



.15026, 
.15302, 
.15978, 
.16171, 
.16311, 
.16411, 



Seq. No. 


28316 


Seq. ID 


OJ000250_84.0214.C9 


bene iNu • 


JO J^O 


Strand 




Start 


14396 


End 


16513 


Name 


OJ000250 84.0214.C9.o5.np 


Method 


AAT/NAP 


Start 


14396 


End 


16513 


GI 


6630553 


Score 


353 


Exons 


14396. .14418, 15060 .. 15134 , 


15712. .15894, 15973.. 16513 


GI Descrip. 


(AC011708) unknown protein 


[Arabidopsis thaliana] 


oeq. no. 


£. 0 j1 D 


Seq. ID 


OJ000250_84.0214 .C9. 


Gene No. 


58326 


Strand 




Start 


14396 


End 


16513 


Name 


OJ000250 84.0214.C9.o8.gs 


Method 


GEN SCAN 


Start 


15707 


End 


16423 


GI 


none 


Score 


.82 


Exons 


15707.. 16423 






oeq. mo. 




Seq. ID 


OJ000250_84.0214.C9 


Gene No. 


58326 


Strand 




Start 


14396 


End 


16513 


Name 


OJ000250 84 .0214.C9.o3.ts 


Method 


TBLASTX : Soybean 


Start 


16016 


End 


16483 


GI 


none 


Score 


74 


Exons 


16016. .16192, 16295. .16483, 


16301. .16426 


Seq. No. 


28316 


Seq. ID 


OJ000250_84.0214.C9 


Gene No. 


58326 


Strand 




OLaiL 


1 / QQC 
1ft J70 


End 


16513 


Name 


OJ000250 84.0214.C9.o4.gp . 


Method 


AAT/GAP 


Start 


16330 


End 


16431 


GI 


none 


Score 


170 


Exons 


16330.. 16431 






Seq. No. 


28317 


Seq. ID 


OJ000250_84.0214.C12 


Gene No. 


58327 . 


Strand 


+ 


Start 


389 


End 


631 


Name 


OJ000250 84.0214.C12.ol.gp 


Method 


AAT/GAP 


Start 


389 


End 


631 


GI 


uC-osrocyp028g09bl 


Score 


155 


Exons 


389.. 480, 608.. 631 






GI Descrip. 


•3386604 2.0e-ll (AC004665) 


putative protein kinase [Arabidopsis 




thaliana] 1 






Seq. No. 


28318 


Seq. ID 


OJ000250_84.0214.C13 


Gene No. 


58328 


Strand 


+ 


Start 


587 


• End 


658 


Name 


OJ000250 84.0214.C13.ol.gs 


Method - 


GEN SCAN 


Start 


587 


End 


658 



28079 



GI 

Exons 



none 

587. .658 



Score 



Seq. No. 28319 Seq. ID 

Gene No. 58329 Strand 

Start 1 End 

Name OJ000250_8 4 . 0214 . C14 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1..83, 251.. 270 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS TRULAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ000250_84.0214.C14 
+ 

270 

AAT/NAP 
270 
97 



Seq. No. 28319 Seq. ID 

Gene No. 58329 Strand 

Start 1 End 

Name OJ000250_84 . 0214 . C14 . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 83 



OJ000250_84.0214.C14 
+ 

270 

GENS CAN 

83 

.96 



Seq. No. 


28320 


Seq. ID 


OJ000250_81.0214 


.C2 


Gene No. 


58330 


Strand 


+ 




Start 


61 


End 


201 




Name 


. OJ000250' 81.0214.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


25 


End 


201 




GI 


none 


Score 


116 




Exons 


25. .201, 41. .190, 43. .201 








Seq. No. 


28320 


Seq. ID 


OJ000250_81.0214 


.C2 


Gene No. 


58330 


Strand 


+ 




Start 


61 


End 


201 




Name 


OJ000250 81.0214.C2.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


199 




GI 


none 


Score 


1 




Exons 


61. .199 








Seq. No. 


28321 


Seq. ID 


OJ000250_81.0214 


.C5 


Gene No. 


58331 


Strand 


+ 




Start 


1 


End 


379 




Name 


OJ000250 81.0214.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


379 




GI 


6498441 


Score 


449 




Exons 


1. .379 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


28321 


Seq. ID 


OJ000250 


Gene No. 


58332 


Strand 




Start 


53 


End 


113 


Name 


OJ000250 81.0214.C5.ol.gs 


Method 


GENSCAN 


Start 


53 


End 


113 


GI 


none 


Score 


.97 


Exons 


53. .113 






Seq. No. 


28322 


Seq. ID 


OJ000250 



28080 



Gene No. 


58333 - 


Strand 




1 


End 


Name 


OJ000250 81.0214.C6.ol.np 


Method 


Start 


1 


End 


GI 


5803259 


Score 


Exons 


1..353, 451. .585 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


Seq. No. 


ZooZZ 


beq. iu 


Gene No. 




otrana 


Start 


1 


End 


Name 


OJ000250 81.0214 .C6.ol.gs 


Method 


Start 


71 


End 


GI 


none 


Score 


Exons 


71. .353, 451. .524 




Seq. No. 


28323 


Seq. ID 


Gene No. 


58334 


Strand 


O Lai L. 


1" 


End 


Name 


OJ000250 81.0214.C8.ol.np 


Method 


Start 


1 


End 


GI 


5257261 


Score 


Exons 


1. .132 




GI Descrip. 


(AP000364) hypothetical protein [Oryza 


Seq. No. 


28324 


Seq. ID 


r* rt « A m rt 

bene no. 


58335 


Strand 


Start 


311 


End 


Name 


OJ000250 81.0214.C10.ol.gs 


Method 


Start 


311 


End 


GI 


none 


Score 


Exons 


311. .425, 568. .666 




Seq. No. 


28325 


Seq. ID 


Gene No. 


58336 


Strand 


Start 


118 


End 


Name 


OJ000250 81.0214.C13.ol.gs 


Method 


Start 


118 


End 


GI 


none 


Score 


Exons 


118. .193, 199. .317 




Seq. No. 


28326 


Seq. ID 


Gene No. 


58337 


Strand 


Start 


1 


End 


Name 


OJ000250 81-0214. C16.ol.np 


Method 


Start 


1 


End 


GI 


6069646 


Score 


Exons 


1. .437 




GI Descrip. 


(AP000616) similar to putative reverse 




[Oryza sativa] gi I 6907112 | dbj 


BAA90639 



585 

AAT/NAP 

585 

709 



OJ000250_81.0214.C6 
585 

GENSCAN 

524 

.98 



OJ000250_81.0214.C8 
+ 

132 

AAT/NAP 

132 

95 



OJ000250_81;0214. C10 
666 

GENSCAN 

666 

.58 



+ 

317 

GENSCAN 

317 

.79 



OJ000250_81.0214.C16 
437 

AAT/NAP 

437 

292 



anscriptase (AC005315) 
(AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



28326 
58337 
1 



Seq. ID 

Strand 

End 



OJ000250 81.0214.C16 



437 



28081 



Name 

Start 

GI 

Exons 



OJ000250_81.0214.C16.ol.tm Method 

2 End 

none Score 
2. .310, 102. .260 



TBLA5TX: Maize 

310 

120 



Seq. No. 


28327 




Seq. ID 


OJ000250 


Gene No. 


58338 




Strand 


+ 


Start 


120 




End 


276 


Name 


OJ000250_81 . 0214 . C17 . ol 


.gs 


Method 


GEN SCAN 


o tar l. 


1 90 






27 fi 


GI 


none 




Score 


.61 


Exons 


120.. 276 








Seq. No. 


28328 




Seq. ID 


OJ000250 


Gene No. 


58339 




Strand 


- 


Start 


87 




End 


329 


Name 


OJ000250 81.0214.C19.ol 


.gs 


Method 


GEN SCAN 


Start 


87 




End 


329 


GI 


none 




Score 


.89 




87. .329 








Seq. No. 


28329 




Seq. ID 


OJ000250 


Gene No. 


58340 




Strand 


+ 


Start. 


1 




End 


562 


Name 


OJ000250 81.0214.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


562 


GI 


6630556 




Score 


58 


Exons 


1..116, 542. .562 










(AC011708) putative alpha-L- 


arabinof uranosidase 




thaliana] 








Seq. No. 


28330 




Seq. ID 


OJ000250 


Gene No. 


58341 




Strand 


+ 


Start 


1 




End 


817 


Name 


OJ000250 81.0214.C21.ol 


. np 


Method 


AAT/NAP 


Start 


1 




. End 


817 




6815053 




Score 


248 


Exons 


1. .130, 594. .817 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28330 




Seq. ID 


OJ000250 


Gene No. 


58342 




Strand 




Start 


24 




End 


730 


Name 


OJ000250 81.0214.C21.ol 


. gs 


Method 


GENSCAN 


ot dirt 


24 




End 


730 


GI 


none 




Score 


.4 


Exons 


24. .131, 648. .730 








Seq. No. 


28331 




Seq. ID 


OJ000250 


Gene No. 


58343 




Strand 


+ 


Start 


141 




End 


227 


Name 


OJ000250 81.0214.C24.ol 


.gs 


Method 


GENSCAN . 


Start 


141 




End 


227 


GI 


none 




Score 


.72 


Exons 


141. .227 








Seq. No. 


28332 




Seq. ID 


OJ000250 



28082 




Gene No. 


ooo44 


Strand 


+ 




Start 


232 


End 


267 




Name 


OJ000250 81.0214.C25.ol.gs 


Method 


GENSCAN 




Start 


232 


End 


267 




GI 


none 


Score 


.89 




Exons 


232.. 267 








Seq. No. 


28333 


Seq. ID 


OJ000250_ 


81.0214 .C26 


Gene No. 


do J4o 


Strand 


+ 




Start 


2391 


End 


3052 




Name 


OJ000250 81.0214.C26.ol.gs 


Method 


GENSCAN 




Start 


2391 


End 


3052 




GI 


none 


Score 


.88 




Exons 


2391.. 2431, 2682.. 2887, 3030 


. .3052 






Seq. No. 


28333 


Seq. ID 


OJ000250_ 


81.0214.C26 


Gene No. 


58346 


Strand 


+ 




Start 


13967 


End 


19138 




Name 


OJ000250 81.0214.C26.ol.np 


Method 


AAT/NAP 




Start 


13967 


End 


19102 




GI 


5922631 


Score 


4919 




Exons 


13967. .14091, 14350. .14594, 


14854. .15056, 15102. 


.15967, 




16574. .19102 








GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) 


correspond to 




region of the predicted gene 


. ; similar 


to prpol; 


Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] 




gil 6016864 |dbj IBAA85207.il (AP000570) 


ESTs 






C26347(C12145) ,AU078074 (C12145) correspond to a 


region of the 




predicted gene.; Similar to prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


28333 


Seq. ID 


OJ000250_ 


81.0214.C26 


Gene No. 


58346 


Strand 


+ 




Start 


13967 


End 


19138 




Name 


OJ000250 81.0214.C26.o4.gs 


Method 


GENSCAN 




Start 


13967 


End 


16692 




GI 


none 


Score 


.51 




Exons 


13967. .14389, 14408 .. 14585, 


14604. .14803, 15007. 


.15959, 




16137. .16329, 16486.. 16692 








Seq. No. 


28333 


Seq. ID 


OJ000250_ 


81.0214.C26 


Gene No. 


58346 


Strand 


+ 




Start 


13967 


End 


19138 




Name 


OJ000250 81.0214.C26.o5.gs 


Method 


GENSCAN 




Start 


16858 


End 


17904 




GI 


none 


Score 


.84 




Exons 


16858. .17904 








Seq. No. 


28333 


Seq. ID 


OJ000250_ 


81.0214..C26 


Gene No. 


58346 


Strand 


+ 




Start . 


13967 


End 


19138 




Name 


OJ000250 81.0214.C26.o6.gs 


Method 


GENSCAN 




Start 


18104 


End 


19138 




GI 


none 


Score 


1 




Exons 


18104.. 19138 








Seq. No. 


28333 


Seq. ID 


OJ000250_ 


81.0214.C26 



28083 



Gene No. 


58347 


Strand 


+ 




Start 


32065 


End 


38475 . 




Name 




Method 


GENSCAN 




Start 


32065 


End 


38475 




GI 


none 


Score 


.96 




Exons 


32065. .32293, 33556 33615, 


33962. .34021, 34102 


. .34197, 




34408. .34515, 34 681 34734 , 


34919. .35058, 35143 


..35214, 




35587. .35661, 3584 9 38248, 


38323. .38475 




Seq. No. 


28333 


Seq. ID 


OJ000250 


_81.0214.C26 


Gene No. 


58347 


Strand 


+ 




O Lai U 


32065 


End 


38475 




Name 


OJ000250 81.0214.C26.o3.np 


Method 


AAT/NAP 




Start 


32065 


End 


34053 




GI 


6907105 


Score 


454 




Exons 


32065. .32333, 33542 .. 33625, 


33912. .34053 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28333 


Seq. ID 


OJ000250 


_81.0214.C26 


Gene No. 


58347 


Strand 


+ 




Start 


32065 


End 


38475 




Name 


OJ000250 81.0214.C26.o4.np 


Method 


AAT/NAP 




O Lai L. 


35173 


End 


38469 ■ 




GI 


6539581 


.Score, 


2382 




Exons 


35173. .35239, 35591 .. 35651, 


mmfc}: '3*63 04,^36410 


.;38248 /> - . 




38323. '.38469 








GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA 


chromosome 4 , BAC 




clone F20D10; hypothetical protein (AL035538) 


[Oryza sativa] 


Seq. No. 


28333 


Seq. ID 


OJ000250 


_81.0214.C26 


Gene No. 


58348 


Strand 


+ 




Start 


44600 


End 


44681 




Name 


OJ000250 81.0214.C26.o2.gp 


Method 


AAT/GAP 




Start 


44600 


End 


44681 




GI 


LIB3474-001-P1-K1-D2 


Score 


83 




Exons 


44600.. 44681 









GI Descrip. ' 312327 1/sp | P514 30 | RS6_ARATH 8 . Oe-36 40S RIBOSOMAL PROTEIN S6 
>gi_2224751_emb_CAA74381_ (Y14052) ribosomal protein S6 
[Arabidopsis thaliana] 1 



Seq. No. 28333 Seq. ID 

Gene No. 58349 Strand 

Start 1935 End 

Name OJ000250_81 . 0214 . C2 6 . ol . gp Method 

Start 1935 End 

GI none Score 

Exons 1935.. 2287 



OJ000250_81.0214.C26 

2287 
AAT/GAP 
2287 
670 



Seq. No. 28333 Seq. ID 

Gene No. 58350 Strand 

Start 5022 End 

Name OJ000250_81 . 0214 . C26 . o2 . gs Method 

Start 5022 End 

GI none Score 

Exons 5022.. 5078, 5888.. 6457 



OJ000250_81.0214.C26 

6457 
GENSCAN 
6457 
.66 



Seq. No. 



28333 



Seq. ID OJ000250_81.0214.C26 



28084 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



58351 Strand 

8892 End 12558 

OJ000250_81 . 0214 . C26 . o3 . gs Method GEN SCAN 

8892 End 12558 

none Score . 67 

8892.. 8918, 10035 10284 , 104 97 .. 10671, 10705 .. 10832, 

10853. .11126, 12248. .12440, 12553. .12558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_81.0214.C26 
Strand 

End 22346 
Method GEN SCAN 
End 2234 6 

Score .81 
19863, 20154. .20343, 204 17 .. 20604 , 20682 .. 21040, 
21412, 21498. .21796, 22217. .22346 



28333 
58352 
19454 

OJ000250_81 . 0214 .C26. o7 . gs 
19454 
none 
19454. 
21123. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,Exons 
GI Descrip, 



28333 
58352 
19454 

0 JO 00250_81.0214.C26.o2.np 
19457 
6691716 

19457,.. 19906, 19978 .. 20082, 20232 .. 20343, 20417, 
'206132 . 7-20858/ -20935 . . 21040, 211 : 23. . 21297, • 21494, 
(AP000492) hypothetical protein [Oryza sativa] 
gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 81.0214.C26 



22346 
AAT/NAP 
22346 
2460 



,20604., 
.22346 ' 



Seq. No. 


28333 








Seq. ID 


OJ000250_81.0214 


.C26 


Gene No. 


58353 








Strand 






Start 


26817 








End 


30882 




Name 


OJ000250 81. 


0214 


.C26.o9 


.gs 


Method 


GENSCAN 




Start 


26817 








End 


30882 




GI 


none 








Score 


.64 




Exons 


26817. .27010 


i, 27100. .27372, 


29243. .29314, 30876.. 30882 




Seq. No. 


28333 








Seq. ID 


OJ000250_81.0214 


.C26 


Gene No. 


58354 








Strand 






Start 


38717 








End 


45253 




Name 


OJ000250 81. 


0214 


.C26.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


6230 








End 


6482 




GI 


none 








Score 


112 




Exons 


6230.. 6262, 


6272 


. .6481, 


6278 


..6379, 6282. .6482 




Seq. No. 


28333 








Seq. ID 


OJ000250_81.0214 


.C26 


Gene No. 


58354 








Strand 






Start 


38717 








End 


45253 




Name 


OJ000250 81. 


0214 


.C26.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


6245 








End 


6482 




GI 


none 








Score 


64 




Exons 


6245. .6481, 


6357 


. .6482 










Seq. No. 


28333 








Seq. ID 


OJ000250_81.0214 


.C26 


Gene No. 


58354 








Strand 






Start 


38717 








End 


45253 




Name 


OJ000250 81. 


0214 


.C26.o7 


.tw 


Method 


TBLASTX: Wheat 





28085 



Start 


15307 




End 


15764 


GI 


none 




•Score 


146 


Exons 


15307. .15483, 15526. 


.15762, 


15528.. 15764 


Seq. No. 


28333 






fhTDnO^O P.1 0914 


bene wo. 


CO O c A 








Start 


38717 




FnH 


4 


Name 


OJ000250 81.0214.C26 


. o4,tw 


L Jfc: LUUU 


TRT.A^TX • Whpflt* 

1 O JjriO X /\ . vv 1 1 e d L. 


Start 


15949 




FnH 




GI 


none 




Score 


405 


Exons 


15949. .16308, 15963. 


.16307 






Seq. No. 


28333 






W U U U u c J v Ol • J. *± 


bene lno . 






J LI CtilLL 




Start 


38717 




LjIUJ. 


*4 *J »J J 


Name 


OJ000250 81.0214.C26 


. o3 . tm 


M^s "t~ hoH 

L1C L- 1 1U Ll 




Start 


16114 




LjIUJ. 


J. \) *3 / V 


GI 


none 




Score 


353 


Exons 


16114. .16470, 16155. 


.16460 






Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


bene jno. 






Strand 




Start 


38717 




End 


45253 


Name 


. OJ000250 81.0214.C26 


-. ol . tw 


Method 


TBLASTX: Wheat 


Start f 


16339' :■■ v"*" 




■ End ' 


16758 ■ 


GI 


none 




Score 


480 


Exons 


16339. .16758, 16341. 


.16538, 


16351. .16554, 16605.. 16757 


Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


Gene No . 






Strand 




Start 


38717 




End 


45253 


Name 


OJ000250 81.0214.C26 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


16603 




End 


17034 


GI 


none 




Score 


271 


Exons 


16603. .17034, 16650. 


.16775, 


16666. .16947 


Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


Gene No. 


58354 




Strand 




O Lai L 


38717 




End 


45253 


Name 


OJ000250 81.0214.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


16701 




End 


17145 


GI 


none 




Score 


264 


Exons . . . 


167.CL1. .16952, 16702. 


.16953, 


16978. .17121, 16990. .17109, 




17119. .17145 








Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


bene jno • 


58354 




Strand 




Start 


38717 




End 


45253 


Name 


OJ000250 81.0214.C26 


. oS.tw 


Method 


TBLASTX: Wheat 


Start 


16804 




End 


17232 


GI 


none 




Score 


400 


Exons 


16804. .17232 








Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


Gene No. 


58354 




Strand 




Start 


38717 




End 


45253 


Name 


OJ000250 81.0214.C26 


.o3.ts 


Method 


TBLASTX : Soybean 



28086 




Start' 


17257 




End 


17648 




GI 


none 




Score 


89 




Exons 


17257. .17358, 17268.. 


17354, 


17400. .17648, 17404. .17646 




Seq. No. 


28333 




Qp^rr T V) 




.C26 


bene lno • 






O LldllU ■ 






Start 


38717 




Ei XI (J. 


A COCO 




Name 


OJ000250 81.0214.C26. 


o3. tw 




l DiariO 1 A • Wiled L 




Start 


17269 






1 1 6Q1 




GI 


none 




Score 


409 




Exons 


17269. .17691, 17274.. 


17615 








Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


.C2 6 


Gene No . 


DO JJ4 




Strand 






Start 


38717 




End 


45253 




Name 


OJ000250 81.0214.C26. 


08. tm 


Method 


TBLASTX: Maize 




Start 


17322 




End 


17595 




GI 


none 




Score 


126 




Exons 


17322. .17492, 17323.. 


17493, 


17497. .17595, 17529. .17594 




Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


.C26 


Gene No . 


c. Q *5 C A 




Strand 






Start 


38717 




End 


45253 




Name 


OJ000250 81.0214.C26. 


oil . tw 


. ■ Method 


TBLASTX: Wheat 




Start ■'*•■*' 


* 17707 




End 


18006' '", * 




GI 


none 




Score 


135 




Exons 


17707. .17841, 17740.. 


17880, 


17863. .18006 




Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


-C26 


Gene No . 


C. Q T C /I 




Strand 






Start 


38717 




End 


45253 




Name 


OJ000250 81.0214.C26. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


18004 




End 


18330 




GI 


none 




Score 


173 




Exons 


18004. .18162, 18024.. 


18158, 


18157. .18330, 18158. .18328 




Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


.C26 


Gene No. 


58354 




Strand 






o tar c 


JO 1 x 1 




' End . 


45253 




Name 


OJ000250 81.0214.C26. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


18010 




End 


18399 




GI 


none 




Score 


163 




Exons 


18010. .18162, 18018.. 


18158, 


18157. .18321, 18158. .18397, 






18218. .18379, 18352.. 


18399 








Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


.C26 


bene lno • 


coin 

JOJJH 




Strand 






Start 


38717 




End 


45.253 




Name 


OJ000250 81.0214.C26. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


18511 




End 


19108 




GI 


none 




Score 


387 




Exons 


18511. .18600, 18512.. 


19003, 


18667. .18774, 18989.. 19108 




Seq. No. 


28333 




Seq. ID- 


OJ000250_81.0214 


.C26 


Gene No. 


58354 




Strand 






Start 


38717 




End 


45253 




Name 


OJ000250 81.0214.C26. 


06. tm 


Method 


TBLASTX: Maize 





28087 




Start 


18833 




End 


19087 




GI 


none 




Score 


160 




Exons 


18833. .19006, 18946. 


.19005, 


189.85. .19086, 18986.. 19087 




Seq. No. 


28333 




oeq . 1 u 


UJUUU^COU Ol . UZl^ 


..C26 


bene no. 


CQQCyl 

Oooo4 




Of vin/J 

otrana 






Start 


38717 






4 coco 




Name 


OJ000250 81.0214.C26 


.olO.tw 


Meunoa 


iDij/\bXA. wneac 




Start 


21936 




IT 1-1 H 


09000 




GI . 


none 




• Score 


204 




Exons 


21936. .22223 










Seq. No. 


28333 


- 


oeq. iu 


nTnnn9Rn pi n9id 

UJUUUZ JU 01 . UZl^l 


.C26 


Gene No . 


C Q "3 C A 

JOOD4 




birana 






Start- 


38717 




tina 


4 CO CO 




Name 


OJ000250 81.0214.C26 


.08 .tw 


Wfrt +• Vi *^ 

wetnoa 






Start 


36401 




t*na 


o £*7 qo 




GI 


none 




Score 


66 




Exons 


36401. .36499, 36503. 


.36793 








Seq. No. 


28333 




oeq. iu 


UJUUUZDU ol.U^.14 


.C26 


Gene No . 






otrana 






Start 


38717 




T7 1 ~] 

fcjno 


' /I coco 




Name 


OJ000250 -81.0214.C26 


.o7 .tm 


. Method 


IdMoIa : Mai ze 




Start 


. 36404 




bna 


' "5 c c 0 c 




GI 


none 




Score 


227 




Exons. 


36404. .36625 . 










Seq. No. 


28333 




beq. ID 


pi ~rr\ nAOcn 01 rioiyi 
UJUUUzoU 01.UZ14 


.C26 


Gene No. 


Ooot>4 




otrana 






Start 


38717 




tna 


/I coco 
40ZOJ 




Name 


OJ000250 81.0214.C26 


.ol . tc 


wetnoa 


1 xsLi/ib lAiLress 




Start 


36620 










GI 


none 




Score 


228 




Exons 


36620. .36940, 36647. 


.36841 








Seq, No. 


28333 




beq. iu 


UJUUUzoU ol . UZ14 


.C26 


Gene No . 






Strand 






Start 


38717 






/I coco 




Name 


OJ000250 81.0214.C26 


,o5 . tm 


MetnOu 


1 dLlRo 1 a : jxta 1 z e 




Start 


36626 






0 /uuy 




GI 


none 




Score 


283 




Exons 


36626. .37009, 36629. 


.36997 








Seq. No. 


28333 




beq. iu 


0 Tfin AO Rfi 01 noi / 
UJUUUZOU ol.UZlft 


.C26 


Gene No. 


CO O c / 

jo 




Of- v-.rt/4 

otrana 






Start 


38717 






y| coco 




Name 


OJ000250 81.0214.C26 


.ol.ts 


Metnoa 


1 bLAb 1 a : boyoean 




Start 


36686 




End 


37228 




GI 


none 




Score 


386 




Exons 


36686. .37228, 36686. 


.37021 








Seq. No. 


28333 




Seq. ID 


OJ000250_81.0214 


.C26 


Gene No. 


58354 




Strand 






Start 


38717 




End 


45253 




Name 


OJ000250 81.0214.C26 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


36860 




End 


37291 





28088 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

36860. .37291, 37096.. 37290 



Score 246 



28333 
58354 
38717 
OJ000250 
38717 
none 
38717 
40227 
41872 
42830 



Seq. ID 
Strand 

End 45253 
Method GENS CAN 
End 44294 
Score .91 
38811. .38997, 39454 .. 39557, 39652. 
40907. .41002, 41232 .. 41404 , 41730. 
42064. .42155, 42251 .. 42476, 42571. 
43534. .43677, 43752 43862, 44160. 



OJ000250 81.0214.C26 



81.0214.C26.oll.gs 



38725, 
40454, 
41970, 
43453, 



,39783, 
,41778, 
.42744, 
,44294 



28333 
58354 
38717 

OJ000250_81.0214.C26.o5.np 

39649 

6539580 

39649. .40013, 40102 .. 40454, 
41253. .41389, 41663. . 41778, 
42251. .42476, 42565.-42744, 
43752. .43835, 4416Q- . 4423.7, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40890. .41002, 
41869. .41957, 
42830. .43455, 



OJ000250 81.0214.C26 



45253 
AAT/NAP 
45253 
1454 

41055. .41155, 
42057. .42131, 
43554. .43677, 



45233.-45253 



GI' Descrip. (AP000837)' hypothetical"- protein [Oryza sativa] 



Seq. No. 28334 Seq. ID 

Gene No. 58355 Strand 

Start 182 End 

Name OJ000250_81 . 0214 . C27 . ol . gs Method 

Start 182 End 

GI none Score 

Exons 182.. 345 



OJ000250_81.0214.C27 
+ 

345 

GENSCAN 

345 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28334 
58356 
1315 

OJ000250_81 . 0214 .C27 . ol .np 

1315 

6721512 

1315.. 1350, 2897.. 3021, 3049. 



Seq. ID OJ000250_81.0214.C27 

Strand + 

End 8360 

Method AAT/NAP 

End 4637 

Score 102 
.3187, 4606.. 4637 



(AP001072) hypothetical protein [Oryza sativa] 



28334 Seq. ID 

58356 Strand 
1315 End 
OJ000250_81 . 0214 . C27 . o3 . gs Method 
4441 End 
none Score 
4441. .4529, 8153. .8360 

28334 Seq. ID 

58357 Strand 
12175 End 
OJ000250_81 . 0214 . C27 . o2 . np Method 
12175 End 
6630699 Score 



OJ000250_81.0214.C27 
+ 

8360 
GENSCAN 
8360 
.45 



OJ000250_81.0214.C27 
+ 

12255 
AAT/NAP 
12255 
69 



28089 




Exons 12175. .12255 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 1 dbjj BAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


28334 




Seq. ID 


OJ000250 


81.0214 


.C27 


Gene No. 


58358 




Strand 


+ 






Start 


- 12390 




End -«( ? 


14170 






Name 


OJ000250 81.0214.C27.o3. 


np 


Method 


AAT/NAP 






Start 


12390 




End 


14170 






GI 


6539570 




Score 


82 






Exons 


12390. .12625, 14147.. 14170 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


28334 




Seq. ID 


OJ000250_ 


;81.0214 


.C27 


Gene No. 


58359 




Strand 


- 






Start 


2682 




End 


3432 






Name 


OJ000250 81.0214.C27.o2. 


gs 


Method 


GENS CAN 






9tart* 

o Lai u 


2682 




End 


3432 






GI 






Score 


.69 






Exons 


2682.. 2958, 3103.. 3268, 


3285 


. .3432 








Seq. No. 


28334 




Seq. ID 


OJ000250_ 


81.0214 


.C27 


Gene No. 


583.60 . 




Strand 


- 






Start 


9655, - * 




End 


'12924 






Name 


OJ000250 81.0214.C27.o4. 


gs 


Method 


GENSCAN 






O L Ct-L L 


9655 




End 


1 9Q94 






GI 


none 




Score 


.48 






Exons 


9655.. 9805, 10920.. 11092 


!, 12922.. 12924 








Seq. No. 


28335 




Seq. ID 


OJ000250 


81.0214 


.C28 


Gene No. 


58361 




Strand 


+ 






Start 


2016 




End 


2165 






Name 


OJ000250 81.0214.C28.ol. 


gs 


Method 


GENSCAN 






Start 


2016 




End 


2165 






GI 


none 




Score 


.7 






Exons 


2016. .2165 












Seq. No. 


28335 




Seq. ID 


OJ000250_ 


81.0214 


.C28 


Gene No. 


58362 




Strand 


+ 






Start 


8698 




End 


11671 






Name 


OJ000250 81.0214.C28.o3. 


gs 


Method 


GENSCAN 






Start 


8698 




End 


11671 






ox 


none 




Score 


.8 






Exons 


8698. .8741, 9130. .9206, 


9607 


..9770, 11204. .11411 


,. 11463 


. .11' 


Seq. No. 


28335 




Seq. ID 


OJ000250_ 


81.0214 


.C28 


Gene No. 


58363 




Strand 


+ 






Start 


13787 




End 


15165 






Name 


OJ000250 81.0214.C28.o4. 


gs 


Method 


GENSCAN 






Start 


13787 




End 


15165 






GI 


none 




Score 


.73 






Exons 


13787. .13835, 14086 .. 14246, 


14684. .14741, 14759. 


.14862, 






14947.. 15165 












Seq. No. 


28335 




Seq. ID 


OJ000250_ 


81.0214 


.C28 


Gene No. 


58363 




Strand 


+ 







28090 




Start 


13787 


End 


15165 




Name 


OJ000250 81.0214.C28.o2.gp 


Method 


AAT/GAP 




Start 


13941 


End 


14461 




GI 


LIB3434-038-P1-K1-F1 


Score 


777 




Exons 


13941. .14461 








GI Descrip. 


'5257255/dbj | AP000364.il AP000364 0.0e+00 Oryza 


sativa genom: 




DNA, chromosome 8., clone: P0026F07 1 






Seq. No. 


lO J J J 


Con T n 


OJ000250 


_81.0214.C28 


Gene No . 


58364 


Strand . 


+ 




Start 


19318 


End 


20017 




Name 


UuUUUZ JU 01 . .LiO.UJ.yp 


VlKZ L11UU 






Start 


lyrics 


ILiIlU. 


20017 




GI 


none 


Score 


1123 




Exons 










Seq. No. 


ZOO JO 


beq. iU 


OJ000250 


_81.0214.C28 


taene no . 


58365 


Strand 


+ 




Start 


37123 


End 


37613 




Name 


UJUUU^OU o X . U_14 . Uzo . Ob . gp 


Method 


AAT/GAP 




Start 




End 


37613 




GI 


none 


Score 


781 




Exons 


J/l£j. . j/£oo, 3 1 3 1 c. • . j / Dl j 








Seq. No. . 


O Q O *3 C 


Seq. ID 


OJ000250 


_8i.0214.C28 


bene no . 


OOJOD 


Strand 






Start 


4761 . 


End 


7080 




Name 


OJ000250 81.0214.C28.o2.gs 


Method 


GEN SCAN 




Start 


4761 


End 


7080 




GI 


none 


Score 


.7 




Exons 


4761.. 5604, 6154. .6395, 6480 


..6709, 6724. .6786, 


6792. .7080 


Seq. No. 


28335 


Seq. ID 


OJ000250 


_81.0214.C28 


Gene No. 


58366 


Strand 






Start 


4761 


End 


7080 




Name 


OJ000250 81.0214.C28.ol.np 


Method 


AAT/NAP 




Start 


4773 


End 


7074 




GI 


4204278 


Score 


1276 




Exons 


4773.. 5604, 6154.. 6395, 6480 


. .6709, 6792. .7074 




GI Descrip. 


(AC004146) putative Cytochrome P4 50 protein [Arabidopsis 




thaliana] 








Seq. No. 


28335 


Seq. ID 


OJ000250 


_81.0214.C28 


Gene No . 


58367 


Strand 






Start 


15902 


End 


16579 




Name 


OJ000250 81.0214.C28.o5.gs 


Method 


GENS CAN 




Start 


15902 


End 


16579 




GI 


none 


Score 


.88 




Exons 


15902. .16018, 16151. .16216, 


16526.. 16579 




Seq. No. 


28335 


Seq. ID 


OJ000250 


_81.0214.C28 


Gene No. 


58368 


Strand 






Start 


19690 


End 


26747 




Name 


OJ000250 81.0214.C28.o6.gs 


Method 


GENSCAN 




Start 


19690 


End 


26747 




GI 


none 


Score 


.91 




Exons 


19690. .21001, 21115. .23729, 


23823. .24167, 24324 


. .24418, 



28091 




24684. .24810, 24885 .. 25056, 25355 25577, 26708.. 26747 



Seq. No. 


28335 








Seq. ID 


OJ000250_81.0214.C28 


Gene No. 


58368 








Strand 


- 


Start 


19690 








End 


26747 


Name 


OJ000250 81. 


0214 


.C28.o4 


.gp 


Method 


AAT/GAP 


Start 


19875 








End 


20578 


GI 


none 








Score 


1288 


Exons 


19875. .20578 












Seq. No. 


28335 








Seq. ID 


OJ000250_81.0214.C28 


Gene No. 


58368 . 








Strand 


- 


Start 


19690 








End 


26747 


Name 


OJ000250 81. 


0214 


.C28.o5 


.gp 


Method 


AAT/GAP 


Start 


22010 








End 


22467 


GI 


none 








Score 


908 


Exons 


22010. .22467 












Seq. No. 


28335 








Seq. ID 


OJ000250_81.0214.C28 


Gene No. 


58369 








Strand 


- 


Start 


31178 








End 


31255 


Name 


OJ000250 81. 


0214 


.C28.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4821 








End 


5099 


GI : ■ 


none 








Score 


84 


Exons ■ 


4821. . 4.940/ 


5008 


■. .5097, 


5019. 


.5099- 




Seq. No. 










Seq. ID 


OJ000250_81.0214.C28 


Gene No. 


58369 








Strand 




Start 


31178 








End 


31255 


Name 


OJ000250 81. 


0214 


.C28.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4821 








End 


6710 


GI 


none 








Score 


88 


Exons 


4821. .4937, 


5005 


. .5097, 


5019. 


.5123, 5112. .5234, 5143. .5205, 




5244. .5381, 


5245 


. .5379, 


5283. 


.5381, 6159.. 6317, 6615.. 6710 


beq. no. 










Seq. ID 


OJ000250_81.0214.C28 


Gene No'. 


58369 








Strand 




Start 


31178 








End 


31255 . 


Name 


OJ000250 81. 


0214 


.C28.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4821 








End 


6710 


GI 


none 








Score 


68 


Exons 


4821. .4937, 


5005 


. .5097, 


5019. 


.5111, 5103. .5381, 5245. .5379, 




6207. .6320, 


6477 


. .6569, 


6630. 


.6710 




Seq. No. 


28335 








Seq. ID 


OJ000250_81.0214.C28 


Gene No. 


58369 








Strand 




Start 


31178 








End 


31255 


Name 


OJ000250 81. 


0214 


.C28.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5121 








End 


5381 


GI 


none 








Score 


47 


Exons 


5121. .5225, 


5137 


. .5196, 


5241. 


.5381, 5242.. 5367 


Seq. No. 


28335 








Seq. ID 


OJ000250_81.0214 .C28 


Gene No. 


58369 








Strand 




Start 


31178 








End 


31255 


Name 


OJ000250 81. 


0214 


.C28.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6630 








End 


6993 



28092 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none '-Score 45 

6630.. 6710, 6645.. 6725, 6787. .6993, 6791.. 6856 



28335 
58369 
31178 

OJ000250_81.0214.C28.o5.tm 
19453 
none 

19453. .19542, 19477 19542, 19546. . 19617, 19547 
19698. .19754, 19709 19903, 19751 .. 19903, 19756 



Seq. ID OJ000250_81.0214.C28 
Strand 

31255 

TBLASTX: Maize 
19905 
67 

19612, 
19905 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28335 
58369 
31178 
OJ000250 
20047 
none 
20047 
20190 
20360 



81.0214.C28.ol.tw 



20193, 
20297, 
20383 



20051, 
20194, 



.20194, 
.20286, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_81 . 0214 .C28 
31255 

TBLASTX: Wheat 

20383 

154 



20054. .20194, 20058 .. 20204 , 
20207. .20287, 20295 .. 20321, 



Seq. No. 28335 

Gene No. . . 58369 

Start 31178'" 

Name OJ000250_81 . 0214 .C28 ,o4 . tm 

Start 20668 

GI none 

Exons 20668. .20889, 20683 .. 20889, 20711 
20890. .20973, 20891.. 20974 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_81.0214.C28 

31255"' 
TBLASTX: Maize 
20974 
240 



.20905, 20711. .20893, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28335 Seq. ID 

58369 Strand 

31178 End 

OJ000250_81. 0214. C28.o6. tni Method 

21233 End 

none Score 



OJ000250_81.0214.C28 
31255 

TBLASTX: Maize 

21594 

94 



21233. .21337, 21234. 
21345. .21473, 21513. 



.21413, 21237. .21353, 21331 .. 21456, 
.21569,. 21514. .-21594 



OJ000250 81.0214.C28 



28335 Seq. ID 

58369 Strand 
31178 End 31255 

OJ000250_81.0214.C28.o3.np Method AAT/NAP 
31178 - End . 31255 

6630699 Score 69 

31178.. 31255 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



.28335 
58370 
36397 

OJ000250_81.0214.C28.ol.tm 

36397 

none 



Seq. ID OJ000250_81.0214.C28 
Strand 

End 37712 

Method TBLASTX : Mai ze v 

End 36825 

Score 503 



28093 



Exons 



36397 .. 36696, 36403 36825, 36507.. 36821 



Seq.- No. 28335 

Gene No. 58370 

Start 36397 

Name OJ000250_81 . 0214 . C28 . o2 . ts 

Start 36421 

GI. none 

Exons 36421. :36474, 36518 36601, 
37147. .37263, 37152.. 37265 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_81.0214.C28 
37712 

TBLASTX : Soybean 

37265 

53 



36580. .36942, 36732 36836, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28335 
58370 
36397 

OJ000250_81.0214.C28.o3.tm 

36826 

none 

36826. .36990, 36828.-36935, 
37152. .37292, 37153 .. 37236, 
37374. .37448, 37445 .. 37480, 
37473.-37544, 3747 6 .. 37547 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 81.0214.C28 



37712 

TBLASTX: Maize 
37712 
36 

36829.-36942, 37 152 .. 3728 6, 
37372.-37443, 37373 .. 37447 , 
37446. .37490, 37472 .. 37534 , 
37619. .37636, 37680.. 37712 



28336 
58371 
664 

OJ000250_80.0214.Cl.ol.np 
664 

729704 

664.-696, 1263.. 1353, 1576 



Seq. ID 
Strand 
End- 
Method 
End 
Score 
1631, 1875.. 2027 
DNA- BINDING PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 
gi| 1078700 |pir | IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi | 159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



OJ000250_80.0214.C1 

+ • 

2261 

AAT/NAP 

2027 

55 



28336 Seq. ID 

58371 Strand 

664 End 

OJ000250_80 . 0214 . CI . ol . gs Method 

978 End 

none Score 
978.. 2261 



OJ000250_80.0214.C1 
+ 

2261 
GENSCAN 
2261 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



28337 Seq. ID OJ000250_80 . 0214 . C2 

58372 Strand + 

11307 End 12448 

OJ000250_80 . 0214 . C2 . ol . gp Method AAT/GAP 

11307 End 12448 

2721JL.R1084 Score 797 

11307. .11344, 11863. .12328, 12420.. 12448 

'114 622/sp|P12087|ATPFjDRYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67 929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi 226695_prf 4603356W ATPase I [Oryza sativa] 1 



28337 
58373 



Seq. ID 
Strand 



OJ000250 80. 0214. C2 



28094 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_80.0214.C2.ol.np 
1 

5852180 



End 

Method 

End 

Score 



26763 
AAT/NAP 
26763 
717 



1..64, 2476. .2545, 2610. .2670, 3049. .3150, 3454. .3583, 

4626. .4727, 5099. .5146, 5753. .5849, 7719. .7782, 26704. .26763 

(AL117265) zhbOOOlO.l [Oryza sativa] 



28337 
58373 
1 

OJ000250_80.0214.C2.o2.tm 

6300 

none 



Seq. ID OJ000250_80.0214.C2 



Strand 
End 

Method 

End 

Score 



26763 

TBLASTX: Maize 

6499 

297 



6300. .6473, 6300. .6473, 6301. .6474, 6302. .6499 



28337 
58373 
1 

OJ000250 
11860 
none 
11860. 
11963. 



80.0214.C2.ol.tm 



11961, 11863. .11976, 
12028, 12011. .12166, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11864 

12012 



OJ000250 80. 0214, C2 



26763 

TBLASTX: Maize 
12329 
144 

11989, 11960. .12004, 
12326, 12034. .12324, 



12051. .12329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28337 Seq. ID 

58373 Strand 

1 End 

OJ000250_80.0214.C2.ol.ts Method 

12007 End 

none Score 



OJ000250_80.0214.C2 
26763 

TBLASTX : Soybean 

22146 

43 



12007. .12075, 12096. .12329, 12102 12326, 22096.. 22146 



28337. Seq. ID 

58373 Strand . 

1 End 

OJ000250_80 . 0214 . C2 . ol . tc Method 

12102 \ End 

none Score 

12102. .12326, 12114.. 12329 



OJ000250_80.0214.C2 
26763 

TBLASTX: Cress 

12329 

248 



28337 Seq. ID 

58373 Strand 
1 End 
OJ000250_80 . 0214 . C2 . o2 .gp Method 
12578 End 
2311596 Score 
12578. .12639 

5852170/emb|AL117265.1|OST17804 0.0e+00 
indica(GLA4) genomic DNA, chromosome 4, 



OJ000250 80. 0214. C2 



28337 Seq. ID 

58373 Strand 

1 End 

OJ000250_80 . 0214 . C2 . ol . tw Method 

22118 End 



26763 
AAT/GAP 
12639 
90 

Oryza sativa 
BAC clone:tl7804 

OJ000250_80.0214.C2 

26763 

TBLASTX: Wheat 
22450 



28095 




GI 


none 


Score - 


549 




Exons 


22118. .22450, 22120.. 22449 








Seq. No. 


28337 


Seq. ID 


OJ000250_80.0214 


.C2 


Gene No. 


58373 


Strand 








n 

-L 


End 


26763 




Name 


OJ000250 80.0214.C2.o3.gs 


Method 


GENSCAN 




.Start 


22288 


End 


26037 




GI 


none 


Score 


.44 




Exons 


22288. .22402, 23648 .. 23657 , 


24187. .24349, 24908 .. 25006, 






25052. .25155, 25872.. 26037 








Seq. No. 


28338 


Seq. ID 


OJ000250_80.0214 


.C3 




JOj/1 


Strand 


+ 




Start 


225 


End 


634 




Name 


OJ000250 80.0214.C3.ol.gs 


Method 


GENSCAN 




Start 


225 


End 


634 




GI 


none 


Score 


.42 




Exons 


225. .240, 543. .634 








Seq. No. 


28338 


Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58375 


Strand 


+ 




rt 


1050 


End 


5380 




Name 


OJ000250 80.0214.C3.o2.np 


Method;:;-:' 


■ AAT/NAP 




Start 


1050 


End 


5380 ' 




GI 


82753 


Score 


115 




Exons 


1050. .1093,- 4425. .4679, 5086 


..5132, 5304. .5380 




GI Descrip. 


hypothetical protein 3 - maize mitochondrion plasmid S- 


1 


Seq. No. 


28338 


Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58375 


Strand 


+ 




Start 


1050 


End 


5380 




Name 


OJ000250 80.0214.C3.ol.gp 


Method 


AAT/GAP 




Start 


1170 


End 


1572 




GI 


2311596 


Score 


780 




Exons 


1170. .1572 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 0.0e+00 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


28338 


Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58376 


Strand 


+ 




Start 


10894 


End 


11142 




Name 


OJ000250 80.0214.C3.o2.gp 


Method 


AAT/GAP 




Start 


10894 


End 


11142 




GI 


uC-osflcyp099d06bl 


Score 


482 




Exons 


10894. .11142 








GI Descrip. 


, 4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 


t 






Seq. No. 


28338 


Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58377 


Strand 


+ 




Start 


22095 


End 


22463 




Name 


OJ000250 80.0214.C3.o5.np 


Method 


AAT/NAP 




Start 


22095 


End 


22463 




GI 


769708 


Score 


624 




Exons 


22095. .22463 









GI Descrip. (D32052) ORF123 [Oryza sativa] 

28096 




Seq. No. 


28338 


Seq. ID 


OJ000250 


80.0214 


.C3 


vaene wo . 


58378 


Strand 


+ 






Start 


22811 


End 


28134 






Name 


OJ000250 80.0214.C3.o3.gs 


Method 


GEN SCAN 






Start 


22811 


End 


28134 






GI 


none 


Score 


.68 






Exons 


22811. .22863, 24266 .. 24405, 24825.-24 883, 26019. 


.26229, 






28049. .28134 










Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80.0214 


.C3 




58378 


Strand 


+ 






Start 


22811 


End 


28134 






Name 


0,70009^0 ftf) 091 A c\l nn 


Mot* HaH 


AAT /NAP 






Start 


23696 


End 


23956 






GI 


769710 


Score 


470 






Exons 


23696. .23956 










GI Descrip. 


(D32052) ORF87 [Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250 


80.0214 


.C3 




58378 


Strand 


+ 






Start 


22811 


End 


28134 






Name 


ujuuuzou o u . u^i i h . * Oz? . np 




"h 21 T / M Zi P 






Start 


24867 


End 


25082 






GI 


769712 


Score 


386 






Exons 


24867. .25082 










GI Descrip. 


(D32052) ORF72 [Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80.0214 


.C3 


bene ino. 


58378 


Strand 


+ 






Start 


22811 


End 


28134 






Name 


0.70009^0 ftO fi91 A ol fl nn 


Mat" Vi 


AAT /MAP 






Start 


25082 


End 


25309 






GI 


769713 


Score 


394 






Exons 


25082. .25309 










GI Descrip. 


(D32052) ORF76 [Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80.0214 


.C3 


UCilC IN \J • 


58378 


Strand 


+ 






Start 


228 l'l 


End 


28134 






Name 


n 7finn9 on n9id p** nil nn 


Ma "H Vi o^*1 


naT /map 






Start 


25569 


End 


25808 






GI 


769714 


Score 


408 






Exons 


25569. .25808 










GI Descrip. 


(D32052) ORF80 [Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80.0214 


.C3 


ocne ino • 


58378 


Strand 


+ 






Start 


22811 


End 


28134 






Name 


OJ000250 80.0214.C3.ol2.np 


Method 


AAT /NAP 






Start 


26046 


End 


26258 






GI 


769715 


Score 


390 






Exons 


26046. .26258 










GI Descrip. 


(D32052) 0RF71 [Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80.0214 


.C3 


Gene No. 


58378 


Strand 


+ 







28097 




^ r arr 
o Lai l. 




FnH 


74 

Z. O J. _>*i 








Name 


OJ000250 80.0214.C3.ol3.np 


Method 


AAT/NAP 








Start 


27549 


End 


27767 








GI 


769716 


Score 


404 








Exons 


27549. .27767 












GI Descrip. 


(D32052) ORF73 [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58379 


Strand 


+ 










Z. ^ 17 z, u 


FnH 


701 47 
j \j x *i / 








Name 


OJ000250 80.0214.C3.ol4.np 


Method 


AAT/NAP 








Start 


29920 


End 


30147 








GI 


769717 


Score 


388 








Exons 


29920. .30147 












GI Descrip. 


(D32052) ORF76B [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


5838.0 


Strand 


+ 










7n7Qs 


End 


30643 








Name 


OJ000250 80.0214.C3.ol5.np 


Method 


AAT/NAP 








Start 


30395 


End 


30643 








GI 


769718 


Score 


427 








Exons 


30395. .30643 












GI , Descrip, 


(D32052) ORF83 [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


_80. 


0214 


.C3 


Gene No. 


58381 


Strand 


+ 












FnH 


71 ?71 








Name 


OJ000250 80.0214.C3.ol6.np 


Method 


AAT/NAP 








Start 


30959 


End 


31231 








GI . 


769719 


Score 


459 








Exons 


30959. .31231 












GI Descrip. 


(D32052) 0RF91 [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58382 


Strand 


+ 








a -rf- 

O LaX. L. 


77Rflfi 


FnH 










Name 


OJ000250 80.0214.C3.ol8.np 


Method 


AAT/NAP 








Start 


33588 


End 


35036 








GI 


769721 


Score 


2481 








Exons 


33588. .35036 












GI Descrip. 


(D32052) ORF483 [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 




coopo 

JO J04 


C 4- ranr | 

OLiallU 










Start 


33588 


End 


35039 








Name 


OJ000250 80.0214.C3.o5.gs 


Method 


GENSCAN 








Start 


34062 


End 


35039 








GI 


none 


Score 


.62 








Exons 


34062. .35039 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58383 


Strand 


+ 








Start 


36627 


End 


37337 








Name 


OJ000250 80.0214.C3.o6.gs 


Method 


GENSCAN 








Start 


36627 


End 


37337 








GI 


none 


Score 


.82 









28098 



Exons 



36627. .37337 



Seq. No. 28338 Seq. ID 

Gene No. 58384 Strand 

Start 38472 End 

Name OJ000250_80 . 0214 . C3 . o3 . gp Method 

Start 38086 End 

GI uC-osflcyp033a04bl Score 

Exons 38086.. 38470 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



OJ000250_80.0214.C3 
+ 

41029 
AAT/GAP 
38470 
608 



Seq. ID OJ000250_80.0214.C3 



Seq. No. 28338 

Gene No. 58384 Strand + 

Start 38472 ^ End 41029 

Name OJ000250_80 . 0214 . C3 . 08 . gs Method GEN SCAN 

Start 38472 End 41012 

GI none Score .51 

Exons 38472.-38548, 40158 .. 40232, 40796.. 41012 



Seq. No. 


28338 


Seq. ID 


OJ000250_ 


_80. 


0214 


.C3 


Gene No. 


58384 


Strand 


+ 








Start 


38472 


End 


41029 








Name 


OJ000250 80.0214 


.C3.o20.np .Method 


AAT/NAP 








Start 


40358 


"End 


' 41029 








GI 


769722 


Score 


1177 








Exons 


40358. .41029 












GI Descrip. 


(D32052) ORF224 


[Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250 


_80. 


0214 


.C3 


Gene No. 


58385 


Strand 


+ 








Start 


41105 


End 


41380 








Name 


OJ000250 80.0214 


.C3.o21.np Method 


AAT/NAP. 








Start 


41105 


End 


41380 








GI 


769724 


Score 


481 








Exons 


41105. .41380 












GI Descrip. 


(D32052) ORF92B 


[Oryza sativa] 










Seq. No. 


28338 


Seq. ID 


OJ000250 


_80. 


0214 


.C3 


Gene No. 


58386 


Strand 


+ 








Start 


42655 


End 


43090 








Name 


OJ000250 80.0214 


.C3.o9.gs Method 


GENS CAN 








Start 


42655 


End 


43090 








GI 


none 


Score . 


.71 








Exons 


42655. .42732, 43007.. 43090 











Seq. No. 28338 Seq. ID 

Gene No. 58387 Strand 

Start 50799 End 

Name " OJ000250_80 . 0214 .C3 . o27 .np Method 

Start 50799 End 

GI 4585985 Score 

Exons 50799. .50828, 54359.. 54493 

GI Descrip. (AC005287) Hypothetical protein [Arabidopsis thaliana] 



OJ000250_80.0214.C3 
+ 

54493 
AAT/NAP 
54493 
39 



Seq. No. 
Gene No. 



28338 
58388 



Seq. ID OJ000250_80.0214.C3 
Strand + 



28099 



Start 58598 End 60525 

Name OJ000250_80 . 0214 . C3 . o28 . np Method AAT/NAP 

Start 58598 End 60525 

GI 6907087 Score 1162 

Exons 58598.-58975, 59188 59872 , 60424.. 60525 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


28338 


Seq. ID 


OJ000250 


Gene No. 


58389 


Strand 


+ 


b tar l 


60990 


End 


61362 


Name 


OJ000250 80.0214.C3.o7.gp 


Method 


AAT/GAP 


Start 


60990 


End 


61362 


GI 


uC-osflcyp033a04bl 


Score 


514 


Exons 


60990. .61362 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


O O *3 *3 O 


Seq. ID 


OJ000250 


Gene No. 




Strand 


+ 


Start 


oooo4 


End 


68842 


Name 


OJ000250 80.0214.C3.ol3.gs 


Method 


GENSCAN 


Start 


;.;66334 


..:End 


68842 


GI 


none 


Score 


.43 


Exons 


66334. .66347, 67283 674 17, 


67974. .68014, 68763 


Seq. No. 


28338 


Seq. ID 


OJ000250 


Gene No. 


58391 


Strand 




Start 


1492 


End 


22017 


Name 


OJ000250 80.0214.C3.o2.gs 


Method 


GENSCAN 


Start 


1492 


End 


21959 


GI 


none 


Score 


.46 


Exons 


1492.. 1668, 2273.. 2294, 2648 


..2679, 4152. .4445, 




5168.. 5232, 6071.. 6247, 8239 


..8275, 9210.. 9370, 




10639. .10815, 11885. .11910, 


12335. .12491, 13577 




14425. .14573, 15190 .. 15263, 


16363. .16456, 17558 




17745. .17788, 19156 19386,. 


19439. .19464, 21911 


Seq. No. 


28338 


Seq. ID 


OJ000250 


Gene No. 


58391 


Strand 




Start 


1492 


End 


22017 


Name 


OJ000250 80-0214. C3.ol.np 


Method 


AAT/NAP 


Start 


3762 


-End 


4016 


GI 


82486 


Score 


437 


Exons 


3762. .4016 






GI Descrip. 


hypothetical protein 3 - rice gi | 20381 | emb | CAA2 




put. ORF 1 [Oryza sativa] 






Seq. No. 


28338 


Seq. ID 


OJ000250 


Gene No. 


58391 


Strand 




Start 


1492 


End 


22017 


Name 


OJ000250 80.0214.C3.o3.np 


Method 


AAT/NAP 


Start 


11852 


End 


20841 


GI 


128766 


Score 


2395 


Exons 


11852. .11937, 14731. .15153, 


18607. .19121, 20381 


GI Descrip. 


NADH- UBIQUINONE OXIDOREDUCTASE CHAIN 4 


gil 14255 



(X06611) 



.20841 



28100 



(X57163) NADH-ubiquinone oxidoreductase chain 4 [Triticum 
aestivum] gi I 21824 | emb| CAA4 0453 | (X57164) NADH-ubiquinone 
oxidoreductase chain 4 [Triticum aestivum] 



Seq. No. 


28338 


Seq. ID 


OJ000250 


80. 


0214 


.C3 


Gene No. 


58391 


Strand 


- 








Start 


1492 


End 


22017 








Name 


OJ000250 80.0214.C3.o4.np 


Method 


AAT/NAP 








Start 


21802 


End 


22017 








GI 


769707 


Score 


383 








Exons 


21802. .22017 












Lii uescrip. 


^UjZUjZ j vjr\i! /zo L^ryza saLivdj 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58392 


Strand 


- 








Start 


22856 


End 


23080 








Name 


OJ000250 80.0214.C3.o6.np 


Method 


AAT/NAP 








Start 


22856 


End 


23080 








GI 


769709 


Score 


395 








Exons 


22856.. 23080 












GI Descrip. 


[ujzvo*. ) vjKr / jd [uryza sauivaj 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58393 


Strand 










Start 


24471 


End 


24740 








Name 


OJ000250 80.0214.C3.o8.np 


Method 


AAT/NAP 








Start 


24471 


End 


24740 








GI 


769711 


Score 


494 








Exons 


24471. .24740 












GI Descrip. 


(D32052) ORF90 [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58394 


Strand 










Start 


29713 


End 


33589 








Name 


OJ000250 80.0214.C3.o4.gs 


Method 


GENSCAN 








Start 


29713 


End 


33589 








GI 


none 


Score 


.59 








Exons 


29713. .29786, 30053 .. 30242, 31971 .. 32020, 32329. 


.32386, 






32582.'. 32677, 33569.. 33589 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58394 


Strand 










Start 


29713 


End 


33589 








Name 


OJ000250 80.0214.C3.ol7.np 


Method 


AAT/NAP 








Start 


31834 


End 


32082 








GI 


769720 


Score 


420 








Exons 


31834. .32082 












GI Descrip. 


(D32052) ORF83B [Oryza sativa] 












Seq. No. 


28338 


Seq. ID 


OJ000250_ 


80. 


0214 


.C3 


Gene No. 


58395 


Strand 










Start 


38014 


End 


43895 








Name 


OJ000250 80.0214.C3.ol9.np 


Method 


AAT/NAP 








Start 


38014 


End • 


43895 








GI 


4680186 


Score 


256 









Exons 38014. .38220, 39055 .. 39109, 43861.. 43895 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



28101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28338 Seq. ID 

58395 Strand 

38014 End 

OJ000250_80 . 0214 . C3 . o5 . gp Method 

40954 End 

uC-osflcyp099hl0al Score 
40954.. 41376 

f 769724/dbj |BAA06828.1| 3.0e-27 (D32052) ORF92B [Oryza sativa] ' 



OJ000250_80.0214.C3 

43895 
AAT/GAP 
41376 
746 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28338 
58395 
38014 

OJ000250_80.0214.C3.o22.np 
42646 
769725 

42646.. 43053 

(D32052) ORF136 [Oryza sativa] 

28338 
58396 
43852 

OJ000250_80.0214.C3.o23.np 
43852 
6714268 

43852. .43894, 45943 .. 4 6051, 50184.. 50243 
(AC017118) F6N18.1 [Arabidopsis thaliana] 



OJ000250_80.0214.C3 

43895 
AAT/NAP 
43053 
745 



Seq. ID OJ000250_80.0214.C3 
Strand 

End 51550 

Method AAT/NAP 

End 50243 

Score 50 - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 80. 0214. C3 



51550 
AAT/NAP 
46470 
654 



28338 
58396 
43852 

OJ000250_80.0214.C3.o24.np 
46096 
134056 
46096. .46470 

MITOCHONDRIAL RIBOSOMAL PROTEIN S12 gi | 100721 | pir || S17913 
ribosomal protein S12 - rice mitochondrion 

gi I 769727 | dbj | BAA06831.i l (D32052) ribosomal protein S12 [Oryza 
sativa] gi | 769735 | dbj | BAA04 795 | (D21251) ribosomal protein S12 
[Oryza sativa] gi 1870717 (M57904) ribosomal protein S12 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28338 Seq. ID OJ000250_80 . 0214 . C3 

58396 Strand 

43852 End 51550 

OJ000250_80 . 0214 . C3 . o25 . np Method AAT/NAP 

46518 End 46982 

100719 Score 820 

46518. .46982 

NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
mitochondrion gi | 769728 | dbj | BAA06832 . 1 | (D32052) NADH 
dehydrogenase subunit 3 [Oryza sativa] gi | 769734 | dbj | BAA04794 | 
(D21251) NADH dehydrogenase subunit 3 [Oryza sativa] gi 1870716 
(M57904) Nad3 protein [Oryza sativa] 



Seq. No. 
Gene No. 



28338 
58396 



Seq. ID 
Strand 



OJ000250 80. 0214. C3 



28102 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 



43852 End 51550 

OJ000250_80 . 0214 . C3 . o26 . np Method AAT/NAP 
48089 End 51550 

1173302 Score 2754 

48089. .49628, 51477.. 51550 

MITOCHONDRIAL RIBOSOMAL PROTEIN S3 gi | 769732 | dbj | BAA04792 | 
(D21251) ribosomal protein S3 [Oryza sativa] 



28338 
58397 
60919 

OJ000250_80.0214.C3.ol.tm 

3649 

none 



Seq. ID OJ000250_80.0214.C3 



Strand 
End 

Method 

End 

Score 



62872 

TBLASTX: Maize 

46470 

75 



3649. .3684, 3669. .3725, 3670. .3726, 3679. .3732, 4 6091 4 6393, 
46102. .46470 



Seq. No. 28338 
Gene No. 58397 
Start 60919 

Name OJ000250_80 . 0214 . C3 . o2 . tw 

Start 9165 
GI none 

Exons 9165.. 9215, 9165.. 9215, 9166. 

9219.. 9275, 9220.. 9279, 9277. 
9279. .9338, 9333. .9395, 9338. 
9378.. 9458, 9386.. 9466, 9399. 
9459. .9524, 9515. .9574, 9518. 



Seq. ID OJ000250_80.0214.C3 
Strand 

End 62872 
Method TBLASTX : Wheat 
End 9595 
Score 85 

.9225, 9167.. 9217, 9210.. 9275, 
.9336, 9278.. 9337, 9278... 9337, 
.9397, 9339.. 9410, 9340.. 9396, 
.9488, 9458. .9517, 9458. .9517, 
.9595, 9519.. 9575, 9520.. 9594 



Seq. No. 28338 

Gene No. 58397 

Start 60919 

Name OJ000250_80 . 0214 . C3 . ol . tw 

Start 11908 

GI none 

Exons 11908. .11937, 14705 .. 14770, 14707 
14733. .15134, 14733.. 15131 



Seq. ID 
Strand 
End 
Method 
End 
Score 



OJ000250_80.0214.C3 
62872 

TBLASTX: Wheat 

15134 

67 



,14973, 14731. .14772, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



28338 
58397 
60919 

OJ000250_80.0214.C3, 

12966 

none' 

12966. .13097, 12967, 
13089. .13247, 13108, 

28338 
58397 
60919 

OJ000250_80.0214.C3, 

18608 

none 

18608. .18946, 18615, 

28338 
58397 



Seq. ID OJ000250_80.0214.C3 
Strand 

End 62872 

02. ts Method TBLASTX: Soybean 

End 13257 

Score 115 
.13098, 12967. .13122, 12969 .. 13118 , 
.13257, 13109.. 13252 

Seq. ID OJ000250_80.0214.C3 
Strand 

End 62872 

03. tc Method TBLASTX: Cress 

End . 18946 

Score 47 
.18674, 18759. .18932 

Seq. ID OJ000250_80.0214.C3 
Strand 



28103 




Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


18659 




End 


19093 




GI 


none 




Score 


88 




Exons 


18659. .18946, 18795. 


.18932, 


19031. .19093 




Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




• Strand 






otart 


CC\ Q1 Q 

ou y ± y 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


19696 




End 


19956 




GI 


none 




Score 


88 




Exons 


19696. .19791, 19697. 


.19792, 


19805. .19954, 19805 .. 19954 , 






19807. .19956 










Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






otan 


ouy ± y 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21235 




End 


21452 




GI 


none 




Score 


163 




Exons 


21235. .21336, 21236. 


.21337, 


21237. .21335, 21238 21336, 






21329. .21436, 21330. 


.21452 








Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


ouyi y 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o7.tc 


Method 


TBLASTX: Cress 




Start 


33810 




End 


34391 




GI 


none 




Score 


60 




Exons 


33810. .33887, 33866. 


.33979, 


33867. .34040, 34 136 .. 34357 , 






34164. .34391 










Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No . 


jojy / 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


oS.tw 


Method 


TBLASTX: Wheat 




Start 


46085 




End 


46360 




GI 


none 




Score 


225 




Exons 


46085. .46360, 46102. 


.46359 








Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No . 


do jy / 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


46096 




End 


46458 




GI 


none 




Score 


257 




Exons 


46096. .46458, 46097. 


.46393 








Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No.. 


58397 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


46413 




■ End 


46808 




GI 


4397510 




Score 


115 




Exons 


46413. .46808, 46417. 


.46497, 


46487. .46807, 46524. .46808 




GI Descrip. 


2147784/pir S71081 


4.0e-53 


NADH dehydrogenase chain 3 


- onion 



28104 



mitochondrion >gi_15I8344_emb_CAA89850_ (Z4 9772) NADH 
dehydrogenase subunit 3 [Allium cepa] 



Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


47462 




End 


47607 




GI 


none 




Score 


158 




Exons 


47462. .47551, 47462. 


.47548, 


47463.-47549, 47524 .. 47607, 






47546. .47605, 47547. 


.47606 








Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


47689 




End 


48042 




GI 


none. 




Score 


92 




Exons 


47689. .47934, 47717. 


.47932, 


47953. .48042 




Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


60919 




.End 


62872 




Name 


OJ000250 80. 0214. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


47692 




End 


48362 




GI 


none 




Score 


96 




Exons 


47692. .47934, 47762. 


.47935, 


47953. .48060, 48132 .. 48362, 






48140. .48340 










Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


47891 




End 


48314 




GI 


none 




Score 


43 




Exons 


47891. .47917, 47892. 


.47918, 


47893. .47919, 47918 .. 47947, 






47932. .48048, 47943. 


.48047, 


47947. .48057, 47 948 .. 48058, 






48053. .48124, 48055. 


.48111, 


48112. .48171, 48115. .48171, 






48157. .48231, 48173. 


.48232, 


48173. .48241, 48204 .. 48314, 






48230. .48313, 48231. 


.48314 








Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


06. tc 


Method 


TBLASTX: Cress 




Start 


49118 




End 


49271 




GI 


none 




Score 


240 




Exons 


49118. .49270, 49119. 


.49271, 


49119. .49271 




Seq. No. 


28338 




Seq. ID 


OJ000250_80.0214 


.C3 


Gene No. 


58397 




Strand 






Start 


60919 




End 


62872 




Name 


OJ000250 80. 0214. C3. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


49275 




End 


49704 




GI 


none 




Score 


142 




Exons 


49275. .49406, 49301. 


.49414, 


49302. .49415, 49303 .. 49416, 






49421. .49666, 49432. 


.49629, 


49470. .49676, 49471 .. 49677, 





28105 






49481. .49684, 49664 


. .49696, 


49665. .49703, 49680 


. .49703, 






49681. .49704 












Seq. No. 


28338 




Seq. ID 


OJ000250 


_80.0214. 


C3 


Gene No. 


58397 




Strand 








Start 


60919 




End 


62872 






Name 


OJ000250 80. 0214. C3 


.o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


49736 




End 


50260 






GI 


none 




Score 


120 






Exons 


49736. .49801, 49736 


...49792, 


49737. .49796, 49793 


. .49840, 






49794. .49850, 49795 


. .49854, 


49795. .49854, 49914 


. .49943, 






49945. .50037, 49945 


. .50007, 


49947. .50012, 49962 


. .50039, 






50078. .50107, 50084 


. .50107, 


50132. .50191, 50146 


. .50181, 






50210. .50233, 50230 


. .50259, 


50231. .50260 






Seq. No. 


28338 




Seq. ID 


OJ000250 


_80.0214. 


C3 


Gene No. 


58397 




Strand 








Start 






End 


62872 






Name 


OJ000250 80. 0214. C3 


.o29.np 


Method 


AAT/NAP 






Start 


60919 




End 


62872 






GI 


4680186 




Score 


212 






Exons 


60919. .61127, 62410 


. .62493, 


62813. .62872 






GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp. 


indica] 






Seq. No. 


28338 




. Seq. ID 


OJ000250 


_80.0214. 


C3 


Gene No. 


58398 




Strand 








Start 


67579 




End 


67746 






Name 


OJ000250 80. 0214. C3 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


67579 




End 


67746 






GI 


none 




Score 


277 






Exons 


67579. .67746, 67582 


. .67746 










Seq. No. 


28339 




Seq. ID 


OJ000250 


_80.0214. 


C4 


Gene No. 


c o o ft n 

58399 




Strand 








Start 


39 




End 


900 






Name 


OJ000250 80. 0214. C4 


.ol.gs 


Method 


GENSCAN 






Start 


39 




End 


811 






GI 


none 




Score 


.88 






Exons 


39. .333, 721. .811 












Seq. No. 


28339 




Seq. ID 


OJ000250 


_80.0214. 


C4 


Gene No. 


58399 




Strand 








Start 


39 




End 


900 






Name 


OJ000250 80. 0214. C4 


.ol.gp 


Method 


AAT/GAP 






Start 


183 




End 


900 






GI 


26039 1.R1084 




Score 


542 






Exons 


183. .333, 721. .900 












GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 0.0e+00 Oryza 


sativa 






indica{GLA4) genomic DNA, chromosome 4, 


BAC clone: tl7804 




Seq. No. 


28340 




Seq. ID 


OJ000250 


_80.0214. 


C5 


Gene No. 


58400 




Strand 


+ 






Start 


4574 




End 


4786 






Name 


OJ000250 80. 0214. C5 


. o2 .gs 


Method 


GENSCAN 






Start 


4574 




End 


4786 






GI 


none 




Score 


.72 






Exons 


4574. .4659, 4729. .4786 











28106 



Seq. No. 28340 Seq. ID 

Gene No. 58401 Strand 

Start 1071 End 

Name OJ000250_8 0 . 02 14 . C5 . ol . gs Method 

Start 1071 End 

GI none . . Score 

Exons 1071.. 1471, 1909.. 2002 



OJ000250_80.0214.C5 

4638 
GENSCAN 
2002 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28340 Seq. ID 

58401 Strand 

1071 End 

0 J000250_8 0 . 0214 .C5.ol.np Method 

1265 End 

5306245 Score 
1265. .1454, 4458.-4638 

(AC006438) unknown protein [Arabidopsis thaliana] 



OJ000250_80.0214.C5 

4638 
AAT/NAP 
4638 
96 



Seq. No. 


28340 










Seq. ID 


OJ000250_ 


_80 


0214 


.C5 


Gene No. 


58402 










Strand 










Start 


5029 










End 


5109 








Name 


OJ000250 80. 


0214 


.C5 


.o3 


. gs 


Method 


GENSCAN 








Start 


5029 










End 


5109 








GI 


none 










Score 


.91 








Exons 


5029. .5109 




















Seq. No. 


28341 










Seq. ID 


OJ000250_ 


_80 


0214 


.C6 


Gene No. 


58403 










Strand 


+ 








Start 


23 










End 


143 








Name 


OJ000250 80. 


0214 


.C6 


.ol 


.gs 


Method 


GENSCAN 








Start 


23 










End 


143 








GI 


none 










Score 


.77 








Exons 


23. .41, 46.. 


143 



















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



28342 Seq. ID 

58404 Strand 

182 End 

OJ000250_80 . 0214 .C7 . ol . np Method 

182 .-. End 

6358772 Score 
182. .344 

(AC011665) putative menaquinone biosynthesis protein 
[Arabidopsis thaliana] 



OJ000250_80.0214.C7 
+ 

344 

AAT/NAP 
344 • 
140 



28343 
58405 
74 

OJ000250_8 0 . 0214 . C8 . ol . np 
74 

6358762 



Seq. ID OJ000250_80.0214.C8 



Strand 
End 

Method 

End 

Score 



+ 

1494 
AAT/NAP 
1494 
629 



74. .193, 269. .511, 605. .772, 923. .1068, 1150. .1494 
(AC011665) hypothetical protein [Arabidopsis thaliana] 



28343 Seq. ID 

58405 Strand 

74 End 

OJ000250_80 . 0214 . C8 . ol . gs Method 



OJ000250_80.0214.C8 
+ 

1494 
GENSCAN 



28107 




Start 


113 


End 


1030 


GI 


none 


Score 


.79 


Exons 


113. .193, 269. .511, 605. .772, 


923. .1030 


Seq. No. 


28343 


Seq. ID 


OJ000250_80.0214.C8 


uclie INO • 




Strand 


+ 


Start 


74 


End 


1494 


Name 


OJ000250 80.0214.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


1234 


End 


1493 


GI 


none 


Score 


123 


Exons 


1234. .1332, 1235. .1336, 1237. 


.1344, 1352. .1492, 1353. .1493 


Seq. No. 


28344 


Seq. ID 


OJ000250_80.0214.C9 


Gene No. 


58406- 


Strand 


+ 


O Lai L. 


1 


End 


4617 


Name 


OJ000250 80.0214.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2069 


GI 


6358762 


Score 


500 


Exons 


1..40, 800. .1096, 1172.*. 1329, 


1468.. 1551, 1779.. 2069 


GI Descrip. 


(AC011665) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28344 


Seq. ID 


OJ000250_80.0214.C9 


Gene No. 


58406 


Strand 


+ 


Q4- a r-4- 


1 


End 


4617 


Name 


OJ000250 80.0214.C9.ol.gs 


Method 


GENSCAN 


Start 


860 


End 


4617 


GI 


none 


Score 


.41 


Exons 


860.. 1096, 1172.. 1329, 1444.. 


1551, 1779.. 2004, 3266.. 3339, 




4431. .4617 






Seq. No. 


28344 


Seq. ID 


OJ000250_80.0214.C9 


f** /-\ /— y XT /-\ 

uene JN O . 


58406 


Strand 


+ 


Start 


1 


End 


4617 


Name 


OJ000250 80.0214.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


872 


End 


1261 


GI 


none 


Score 


62 


Exons 


872.. 922, 968.. 1081, 982. .1113, 1171.. 


1206, 1178. .1261 . 


Seq. No. 


28345 


Seq. ID 


OJ000250_80. 0214. C10 


taene no . 


58407 


Strand 


+ 


Start 


130 


End 


622 


Name 


OJ000250 80.0214.C10.ol.gs 


Method. 


GENSCAN 


Start 


130 


End 


622 


GI 


none 


Score 


.79 


Exons 


130. .304, 459. .622 






Seq. No. 


28345 


Seq. ID 


OJ000250_80. 0214. C10 


Gene No. 


58408 


Strand 


+ 


OCait 


1524 


End 


4133 


Name 


OJ000250 80.0214.C10.o2.gs 


Method 


GENSCAN 


Start 


1524 


End 


4133 


GI 


none 


Score 


.52 


Exons 


1524.. 1538, 1615. .2047, 2247. 


.2338, 3570.. 3611, 3788.-3879, 




3971.. 4133 






Seq. No. 


28345 


Seq. ID 


OJ000250_80. 0214. C10 


Gene No. 


58409 


Strand 





28108 




Of a >-f- 


1509 








End 


2063 








Name 


OJ000250 80 


.0214 


.ClO.ol 


,np 


Method 


AAT/NAP 








Start 


1509 








End 


2063 








GI 


5777619 








Score 


113 








Exons 


1509. .1734, 


1867 


. .2063 














GI Descrip. 


(AJ245900) 


CAA30377.1 protein 


[Oryza sativa] 








Seq.;.*. No. 


28345 








oeq. iu 


Uu UUU^ OU 


_80. 


0214 


.C10 


Gene No. 


conn 








oclana 










Start 


4695 








End 


6046 








Name 


OJ000250 80 


.0214 


.C10.o3 


. gs 


Method 


GEN SCAN 








Start 


4695 








Hiuo 


OU4 D 








GI 


none 








Score 


. o / 








Exons 


4695. .5420, 


con 


. . o y ft o , 


oyyz . 


. DU H O 










Seq. No. 


28346 








oeq. iu 


vJU u u uz o u 


_80. 


0214 


.Cll 


i^ene wo. 


00*111 








ocrana 


I 








Start 


1764 








End 


1937 








Name 


OJ000250 80 


.0214 


.Cll.ol 


.gs 


Method 


GENSCAN 








Start 


1764 










iyj / 








GI 


none 








Score 


. O O 








Exons 


1764. .1937 


















Seq. No. 


28346 








oeq. xu 


UJUUUZj u 


_80. 


0214 


.Cll 


Gene No . 


Do 4 








Strand 










Start 


4470 








End 


4601 








Name 


OJ000250 80 


.0214 


.Cll.o2 


. gs 


Method 


GENSCAN 








Start 


4470 








bna 


4 DU 1 








GI 


none 








Score 


A Q 








Exons 


4470. .4601 


















Seq. No. 


28347 








oeq. iu 


UJUUUzOU 


_80. 


0214 


.C12 


(aene imo . 


00*110 








otrana 


+ 








Start 


337 








End 


771 








Name 


OJ000250 80 


.0214 


,C12.ol 


.gp 


Method 


AAT/GAP 








Start 


337 








End 


771 








GI 


none 








Score 


804 








Exons 


337. .771 


















Seq. No. 


28347 








Seq. ID 


OJ000250 


_80. 


0214 


.C12 


bene ino • 


• c;Q A 1 A 








Strand 


+ 








Start 


3830 








End 


7532 








Name 


OJ000250 80 


.0214 


.C12.o2 


.gs 


Method 


GENSCAN 








Start 


3830 








End 


7532 








GI 


none 








Score 


.82 








Exons 


3830. .4049, 


4051 


. .4298, 


5086. 


.5324, 5984. .6140, 


7458. .7532 


Seq. No. 


28347 








Seq. ID 


OJ000250 


_80. 


0214 


.C12 


bene wo . 


58415 








Strand 










Start 


742 








End 


4258 








Name 


OJ000250 80 


.0214 


.C12.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


735 








End 


1134 








GI 


none 








Score 


82 








Exons 


735. .905, 740. .8 


35, 742 


. .921, 


1051. .1134 








Seq. No. 


28347 








Seq. ID 


OJ000250 


_80. 


0214 


.C12 


Gene No. 


58415 








Strand 











28109 



Start 
Name 
Start 
GI 

Exons 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



742 End 

OJ000250_80 . 0214 . C12 . ol . tm Method 

740 End 

none Score 



4258 

TBLASTX: Maize 

1513 

109 



740. .838, 741. .899, 742. .900, 753. .860, 850. .897, 904. .954, 
909. .968, 930. .1157, 949. .1503, 964. .1506, 998. .1513 



28347 Seq. ID 

58415 Strand 

742 End 

OJ000250_80 . 0214 . C12 . ol . np Method 

742 End 

4469012 Score 



OJ000250_80.0214.C12 

4258 
AAT/NAP 
3138 
666 



742. .903, 946... 1493, 2949. .3138 

(AL035602) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 80.0214.C12 



28347 
58415 
742 

OJ000250_80.0214.C12.o2.gp 
860 

LIB3434-058-P1-K1-C1 
860.. 1186 

. ' 4469013/emb | CAB38274 | 2.0e-14. (AL035602) hypothetical protein 
[Arabidopsis thaliana] ' 



4258 
AAT/GAP 
1186 
610 



28347 
58415 
742 

OJ000250 80.0214.C12.o2.tm 



2793 
none 

2793. .2876, 
2973. .3140, 



2794. 
2975. 



.2868, 
.3082, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2799. .2870, 



OJ000250 80.0214.C12 



4258 

TBLASTX: Maize 
3157 
54 

2968.. 3078, 2972.. 3079, 



3078. .3128, 3080. .3157 



Seq. No. 


28347 








Seq. ID 


OJ000250 


_80. 


0214 


.C12 


Gene No. 


58415 








Strand 










Start 


742 








End 


4258 








Name 


OJ000250 80 


.0214. 


C12.o3 


.gp 


Method 


AAT/GAP 








Start 


2984 








End 


4258 








GI 


none 








Score 


789 








Exons 


2984. .3194, 


4048. 


.4258 














Seq. No. 


28348 








Seq. ID 


OJ000250 


_80. 


0214 


.C13 


Gene No. 


58416 








Strand 


+ 








Start 


11 








End 


1673 








Name 


OJ000250 80 


.0214. 


C13.ol 


-gs 


Method 


GEN SCAN 








Start 


11 








End 


1673 








GI 


none 








Score 


.81 








Exons 


11. .22, 274 


. .435, 


896. . 


982, 


1560. .1673 










Seq. No. 


28348 








Seq. ID 


OJ000250 


_80. 


0214 


.C13 


Gene No. 


58417 








Strand 


+ 








Start 


6806 








End 


7105 








Name 


OJ000250 80 


.0214. 


C13.ol 


.gp 


Method 


AAT/GAP 








Start 


6806 








End 


7105 








GI 


4716115 








Score 


573 









28110 



Exons 



6806. .7105 



Seq. No. 28348 

Gene No. 58418 

Start 2471 

Name OJ000250_80 . 0214 . C13 . o2 . gs 

Start 2471 

■ GI none 

Exons 2471.. 5008 



Seq. ID OJ000250_80.0214.C13 
Strand 

End 5008 . 

Method GEN SCAN 

End 5008 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28348 
58418 
2471 
OJ0002 
2498 
none 
2498 
3056 
3386 
3539 
3740 
3906 
4256 



50 80.0214.C13.ol.ts 



2944, 2519.. 2755, 2519 

3643, 3071.. 3340, 3087 

4060, 3389.. 4033, 3488 

3724, 3540.. 3725, 3591 

3931, 3771.. 3941, 3806 

4046, 3927.. 4058, 4121 

4474, 4262. .4474, 4262 



Seq. ID OJ000250_80.0214.C13 
Strand 

End 5008 

Method TBLASTX : Soybean 

End 4474 

Score 82 

.2887, 2810. .2965, 2849. .2998, 
.3353, 3095.. 3778, 3386.. 4153, 
.3613, 3492.. 3842, 3519.. 3857, 
.3704, 3611.. 4258, 3738.. 4055, 
.3895, 3809. .4258, 3854. .4024, 
.4234, 4244. .4474, 4250. .4444, 
.4456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28348 
58418 
2471 
OJ0002 
2699 
none 
2699. . 
3038. . 
3162. . 
3365. . 
3491. . 
3698. . 
3864. . 
4250. . 



50 80.0214.C13.ol.tc 



2998, 
3253, 
3332, 
3574, 
3841, 
4072, 
3977, 
4453, 



2742. 
3039. 
3170. 
3383. 
3552. 
3747. 
3866. 
4256. 



3008, 
3314, 
3334, 
3718, 
3779, 
3812, 
4078, 
4474, 



2765. 
3056. 
3171. 
3387. 
3554. 
3761. 
3884. 
4274. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.3043, 27 
.3154, 30 
.3317, 32 
.3719, 34 
.3778, 35 
.3985, 38 
.4255, 38 
.4474, 42 



OJ000250_80.0214.C13 
5008 

TBLASTX: Cress 

4474 

64 

86.. 2977, 3026. 
71. .3433, 3161. 
3637, 3292. 



,3313, 
,3331, 

72. .3637, 3292. .3390, 
55. .3673, 3456.-3635, 
78. .3952, 3656. .3916, 
00. .4150, 3801. .3944, 
85. .4046, 4007. .4279, 
92. .4474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28348 
58418 
2471 

OJ000250_80 . 0214 . C13 . ol . np 
3020 
6598842 
3020. .4547 

(AC010795) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000250_80.0214.C13 
Strand 

End 5008 

Method AAT/NAP 

End 4547 

Score 666 



28348 
58418 
2471 

OJ000250_80.0214.C13.ol.tm 

3098 

none 



Seq. ID OJ000250_80.0214.C13 
Strand 

End 5008 

Method TBLASTX : Mai ze 

End 4 393 

Score 188 



3098.. 3244, 3098.. 3229, 3211.. 3369, 3228.. 3380, 3228.. 3377, 
3233.. 3382, 3479.-3565, 3770.. 3898, 3771.. 3857, 3771.. 3881, 
3875.. 3982, 3968.. 4069, 3972.. 4055, 4283.. 4393 



28111 



Seq. No. 28349 Seq. ID 

Gene No. 58419 Strand 

Start 1530 End 

Name OJ000250_80 . 0214 . C14 . ol . gs Method 

Start 1530 End 

GI none Score 

Exons 1530.. 1632, 1755.. 1852 



OJ000250_80.0214.C14 

1852 
GEN SCAN 
1852 
.77 



Seq. No. 28349 Seq. ID 

Gene No. 58420 Strand 

Start 2772 End 

Name OJ000250_80 . 0214 . C14 . ol . gp Method 

Start 2772 End 

GI 3683_1.R1084 Score 

Exons 2772.. 2916 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 1 AP000391 2 . Oe- 
DNA, chromosome 6, clone : P0538C01 1 



OJ000250_80.0214.C14 

2916 
AAT/GAP 
2916 
194 

-45 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28349 Seq. ID 

58421 Strand 

3155 End 
OJ000250_80 . 0214 . C14 . ol . tm Method 

3 End 

none Score 

3. .113, 12. .113, 61. .141, 1518. .1634, 
1747.. 1920, 1748.. 1921 



OJ000250_80.0214.C14 
3535 

TBLASTX: Maize 
1921 > 
91 

1521. .1634, 1525. .1635, 



Seq. No. 28349 Seq. ID OJ000250_80 . 0214 . C14 

Gene No. 58421 Strand 

Start 3155 End 3535 

Name OJ000250_80 . 0214 . C14 . o2 .gp Method AAT/GAP 

Start 3155 End 3535 

GI 92678_1.R1084 Score 463 

Exons 3155.. 3219, 3291.. 3535 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 9.0e-67 Oryza sativa genomic 
DNA, chromosome 6, clone: P0514G12 1 



Seq. No. 28350 Seq. ID 

Gene No. 58422 Strand 

Start * 1083 End 

Name OJ000250_80 . 0214 . C15 . ol . gp Method 

Start 1083 End 

GI 5038862 Score 

Exons 1083.. 1438 



OJ000250_80 . 0214 . Cl-5 

1438 
AAT/GAP 
1438 
627 



Seq. No. 


28351 


Seq. ID 


OJ000250_ 


_80. 


0214 


.C17 


Gene No. 


58423 


Strand 










Start 


221 


End 


277 








Name 


OJ000250 80.0214.C17.ol.gs 


Method 


GENSCAN 








Start 


221 


End 


277 








GI 


none 


Score 


,7 








Exons 


221.. 277 












Seq. No. 


28352 


Seq. ID 


OJ000250_ 


_80. 


0214 


.C18 


Gene No. 


58424 


Strand 


+ 








Start 


212 


End 


298 









28112 




Name 


OJ000250 80.0214.C18.ol.gs 


Method 


GENSCAN 


Start 


212 


End 


298 


GI 


none 


Score 


.85 


Exons 


212. .298 






Seq. No. 


28353 


Seq. ID 


OJ000250_80. 


Gene No. 


58425 


Strand 


+ 


Start 


1 


End' 


3176 


Name 


OJ000250 80.0214.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2870 


GI 


1065484 


Score 


144 


Exons 


1..93, 1216. .1316, 1502. .1687 


, 2471. .2658, 2806. .28 


GI Descrip. 


(U40415) similar to S. cerevisiae LAG1 


(SP:P38703) 




[Caenorhabditis elegans] 







Seq. No. 


28353 




Seq. ID 


OJ000250_80.0214 


.C19 


Gene No. 


58425 




Strand 


+ 




Start 


1 




End 


3176 




Name 


r\ Torino en qa 
UJUUUZoU oU 


.0214.C19.ol.gp 


Method 


AAT/GAP 




Start 


842 




End 


1206 




GI 


none 




Score 


458 




Exons 


. 842. .1076, 


1161. .1206 








Seq. No. 


28353 




■Seq. ID 


OJ000250_80.0214 


.C19 


Gene No. 


58425 




"'Strand 


. + 




Start 


1 




End 


3176 




Name 


OJ000250_80 


.0214.C19.ol.gs 


Method 


GENSCAN 




Start 






End 


3176 




GI 


none 




Score 


.52 




Exons 


852. .1075, 


1161. .1316, 1502.. 


1687, 2477.. 2658, 3052.. 3176 


Seq. No. 


28353 




Seq. ID 


OJ000250_80.0214 


.C19 


Gene No. 


58426 




Strand 






Start 


2694 




End 


3115 




Name 


OJ000250 80 


.0214.C19.ol.tm 


Method 


TBLASTX : Maize 




Start 


876 




End 


1691 




GI 


none 




Score 


314 




Exons 


876. .1076, 


938. .1078, 938. .1072, 1159. 


.1317, 1159.. 1320 


r 




1499. .1687, 


1500.. 1685, 1503. 


.1691 




- 


Seq. No. 


28353 




Seq. ID 


OJ000250_80.0214 


.C19 


Gene No. 


58426 




Strand 






Start 


2694 




End . 


3115 




Name 


OJ000250 80 


.0214.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


876 




End 


1667 




GI 


none 




Score 


294 




Exons 


876. .1076, 


913. .1077, 938. .1078, 938.. 


1084, 1158. .1328, 






1165. .1317, 


1499. .1612, 1500. 


.1667 






Seq. No. 


28353 




Seq. ID 


OJ000250_80.0214 


.C19 


Gene No. 


58426 




Strand 






Start 


2694 




End 


3115 




Name 


OJ000250 80 


.0214.C19.ol.tc , 


Method 


TBLASTX: Cress 




Start 


906 




End 


1060 




GI 


none 




Score 


258 




Exons 


906. .1058, 


938.. 1060, 938.. 1060 







28113 




Seq. No. 


28353 


Seq. ID 


OJ000250_80.0214 


.C19 


OCllC Vt\J • 




JUL Clillwl 






Start 


2694 


End 


3115 




Name 


OJ000250 80.0214.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


2507 


End 


2885 




GI 


none 


Score 


225 




Exons 


2507.. 2656, 2507.. 2656, 2847. 


.2885 






Seq. No - . . 


28353 


Seq. ID 


OJ000250_80.0214 


-C19 


Gene No. 


58426 


Strand 


- 




Start 


2694 


End 


3115 




Name 


OJ000250 80.0214.C19.o2.gp 


Method 


AAT /HAP 




Start 


2694 


End 


3115 




GI 


LIB3433-036-P1-K1-F4 


Score 


763 




Exons 


2694. .3115 








GI Descrip. 


'3821780/emb|AJ009303.1|XLAJ9303 5.0e- 


10 Xenopus laevis 


cDNA 




clone 27A6-1' 








Seq. No. 


28354 


Seq. ID 


OJ000250_80.0214 


.C21 




58427 


Strand 


+ 




Start 


5 


End 


435 




Name 


OJ000250 80.0214.C21.ol.gs 


Method 


GENSCAN 




Start 


5 


End 


435 




GI 


none 


Score 


.98 




Exons 


5. .10, 135. .435 








Seq. No. 


28354 


Seq. ID 


OJ000250_80.0214 


-C21 




58427 


Strand 






Start 


5 


End 


435 




Name 


OJ000250 80.0214.C21.ol.gp 


Method 


AAT /GAP 




Start 


135 


End 


389 




GI 


5038975 


Score 


474 




Exons 


135. .389 








Seq. No. 


28355 


Seq. ID 


OJ000250_80.0214 


.C22 


Gene No. 


58428 


Strand 






Start 


1 


End 


572 




Name 


OJ000250 80.0214.C22.ol.np 


Method 


AAT /NAP 




Start 


1- 


End 


572 




GI 


6358772 


Score 


209 




Exons 


1..341, 463. .572 








GI Descrip. 


(AC011665) putative menaquinone biosynthesis protein 






[Arabidopsis thaliana]- 








Seq. No. 


28356 


Seq. ID 


OJ000250_80.0214 


.C23 




58429 


Strand 


+ 




Start 


126 


End 


303 




Name 


OJ000250 80.0214 .C23.ol.gs 


Method 


GENSCAN 




Start 


126 


End 


303 




GI 


none 


Score 


.49 




Exons 


126. .303 








Seq. No. 


28357 


Seq. ID 


OJ000250 80.0214 


.C24 


Gene No. 


58430 


Strand - 


+ 




Start 


163 


End 


1093 ■ 




Name 


OJ000250 80.0214.C24.ol.np 


Method 


AAT /NAP 




Start 


163 


End 


1093 






28114 










GI 6358772 ' Score 388 

Exons 163.. 275, 338.. 532, 764.. 862, 1031.. 1093 

GI Descrip. (AC011665) putative menaquinone biosynthesis protein 
[Arabidopsis thaliana] 



Seq. No. 


28358 






Seq. ID 


OJ000250_ 


_80 


.0214 


.C26 


Gene No. 


58431 






Strand 


- 








Start 


104 






End 


1973 








Name 


OJ000250 80.0214.C26. 


ol 


. gs 


Method 


GEN SCAN 










104 






Hi I id 










GI 


none 






Score 


.59 








Exons 


104.. 268, 1611. .1734, 


17-70. 


.1973 










Seq. No. 


28359 






Seq. ID 


OJ000250 


_80 


.0214 


.C27 


Gene No. 


58432 






Strand 


- 








Start 


1238 






End 


1503 








Name 


. OJ000250 80.0214.C27. 


ol 


• CJS 


Method 


GENSCAN 








C j- a y~4- 

jLdJLL 


1238 






FnH 

HiilvJ. 


1JUJ 








GI 


none 






Score 


.93 








Exons 


1238.. 1335, 1452.. 1503 














Seq. No. 


£ O jDU 






Seq. ID 


OJ000250_ 


_80 


.0214 


.C28 


Gene No. 


OO H JJ 






Strand 


+ 








Start . 








End 


1044 








Name 




Ol 


.gp 


Method 


AAT/GAP 








Of 2 v-+- 








j^na . 


1 C\A A 








GI 


none 






Score 


367 








Exons 


530.. 685, 965.. 1044 
















Seq. No. 


28360 






Seq. ID 


OJ000250 


_80 


.0214 


.C28 


Gene No. 


58434 






Strand 


- 








Start 


932 






End 


1108 








Name 


OJ000250 80.0214.C28. 


Ol 


• gs 


Method 


GENSCAN 










932 






Hi no 


1 1 fift 








GI 


none 






Score 


.96 








Exons 


932. .1108 
















Seq. No. 


28361 






Seq. ID 


OJ000250 


_80 


.0214 


.C29 


Gene No. 


58435 






Strand 


- 








Start 


363 






End 


683 








Name 


OJ000250 80.0214.C29. 


ol 


.gs 


Method 


GENSCAN 








Start 


363' 






End 


683 








GI 


none 






Score 


.76 








Exons 


363. .480, 563. .683 
















Seq. No. 


28362 






Seq. ID 


OJ000250_ 


_80 


.0214 


.C32 


Gene No. 


58436 






Strand 


+ 








Start 


81 






End 


2370 








Name 


OJ000250 80.0214.C32. 


ol 


.np 


Method 


AAT/NAP 








Start 


81 




End 


2262 








GI 


100484 






Score 


1370 








Exons 


81. .245, 288. .2262 

















GI Descrip. hypothetical protein - garden snapdragon 

Seq. No. 28362 Seq. ID OJ000250_80 . 0214 . C32 

Gene No. 58436 Strand + 

Start 81 End 2370 



28115 




Name 


OJ000250 80.02I4.C32.o2 


.ts 


Method 


T BLAST X : Soybean 




Start 


471 




End 


764 




GI 


none 




Score 


221 




Exons 


471. .764, 579. .764 










Seq. No. 


28362 




Seq. ID 


OJ000250_80.0214 


.C32 


KjQTLQ 1NO • 


DOH J 0 




Strand 


T 




Start 


81 




find 


2370 




Name 


OJ000250 80.0214.C32.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


495 




End 


890 




GI 


none 




Score 


161 




Exons 


495.-764, 774. .890 










Seq. No. 


28362 




Seq. ID 


OJ000250 80.0214 


.C32 


Gene No. 


58436 




Strand 


+ 




o tar r 


Q 1 




tiTLO. 


Z 3 I u 




Name 


OJ000250 80.0214.C32.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


699 




End 


1165 




GI 


none 




Score 


103 




Exons 


699. .779, 750. .788, 771 


. .851, 


773. .838, 


838. .981, 846.. 


1163 




854. .1165, 1048. .1164 










Seq. No. 


28362 .. 




Seq. ID 


OJ000250_80.0214 


.C32 


Gene No . 






Strand 


+ 




Start . 


81 




End 


2370 




Name 


OJ000250 80.0214.C32.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


767 




End 


1118 




GI 


none 




Score 


106 




Exons 


767.. 874, 771.. 875, 897 


. .1118, 


953. .1114 




Seq. No. 


28362 




Seq. ID 


OJ000250_80.0214 


-C32 


Gene No . 


58436 




Strand 


+ 




Start 


81 




End 


2370 




Name 


OJ000250 80.0214.C32.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


906 




End 


1205 




GI 


none 




Score 


266 




Exons 


906. .1205, 912. .1139, 917. .1177 






Seq. No. 


28362 




Seq. ID 


OJ000250_80.0214 


.C32 


Ljene jno . 


58436 




Strand 


+ 




Start 


81 




End 


2370 




Name 


OJ000250 80.0214.C32.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1318 




End 


1790 




GI 


none 




Score 


237 




Exons 


1318. .1518, 1320. .1571, 


1323. . 


1535, 1596. .1790, 1601. .1786 


Seq. No. 


28362 




Seq. ID 


OJ000250_80.0214 


.C32 


bene no • 


58436 




Strand 


+ 




Start 


81 




End 


2370 




Name 


OJ000250 80.0214.C32.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1512 




End 


1811 




GI 


none 




Score 


155 




Exons 


1512. .1712, 1574. .1711, 


1719. . 


1778, 1719.. 1811 




Seq. No. 


28362 




Seq. ID 


OJ000250_80.0214 


.C32 


Gene No. 


58436 




Strand 


+ 




Start 


81 




End 


2370 





28116 




Name 


OJ000250 80 


.0214 


.C32.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1814 








End 


2302 


GI 


none 








Score 


82 


Exons 


1814. .1873, 


1815 


. .1880, 


1852. 


.2301, 1861.. 2298, 1862.. 2302, 




1862. .2302 












Seq. No. 


28362 








Seq. ID 


OJ000250_80.0214.C32 




JO 4 : JD 








Strand 


+ 


Start 


81 








End 


2370 


Name 


OJ000250 80 


.0214 


.C32.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1861 








End 


2253 


GI 


none 








Score 


116 


Exons 


1861. .1998, 


1896 


. .1973, 


1991. 


.2077, 2011. .2253, 2157. .2252 


Seq. No. 


28362 








Seq. ID 


OJ000250_80.0214.C32 




Jul JO 








Strand 


+ 


Start 


81 








End 


2370 


Name 


OJ000250 80 


.0214 


,C32.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1912 








End 


2370 


GI 


none 








Score 


317 


Exons 


1912. .2370, 


2157 


. .2312 








Seq. No. 


28362 








Seq. ID 


OJ000250_80.0214.C32 


ucllc 1NU • 


0 0 4 0/ 








Strand 




Start 


2303 








End 


2547 


Name 


OJ000250 80 


.0214 


.C32.04 


. tm 


Method 


TBLASTX: Maize 


Start 


2303 








End 


2547 


GI 


none 








Score 


217 


Exons 


2303. .2419, 


2304 


. .2540, 


2304. 


.2540, 2305. .2547, 2480. .2542 


Seq. No. 


28363 








Seq. ID 


OJ000250_80.0214.C33 




O 0 4 O O 








Strand 


+ 


Start 


1500 








End 


2864 


Name 


OJ000250 80 


.0214 


.C33.ol 


. gs 


Method 


GENSCAN 


Start 


1500 








End 


2864 


GI 


none 








Score 


. 63 


Exons 


1500. .1638, 


2270 


. .2487, 


2583. 


.2864 




Seq. No. 


28364 








Seq. ID 


OJ000250_80.0214.C34 




O O H O _7 








Strand 




Start 


579 








End 


768 


Name 


OJ000250 80 


.0214 


.C34.ol 


.gp 


Method 


AAT/GAP 


Start 


579 








End 


768 


GI 


none 








Score 


330 


Exons 


579. .768 












Seq. No. 


28364 








Seq. ID 


OJ000250__80.0214.C34 


ucllc INO • 










Strand 




Start ' 


579 








End. 


768 


Name 


OJ000250 80 


.0214 


.C34.ol 


. gs 


Method 


GENSCAN 


Start 


579 








End 


728 


GI 


none 








Score 


. 66 


Exons 


579. .728 












Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214.C36 


Gene No. 


58440 








Strand 


+ 


Start 


627 








End 


6186 



28117 



Name 


OJ000250 80.0214.C36.ol 


. gs 


Method 


GENSCAN 




Start 


627 




End 


6186 




GI 


none 




Score 


.89 




Exons 


627. .1392, 1431. .1459, 


1684. . 


6186 






Seq. No. 


28365 




Seq. ID 


OJ000250 80.0214 


.C36 


Gene No. 


58440 




Strand 


+ 




Start 


627 




End 


6186 




Name 


OJ000250 80.0214.C36.ol 


• gp 


Method 


AAT/GAP 




O L.O.X L. 


902 


End 


1356 




GI 


95437 1.R1084 




Score 


766 




Exons 


902. .1356 










GI Descrip. 


•4512226/dbj IAB014738.1 


IAB014738 l.Oe- 


-134 Oryza sativa 






gypsy-type retrotransposon RIRE3 DNA, 


internal region, 


complete 




sequence ' 










Seq. No. 


28365 




Seq. ID 


OJ000250_80.0214 


.C36 


Gene No. 


58440 




Strand 


+ 




OLdl L 


627 




End 


yiou 




Name 


OJ000250_80.0214.C36.ol 


■ np 


Method 


AAT/NAP 




Start 


1681 




End 


6183 




GI 


4680179 




Score 


5435 




Exons 


1681.. 2748, 2782.. 6183 










GI; Descrip. 


.'(AF111709) polyprotein 


[Oryza 


sativa . 


subsp. indica] 




Seq. No. 


28365 




Seq. ID 


OJ000250_80.0214 


.C36 


Gene No . 


58440 




Strand 






Start 


627 




End 


6186 




Name 


OJ000250 80.0214.C36.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


1897 




End 


2259 




GI 


none 




Score 


295 




Exons 


1897.. 2259, 1899.. 2258 










Seq. No. 


28365 




Seq. ID 


OJ000250_80.0214 


.C36 


bene ino . 


58440 




Strand 


l 




Start 


627 




End 


6186 




Name 


OJ000250 80.0214.C36.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


2140 




End 


2445 




GI 


none 




Score 


232 




Exons 


2140. .2445, 2154. .2270 










Seq. No. 


28365 




Seq. ID 


OJ000250_80.0214 


.C36 


bene ino . 


58440 




Strand 


_L 
T 




Start 


627 




End 


6186 




Name 


OJ000250 80.0214.C36.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


2260 




End 


2490 




GI 


none 




Score 


175 




Exons 


2260. .2490 










Seq. No. 


28365 




Seq.' ID 


OJ000250_80.0214 


.C36 


Gene No. 


58440 




Strand 


+ 




Start 


627 




End 


6186 




Name 


OJ000250 80.0214.C36.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


2803 




End 


3126 




GI 


none 




Score 


188 




Exons 


2803. .3126 











28118 



Seq. No. 


28365 








bene jno . 


A A fi 
0 0 ft ft U 








Start 


627 








Name 


OJ000250 80. 


0214 


.C36.o8 


.tw 


Start 


2809 








GI 


none 








Exons 


2809. .3018, 


2865 


. .2957, 


3063. 


Seq. No. 


28365 








bene wo . 


c o A A n 
OOfi *± U 








Start 


627 








Name 


OJ000250 80. 


0214 


.C36.o4 


.tw 


Start 


3346 








GI 


none 








Exons 


3346. .3396, 


3450 


. .3785, 


3451. 


Seq. No. 


28365 








bene ino . 


DOHHV 








Start 


627 








Name 


OJ000250 80. 


0214 


.C36.o5 


. tm 


Start 


3358 








GI 


none 








Exons 


3358. .3645, 


3454 


. .3645, 


3456. 


Seq. "No. 


28365 








bene jno • 


c;q a a n 
Do 4 4 u 








Start 


627 








Name 


OJ000250 80. 


0214 


.C36.o2 


. tc 


Start 


3475 








GI 


none 








Exons 


3475. .3792 








Seq. No. 


28365 








bene no. 


C Q A A Pi 








Start 


627 








Name 


OJ000250 80. 


0214 


.C36.o3 


. tm 


Start 


3715 




- 




GI 


none 








Exons 


3715. .3894, 


3723 


. .3869, 


3901. 


Seq. No. 


28365 








bene ino ■ 


Rft A A n 








Start 


627 








Name 


OJ000250 80. 


0214 


.C36.ol 


.ts 


Start 


3769 


- 






GI 


none 








Exons 


3769. .3801, 


3771 


. .3800, 


3805. 


Seq. No. 


28365 








bene wo. 










Start 


627 








Name 


OJ000250 80. 


0214 


.C36.o5 


. tw 


Start 


3877 








GI 


none 








Exons 


3877. .4179, 


3879 


. .4163 




Seq. No. 


28365 









Seq. ID OJ000250_80.0214.C36 

Strand + 

End 6186 

Method TBLASTX : Wheat 

End 3231 

Score 163 
.3176, 3064. .3231 

Seq. ID OJ000250_80.0214.C36 

Strand + 

End 6186 

Method TBLASTX : Wheat 

End 3828 

Score 52 
.3828, 3460. .3825 

Seq. ID OJ000250_80.0214.C36 
Strand + 

6186 

TBLASTX : Maize 
3647 
276 



End 

Method 
End 
Score 
.3647 



Seq. ID OJ000250_80.0214.C36 

Strand + 

End 6186 

Method TBLASTX : Cress 

End 3792 

Score 180 



Seq. ID OJ000250_80.0214.C36 

Strand + 

End 6186 

Method TBLASTX :Maize 

End 4215 

Score 167 

.4215, 4041. .4094, 4122. .4172 

Seq. ID OJ000250_80.0214.C36 

Strand + 

End 6186 

Method TBLASTX: Soybean 

End 4164 

Score 57 

.4164, 3807. .3845, 3873. .4163 

Seq. ID OJ000250_80.0214.C36 

Strand + 

End 6186 

Method TBLASTX : Wheat 

End 4179 

Score 369 



Seq. ID OJ000250_80.0214.C36 



28119 




















Start 


627 








End 


6186 




Name 


OJ000250 80. 


0214. 


C36 ? o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


4180 








End 


4602 




GI 


none 








Score 


598 




Exons 


4180. .4602, 


4212. 


.4601 










Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214 


.C36 




DO 4 4 VJ 








oil dllU. 






Start 


627* 








End 


6186 




Name 


OJ000250 80. 


0214. 


C36.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


4186 








End 


4431 




GI 


none 








Score 


207 




Exons 


4186. .4431, 


4203. 


.4430 










Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214 


.C36 












Oil d 1 1U 


-j. 




Start 


627 








End 


6186 




Name 


OJ000250 80.. 


0214. 


C36.o2 


. tm 


Method 


TBLASTX : Maize 




Start 


4251 








End 


4614 




GI 


none 








Score 


478 




Exons 


4251. .4601, 


4252. 


.4605, 


4252. 


.4614 






Seq. No. 


28365 








Seq. ID 


OJOOO-250^80.0214 


.C36 


vacllc INvJ. 


JO 4 4 \J 








OCX clIKa 






Start 


627 








End 


6186 




Name 


OJ000250 80. 


0214. 


C36.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4605 








End 


5173 




GI 


none 








Score 


643 




Exons 


4605. .5168, 


4636. 


.5172, 


4925. 


.5173 






Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214 


.C36 




DO 4 4 U 








OLTanu 






Start 


627 








End 


6186 




Name 


OJ000250 80. 


0214. 


C36.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4879 








End 


5196 




GI 


none 








Score 


.87 




Exons 


4879. .5043, 


5053. 


.5196, 


5055. 


.5195 






Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214 


.C36 




J044U 








Oil allU 


4- 
i 




Start 


627 








End 


6186 




Name 


OJ000250 80. 


0214. 


C36.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


4960 








End 


5220 




GI 


none , 








Score 


294 




Exons 


4960. .5220, 


4965. 


.5219 










Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214 


.C36 




J044U 










J. 
T 




Start 


627 








End 


6186 




Name 


OJ000250 80. 


0214. 


C36.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


5018 








End 


5310 




GI 


none 








Score 


97 




Exons 


5018. .5206, 


5019. 


.5306, 


5020. 


.5310 






Seq. No. 


28365 








Seq. ID 


OJ000250_80.0214 


.C36 


Gene No. 


58440 








Strand 


+ 





28120 



Start 


627 


End 


6186 




Name 


OJ000250 80.0214.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5179 


End 


5805 




GI 


none 


Score 


708 




Exons 


5179. .5805, 5235. .5693, 5680. 


.5802 






Seq. No. 


28365 


Seq. ID 


OJ000250_80.0214 


.C36 




J014U 


, Strand 


+ 




Start 


627 


End 


6186 




Name 


OJ000250 80.0214.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


5359 


End 


5958 




GI 


none 


Score 


231 




Exons 


5359.. 5520, 5367. .5513, 5518. 


.5958, 5520.. 5942 




Seq. No. 


28365 


OC^. X u 


\JU \J\J \J -J\J Ov.W^.X*± 


.C36 




jo i 4 y 


rand 

Jul QliU. 


+ 




Start 


627 




oxoo 




Name 


OJ000250 80.0214.C36.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5805 


End 


6138 




GI 


none 




O D 




Exons 


5805. .6074, 5806. .6138, 5809. 


fil 1 7 






Seq. No. 


28366 




UUUUUZ, JU \J\J • W *i X *i 


.C37 




Sfi44 1 


Q+- y* a n H 


X 

I 




Start 


241 


L-llL\J. 


Jjl 




Name 


OJ000250 80.0214.C37.ol.gs 


UC L11UU 


O Ei IN O ^.rllN 




Start 


241 


End 


351 




GI 


none 


Score 


.7 




Exons 


241. .351 








Seq. No. 


28367 


Seq. ID 


OJ000250_80.0214 


.C40 


vjtri it: 1NO • 


Sft 4 4 0 


Strand 






Start 


48 


End 


215 




Name 


OJ000250 80.0214.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


48 


End 


215 




GI 


none 


Score 


272 




Exons 


48. .212, 48. .215, 85. .213 








Seq. No. 


28368 


Seq. ID 


OJ000250_88.0223 


.CI 


Gene No. 


58443 


Strand 


+ 




Start 


1 


End 


305 




Name 


OJ000250 88.0223.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


252 




GI 


1629 2.R1084 


Score 


456 




Exons 


1. .252 








GI Descrip. 


, 1245217/gb|U49840|OSU49840 1 


.Oe-170 Oryza sativa subsp 


. indi 




large ribosomal RNA gene, chloroplast 


gene encoding chloropla 




rRNA, partial sequence 1 








Seq. No. 


28368 


Seq. ID 


OJ000250_88.0223 


.CI 


Gene No. 


58443 


Strand 


+ 




Start 


1 


End 


305 




Name 


OJ000250 88.0223.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


305 




GI 


none 


Score 


116 




Exons 


1..126, 2. .130, 2. .130, 36. .140, 78.. 


146, 82. .147, 121. 


.303, 




132.. 305, 136.. 303 









28121 




Seq. No. 


28368 






Seq. ID 


OJ000250_88.0223.C1 




JOHI J 






Strand 


+ 


Start 


1 






End 


305 


Name 


OJ000250 


88. 0223. CI 


-ol.tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


305 


GI 


none 






Score 


64 


Exons 


1..27, 1. 


.30, 14. .130, 33. .140, 78. .146, 128. .304, 131. .304, 




132. .305 


















Seq. ID 


OJ000250_88.0223.C1 


Gene No. 


58443 






Strand 


-l- 


Start 


1 






End 


305 


Name 


OJ000250 


88. 0223. CI 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


103 






End 


286 


GI 


none 






Score 


45 


Exons 


103. .135, 


104. .130, 


129. .284, 


131. .286, 


132. .284 


Oorr KTn 
OClji LN (J • 








Seq. ID 


OJ000250_88.0223.C2 


Gene No. 


58444 






Strand 


+ 


Start 


375 






End 


693 


Name 


OJ000250 


88. 0223. C2 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


182 


GI 


none 






Score 


265 


Exons 


1..180, 2 


..181, 2.. 


181, 3. .182, 3. .182 




Seq. No. 


28369 






Seq. ID 


OJ000250_88.0223.C2 










Strand 


+ 


Start 


375 






End 


693 


Name 


OJ000250 


88. 0223. C2 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


339 


GI 


none 






Score 


59 


Exons 


2. .91, 5. 


.85, 78. .140, 99. .137, 168. .218, 199. .276, 204. .275, 




214. .276, 


269. .301, 


270. .311, 


270. .320, 


271. .339, 272. .337 


Seq. No. 


28369 






Seq. ID 


OJ000250 88. 0223. C2 


Gene No. 


58444 






Strand 


+ 


o Lai L. 








End 


693 


Name 


• QJ000250 


88. 0223. C2 


.ol.ts . 


Method 


TBLASTX : Soybean 


Start 


4 






End 


360 


GI 


none 






Score 


46 


Exons 


4. .60, 5. 


.31, 14. .85, 38. .151, 


70. .168, 


78. .152, 87. .221, 




174. .203, 


202. .276, 


210. .296, 


214. .288, 


240. .359, 255. .320, 




256. .360, 


271. .357, 


272. .358 






Seq. No. 


28369 






Seq. ID 


OJ000250_88.0223.C2 


Gene No. 


58444 






Strand 


+ 




O / -J 






End 


693 


Name 


OJ000250 


88. 0223. C2 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


268 






End 


691 


GI 


none 






Score 


175 


Exons 


268. .381, 


269. .379, 


360. .386, 


381. .443, 


383. .442, 442. .522, 




446. .520, 


448. .522, 


527. .565, 


528. .563, 


570. .632, 570. .617, 




572. .634, 


664. .687/ 


665. .691 






Seq. No. 


28369 






Seq. ID 


OJ000250_88.0223.C2 


Gene No. 


58444 






Strand 


+ 



28122 



Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



693 

AAT/GAP 
693 
357 



OJ000250_88.0223.C2.ol.gp 
375 

2409_1.R1084 
375. .398, 497. .693 

'128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 

28370 Seq. ID OJ000250_88 . 0223 . C3 

58445 Strand 

1 End 169 

OJ000250_88 . 0223 . C3 . ol . gp Method AAT/GAP 

1 End 169 

306_9.R1084 Score 329 

1..169 

'287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 1 



Seq. No. 28370 Seq. ID 

Gene No. 58445 ^. • Strand 

Start 1 End 

Name OJ000250_88 . 0223 .C3 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..60, 2. .169, 3. .167, 130. .168 

Seq. No. 28370 Seq. ID 

Gene No. 58445 Strand 

Start 1 End 

Name OJ000250_88 . 0223.C3 .ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..81, 2.. 94, 3.. 95 



OJ000250_88.0223.C3 
169 

TBLASTX: Cress 

169 

228 



OJ000250_88.0223.C3 
169 

TBLASTX: Wheat 

95 

146 



Seq. No. 28371 

Gene No. 584 4 6 

Start 313 

Name OJ000250_88 . 0223 .C4 . ol . tc 

Start 1 

GI none 

Exons 1..261, 3.. 263, 3.. 263, 10. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C4 
445 

TBLASTX: Cress 

433 

354 



303, 252. .431, 260. .433, 286. .432 



Seq. No. 


28371 




Seq. ID 


OJ000250_88.0223 


.C4 


Gene No. 


58446 




Strand 






Start 


313 




End 


445 




Name 


OJ000250 88. 0223. C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


196 




End 


443 




GI 


none 




Score 


324 




Exons 


196. .438, 197. .439, 


198. .440, 


198. .443 






Seq. No. 


28371 




Seq. ID 


OJ000250_88.0223 


.C4 


Gene No. 


58446 




Strand 






Start 


313 




End 


445 





28123 



Name OJ000250_88 . 0223 . C4 . ol . gp Method AAT/GAP 

Start 313 End 445 

GI 688_1.R1084 Score 250 

Exons 313. . 445 

GI Descrip. ' 226661/prf | 1 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



Seq. No. 28372 ; Seq. ID 

Gene No. 58447 Strand 

Start 242 End 

Name OJ000250_88 . 0223 . C7 . ol . gp Method 

Start 242 End 

GI 2669_1.R1084 Score 

Exons 242.. 340 

GI Descrip. ' 3914470/sp | Q40070 | PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 

POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] 1 



OJ000250_88.0223.C7 
+ 

340 

AAT/GAP 

340 

165 



Seq. No. 


28373 




Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58448 




Strand 


+ 


Start 


480 




End 


682 


Name 


OJ000250 88.0223.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


480 




End 


682 




6012822 




Score 


337 


Exons 


480. .682 








GI Descrip. 


11957/emb | X15901 1 CHOSXX 


l.Oe- 


52 Rice complete chloroplast genome 


Seq. No. 


28373 




Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 




Strand 


+ 


Start 


10779 




End 


11351 


Name 


OJ000250 88.0223.C8.ol. 


tc 


Method 


TBLASTX: Cress 


OLdiL 


2 




End 


1805 


GI 


none 




Score 


120 


Exons 


2. .85, 3. .86, 1072. .1152, 1074. .1418, 


1080. .1418, 1082. .1420, 




1207. .1425, 1377.. 1574, 


1412. 


.1612, 1418.. 1609, 1630.. 1803, 




1677. .1805, 1686. .1805 








Seq. No. 


28373 




Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 v 




Strand 


+ 


Start 


10779 




End 


11351 


Name 


OJ000250 88.0223.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


88 




End 


1617 


GI 


none 




Score 


40 


Exons 


88. .210, 161. .211, 196. 


.258, 


219. .257, 


306. .341, 311. .343, 




375. .443, 394. .456, 409 


. .441, 


535. .618 


, 537. .605, 538. .612, 




775. .813, 829. .864, 865 


. .900, 


975.. 1574, 980.. 1039, 981.. 1592, 




995.. 1615, 1073.. 1615, 


1195. . 


1617 




Seq. No. 


28373 




Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 




Strand 


+ 


Start 


10779 




End 


11351 


Name 


OJ000250 88.0223.C8.ol2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1714 




End 


1907 


GI 


none 




Score 


280 


Exons 


1714. .1905, 1716.. 1907, 


1717. 


.1905 




Seq. No. 


28373 




Seq. ID 


OJ000250_88.0223.C8 



28124 




Gene No . - 


58449 








Strand 


+ 




btart 


i u / / y 








End 


11351 




Name 


OJ000250 88 


.0223. 


C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1888 








End 


4179 




GI 


none 








Score 


67 




Exons 


1888. .1941, 


3732. 


.4148, 


3732. 


.4148, 3733. .4149, 


3733. .4149, 




- 4120. .4179 














Seq. No. 


28373 








Seq. ID 


OJ000250 


_88.0223.C8 


Gene No. 


58449 








Strand 


+ 




otart 


i nil q 
iu / / y 








End 


11351 




Name 


OJ000250 88 


.0223. 


C8.06. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1908 








End 


2157 




GI 


none 








Score 


125 




Exons 


1908. .2030, 


1908. 


.2033, 


1909. 


.2031, 2024. .2146, 


2024. .2155, 




2032. .2157, 


2032. 


.2157 










Seq. No. 


28373 








Seq. ID 


OJ000250 


_88.0223.C8 


taene wo . 


CO / A Q 

jo 4 h y 








Strand 


+ 




Start 


10779 








End 


11351 




Name 


OJ000250 88 


.0223. 


C8.0IO 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2616 








End 


2877 




GI 


none 








Score 


135 




Exons 


2616. .2711, 


2618. 


.2710, 


2694. 


.2876, 2708. .2875, 


2716. .2877 


Seq. No. 


28373 








Seq. ID 


OJ000250 


_88.0223.C8 


Gene No. 


C Q A A Q 








Strand 


+ 




Start 


10779 








End 


11351 




Name 


OJ000250 88 


.0223. 


C8.0II 


-to 


Method 


TBLASTX: 


Cress 


Start 


2825 








End 


3050 




GI 


none 








Score 


218 




Exons 


2825. .3022, 


2826. 


.3029, 


2826. 


.3050 






Seq. No. 


28373 








Seq. ID 


OJ000250 


_88.0223.C8 


Gene No. 


58449 








Strand 


+ 




Start 


10779 








End 


11351 




Name 


OJ000250_88 


.0223. 


C8.o4 . 


ts 


Method 


TBLASTX: 


Soybean 


otaru 










End 


4486 




GI 


none 








Score 


209 




Exons 


2985. .3056, 


3186. 


.3419, 


3195. 


.3518, 3196. .3537, 


3197. .3538, 




3795. .3830, 


3857. 


.3910, 


3863. 


.3907, 3948.. 4250, 


3970. .4251, 




3983. .4261, 


4299. 


.4343, 


4303. 


.4344, 4343. .4486, 


4344. .4469, 




4346. .4480 














Seq. No. 


28373 








Seq. ID 


OJ000250 


_88.0223.C8 


Gene No . 


C Q A A Q 

oo4 4 y 








Strand 


+ 




Start 


10779 








End 


11351 




Name 


OJ000250 88 


.0223. 


C8.o9. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3195 








End 


3520 




GI 


none 








Score 


210 




Exons 


3195. .3425, 


3195. 


.3419, 


3196. 


.3519, 3197.. 3520 




Seq. No. 


28373 








Seq. ID 


OJ000250 


_88.0223.C8 


Gene No. 


58449 








Strand 


+ 




Start 


10779 








End 


11351 




Name 


OJ000250 88 


.0223. 


C8.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3726 








End 


3962 





28125 



GI 

Exons 



none Score 78 

3726. .3773, 3727 . .3777 , 3727 . .3777 , 3773. .3862, 3781. .3852, 

3861. .3908, 3864. .3914, 3865. .3918, 3866. .3919, 3918. .3962, 
3918. .3962 



Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223. 


C8.06. 


tc 


Method 


TBLASTX : Cress 


Start 


3969 








.End 


4486 












Score 


213 


Exons 


3969. .4172, 


3969. 


.4172, 


3970. 


.4173, 4167. .4256, 4168. .4245, 




4326. .4343, 


4343. 


.4486, 


4344. 


.4484 




Seq. No. 


28373 








Seq. ID 


OJ000250 88. 0223. C8 


Gene No. 


58449 








-Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223. 


C8.oll 


. ts 


Method 


TBLASTX : Soybean 


Start 


4487 








End 


4762 












Score 


270 


Exons 


4487. .4762, 


4494. 


.4730, 


4666. 


.4761 




Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223. 


C8.0IO 


.tc 


Method 


TBLASTX: Cress 


Start 


4512 








End 


4793 




none 








Score 


106 


Exons 


4512. .4586, 


4512. 


.4625, 


4519. 


.4632, 4519. .4632, 4520. .4633, 




4632. .4793, 


4634. 


.47 92 








Seq. No. 


28373 








Seq. ID 


OJ000250_88 .0223.C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


OLdl L 


471 








End 


9456 


GI 


none 








Score 


163 


Exons 


4716. .4910, 


4772. 


.4909, 


5004. 


.5159, 5018.. 5158, 9346.. 9456 


Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449- 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223. 


C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4763 








End 


9471 












Score 


722 


Exons 


4763. .5188, 


4764. 


.5264, 


5225. 


.5263, 9331.. 9471 


Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223. 


C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4794 








End 


5333 


GI 


none 








Score 


48 


Exons 


4794. .4904, 


4875. 


.5288, 


4879. 


.5169, 4€ 


183.. 5332, 4886.. 5266, 




4890. .5333 












Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 



28126 




Gene No. 


CO A A Q 

do 4 h y 








otrana 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223 


.C8.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5385 








End 


5843 


GI 


none 








Score 


586 


Exons 


5385. .5843, 


5387 


. .5740 








Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


bene no. 


R Q A A Q 








C 4- v t% /-I 

ourana 


i 

T 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5466 








End 


5915 


GI 


none 








Score 


633 


Exons 


5466. .5888, 


5466 


. .5915 








Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


Gene No . 


C Q A A Q 

jo h h y 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223 


.C8.o9. 


ts 


Method" 


TBLASTX : Soybean 


Start 


* 5544 








End 


5798 


GI 


none 








Score 


317 


Exons 


5544. .5795, 


5546 


. .5734, 


5560. 


.5790, 5562. .5798, 5665.. 5796 


Seq. No. 


28373, 








Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJUUUzoU 0 0 




. Co . Oo . 


tc 


Method 


TBLASTX: Cress 


Start 


6059 








End 


6696 


GI 


none 








Score 


268 


Exons 


6059. .6289, 


6059 


. .6241, 


6061. 


.6288, 6305.. 6391, 6328.. 6405 




6330. .6419, 


6489 


. .6686, 


6490. 


.6687, 6518.. 6685, 6518.. 6694 




6565. .6696 












Seq. No. 


28373 








Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


ATHnnocn oo 
OJUUU^OU oo 




. Co . Ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


6060 . 








End 


7015 


GI 


none 








Score 


90 


Exons 


6060. .6146, 


6060 


. .6143, 


6061. 


.6432, 6062. .6436, 6178. .6444, 




6487. .6687, 


6521 


. .6685, 


6545. 


.6724, 6565. .6729, 6724.. 6918, 




6727. .6921, 


6728 


. .6928, 


6926. 


.7015, 6978.. 7010, 6979.. 7014 


Seq. No. 


28373 


- 






Seq. ID 


OJ000250_88.0223.C8 


Gene No. 


CQ A A Q 

Oo4 4 y 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223 


.C8.08. 


tc 


Method 


TBLASTX: Cress 


Start 


8587 








End 


8915 


GI 


none 








Score 


320 


Exons 


8587. .8652, 


8601 


. .8915, 


8602. 


.8901 




Seq. No. 


28373 








Seq. ID 


OJ000250_88 . 0223 . C8 


Gene No. 


58449 








Strand 


+ 


Start 


10779 








End 


11351 


Name 


OJ000250 88 


.0223 


,C8.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


8608 








End 


8894 


GI 


none 








Score 


366 



28127 



Exons 


8608. .8892, 


8610. .8894, 


8613. 


.8894 






Seq. No. 


28373 






Seq. ID 


OJ000250_.88.0223 


.C8 




Rft dd Q 

■J O 4 4 .7 






otianu 


+ 




Start 


10779 






End 


11351 




Name 


OJ000250 88. 


0223.C8.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


8972 






End 


9329 




GI 


none 






Score 


395 




Exons 


8972. .9313, 


8973. .9329, 


8974. 


.9279 






Seq. No. 


28373 






Seq. ID 


OJ000250_88.0223 


.C8 




Rft d d Q 






c-f- v-3nH 
O t-i aliCl 


4. 
i 




Start 


10779 






End 


11351 




Name 


OJ000250 88. 


0223.C8.o7. 


tc 


Method 


TBLASTX: Cress 




Start 


9090 






End 


9542 




GI 


none 






Score 


110 




Exons 


9090. .9542, 


9091. .9165, 


9205. 


. 9483 






Seq. No. 


28373 






Seq. ID 


OJ000250_88.02'23 


.C8 


(?orio Mo 


^ft d 4 Q 

u O 4 4 J 






Oil al LkJ. 






Start 


10779 






End 


11351 




Name 


OJ000250 88. 


0223.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9562 






End 


10053 




GI 


none 






Score 


684 




Exons 


9562. .10053, 


9566. .9892 


, 9636 


. .10052, 


9946. .10053 




Seq. No. 


28373 






Seq. ID 


OJ000250_88.0223 


.C8 


bene ino • 


CO A A Q- 
0 0 4 4 5 












Start 


10779 






End 


11351 




Name 


OJ000250 88. 


0223.C8.o8. 


ts 


Method 


TBLASTX : Soybean 




Start 


9724 






End 


9966 




GI 


none 






Score 


358 




Exons 


9724. .9966, 


9724. .9900, 


9726. 


.9965 






Seq. No. 


28373 






Seq. ID 


OJ000250_88.0223 


.C8 


Gene No. 


58449 






Strand 


+ 




Start 


10779 






End 


11351 




Name 


OJ000250 88. 


0223.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


10779 






End 


- 11220 




GI 


LIB3431-005- 


P1-N1-A5 




Score 


869 




Exons 


10779. .11220 












GI Descrip. 


' 131251/sp | P12094 | PSBA_ORYSA 


8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 



(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



Seq. No. 28373 

Gene No. 58449 

Start 10779 

Name OJ000250_88 . 0223.C8 . ol3.ts 

Start 10852 

GI none 

Exons 10852. .11007, 10855 .. 11028, 
11166. .11261, 11167. .11259, 



Seq. ID OJ000250_88.0223.C8 

Strand + 

End - 11351 

Method TBLASTX : Soybean 

End 11351 

Score 196 
10862. .11029, 10862. .11035, 
11167. .11307, 11247. .11351, 



28128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11248. .11331, 11249. .11332, 11268. .11351 



28373 
58449 
10779 

OJ000250_88 . 0223 . C8 . o4 . tm 
10986 



none 
10986. 
11039. 
11078. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11027, 10986. .11027, 10987 11043, 10987 .. 11028 , 
11065, 11040. .11066, 11061 11126, 11069. . 11107, 
11143, 11083. .11148, 11140. .11262, 11154.. 11258 



OJ000250_88.0223.C8 
+ 

11351 

TBLASTX: Maize 
11262 
53 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

1455 
AAT/GAP 
1455 
695 



88. 0223. C9 



28374 
58450 
1083 

OJ000250_88.0223.C9.ol.gp 
1083 

LIB3431-005-P1-N1-A5 
1083.. 1455 

•131251/spl P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 150314 3A psbA gene [Oryza sativa] 

>gi_2 2 6 4 0 6_pr f 1 5 » 



Seq. No. 


28374 






Seq. ID 


OJ000250_88.0223. 


C9 


Gene No. 


58451 






Strand 






Start 


1602 






End 


2036 




Name 


OJ000250 88 


.0223.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


1645 




GI 


none 






Score 


1442 




Exons 


1..1263, 20 


..1264, 746. 


.1270, 


1401. .1583, 1402. .1626, 






1403. .1633, 


1409. .1645 










Seq. No. 


28374 






Seq. ID 


OJ000250_88.0223. 


C9 


Gene No. 


58451 






Strand 






Start 


1602 






End 


2036, 




Name 


OJ000250 88 


.0223.C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


211 




GI 


none * 






Score 


68 




Exons 


1..210, 3..: 


86, 68. .211 










Seq. No. 


28374 






Seq. ID 


OJ000250_88.0223. 


C9 


Gene No. 


58451 






Strand 






Start 


1602 






End 


2036 




Name 


OJ000250 88 


.0223.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


322 






End 


777 




GI 


none 






Score 


138 




Exons 


322. .477, 325. .702, 329 


..703, 


713. .775, 


715. .777 




Seq. No. 


28374 






Seq. ID 


OJ000250_88.0223. 


C9 


Gene No. 


58451 






Strand 






Start 


1602 






End 


2036 




Name 


OJ000250 88 


.0223.C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1221 






End 


1505 





28129 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 53 

1221. .1262, 1221. .1262, 1222. .1278, 1222. .1263, 1274. .1300, 

1275. .1301, 1296. .1361, 1304. .1342, 1313. .1378, 1318. .1383, 

1375. .1467, 1389. .1505, 1395. .1505 



28374 
58451 
1602 

OJ000250_88.0223.C9.o2.gp 
1602 

5886_1.R1084 
1602. .2036 

' 11957/emb | XI 5 901 1 CHOSXX 0. 
genome 1 

28374 
58451 
1602 

OJ000250_88 . 0223 . C9 . o3 . tm 

1716 

none 



Seq. ID OJ000250_88.0223.C9 



Strand 
End 

Method 
End 4 
Score 



_2036 

" AAT/GAP 

2036 

840 



0e+00 Rice complete chloroplast 



Seq. ID OJ000250_88.0223.C9 
Strand 

End 2036 

Method TBLASTX : Maize 

End 198 6 

Score 107 



1716. .1775, 1716. .1775, 1717. .1776, 1717. .1776, 1764. .1985, 
1765. .1986, 1817. .1867, 1817. .1864, 1873. .1986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28374 
58452 
3425 

OJ000250_ 
3425 
none 

3425. .3508, 
3514. .3603, 



OJ000250 88. 0223. C9 



88.0223.C9.o2.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3427.. 3507, 3511.. 3597, 3512.. 3598, 3512. 
3696.-3746, 3698.-3748, 3698.. 3748 



3748 

TBLASTX: Soybean 
3748 
79 



,3601, 



OJ000250 88. 0223. C9 



Seq. No. 28374 Seq. ID 

Gene No. 58452 Strand 

Start 3425 End 

Name OJ000250_88 . 0223 . C9 . o2 . tm Method 

Start 3439 End 

GI none Score 

Exons 3439. .3513, 3440. .3511, 3440. .3514, 3492. .3719, 3493.. 3717, 
3510. .3719 



3748 

TBLASTX: Maize 

3719 

104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28374 
58453 
3680 

OJ000250_88 . 0223 . C9 . o2 . tc 

3680 

none 

3680. .3736, 
3831. .4007, 
4138. 



3683.. 3757, 3745. 
3832.. 4026, 3983. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3795, 3746 
.4090, 4008 



OJ000250 88. 0223. C9 



4185 

TBLASTX: Cress 
4185 
76 

3796, 3829. 
4070, 4009. 



.4008, 
.4086, 



.4185, 4147. .4185 



Seq. No. 28374 

Gene No. 58454 

Start 4122 

Name OJ000250_88 . 0223 . C9 . ol . tm 

Start 4122 



Seq. ID OJ000250_88.0223.C9 
Strand 

End 4486 

Method TBLASTX: Maize 

End 4472 



28130 




GI 


none 




Score 


338 


Exons 


4122. .4337, 4127. .4336, 


4138. 


.4419, 4147. .4338, 4326. .4460, 




4328. .4462, 4334. .4462, 


4335. 


.4472 




Seq. No. 


28374 




Seq. ID 


OJ000250_88.0223.C9 


Gene No. 


C O A a A 




Strand 




Start 


4122 




End 


4486 


Name 


OJ000250 88.0223.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4133 




End 


4352 


GI 


none 




Score 


359 


Exons 


4133. .4351, 4134.. 4352 








Seq. No. 


28374 




Seq. ID 


OJ000250_88.0223.C9 


Gene No. 


C O A C A 




Strand 




Start 


4122 




End 


4486 


Name 


OJ000250 88.0223.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4354 




End 


4486 


GI 


none 




Score 


227 


Exons 


4354. .4485, 4355. .4486 








Seq. No. 


28375 




Seq. ID 


OJ000250_88. 0223. CIO 


Gene No. 


58456 




-Strand 


+ 


Start 


202 




End 


1170 


Name 


A TA A AO C A OO /*l O O "3 pi A ~ O 

OJUUO^oO oo.U^<c.3.ClU. o£ 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


372 


GI 


1 none 




Score 


54 


Exons 


1..27, 2. .52, 52. .114, 


63. .116, 64. .114, 65. .115, 117. .209, 




123.. 218, 127.. 201, 129 


. .206, 


198. .251, 


199. .252, 212. .265, 




248. .277, 256. .372, 284 


. .340, 


291. .371 




Seq. No. 


28375 




Seq. ID 


OJ000250_88. 0223. C10 


Gene No. 


58456 




Strand 


+ 


Start 


202 




End 


1170 


Name 


OJ000250 88. 0223. CIO. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


624 




End 


1170 


GI 


none 




Score 


63 


Exons 


624.. 710, 624. .710, 625 


. .711, 


626. .754, 


696.. 902, 706.. 894, 




710. .901, 871. .1017, 887. .1021, 891. .971, 892. .1014, 896. . H 




1000. .1170, 1016. .1168 








Seq. No. 


28375 




Seq. ID 


OJ000250_88. 0223. C10 


Gene No. 


. 58456 




Strand 


+ 


Start 


202 




End 


1170 


Name 


OJ000250 88. 0223. C10. o3 


.tc 


Method 


TBLASTX: Cress 


Start 


1023 




End 


1170 


GI 


none 




Score 


233 


Exons 


1023. .1169, 1024. .1170, 


1025. 


.1168 




Seq. No. 


28376 




Seq. ID 


OJ000250_88.0223.C15 


Gene No. 


58457 




Strand 


+ 


Start 


1 




End 


243 


Name 


OJ000250 88.0223.C15.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


243 


GI 


306 9.R1084 




Score 


486 


Exons 


1..243 









GI Descrip. 1 287391/dbj | D13111 1 RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene' 



28131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28376 
58457 
1 

OJ000250_88.0223.C15.ol.tm 
2 

none 



Seq. ID OJ000250_88.0223.C15 

Strand + 

End 243 

Method TBLASTX : Mai ze 

End 241 

Score 419 



2. .241, 2. .241, 116. ..160, 117. .161 



28376 
58457 
1 

OJ000250_88.0223.C15.ol.tw 
2 

none 



Seq. ID OJ000250_88.0223.C15 

Strand + 

End 243 

Method TBLASTX : Wheat 

End 242 

Score 348 



2. .235, 2. .235, 116. .160, 117. .161, 209. .241, 210. .242 



28376 
58457 
1 

OJ000250_88.0223.C15.ol.tc 
20 

none 



Seq. ID OJ000250_88.0223.C15 

Strand + 

End 24 3 

Method TBLASTX: Cress 

End 241 

Score 125 



20. .118, 24. .116, 146. .184, 185. .241, 187. .240 



Seq. ID OJ000250_88.0223.C18 
Strand 

End 3457 

Method AAT/GAP 

End 3457 

Score 680 



28377 
58458 
3031 

OJ000250_88.0223.C18.ol.gp 
3031 
4878407 
3031. .3457 

6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28378 Seq. ID 

58459 Strand 

1 End 

OJ000250_88 . 0223 . C20 . ol . tm Method 

1 End 

none Score 
1..84, 8. .82, 77. .238, 79. .237, 80. .250, 230. 

234. .470, 235. .471, 467. .502, 470. .589, 471.. 

495. .593, 505. .597, 669. .716, 676. .774, 677.. 

770. .847, 771. .848, 771. .848, 784. .852, 845.. 
846. .959, 859. .960 



OJ000250_88.0223.C20 
985 

TBLASTX: Maize 
960 
78 



.460; 231. .461, 
500, 494. .586, 
775, 770. .847, 
919, 846. .956, 



28378 
58459 
1 

OJ000250_88 . 0223 . C20 . ol . tw 

183 

none 



Seq. ID OJ000250_88.0223.C20 

Strand 

End 985 

Method TBLASTX : Wheat 

End 608 

Score 49 



183. .212, 346. .534, 353. .463, 354. .470, 450. .503, 469. .510, 
522. .608, 533.-598, 534 .. 608 



Seq. No. 



28378 



Seq. ID OJ000250_88.0223.C20 



28132 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



58459 Strand 

1 End 

OJ000250_88.0223.C20.ol.ts Method 

322 End 

none Score 



985 

TBLASTX: Soybean 

589 

165 



322. .471, 344. .505, 361. .471, 461. .511, 467. .589, 468. .584, 
493. .585 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



28378 Seq. ID 

58459 Strand 

1 End 

OJ000250_88.0223.C20.ol.tc Method 

84 9 End 

none Score 



OJ000250_88.0223.C20 
985 

TBLASTX: Cress 

985 

133 



849. .965, 852. .983, 859. .972, 859. .984, 962. .985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28379 
58460 
6868 

OJ000250_88. 
4403 
none 
4403, 
4754. 
5000. 
5171. 
5552. 
5788. 
6491, 



0223.C21.ol.tc 



,4792, 
,5107, 
.5116, 
,5545, 
,5773, 
.6066, 
,6718, 
6926. .7138, 
7241. .7405, 



4585. 
4775. 
5009. 
5246. 
5588. 
5789. 
6686. 
6932. 
7241. 



,4911, 
,5026, 
,5248, 
,5413, 
,5938, 
,6106, 
,6889, 
.7312, 
,7405, 



4604. 
4853. 
5069. 
5264. 
5636. 
5876. 
6746. 
7001. 
7274. 



Seq. ID OJ000250__88.0223.C21 
Strand + 

7414 

TBLASTX: Cress 
7411 
91 

4993, 4721. 



End 

Method 
End 
Score 

.4813, 4652 
.5203, 4963 
.5431, 5141 
.5623, 5384 



,5211, 4964. 
,5353, 5170. 
,5752, 5447. 



.5866, 5681. .6049, 5738.. 

.6088, 6353. .6469, 6449.. 

.7120, 6791. .7024, 6800.. 

.7198, 7106. .7309, 7241.. 
.7411 



4933, 
5332, 
5388, 
5839, 
5983, 
6805, 
7198, 
7396, 



Seq. No. 28379 
Gene No. 58460 
Start 6868 

Name OJ000250_88 . 0223 . C21 . ol . ts 

Start 4445 
GI none 

Exons 4445.. 4765, 4499.. 4840, 4628. 

5234.. 5596, 5447.. 5785, 5552. 
5864.. 6103, 6287.. 6625, 6389. 
6617.. 6973, 6809.. 7150, 6923. 
7048. .7206, 7058. .7366, 7124. 



Seq. ID OJ000250_88.0223.C21 

Strand + 

End 7414 

Method TBLASTX : Soybean 

End 7414 

Score 93 

.4945, 5024. .5371, 5153. .5470, 
.5890, 5654. .5995, 5759. .6100, 
.6733, 6424.. 6690, 6509.. 6838, 
.7198, 7012. .7200, 7019. .7366, 
.7405, 7373. .7414 



Seq. No. 28379 
Gene No. 58460 
Start 6868 

Name OJ000250_88 . 0223 . C21 . ol . 

Start 4661 
GI none 

Exons 4661.. 5002, 4712.. 5110, 

5237.. 5623, 5342.. 5743, 
6506.. 6889, 6706.. 6951, 
6717. .7115, 6785. .6859, 
7100. .7183 



Seq. ID OJ000250_88.0223.C21 

Strand + 

End 7414 
tm Method TBLASTX: Maize 

End 7309 

Score 131 
4826.. 5221, 4949.-5323, 5225.. 5293, 
5447. .5848, 5657. .6058, 6392. .6793, 
6707. .7108, 6707. .7108, 6717. .7115, 
6812. .7198, 6926. .7309, 7099. .7182, 



Seq. No. 



28379 



Seq. ID OJ000250_88.0223.C21 



28133 




CI. a d K7 f\ 








St rano. 


1 




Start 


6868 






End 


7414 




Name 


OJ000250 88.0223.C21.o2 


. tm 




Method 


TBLASTX: Maize 




Start 


6191 






End 


6391 




GI 


none 






Score 


262 




Exons 


6191.. 6391, 6205.. 6390 












Seq. No. 


28379 






Seq. ID 


OJ000250_88.0223 


.C21 


Gene No. 


58460 






Strand 


+ 




Start 


6868 






End 


7.414 




LN dlllC 


OJ000250 88.0223.C21.ol 


• gp 




Method 


AAT/GAP 




Start 


6868 






End 


7303 




GI 


LIB3432-057-P1-K1-H10 






Score 


842 




Exons 


6868. .7303 












GI Descrip. 


, 4584524/emb|CAB40755.1| 3. 


Oe 


-38 (AL049607) putative protein 




[Arabidopsis thaliana] 1 












Seq. No. 


28380 






Seq. ID 


OJ000250_88.0223 


.C27 




58461 






Strand 






Start 


1 






End 


501 




Name 


OJ000250 88.0223.C27.ol 


.tc 




Method 


TBLASTX: Cress 




Start 


1 






End 


501 




GI 


none 






Score 


44 




Exons 


1. .87, 2. .88, 3. .89, 78 


. .497, 


85. .498, 


86. .499, 97. .501 




Seq. No. 


28380 






Seq. ID 


OJ000250_88.0223 


.C27 


Gene No. 


58461 






Strand 






Start 


1 






End 


501 




Name 


OJ000250 88.0223.C27.ol 


.ts 




Method 


TBLASTX : Soybean 




Start 


2 






End 


501 




GI 


none 






Score 


83 




Exons 


2. .91, 3.-92, 85. .501, 


86. . 


499 






Seq. No. 


28380 






Seq. ID 


OJ000250_88.0223 


.C27 


uclic INO • 


58461 






Strand 






Start 


1 






End 


501 




Name 


OJ000250 88.0223.C27.o2 


.tm 




Method 


TBLASTX: Maize 




Start 


2 






End 


169 




GI 


none 






Score 


159 




Exons 


2. .94, 3. .92, 81. .161, 


86. . 


133, 114.. 161, 119.. 169 




Seq. No. 


28380 






Seq. ID 


OJ000250_88.0223 


.C27 




58461 






Strand 






Start 


1 






End 


501 




Name 


OJ000250 88.0223.C27.ol 


.tw 




Method 


TBLASTX: Wheat 




Start 


2 






End 


118 




GI 


none 






Score 


160 




Exons 


2. .94, 3. .92, 86. .118 












Seq. No. 


28380 






Seq. ID 


OJ000250_88.0223 


.C27 


Gene No. 


58461 






Strand 






Start 


1 






End 


501 




Name 


OJ000250 88.0223.C27.ol 


.tm 




Method 


TBLASTX: Maize 




Start 


357 






End 


495 




GI 


none 






Score 


181 




Exons 


357. .494, 358. .495, 358 


. .495 









28134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28381 Seq. ID 

58462 Strand 
1 End 
OJ000250_88 . 0223 . C28 . ol . gp Method 
1 End 
2669_1.R1084 Score 
1..164 

'3914470/sp|Q40070|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] ' 



OJ000250_88.0223.C28 
+ 

164 

AAT/GAP 

164 

287 



28381 Seq. ID 

58462 Strand 

1 End 
OJ000250_88 . 0223 . C28 . ol . tm Method 

1 End 

none Score 

1..150, 3. .152, 3. .164 



OJ000250_88.0223.C2E 
+ 

164 

TBLASTX: Maize 

164 

273 



Seq. No. 28381 Seq. ID 

Gene No. 58462 Strand 

Start 1 End 

Name OJ000250_88 .0223.C28 .ol.tc Method 

Start 3 End 

GI none Score 

Exons 3.. 152, 3.. 152 



OJ000250_88.0223.C2E 
+ 

164 

TBLASTX: Cress 

152 

202 



Seq. No. 28382 Seq. ID 

Gene No. 584 63 Strand 

Start 2 End 

Name OJ000250_88 . 0223 .C30 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2. .148, 3. .149, 3. .149, 4. .165 



OJ000250_88 .0223.C30 
165 

TBLASTX: Maize 

165 

231 



Seq. No. 28383 Seq. ID OJ000250_88 . 0223 . C33 

Gene No. 58464 Strand 

Start 1 End 135 

Name OJ000250_88 . 0223 .C33 . ol . gp Method AAT/GAP 

Start 1 End 135 

GI 3683_1.R1084 Score 203 

Exons 1 . . 135 

GI Descrip. 1 5734616/dbj I AP000391 . 1 1 AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ? 



Seq. No. 28384 Seq. ID OJ000250_88 . 0223 . C37 

Gene No. 58465 Strand 

Start 1 End 736 

Name OJ000250_88 . 0223 . C37 . ol . gp Method AAT/GAP 

Start 1 End 736 

GI 3073_1.R1084 Score 1465 

Exons 1. .736 

GI Descrip. 1 133936/sp | P1214 6 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



28135 



Seq. No. 28384 Seq. ID 

Gene No. 58465 Strand 

Start 1 End 

Name OJ000250_88 . 0223 . C37 . o2 . tc Method 

Start 1 End 

GI none Score 

Exons 1..135, 1..126, 2.. 145, 151.. 177, 152. 



OJ000250_88 . 0223 -C37 
736 

TBLASTX: Cress 
187 
131 
.187 



Seq. No. 28384 

Gene No. * 584 65 
Start 1 

Name OJ000250_88 . 0223 . C37 . ol , 

Start 2 
GI none 

Exons 2.. 193, 2.. 184, 3.. 212, 

291.. 719, 292.. 735, 292, 



tm 



177. 
.735 



Seq.. ID 

Strand 
. End 

Method 

End 

Score 
,281, 226. 



OJ000250_88.0223.C37 
736 

TBLASTX: Maize 

735 

324 

.300, 227. .283, 231. .344, 



Seq. No. 28384 

Gene No. 58465 

Start 1 

Name OJ000250_88 . 0223 . C37 . o2 , 

Start 2 

GI -none 

Exons 2.. 145, 4.. 135 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C37 
736 

TBLASTX : Soybean 

145 

189 



Seq. No. 28384 Seq. ID 

Gene No. 584 65 Strand 

Start 1 End 

Name OJ000250_88 . 0223 . C37 . ol . tw Method 

Start 294 End 

GI none Score 

Exons 294.. 692, 298.-693, 301.. 699 



OJ000250_88.0223.C37 
736 

TBLASTX: Wheat 

699 

553 



Seq. No. 28384 Seq. ID 

Gene No. • 58465 Strand 

Start 1 End 

Name OJ000250_88 . 0223 . C37 . ol . ts Method 

Start 34 9 End 

GI none Score 

Exons 349.. 675, 382.. 663, 387.. 677 



OJ000250_88.0223.C37 
736 

TBLASTX : Soybean 

677 

267 



Seq. No. 28384 Seq. ID 

Gene No. 584 65 Strand 

Start 1 End 

Name OJ000250_88 . 0223.C37 . ol . tc Method 

Start 352 End 

GI none Score 

Exons 352.. 675, 388.-684, 599.. 706 



OJ000250_88.0223.C37 
736 

TBLASTX: Cress . 

706 

317 



Seq. No. 28385 

Gene No. 58466 

Start 7872 

Name OJ000250_88 . 0223 .C38 -o4 . 

Start 7872 

GI 2231_2.R1084 

Exons 7872.. 8329 



gp 



Seq. ID OJ000250_88.0223.C38 

Strand + 

End 832 9 

Method AAT/GAP 

End 8329 

Score 844 



28136 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'11957/emb|X15901 ICHOSXX 1.0e-145 Rice complete chloroplast 
genome 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

9313 
AAT/GAP 
9313 
1675 



88.0223.C38 



28385 
58467 
8425 

OJ000250_88.0223.C38.o5.gp 
8425 

7587_1.R1084 
8425. .9313 

' 131283/sp | P12158 I PSBC_ORYSA 2 . 0e-85 
REACTION CENTER PROTEIN (P6 PROTEIN) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901] 
PSII 43kDa protein [Oryza sativa] ' 



PHOTOSYSTEM II 
(CP43) 



44 KD 



28385 Seq. ID 

58468 Strand 

9420 End 
OJ000250_88 . 0223 . C38 . 06 . gp Method 

9420 End 

5607533 Score 
9420. .9749 

11957/emb 1X15901 ICHOSXX 1.0e-145 Rice complete chloroplast 
genome 



OJ000250_88.0223.C38 
+ 

9749 
AAT/GAP 
9749 
485 



88.0223.C38 



28385 Seq. ID 

58469 Strand 
10480- End 
OJ000250_88 . 0223 . C38 . 08 . gp Method 
10480 End 
306_9.R1084 Score 
10480. .10654 

'287391/dbj | D13111 I RICMT15 
rpoB pseudogene' 

28385 Seq. ID 

58470 Strand 
14396 End 
OJ000250_88 . 0223 . C38 . o9 . gp Method 
14396 End 
1036999 Score 
14396.. 14507 

11957/emb 1X15901 ICHOSXX 2.0e-52 Rice complete chloroplast genome 



OJ000250 
+ 

10654 
AAT/GAP 
10654 
238 



1.0e-178 Oryza sativa mitochondrial 



OJ000250_88.0223.C38 
+ 

14507 
AAT/GAP 
14507 
198 



28385 Seq. ID 

58471 Strand 

14581 End 

OJ000250_88 . 0223 . C38 . olO . gp Method 

14581 End 

LIB3432-021-P1-K1-A3 Score 
14581. .14726 

1 11957/emb 1X15901 ICHOSXX 1 . Oe-52 Rice complete chloroplast 
genome ' 



OJ000250_88.0223.C38 
+ 

14726 
AAT/GAP 
14726 
213 



28385 
58472 



Seq. ID OJ000250_88.0223.C38 
Strand + 



28137 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28212 End 28754 

OJ000250_88 . 0223 . C38 . ol3 . gp Method AAT/GAP 
28212 End 28754 

42732_1.R1084 Score 1070 

282-12. .28754 

, 114657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ000250_88.0223.C38 
+ 

29164 
AAT/GAP 
29164 
641 



28385 Seq. ID 

58473 Strand 
28795 End 
OJ000250_8 8.0223. C38 . ol4 . gp Method 
28795 End 
LIB3477-011-P1-K1-C10 Score 
28795.. 29164 

, 114657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ000250_88 .0223.C38 
+ 

32609 
AAT/GAP 
32609 
1047 



28385 Seq. ID 

58474 Strand 
32063 End 
OJ000250_88 . 0223 . C38 . ol7 . gp Method 
32063 End 
5005311 Score 
32063. .32609 

114521/ sp | P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827__pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_88.0223.C38 
+ 

33593 
AAT/GAP 
33593 
734 



28385 . Seq. ID 

58475 Strand 
33177 End 
OJ000250_88 . 0223 . C38 . ol8 .gp Method 
33177 End 
LIB3431-040-P1-K2-C1 Score 
33177.. 33593 

'114521/sp|P12084|ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 



28385 Seq. ID 

58476 Strand 

39206 End 
OJ000250_88 . 0223 . C38 . o20 . gp Method 

39206 - End 

uC-osflM202088b07al Score 
39206. .39464 



OJ000250_88.0223.C38 
+ 

39464 
AAT/GAP 
39464 
514 



28138 



GI Descrip. 



'11957/emb 1X15901 1 CHOSXX. 2.0e-52 Rice complete chloroplast 
genome 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 88.0223.C38 



1754 
AAT/GAP 
1754 
450 



28385 
58477 
1486 

OJ000250_88 . 0223 . C38 . ol . gp 
1486 

40596_1.R1084 
1486. .1754 

' 11957/emb I X15901 1 CHOSXX i.0e-104 Rice complete chloroplast 
genome ' 

28385 Seq. ID OJ000250_88 . 0223 . C38 

58478 Strand 

2348 End 3594 

OJ000250_88.0223.C38.o2.gp Method AAT/GAP 

2348 End 3594 

uC-osflcyp086a01al Score 851 

2348..2S38, 3349.-3594 

! 133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S287 66 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] \ 



28385 Seq. ID 

58479 Strand 
3675 End 
OJ000250_88 . 0223 . C38 . o3 . gp Method 
3675 End 
uC-osflcyp086a01bl Score 
3675.. 4125 

' 11957/emb 1X15901 1 CHOSXX 1, 
genome ' 

28385 Seq. ID 

58480 Strand 
9631 End 
OJ000250_88.0223.C38.o7.gp Method 
9631 End 
45273_1.R1084 Score 
9631. .10089 

'1022811 4.0e-21 (U37703) ORF 62 [Hordeum vulgare] 1 



OJ000250_88.0223.C38 

4125 
AAT/GAP 
4125 
902 



Oe-135 Rice complete chloroplast 



OJ000250_88.0223.C38 

10089 
AAT/GAP 
10089 
850 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 88.0223.C38 



28385 
58481 
16810 

OJ000250_88. 0223. C38. oil. gp 
16810 
5607624 
16810. .16940 

287391/dbj | D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 



16940 
AAT/GAP 
16940 
215 



Seq. No. 
Gene No. 
Start 



28385 
58482 
24163 



Seq. ID 

Strand 

End 



OJ000250 88.0223.C38 



24248 



28139 



Name OJ000250_88 . 0223 .C38 .ol2 .gp Method AAT/GAP 

Start 24163 End 24248 

GI LIB3432-013-P1-K1-E3 Score 133 

Exons 24163. .24248 

GI Descrip. ' 13344 6/sp I P12093 | RPOD_ORYSA 3.0e-09 DNA- DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 1 1 -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta',' subunit-2 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene ^No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28385 Seq. ID OJ000250_88 . 0223 . C38 

58483 Strand 

29829 End 30869 

OJ000250_88.0223.C38.ol5.gp Method AAT/GAP 
29829 End 30869 

2721_1.R1084 Score 1986 

29829.. 30869 

'114 62 2/ sp | PI 2087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67 929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 

28385 Seq. ID OJ000250_88 . 0223 .C38 

58484 Strand 

30907 End 31452 

OJ000250_88 . 0223 . C38 . ol6 . gp Method AAT/GAP 

30907 End 31452 

2135_1.R1084 Score 1072 
30907. .31452 

1 11957/emb 1X15901 1 CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28385 Seq. ID OJ000250_88 . 0223 . C38 

58485 Strand 

35830 End 36260 

OJ000250_88.0223.C38.ol9.gp Method AAT/GAP 

35830 End 36260 

uC-osflcyp021gl0bl Score ; 766 

35830. .36260 

, 131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88.0223.C38.ol9.ts 
23 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 
End 

Method 
End 
Score 



43631 

TBLASTX : Soybean 

470 

137 



23. .208, 24. .272, 25. 
321. .464, 414. .470 



.234, 164. .283, 277. .423, 287. .430, 



Seq. No. 



28385 



Seq. ID OJ000250_88.0223.C38 



28140 



Gene No. 


58486 






*± J ± *l £. 




Name 


OJ000250 88.0223.C38.o25 


. tc 


Start 


198 




GI 


none 




Exons 


198. .242, 199. .354, 200. 


.361, 




433.-666, 436. .675, 488. 


.679, 


Seq. No. 


28385 




bene jno . 


CO A O f. 
J040D 




Start. 


43142 




Name 


OJ000250 88.0223.C38.o7. 


tw 


Start 


238 




GI 


none 




Exons 


238. .618, 239. .517, 241. 


.618 


Seq. No. 


28385 




Gene No. 


58486 




Dtalt 






Name 


OJ000250 88.0223.C38.o21 


.ts 


Start 


493 




GI 


none 




Exons 


493. .690, 502. .669, 507. 


.683, 




762.. 893, 778.. 894, 186. 


.896, 


Seq. No. 


28385 




Gene No. 


58486 




Start 


43142 




Name 


OJ000250_88.0223.C38.o34 


.tc 




1ZZ u 




GI 


none 




Exons 


1226.. 1276, 1231.. 1278, 


1238. 




1281.. 1325, 1291.. 1326, 


1419. 




1430.. 1543, 1525.. 1569, 


1594. 




1622.. 1765, 1624.. 1773, 


1624. 


Seq. No. 


28385 




Gene No. 


58486 






1 ji-i l 




Name 


OJ000250 88.0223.C38.o24 


. tm 


Start 


1478 




GI 


none 




Exons 


1478.. 1501, 1480.. 1506, 


1490. 




1538.. 1738, 1558.. 1737 




Seq. No. 


28385 




Gene No. 


58486 




Start 


43142 




Name 


OJ000250 88.0223.C38.o41 


.tm 


Start 


1739 




GI 


none 




Exons 


1739.. 1780, 1740.. 1781, 


1740. 




1779. .1844, 1833. .1871, 


1836. 




• 1859.. 1939, 1875.. 1934, 


1933. 




1968.. 2063, 2004.. 2063, 


2060. 



Strand 
End 

Method 
End 
Score 
349. .417, 
501. .680 



43631 

TBLASTX : Cress 
680 
35 

352. .417, 359. .418, 



Seq. ID OJ000250_88.0223.C38 
Strand 
End 

Method 
End 
Score 



43631 

TBLASTX: Wheat 

618 

387 



Seq. ID OJ000250_88.0223.C38 
Strand 
End 

Method 
End 
Score 
697. .771, 



43631 

TBLASTX : Soybean 

1038 

97 

704. .757, 760. .891, 



908.. 973, 967.. 1038 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 88.0223.C38 



43631 

TBLASTX: Cress 
1773 
49 

.1279, 1280. .1321, 1280. .1318, 
.1502, 1420. .1506, 1426. .1518, 
.1635, 1595.. 1633, 1609.. 1635, 
.1764 

Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 
Method TBLASTX : Mai ze 
End 1738 
Score 122 

.1567, 1494.. 1568, 1498.. 1593, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C38 
43631 

TBLASTX: Maize 

2113 

68 



Seq. No. 



28385 



Seq. ID OJ000250_88.0223.C38 



28141 



Gene No. 58486 
Start 43142 

Name OJ00025.0_88 . 0223 . C38 . o20 . ts 

Start 2342 
GI none 

Exons 2342.. 2581, 2343.. 2570, 2359-. 

2552. .2650, 2810. .2857, 2855. 
2922. .2951, 3035. .3094, 3058. 
3184. .3222, 3185. .3223, 3234. 
3285.-3335, 3327.. 3401, 3327. 
3442.. 3465 



'Strand 

End 43631 

Method TBLASTX : Soybean 

End 34 65 

Score 251 

.2571, 2543. .2614, 2548. .2640, 
.2905, 2863. .2904, 2908. .2940, 
.3165, 3079.. 3180, 3183.. 3221, 
.3296, 3243.. 3296, 3271.. 3330, 
.3416, 3328. .3417, 3441. .3461, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 



Seq. ID OJ000250 88.0223.C38 



58486 Strand 
43142 End 
OJ000250_88.0223.C38.o36.tc Method 
2417 End 
none Score 
2417. .2596, 2418. .2603, 2509. .2604 



43631 

TBLASTX: Cress 

2604 

204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 Seq. ID 

58486 Strand 

43142 End 

OJ000250_8 8 . 0223 . C38 . ol3 . tm Method 

2945 End 

none Score 



OJ000250_88.0223.C38 
43631 

TBLASTX: Maize 

3574 

113 



2945. .3040, 2946. .3029, 3032. .3175, 3052. .3219, 3085. .3222, 
3099.. 3233, 3195.. 3473, 3207. .3467, 3221.. 3475, 3460.. 3498, 
3463..349S, 3496.. 3546, 3497. .3529, 3524.. 3571, 3530.. 3574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88.0223.C38.o23.tm 
4645 



End 

Method 
End 

none Score 
4645. .4779, 4652. .4780, 4653. .4781, 4955. .5104, 4955. .5104, 
4956. .5105, 4956. .5105, 4957. .5109, 5108. .5173, 5109. .5171, 
5111. .'5173, 5159. .5209, 5159. .5209, 5172. .5210 



Seq. ID OJ000250_88.0223.C38 
Strand 

43631 

TBLASTX: Maize 
5210 
208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88.0223.C38.ol.tc 

4781 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 
End 

Method 
End 
Score 



43631 

TBLASTX: Cress 

9166 

78 



4781. .4954, 7725. .8561, 7725. .8012, 7729. .8220, 8067. .8663, 
8071. .8655, 8269. .9165, 8276. .9166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88.0223.C38.ol.tw 

4781 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Wheat 

End 8900 

Score 75 



4781. .4954, 8268. .8561, 8269. .8655, 8269. .8802, 8276. .8803, 
8703. .8807, 8709. .8822, 8722.-8823, 8766. .8900, 8783. .8899 



28142 



Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No. 










Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.o7. 


tm 


Method 


TBLASTX : Maize 


Start 


4781 








End 


8739 . 


GI 


none 








Score 


77 


Exons 


4781.. 4954-, 


8253. 


.8660, 


8254. 


.8649, 8258. .8737, 8269.-8739, 




8276.-8737 












Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No . 


DO 4 o 0 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4781 








End 


9199 


GI 


none 








Score 


76 


Exons 


4781. .4954, 


7705. 


.8649, 


7705. 


.8220, 8054. .8221, 8067. .8663, 




8269. .9162, 


8276. 


.9199 








Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


bene no . 


JO 4 0 0 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.o25 


. ts 


Method 


TBLASTX : Soybean 


Start 


- ... 4955 • 








End 


5692 


GI 


none 








Score 


154 


Exons 


4955. .5074, 


4957. 


.5058, 


5426. 


.5554, 5427.. 5555, 5427.. 5552, 




5428. .5556, 


5597. 


.5692 








Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No . 


DO 4 O D 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.o37 


. tm 


Method 


TBLASTX: Maize 


Start 


5210 








End 


5419 


GI 


none 








Score 


90 


Exons 


5210. .5278, 


5211. 


.5282, 


5212. 


.5283, 5212.. 5280, 5271.. 5327, 




5281. .5346, 


5282. 


.5338, 


5307. 


.5417, 5312. .5419, 5321. .5419 


oeq. no. 










Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


58486 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.o38 


.tc 


Method 


TBLASTX: Cress 


Start 


5412 








End 


5692 


GI 


none 








Score 


215 


Exons 


5412. .5555, 


5425. 


.5568, 


5425. 


.5568, 5666.. 5692, 5666.. 5692 


Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


. 58486 








Strand 




Start 


43142 








End 


43631 


Name 


UJUUUzoU oo 




LjO . Oc. U 


. nm 


Method 


TBLASTX: Maize 


Start 


5764 








End 


6192 


GI 


none 








Score 


95 


Exons 


5764. .5829, 


5765. 


.5830, 


5766. 


.5831, 5815.. 5874, 5816.. 5872, 




5820. .5894, 


5821. 


.5925, 


5900. 


.5929, 5930.. 6046, 5931.. 6068, 




5948. .6070, 


6026. 


.6088, 


6026. 


.6088, 6095.. 6190, 6095.. 6175, 




6097. .6192, 


6097. 


.6192 








Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 



28143 



Gene No. 


58486 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.ol2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5869 

*J O \J J 








End 


6424 


GI 


none 








Score 


57 


Exons 


5869. .5928, 


5900. 


.5929, 


5918. 


.6010, 5923.. 6009, 5931.. 6011, 




5931. .6014, 


5985. 


.6056, 


6003. 


.6044, 6005.. 6094, 6005.. 6055, 




6014. .6088, 


6030. 


.6101, 


6093. 


.6218, 6095. . 6208, '6187. .-6381, 




6205. .6345, 


6234. 


.6356, 


6305. 


.6391, 6350.. 6424 


Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


58486 








Strand 






43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.o38 


.tm 


Method 


TBLASTX: Maize 


Start 


6194 








End 


6434 


GI 


none 








Score 


181 


Exons 


6194. .6331, 


6205. 


.6330, 


6205. 


.6333, 6335.. 6379, 6338.. 6391, 




6340. .6381, 


6369. 


.6434, 


6371. 


.6424 




Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


58486 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.ol3 


.tw 


Method 


TBLASTX: Wheat 


°!r Art 


6425 








End 


6798 


GI 


none ' "■ 








Score 


4 4 


Exons 


6425. .6457, 


6428. 


.6475, 


6433. 


.6474, 6447. .6476, 6467. .6523, 




6477. .6524, 


6480. 


.6524, 


6481. 


.6525, 6482.. 6526, 6513.. 6539, 




6518. .6553, 


6524. 


.6646, 


6525. 


.6650, 6525. .6647, 6526. .6651, 




6526. .6651, 


6649. 


.6666, 


6678. 


.6794, 6682..6798, 6682. .6798 


Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


VJCUC Vi\J . 


58486 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38 .o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


6676 








End 


7497 


GI 


none 








Score 


1363 


Exons 


6676. .7497, 


6690. 


.7496 








Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 




58486 








Strand 




Start 


43142 








End 


4 3631 


Name 


OJ000250 88 


.0223. 


C38.O10 


.tc 


Method 


TBLASTX: Cress 


Start 


6738 








End 


7110 


GI 


none 








Score 


447 


Exons 


6738. .7109, 


6738. 


.7109, 


6739. 


.7110 




Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 




58486 








Strand 




Start 


43142 








End 


43631 


Name 


OJ000250 88 


.0223. 


C38.ol2 


.tm 


Method 


TBLASTX: Maize 


Start 


7045 








End 


7472 


GI 


none 








Score 


671 


Exons 


7045. .7470, 


7050. 


.7472, 


7051. 


.7470 




Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


58486 








Strand 




Start 


43142 








End 


43631 



28144 




Name 


OJ000250 88. 


0223. 


C38.ol3.tc 


Method 


TBLASTX: Cress 


Start 


7193 






End 


7523 


GI 


none 






Score 


521 


Exons 


7193. .7522, 


7194. 


.7523, 7198. 


.7521 




Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 


ucUc LNO . 


Rft4 ft 

O O fi 0 D 










Start 


43142 






End 


43631 


Name 


OJ000250 88. 


0223. 


C38.o3.tw 


Method 


TBLASTX: Wheat 


Start 


7264 






End 


7707 


GI 


none 






Score 


43 


Exons 


7264. .7299, 


7285. 


.7707, 7291. 


.7707 




Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 


Vac lie LNO . 


Rft d ft 

J040D 










Start 


43142 






End 


43631 


Name 


OJ000250 88. 


0223. 


C38.o8.tm 


Method 


TBLASTX: Maize 


Start 


7766 






End 


8217 


GI 


none 






Score 


754 


Exons 


7766. .8017, 


7768. 


.8217, 7769. 


.8215 




Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 


bene lno . 


^ft A ft 






Strand 




Start 


43142 






End 


43631 .v"- 


Name 


OJ000250 88. 


0223. 


C38.o8.tw 


Method 


TBLASTX: Wheat 


Start 


7870 






End 


8268 


GI 


none 






Score 


578 


Exons 


7870. .8211, 


7871. 


.8266, 8054. 


.8215, 8067. .8267, 8071. .8268 


Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 


bene ino . 


JO *± 0 0 






Strand 




Start 


43142 






End 


43631 


Name 


OJ000250 88. 


0223. 


C38.oll.tm 


Method 


TBLASTX: Maize 


Start 


8740 






End 


9202 


GI 


none 






Score 


668 


Exons 


8740. .9159, 


8740. 


.9§.?4, 8741. 


.9175, 9170.. 9202, 9171.. 9200 


Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


58486 






Strand 




O LctX. L 








End 


43631 


Name 


OJ000250 88. 


0223. 


C38.oll.tw 


Method 


TBLASTX: Wheat 


Start 


8901 






End 


9265 


GI 


none 






Score 


394 


Exons 


8901. .9200, 


8901. 


.9200, 8903. 


.9202, 9171.. 9254, 9193.. 9264, 




9194. .9265 










Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 


Gene No. 


58486 






Strand 




Start 


43142 






End 


43631 


Name 


OTnnn^^n ftft 


0223. 


C38.ol5.tm 


Method 


TBLASTX: Maize 


Start 


9439 






End 


10054 


GI 


none 






Score 


77 


Exons 


9439. .9528, 


9440. 


.9487, 9499. 


.9537, 9626.. 9724, 9640.. 9726, 




9641-. .9724, 


9645. 


.9743, 9681. 


.9995, 9691.. 9996, 9727.. 9999, 




10010. .10054 


, 10015.. 10053 






Seq. No. 


28385 






Seq. ID 


OJ000250_88.0223.C38 



28145 




Gene No. 


58486 




Strand 






O LdlL 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o31.tc 


Method 


TBLASTX: Cress 




Start 


9440 




End 


9969 




GI 


none 




Score 


45 




Exons 


9440.. 9478, 9519.. 9587, 9550 


..9582, 9648. .9695, 9648. .9677, 




9740.. 9964, 9745.. 9969, 9745 


..9957, 9746. .9958, 9753. .9968 


Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


- POO 

. Zoo 


(aene no . 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o22.ts 


Method 


TBLASTX: Soybean 




Start 


9646 




End 


9969 




GI 


none 




Score 


44 




Exons 


9646.. 9693, 9737.. 9961, 9745 


. .9969, 9745. .9957 




Seq. No. 


OQOQC 




Seq. ID 


OJ000250_88.0223 


POO 

. Coo 


Gene No. 


OO^OD 




Strand 






Start 


A "31 A O 




End 


43631 




Name 




• 04U . tm 


Method 


TBLASTX: Maize 




Start 






End 


34083 




GI 


none 




Score 


44 




Exons 


10467. .10493, 10617. 


.10694, 


10621. .10776, 10623. .10778, 






lUDZfi ..iu//y, iu / / j . 


1 PlQ A 


34004. .34066, 34005 .. 34070, 






"3/inoi 










Seq. No. 






Seq. ID 


OJ000250_88.0223 


. C38 


Gene No. 


oo4ob 




Strand 






Start 






End 


43631 




Name 


OJ000250 88.0223.C38 


. o31 . tm 


Method 


TBLASTX: Maize 




Start 


11308 




End 


11580 




GI 


none 




Score 


86 




Exons 


1 1 OAQ 1 1 OTfT 1 1 OAQ 


. i ij yy , 


11358. .11462, 11366. .11503, 






1 i occ i i cn<; i i oro 
IIJDO . . IIjUD, IIjOo . 


1 1 Q A *7 


11495. .11578, 11496. .11579, 








1 i con 








Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


. C38 




58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


. o36. tm 


Method 


TBLASTX: Maize 




Start 


12515 




End 


12718 




GI 


none 




Score 


106 




Exons 


12515. .12589, 12517. 


.12588, 


12575. .12718, 12583.. 12708 




Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


ociic ino . 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o40.tc 


Method 


TBLASTX: Cress 




Start 


13573 




End 


13710 




GI 


none 




Score 


191 




Exons 


13573. .13710, 13573. 


.13710 








Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


. o33. tm 


Method 


TBLASTX: Maize 




Start 


13579 




End 


13845 





28146 




GI 


none 




Score 


250 




Exons 


13579. .13743, 13579. 


.13761, 


13580. .13762, 13602 .. 13769, 






13807. .13845 










Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o41.tc 


Method 


TBLASTX: Cress 




Start 


14354 




End 


14680 




GI 


none 




Score 


41 




Exons 


14354. .14404, 14357. 


.14404, 


14402. .14473, 14470 .. 14517 , 






14507. .14653, 14509. 


.14628, 


14519. .14680 




Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250_88.0223.C38 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


14431 




End 


15003 




GI 


none 




Score 


79 




Exons 


14431. .14472, 14432. 


.14473, 


14447. .14518, 144 66 .. 14513, 






14503. .14679, 14507. 


.14680, 


14511. .14687, 14656. .14886, 






14658. .14885, 14718. 


.14765, 


14878. .14922, 14 881 .. 14 925 , 






14908. .14997, 14914. 


.15003 








Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.ol5.tw 


Method 


TBLASTX: Wheat 




Start 


14470 




End 


14668 




GI 


none 




Score 


50 




Exons 


14470. .14517, 14471. 


.14518, 


14507. .14668, 14509 .. 14 628 , 






14519. .14662 










Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250_88.0223.C38 


.ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


14717 




End 


15300 




GI 


none 




Score 


75 




Exons 


14717. ,14785, 14717. 


.14788, 


14785. .14808, 14786 .. 14806, 






14809. .14889, 14821. 


.14952, 


14860. .14940, 15036 .. 15122, 






15044. .15139, 15049. 


.15126, 


15104. .15172, 15117. .15158, 






15251. .15292, 15253. 


.15300 








Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o26.ts 


Method 


TBLASTX: Soybean 




Start 


15372 




End 


15509 




GI 


none 




Score 


128 




Exons 


15372. .15500, 15387. 


.15509 








Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


,ol9.tc 


Method 


TBLASTX: Cress 




Start 


16862 




End 


17432 





28147 




GI 


none 






Score 


38 






Exons 


16862. .16897, 


16867. 


.16896, 


16914. .16988, 16914 


. .16988, 






16915. .16989, 


17039. 


.17311, 


17047. .17313, 17047 


. .17310, 






17049. .17312, 


17314. 


.17430, 


17315. .17425, 17325 


. .17432, 






17325. .17432 














Seq. No. 


28385 






Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 






Strand 








Start 


43142 






End 


43631 






Name 


OJ000250 88.0223.C38 


.ol8.ts 


Method 


TBLASTX: 


Soybean 




Start 


16909 






End 


17312 






GI 


none 






Score 


52 






Exons 


16909. .17013, 


16926. 


.17000, 


16928. .17023, 17017 


. .17310, 






17019. .17312 














Seq. No. 


28385 






Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 






Strand 








Start 


43142 






End 


43631 






Name 


OJ000250 88.0223.C38 


.ol6. tm 


Method 


TBLASTX: 


Maize 




Start 


16927 






End 


17325 






GI 


none 






Score 


542 






Exons 


16927. .17325, 


16928. 


.17263, 


16929. .17324 






Seq. No. 


28385 






Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 






Strand 








Start 


43142 






End 


43631 






Name 


OJ000250 88.0223.C38 


. o26. tm 


Method 


TBLASTX: 


Maize 




Start 


17326 






End 


17519 






GI 


none 






Score 


304 






Exons 


17326. .17511, 


17326. 


.17517, 


17328. .17516, 17328 


. .17519 




Seq. No. 


28385 






Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 






Strand 








Start 


43142 






End 


43631 






Name 


OJ000250 88.0223.C38 


.ol7 . tc 


Method 


TBLASTX: 


Cress 




Start 


17512 






End ■ 


17872 






GI 


none 






Score 


483 






Exons 


17512. .17871, 


17514. 


.17828, 


17528.. 17872 






Seq. No. 


28385 






Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 






Strand 








Start 


43142 






End 


43631 






Name 


OJ000250 88.0223.C38 


.08. ts 


Method 


TBLASTX: 


Soybean 




Start 


17554 






End 


18384 






GI 


none 






Score 


568 






Exons 


17554. .17958, 


17558. 


.17959, 


17818. .17964, 17959 


. .18108, 






17960. .18115, 


17982. 


.18125, 


18129. .18383, 18141 


. .18383, 






18154. .18384 














Seq. No. 


28385 






Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 






Strand 








Start 


43142 






End 


43631 






Name 


OJ000250 88.0223.C38 


.o27.tc 


Method 


TBLASTX: 


Cress 




Start 


17873 - 






End 


18240 






GI 


none 






Score 


88 






Exons 


17873. .17998, 


17874. 


.17954, 


17881. .1795 


8, 17938 


. .18120, 






17959. .18108, 


17963. 


.18121, 


17964. .18125, 17982 


. .18125, 





28148 






18129. .18236, 18129. 

* -■ 


. 18236, 


18154. .18240, 18182.. 18238 




Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250_88.0223.C38 


.olO.ts 


Method 


TBLASTX: Soybean 




o cart 


1 Q A Q O 




End 


19026 




GI 


none 




Score 


227 




Exons 


18482. .18661, 18490. 


.18642, 


184 92. .18662, 18505. .18672, 






18624. .18806, 18639. 


.18806, 


18643. .18828, 18799 .. 18837 , 






18848. .18985, 18852. 


.19004, 


18852. .18 


986, 18853. .19026, 






18859. .19023 










Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223. 


C38 


Gene No. 


C Q A O C 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


,o30.tc 


Method 


TBLASTX: Cress 




Start 


18573 




End 


18768 




GI 


none 




Score 


175 




Exons 


18573. .18767, 18573. 


.18767, 


18574. .18768 




Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223. 


C38 


Gene No. 


58486 




Strand 






Start 


43142 ... 




End 


43631 




Name 


OJUUUzoU oo.0^2o.C3o 


. ol5 . ts 


Method 


TBLASTX: Soybean 




Start 


19226 




End 


19641 




GI 


none 




Score 


105 




Exons 


19226. .19453, 19231. 


.19455, 


19232. .19450, 19233 .. 19451 , 






19470. .19598, 19470. 


.19604, 


19474. .19608, 19475 .. 19618, 






19605. .19640, 19606. 


.19641 








Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223. 


C38 


Gene No . 


C O A O C 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o35.tm 


Method 


TBLASTX: Maize 




Start 


19419 




End 


20022 




GI 


none 




Score 


153 




Exons 


19419. .19658, 19474. 


.19761, 


19831. .20022 




Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223. 


C38 


bene ino. 






Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o29.tc 


Method 


TBLASTX: Cress 




Start 


19474 




End 


20031 




GI 


none 




Score 


155 




Exons 


19474. .19761, 19512. 


.19658, 


19831. .20031, 19923.. 20030 




Seq. No. 


28385 




Seq. ID 


OJ000250_88.0223. 


C38 


Gene No. 


58486 




Strand 






Start 


43142 




End 


43631 




Name 


OJ000250 88.0223.C38 


.o7 .ts 


Method 


TBLASTX: Soybean 




Start 


19944 




End 


20760 




GI 


none 




Score 


214 




Exons 


19944. .20135, 19944. 


.2.0156, 


19945. .20277, 20017 20304 , 






20132. .20305, 20286. 


.20405, 


20303. .20755, 20305 .. 20760, 






20306. .20755, 20346. 


.20759 









28149 



Seq. No. 


28385 




Gene No. 


58486 




otart 


4J14Z 




Name 


OJ000250 88.0223.C38 


.ol8.tc 


Start 


20044 




GI 


none 




Exons 


20044. .20283, 20050. 


.20283, 




20314. .20442, 20316. 


.20444 


Seq. No. 


28385 




Gene No. 


Oo4ob 




Start 


43142 




Name 


OJ000250 88.0223.C38 


.632.tc 


Start 


20738 




GI 


none 




Exons 


20738. .21019, 20746. 


.20964 


Seq. No. 


28385 




Gene No. 


58486 




Start • 


43142 




Name 


a Tft nnot;n 00 nooi /"OQ 
OJUUUzoU 00.UZZJ.CJ0 


. 0Z6 . ts 


Start 


20845 




GI 


none 




Exons 


20845. .20904, 20876. 


.20905, 




21002. .21106, 21019. 


.21258, 




21254. .21298, 21257. 


.21295 


Seq. No. 


28385 




Gene No. 


58486 




Start 


43142 




Name 


OJ000250 88.0223.C38 


.olS.tc 


Start 


21108 




GI 


none 




Exons 


21108. .21155, 21109. 


.21213, 




21262. .21531 




Seq. No. 


28385 




Gene No. 


58486 




CM » v>4- 

otart 


A "3 1 A O 

4o±4<£ 




Name 


OJ000250 88.0223.C38 


.06. tc 


Start 


21541 




GI 


none 




Exons 


21541. .21981, 21542. 


.21988, 




22051. .22284 




Seq. No. 


28385 




Gene No. 


58486 




otart 


4 J14z 




Name 


OJ000250 88.0223.C38 


.ol4 .ts 


Start 


21815 




GI 


none 




Exons 


21815. .21982, 21831. 


.21980, 




22033. .22170, 22040. 


.22255, 


Seq. No. 


28385 




Gene No. 


58486 




Start 


43142 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88 . 0223 . C38 
43631 

TBLASTX: Cress 

20444 

323 



20141. .20305, 20312. .20443, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88 . 0223 . C38 
43631 

TBLASTX: Cress 

21019 

270 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20906. .21031, 
21028. .21213, 



OJ000250 88.0223.C38 



43631 

TBLASTX: Soybean 
21298 
43 

20906. .20980, 
21041. .21253, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C38 
43631 

TBLASTX: Cress 

21531 

52 



OJ000250_88.0223.C38 
43631 

TBLASTX: Cress 

22285 

664 



22035. .22283, 2204 9 .. 22285, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 88.0223.C38 



22051. 



43631 

TBLASTX : Soybean 
22257 
218 

21981, 22023. .22253, 
22257 



Seq. ID 

Strand 

End 



OJ000250 88.0223.C38 



43631 



28150 



Name 


OJ000250 88.0223.C38 


.o27.tm 


Method 


TBLASTX: Maize 




Start 


21926 








End 


22259 




GI 


none 








Score 


82 




Exons 


21926. 


.21982, 


21928. 


.21981, 


22023. .22259, 22033 .. 22170, 






22040. 


.22258 












Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 








Strand 






Start 


43142 








End 


43631 




Name . 


OJ000250 88.0223.C38 


,o3. ts 


Method 


TBLASTX: Soybean 




Start 


22258 








End 


25221 




GI 


none 








Score 


99 




Exons 


22258. 


.22332, 


22262. 


.22336, 


22265. .22336, 224 61 .. 22508 , 






22465. 


.22509, 


22527. 


. 22559, 


22557. .23264, 22558 .. 22917 , 






22559. 


.23266, 


22560. 


.23273, 


23260. .23385, 23261 .. 23410, 






23261. 


.23389, 


23262. 


.23390, 


23397. .24149, 234 10 .. 24 150, 






23411. 


.24157, 


23621. 


.24151, 


24154. .24210, 24 157 .. 24306, 






24164. 


.24307, 


24165. 


.24368, 


24276. .24446, 24301 .. 244 44 , 






24317. 


.24445, 


24872. 


.25156, 


24873. .25154, 24946. .25221 




Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 








Strand 






Start 


43142 








End 


43631 




Name 


OJ000250 88.0223.C38 


. o30 . tm 


Method 


TBLASTX: Maize 


- 


Start 


22261 








End 


22757 




GI 


none 








Score 


140 




Exons 


22261. 


.22362, 


22262. 


.22366, 


22262. .22363, 224 61 .. 22508 , 






22465. 


.22509, 


22527. 


.22559, 


22557. .22757, 22559 .. 22756, 






22560. 


.22757 












Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 








Strand 






Start 


43142 








End 


43631 




Name 


OJ000250 88.0223.C38 


,o43. tc 


Method 


TBLASTX: Cress 




Start 


22297 








End 


22649 




GI 


none 








Score 


81 




Exons 


22297. 


.22362, 


22298. 


.22354, 


22470. .22520, 22474 .. 22521 , 






22560. 


.22649, 


22562. 


.22648 








Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223 


.C38 


Gene No. 


58486 








Strand 






Start 


43142 








End 


43631 




Name 


OJ000250 88.0223.C38 


,ol2.tc 


Method 


TBLASTX: Cress 




Start 


22652 








End 


23046 




GI 


none 








Score 


595 




Exons 


22652. 


.23044, 


22653. 


.23045, 


22656. .23045, 22966.. 23046 




Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223 


. C38 


Gene No. 


58486 








Strand 






Start 


43142 








End 


43631 




Name 


OJ000250 88.0223.C38 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23345 








End 


23790 




GI 


none 








Score 


634 




Exons 


23345. 


.23788, 


23345. 


.23584, 


23346.-23789, 2334 6 .. 23789, 






23347. 


.23790 












Seq. No. 


28385 








Seq. ID 


OJ000250_88.0223 


.C38 



28151 




Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 




Name 


OJ000250 88..0223.C38 


.ol4.tc 


Method 


TBLASTX: 


Cress 


Start 


23490 








End 


23906 




GI 


none 








Score 


521 




Exons 


23490. 


.23900, 


23491. 


.23904, 


23496. .23906 






Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 




Name 


OJ000250 88.0223.C38 


.o23.tc 


Method 


TBLASTX: 


Cress 


Start 


23921 








End 


24436 




GI 


none 








Score 


225 




Exons 


23921. 


.24139, 


23922. 


.24158, 


2392,2. .24143, 


24180 


. .24434, 




24245. 


.24427, 


24290. 


.24436 










Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 




Name 


OJ000250 88.0223.C38 


.o28.tm 


Method 


TBLASTX: 


Maize 


Start 


24416 








End 


24777 




GI 


none 








Score 


138 




Exons 


24416. 


.24538, 


24423. 


.24563, 


24425. .24538, 


24432 


. .24539, 




24435. 


.24509, 


24436. 


.24483, 


24437. .24508, 


24445 


. .24510, 




24453. 


.24509, 


24459. 


.24569, 


24463. .24561, 


24467 


. .24514, 




24468. 


.24563, 


24468. 


.24569, 


24472. .24573, 


24498 


. .24572, 




24501. 


.24560, 


24505. 


.24591, 


24505. .24612, 


24526 


. .24612, 




24544. 


.24600, 


24547. 


.24600, 


24553. .24651, 


24553 


. .24600, 




24553. 


.24651, 


24553. 


.24600, 


24595. .24759, 


24595 


. .24759, 




24601. 


.24756, 


24619. 


.24774, 


24622. .24756, 


24630 


. .24674, 




24637. 


.24777, 


24637. 


.24660, 


24658. .24690, 


24664 


. .24729, 




24678. 


.24722, 


24679. 


.24729, 


24681. .24758, 


24682 


. .24768, 




24687. 


.24731, 


24715. 


.24777, 


24735. .24773 







Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 . o5 . tm 

Start 24778 

GI none 

Exons 24778. .24816, 24811 .. 25176, 
24843. .25175, 24869 .. 25588 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24841 

25251 



OJ000250 88.0223.C38 



43631 

TBLASTX: Maize 
25589 
46 

24894, 24843. .25589, 
25589 



Seq. No. 28385 
Gene No. . 58486 

Start 43142 

Name OJ000250_88 . 0223 .C38 . o33 . tc 

Start 24820 

GI none 
Exons 



Seq. ID OJ000250_88.0223.C38 
Strand 
End 

Method 
End 
Score 



.43631 

TBLASTX: Cress 

25118 

66 



24820. .24927, 24843 .. 25118 , 24843 .. 25115, 24872. .25117 



Seq. No. 28385 Seq. ID 

Gene No. 58486 Strand 

Start 43142 End 

Name OJ000250_88 . 0223 . C38 . o2 . tw Method 

Start 25043 End 

GI none Score 



OJ000250_88 . 0223 .C38 
43631 

TBLASTX: Wheat 

25662 

42 



28152 



Exons 


25043. 


.25114, 


25054. 


.25092, 


2.5056. .25115, 25080 


. .25340, 






25087. 


.25248, 


25241. 


.25660, 


25242. .25661, 25243 


. .25662 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o20. tc 


Method 


TBLASTX: Cress 




Start 


25119 








End 


25827 






GI 


none 








Score 


55 






Exons 


25119. 


.25154, 


25153. 


.25242, 


25161. .25238, 25230 


. .25496, 






25256. 


.25477, 


25264. 


.25524, 


25490. .25594, 25490 


. .25597, 






25491. 


.25826, 


25491. 


.25622, 


25680. .25817, 25681 


. . Z00Z f , 






25682. 


.25825 














Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o3. tc 


Method 


TBLASTX: 


Cress 




Start 


25895 








End 


27039 






GI 


none 








Score 


47 






Exons 


25895. 


.25951, 


25903. 


.25995, 


26057. .26113, 26060 


. .26104, 






26108. 


.26182, 


26116. 


.26172, 


26194. .26751, 26195 


. .26749, 






• 26746. 


.26925,- 


26751. 


.26918, 


26752. .26925, 26754 


. . 27008 , 






26846. 


.26944, 


26983. 


.27039, 


26985. .27038 






Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.06. ts 


Method 


TBLASTX: 


Soybean 




Start 


26030 








End 


27098 




GI 


none 








Score 


143 






Exons 


26030. 


.26185, 


26051. 


.26185, 


26194. .26571, 26194 


. .26739, 






26195. 


.26749, 


26617. 


.26754, 


26622. .26762, 26746 


. .26985, 






26751. 


.26918, 


26854. 


.26982, 


26855. .26986, 26965 


. .27027, 






26972. 


.27040, 


26972. 


.27040, 


26985. .27044, 26997 


. .27098 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No . 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o39.tm 


Method 


TBLASTX: 


Maize 




Start 


26300 








End 


26438 






GI 


none 








Score 


215 






Exons 


26300. 


.26437, 


26300. 


.26437, 


26301. .26438 






Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


. o22 . tm 


Method 


TBLASTX : Maize 




Start 


26626 








End 


26919 






GI 


none 








Score 


67 






Exons 


26626. 


.26715, 


26634. 


.26783, 


26634. .26681, 26662 


. .26751, 






26664. 


.26762, 


26720. 


.26779, 


26739. .26918, 26742 


. .26918, 






26746. 


.26919 














Seq. No. 


28385 








Seq. ID 


OJ000250_ 


J8.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 







28153 



Name 

Start 

GI 

Exons 



OJ000250 88.0223.C38.o6.tw 



Method TBLASTX : Wheat 



26677 End 27097 

none Score 110 

26677. .26751, 26681 .. 26749, 26685 26783, 26715 .. 26762, 

26720. .26779, 26739 .. 27077 , 26742 .. 27083, 2674 6 .. 27087, 

26750. .27097, 26752 .. 27084 , 26846.. 27097 



Seq. No. 28385 ' 

Gene No. 58486 
Start 43142 

Name OJ000250_88 . 0223 .C38 . ol4 . tm 

Start 26920 

GI none 

Exons 26920. .27114, 26921 

27089. .27127, 27125 
27174. .27239, 27225 
27241. .27324, 27363 
27553. .27579, 27553 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250__88.0223.C38 
43631 

TBLASTX : Maize 

27579 

266 



27076, 26985. .27086, 27087 .. 27119, 

27166, 27131. .27166, 27174 .. 27239, 

27269, 27231. .27323, 27239 .. 27301, 

27539, 27373. .27558, 2737 6 .. 27558, 
27579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88. 0223. C38. oil. tc 

27238 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Cress 

End 27860 

Score 35 



27238. .27258, 27239 .. 27256, 27373 27747 , 27375 .. 2774 9, 
27376. .27750, 27745.-27858, 27747. .27860 



28385 
58486 
43142 

OJ000250_88.0223.C38.o4 .ts 

27240 

none 

27240. .27263 
27376. .28086 
28328. .29068 
29853. .30125 



30560. .30736, 
30816. .30839, 
30833. .30886, 
30931. .30984, 
31043. .31090, 
31112. .31180, 
31370. .31411, 
31967. .32002, 
32697. .32852, 



27371. 
27644. 
29708. 
29985. 
30560. 
30827. 
30892. 
30933. 
31043. 
31115. 
31377. , 
32007. , 
32848. , 



28069, 
28096, 
29770, 
30131, 
30736, 
30886, 
30945, 
31016, 
31084, 
31186, 
31406, 
32570, 
32916 



Seq. ID OJ000250_ 
Strand 



88.0223.C38 



End 

Method 

End 

Score 



43631 
TBLASTX: 
32917 
530 



Soybean 



27373. .28062, 27375 .. 28091, 

28102. .28143, 28327 .. 29067, 

29795.-29863, 29840 .. 30127 , 

30152. .30220, 30556 .. 30735, 

30561. .30737, 30565 .. 30738 , 

30829. .30900, 30832 .. 30885, 

30893. .30946, 30896 .. 30943, 

30953. .31024, 30977 .. 31021, 

31045. .31092, 31050 31085, 

31122. .31181, 31271. .31288, 

31447. .31947, 31451 .. 31945, 

32018. .32917, 32197 .. 32850, 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 . ol7 . tm 

Start 27580 

GI none 

Exons 27580. .27864, 27580.. 27864 



Seq. ID OJ000250__88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Mai ze 

End 27864 

Score 475 



Seq. No. 



28385 



Seq. ID OJ000250_88.0223.C38 



28154 




Gene No. 


58486 








Strand 


- 






Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.08. tc 


Method 


TBLASTX: 


Cress 




Start 


28316 








End 


28828 






GI 


none 








Score 


58 






Exons 


28316. 


.28366, 


28323. 


.28364, 


28354. .28E 


J03, 28367 


. .28828, 






28369. 


.28827 














Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o32.tm 


Method 


TBLASTX: 


Maize 




Start 


28723 








End 


28967 






GI 


none 








Score 


273 






Exons 


28723. 


.28923, 


28725. 


.28967 










Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o25.tm 


Method 


TBLASTX: 


Maize 




Start 


28970 








End 


29328 






GI 


none 








Score 


135 






Exons 


28970. 


.29068, 


28975. 


.29064, 


28977. .29069, 29063 


. .29107, 






29064. 


.29102, 


29065. 


.'29106, 


29094. .29228, .29100 


. .29243, 






29102. 


.29272, 


29119. 


.29256, 


29237. .29260, 29259 


. .29300, 






29260. 


.29301, 


29303. 


.29326, 


29305. .29328 






Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


. 06 . tm 


Method 


TBLASTX: 


Maize 




Start 


29415 








End 


30351 






GI 


none 








Score 


186 






Exons 


29415. 


.29582, 


29430. 


.29459, 


29450. .29575, 29452 


. .29583, 






29548. 


.29583, 


29559. 


.29639, 


29592. .29690, 29621 


. .29692, 






29631. 


.29693, 


29667. 


.29759, 


29692. .29763, 29693 


. .29764, 






29695. 


.29763, 


29768. 


.29809, 


29768. .29806, 29795 


. .29851, 






29796. 


.29852, 


29805. 


.29852, 


29833. .29919, 29844 


. .30215, 






29846. 


.30214, 


29984. 


.30238, 


30222. .30266, 30224 


...30268, 






30252. 


.30350, 


30265. 


.30348, 


30267. .30350, 30268 


. .30351 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o26. tc 


Method 


TBLASTX: 


Cress 




Start 


29819 








End 


30125 






GI 


none 








Score 


328 






Exons 


29819. 


.30115, 


29819. 


.29935, 


29820. .30125, 29985 


. .30125 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


. o2 ..tm 


Method. 


TBLASTX: Maize 




Start 


30353 








End 


32019 






GI 


none 








Score 


200 






Exons 


30353. 


.30517, 


30353. 


.30454, 


30445. .30477, 30490 


. .30804, 






30502. 


.30804, 


30503. 


.30805, 


30764. .30889, 30774 


. .30887, 





28155 



30776. .30889, 30889. . 30981, 30890 31006, 30890 .. 31018 , 

30897. .31028, 30968 .. 31114, 31010 31114 , 31011 31115, 

31024.. 31119, 31107.. 31184, 31108 .. 31188, 31115 31192, 

31145. .31255, 31148 31261, 31176 31277 , 31199 314 14 , 

31235. .31360, 31260 .. 31406, 31363 .. 3144 9, 31417 .. 31947, 

31436. .31957, 31676. . 31957, 31952 .. 32005, 31952 .. 32011, 
31957.. 32019 



Seq. No. 28385 
Gene No. 58486 
Start 43142 

Name OJ000250_88 . 0223 . C38 . o4 . tc 

Start 30619 
GI none 
Exons 30619. 

31543. 

32197. 



,30717, 30620. 
,31947, 31544. 
,32517 



,30715, 
,31954, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30628 

32007 



OJ000250 88.0223.C38 



43631 

TBLASTX: Cress 
32518 
125 . 

30717, 31543. .31917, 
32504, 32021. .32518, 



Seq. No. . 28385 
Gene No. 58486 
Start 43142 

Name OJ000250_88 . 0223 . C38 . o9 . tw 

Start 30737 
GI none 

Exons 30737. .30856, 30737 .. 30856, 

30890. .31012, 30890. .31012, 
31016. .31099, 31016. .31096, 
31096. .31182, 31099. .31179, 
31176. .31211 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Wheat 

End 31211 

Score 183 
30853. .30900, 30853 308 91, 
30891. .31013, 30987. .31097, 
31017. .31097, 31095. .31145, 
31100. .31186, 31172. .31204, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88 . 0223 . C38 . o4 . tw 

31435 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 
End 

Method 
End 
Score 



43631 

TBLASTX: Wheat 

31880 

120 



31435. .31521, 31436 .. 31519, 31449 .. 31529, 31453 .. 31521, 
31525. .31875, 31527 .. 31865, 31530.. 31880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 



58486 ■ Strand 

43142 End 

OJ000250_88 . 0223 . C38 . o34 . tm Method 

32063 End . 

none Score 



Seq. ID OJ000250 88.0223.C38 



43631 

TBLASTX: Maize 

32376 

260 



32063. .32374, 32200 32244 , 32305.. 32376 



Seq. No. 28385 Seq. ID 

Gene No. 58486 Strand 

Start 43142 End 

Name OJ000250_88 . 0223 . C38 . o42 . tc Method 

Start 32527 End 

GI none Score 

Exons 32527. .32793, 32528.. 32785 



OJ000250_88.0223.C38 
43631 

TBLASTX: Cress 

32793 

193 



Seq. No. 
Gene No. 



28385 
58486 



Seq. ID 
Strand 



OJ000250 88.0223.C38 



28156 




Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o37. tc 


Method 


TBLASTX: 


Cress 




Start 


32876 








End 


33016 






GI 


none 








Score 


229 






Exons 


32876. 


.33016, 


32878. 


.33015 










Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.ol3.ts 


Method 


TBLASTX: 


Soybean 




Start 


33136 








End 


33566 




GI 


none 








Score 


457 






Exons 


33136. 


.33522, 


33137. 


.33559, 


33137. .33559, 33321 


. .33566 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








C -) > v-+- 

otart 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o22.tc 


Method 


TBLASTX: 


Cress 




Start 


33136 








' End 


33769 






GI 


none 








Score 


431 






Exons 


33136. 


.33522, 


33137. 


.33565, 


33146. .33565, 33330 


. .33566, 






33693. 


.33758, 


33697. 


.33768, 


33697. .33765, 33698 


. .33769 




Seq. No. 


28385. 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


■ 58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


. ol6 . tc 


Method 


TBLASTX: 


Cress 




Start 


34026 








End 


34708 






GI 


none 








Score 


66 






Exons 


34026. 


.34079, 


34027. 


.34110, 


34028. .34108, 34136 


. .34333, 






34137. 


.34331, 


34138. 


.34338, 


34139. .34333, 34352 


. .34483, 






34387. 


.34455, 


34598. 


.34708, 


34624. .34707 






Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 . 






Name 


OJ000250 88.0223.C38 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Of ^ -v- 4- 


34355 








End 


38089 




GI 


none 








Score 


117 






Exons 


34355. 


.34501, 


34387. 


.34452, 


34422. .34463, 34574 


. .35836, 






34575. 


.35087, 


34624. 


.35871, 


34624. .35871, 36852 


. .36944, 






36956. 


.37099, 


36974. 


.37063, 


37103. .37183, 37227 


. .37568, 






37250. 


.37564, 


37619. 


.37663, 


37685. .38089, 37689 


. .37790 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


34373 








End 


38335 






GI 


none 








Score 


164 






Exons 


34373. 


.34471, 


34387. 


.34470, 


34472. .34489, 34473 


. .34499, 






34531. 


.34578, 


34532. 


.34585, 


34533. .34589, 34583 


. .35836, 






34587. 


.35087, 


34 612. 


.36024, 


34624. .36156, 35793 


. .36146, 






36074. 


.36*157, 


36122. 


,36217, 


36127. .36234, 36132 


. .36212, 






36136. 


.36216, 


36956. 


.37099, 


37103. .37183, 37250 


. .37432, 






37250. 


.37564, 


37251. 


.37568, 


37619. .37663, 37685 


. .38089, 






37689. 


.38102, 


37854. 


.38090, 


38096. .38335, 38097 


. .38168, 





28157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38120. .38245, 38208.. 38267 

28385 
58486 
43142 

OJ000250_88 . 0223 . C38 . o5 . tc 

34750 

none - 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX: Cress 

End 37454 

Score 266 



34750. .'34917, 34751 34915, 34911 .. 35087 , 34 914 .. 35297 , 
34916. .35296, 34 918 35298, 34919 .. 35299, 36968 .. 37099, 
36974. :37072, 37109. . 37183, 37250 .. 37453, 37251.. 37454 



28385 
58486 
43142 

OJ000250_88.0223.C38.o2.tc 
35401 



Seq. ID OJ000250_88.0223.C38 
Strand 

43631 

TBLASTX: Cress 
38658 
34 



End 

Method 
End 

none Score 
'35401. .35430, 35404 .. 35448, 35455 .. 35859, 35459 
35872. .36018, 35873 .. 36025, 36196 .. 36327 , 36337 
37454. .37723, 37454 .. 38656, 374 91 .. 38657 , 37506 
37819. .38658 



,35809, 
,36441, 
,38657, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88.0223.C38.o9.ts 

35871 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Soybean 

End 38537 

Score 163 



35871. .36131, 35872 .. 36024 , 35872 .. 36345, 35873 .. 36025, 

36069. .36122, 36074 .. 3634 6, 36079 .. 36348 , 36159 .. 36356, 

36159. .36347, 38096. . 38266, 38097 .. 38267 , 38270 .. 38317 , 

38423. .38536, 38424.. 38537 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 .0223.C38 .o39.tc 

Start 36026 

GI none 

Exons 36026. .36184, 36028 .. 36189, 
36074. .36196 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C38 
43631 

TBLASTX: Cress 

36196 

141 



36051. .36185, 36073 .. 36195 , 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 . ol8 . tm 

Start 36235 

GI none 

Exons 36235. .36528, 36235 .. 36528, 
38445. .38537, 38552.. 38668 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C38 
43631 

TBLASTX: Maize 

38668 

384 



36236. .36529, 38423 .. 38545, 



Seq. No. 28385 Seq. ID 

Gene No. 58486 Strand 

Start 43142 End 

Name OJ000250_88 . 0223 . C38 . ol6 . ts Method 

Start 36359 End 



OJ000250_88.0223.C38 
43631 

TBLASTX: Soybean 
38788 



28158 



Exons 



none score oox 

36359. .36604, 36359 36454 , 36388 36603, 38552 38668, 

38735.. 38788 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 . o9 . tc 

Start 36445 

GI none 

Exons 36445. .36564, 36446 . .36565, 
36518. .36964, .36528 36965, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



36514 . .36939, 36515 
38747. .38893, 38888 



OJ000250_88.0223.C38 
43631 

TBLASTX: Cress 

38959 

75 

36964, 
38959 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 , 

Start 36529 

GI none 

Exons 36529. .36687, 36685., 

38678. .39157, 39104., 
39193. .39309, 39199., 
39353. .39403, 39356., 
39418. .39498, 39482., 
39534. .39614, 39536., 
39656. .39793, 39660., 



o4 . tm 



36756, 
39217, 
39315, 
39403, 
39553, 
39616, 
39800, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38677. 

39127. 

39310, 

39381. 

39483. 



OJ000250 88.0223.C38 



43631 

TBLASTX: Maize 
39807 
742 

,39129, 38677. .39012, 
,39204, 39179. .39307, 
39339, 39311. .39340, 
39485, 39395. .39484, 
39539, 39487. .39540, 
39536. .39616, 3964 4 39796, 
39661. .39807 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 . ol2 . ts 

Start 36604 

GI none 

Exons 36604. .36687, 36685 .. 36756, 
38814. .39146, 38817 .. 3914 6, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 88.0223.C38 



43631 

TBLASTX : Soybean 
39228 
365 

38810. .39127, 38810. .39145, 
39199. .39228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88 . 0223 . C38 . o28 . tc 

38960 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 
End ' 
Method 
End 
Score 



43631 

TBLASTX: Cress 

39228 

234 



38960. .39127, 38960 .. 39127 , 38 961 .. 39128 , 38962 .. 39129, 
38967. .39128, 39122 .. 39205 , 39199.. 39228 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223 . C38 . o24 . ts 

Start 39686 

GI none 

Exons 39686. .39841, 39687 .. 39842, 
40529. .40675, 40558 .. 40674 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 88.0223.C38 



43631 

TBLASTX : Soybean 
40676 
149 

39690. .39842, 39727 .. 39852, 
40560. .40676, 40566. .40676 



Seq. No. 
Gene No. 
Start 



28385 
58486 
43142 



Seq. ID 

Strand 

End 



OJ000250 88.0223.C38 



43631 



28159 



Name 


OJ000250 88.0223.C38 


.o35 . tc 


Method 


TBLASTX: 


Cress 




Start 


39735 








End 


40068 






GI 


none 








Score 


. 109 






Exons 


39735. 


.39866, 


39737. 


.39877, 


39737. .39865, 39744 


. .39881, 






39853. 


.39918, 


39855. 


.39908, 


39856. .39909, 39967 


. .40011, 






39967. 


.40041, 


39971. 


.40042, 


40025. .40063, 40030 


. .40068 




Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


,ol9.tm 


Method 


TBLASTX: 


Maize 




Start 


39862 








End 


40203 






GI 


none 








Score 


240 






Exons 


39862. 


.40017, 


39865. 


.40017, 


39967. .40089, 40013 


. .40129, 






40017. 


.40142, 


40019. 


.40126, 


40115. .40165, 40119 


. .40202, 






40122. 


.40184, 


40126. 


.40203 










Seq. No. 


. 28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


,o21.tc 


'■ Method . 


TBLASTX: 


Cress 




Start 


40536 








End 


40887 






GI 


none 








. Score 


405 






Exons 


40536. 


.40793, 


40539. 


.40886, 


40747. .40887 






Seq. No. 


28385 








Seq. ID 


OJ000250 


88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


40547 








End 


41701 






GI 


none 








Score 


556 






Exons 


40547. 


.40897, 


40547. 


.40882, 


40747. .40899, 40833 


. .40898, 






40892. 


.41521, 


40896. 


.41552, 


40897. .41505, 40928 


. .41518, 






41475. 


.41678, 


41500. 


.41679, 


41516. .41680, 41517 


. .41681, 






41681. 


.41701, 


41683. 


.41700 










Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start - 


43142 








End " 


43631 






Name 


OJ000250 88.0223.C38 


.o24 .tc 


Method 


TBLASTX : 


Cress 




Start 


40952 








End 


41686 






GI 


none 








Score 


56 






Exons 


40952. 


.41008, 


40964. 


.40984, 


41019. .41072, 41036 


. .41071, 






41036. 


.41167, 


41077. 


.41193, 


41078. .41194, 41082 


. .41201, 






41189. 


.41305, 


41201. 


.41305, 


41202. .41315, 41314 


. .41406, 






41326. 


.41406, 


41328. 


.41411, 


41497. .41676, 41504 


. .41686, 






41504. 


.41686 














Seq. No. 


28385 








Seq. ID 


OJ000250 


_88.0223 


.C38 


Gene No. 


58486 








Strand 








Start 


43142 








End 


43631 






Name 


OJ000250 88.0223.C38 


.ol7.ts 


Method 


TBLASTX: 


Soybean 




Start 


41015 








End 


41691 




GI 


none 








Score - 


54 






Exons 


41015. 


.41071, 


41016. 


.41075,. 


41035. .41076, 41048 


. .41170, 






41077. 


.41196, 


41078. 


.41206, 


41249. .41284, 41259 


. .41282, 






41318. 


.41344, 


41325. 


.41399, 


41345. .41416, 41359 


. .41403, 





28160 



41411. .41437, 41415. .41438, 41516 41683, 41517 .. 4 1684 , 
41530. .41691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88 . 0223 . C38 . o21 . tm 

41868 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Mai ze 

End 42254 

Score 291 



41868. .41888, 41872 .. 42156, 4 1891 .. 42016, 41892 .. 42023, 
41911. .42159, 42069. .42164, 42155 .. 4224 4, 42158 .. 42244 , 
42159. .42254, 42159.. 42245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 
58486 
43142 

OJ000250_88 . 0223 . C38 . o9 . tm 

42335 

none 



Seq. ID OJ000250_88.0223.C38 
Strand 

End 43631 

Method TBLASTX : Mai ze 

End 42877 

Score 97 



42335. .42418, 42335 .. 42388, 42336. .42416, 42337 .. 424 17 , 
42418. .42570, 424 19 .. 42844 , 42422 .. 42850, 42643 .. 4284 6, 
42842. .42877 



Seq. No. 28385 

Gene No. 58486 

Start 43142 

Name OJ000250_88 . 0223.C38 .ol0. tw 

Start 42505 

GI none 

Exons 42505. .42543, 42554 .. 42622, 
42582. .42905, 42611.. 42904 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C38 
43631 

TBLASTX: Wheat 

42905 

101 



42561. .42623, 42567 .. 42623, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 Seq. ID 

58486 Strand 
43142 End 
OJ000250_88 . 0223 . C38 . o7 . tc Method 
42632 End 
none Score 

42632. .43261, 42633 .'. 43262, 

43132. .43266, 43280 43351, 

43533. .43616, 43534.. 43629 



OJ000250_88 . 0223 . C38 
43631 

TBLASTX: Cress 
43631 
704 

42642. .43262, 42643 .. 43275, 
43281. .43328, 434 94 43631, 



28385 
58486 
43142 

OJ000250_88. 0223. C38. oil. ts 

42857 

none 

42857. .43258, 42858 .. 43259, 
43304. .43360 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C38 
43631 

TBLASTX : Soybean 

43360 

462 



42858. .43259, 43165 .. 43260, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28385 



58486 Strand 

43142 End 

OJ000250_88 . 0223 . C38 . o2 9 . tm Method 

43138 End 

none Score 



Seq. ID OJ000250 88.0223.C38 



43631 

TBLASTX: Maize 

43395 

173 



28161 



Exons 



43138. .43251, 43139 .. 43252, 43140 .. 43280 , 4324 6 43338, 
43248. .43361, 43250 .. 43360, 43251 .. 43373, 43252 .. 43371, 
43369. .43395, 43370 .. 43393, 43371.. 43394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28385 Seq. ID OJ000250_88 . 0223 . C38 

58486 ' Strand 

43142 End 43631 

OJ000250_88.0223.C38.o21.gp Method AAT/GAP 

43142 End 43257 

LIB3431-013-P1-K1-B3 Score 181 

43142. .43257 

, 6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 1 



28386 
58487 
1798 

OJ000250_88.0223.C39.ol.tm 

300 

none 



Seq. ID OJ000250_88.0223.C39 

Strand + 

End 2058 

Method TBLASTX : Mai ze 

End 2058 

Score 68 



300. .350, 30Q. .350, 301. .351, 349. .420, 353. .421, 363. .392, 
418. .1077, 424. .1059, 1056. .1094, 1057. .1095, 1068. .1142, 
1075. .1155, 1129. .1272, 1136. .1282, 1141. .1269, 1255. .1812, 
1258. .1641, 1259. .1810, 1259. .1813, 1790. .1861, 1792. .2058, 
1793.. 2056, 1831.. 2058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28386 
58487 
1798 

OJ000250 88.0223.C39.ol.tc 



Seq. ID 
Strand 
End 

_ Method 
1097 End 
none Score 
1097. .1144, 1100. .1144, 1140. .1259, 1141. .1362, 1249. .1320, 
1307. .1363, 1356. .1526, 1357. .1785, 1357. .1794, 1358. .1786 



OJ000250_88.0223.C39 
+ 

2058 

TBLASTX: Cress 
1794 
72 



Seq. No. 


28386 








Seq. ID 


OJ000250 88.0223. 


C39 


Gene No. 


58487 








Strand 


+ 




Start 


1798 








End 


2058 




Name 


OJ000250 88. 


0223. 


C39.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1139 








End 


1822 




GI 


none 








Score 


775 




Exons 


1139. .1822, 


1141. 


.1821 










Seq. No. 


28386 








Seq. ID 


OJ000250_88.0223. 


C39 


Gene No. 


58487 








Strand 


+ 




Start 


1798 








End 


2058 




Name 


OJ000250 88. 


0223. 


C39.ol 


.tw 


Method 


TBLASTX: Wheat 




Start * 


1225 








End 


1756 




GI 


none 








Score 


697 




Exons 


1225. .1755, 


1226. 


.1756, 


1226. 


.1756 






Seq. No. 


28386 








Seq. ID 


OJ000250_88.0223. 


C39 


Gene No. 


58487 








Strand 


+ 




Start 


1798 








End 


2058 




Name 


OJ000250 88. 


0223. 


C39.ol 


.gp 


Method 


AAT/GAP 




Start 


1798 






End 


2058 




GI 


2409 1.R1084 








Score 


514 





28162 




Exons. 1798.. 2058 

GI Descrip. 1 128690/sp | P12126 | NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 



Seq. No. 


28386 




Seq. ID 


OJ000250_88.0223.C39 




Rft 4ft 7 




Strand 


+ 


Start 


1798 




End 


2058 


Name 


OJ000250 88.0223.C39.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


1818 




End 


2058 


GI 


none 




Score 


227 


Exons 


1818. .1850, 1866.. 2057, 


1867. 


.2058, 1899.. 2057 


Seq. No. 


28386 






ninnno^n p.p. 099^ h^q 


Gene No. 


58487 




Strand 


1 

T 


Of a r-4- 


1 7QO 

± I yo 




tna 




Name 


OJ000250 88.0223.C39.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1824 




End 


2058 


GI 


none 




Score 


9 ^ Q 

Zj y 


Exons 


1824. .2057, 1825.. 2058, 


1827. 


.^Uj / 




Seq. No. 


28387 




oeq . i u 


vJJUUUZDU OO.UZZO.UflU 


Gene No. 


58488 




orrana 




Start 


285 






y .34 


Name 


UUUUUZDU 00.U£^O»t4U.01 


. cC 


Method 


TBLASTX: Cress 


Start 


285 




End 


934 


GI 


none 




Score 




Exons 


285. .455, 380. .619, 445 


. .609, 




Ci/O COT CQfi Q"3/l 

o4u . . ozj, oyu..yo4, 




611. .934 








Seq.- No. 


28387 




0«rt T n 

oeq. id 


UJUUUZjU O0.UzZJ.U4U 


Gene No*. 


58488 




Of v-anrl 






9ft R 
ZOO 




T" 1 -J 


y o4 


Name 


OJ000250 88.0223.C40.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


318 




End 


702 


GI 


none 




Score 


131 


Exons 


318. .455, 319. .648, 358 


. .648, 


540. .665, 


633.. 701, 655.. 702, 




655.. 702 








Seq. No. 


28387 




Seq. ID 


OJ000250_88.0223.C40 


Gene No. 


58488 




Strand 




Start 


285 *; 




End 


934 


Name 


OJ000250 88.0223.C40.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


380 




End 


934 


GI 


none 




Score 


69 


Exons 


380. .934, 381. .455, 463 


. .930, 


470. .934 




Seq. No. 


28388 




Seq. ID- 


OJ000250_88.0223.C41 


Gene No. 


58489 




Strand 


+ 


Start 


2029 




End 


2756 


Name 


OJ000250 88.0223.C41.o2 


• gp 


Method 


AAT/GAP 


Start 


2029 




End 


2756 


GI 


24824 1.R1084 




Score 


1361 


Exons 


2029. .2756 









28163 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 



'476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa]' 



28388 Seq. ID 

58490 Strand 
2853 End 
OJ000250_88 . 0223 . C4 1 . o3 . gp Method 
2853 End 
14384_1.R1084 Score 
2853. .3564, 3650. .3678 

, 5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



OJ000250_88 .0223.C41 
+ 

3678 
AAT/GAP 
3678' 
1358 



28388 Seq. ID 

58491 ~ Strand 
54 94 End 
OJ000250_88.0223.C41.o4.gp Method 
54 94 End 
7528_2.R1084 Score 
5494. .6117 

'140291/spl P12206I YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_82541 _pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



OJ000250_88.0223.C41 
+ 

6117 
AAT/GAP 
6117 
1143 



OJ000250_88.0223.C41 
+ 

7969 
AAT/GAP 
7969 
831 



28388 Seq. ID 

58492 Strand 
7528 End 
OJ000250_88.0223.C41.o6.gp Method 
7528 End 
uC-osflM202092b08bl Score 
7528.. 7969 

, 118048/sp|P07888|CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquihol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



28388 Seq. ID 

58493 Strand 
12532 End 
OJ00.0250_88 . 0223 . C4 1 . o7 . gp Method 
12532 End 
uC-osflm202104g03bl Score 
12532.. 13054 

, 131211/sp|P19443|PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] • 



OJ000250_88.0223.C41 
+ 

13054 
AAT/GAP 
13054 
1026 



28388 Seq. ID 

5.84 94 Strand 

16599 End 

OJ000250_88 . 0223 . C4 1 . o9 . gp Method 

16599 End 

LIB3432-057-P1-K1-A8 Score 



OJ000250_88.0223.C41 
+ 

16727 
AAT/GAP 
16727 
169 



28164 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16599.. 16727 

1 11957/erab 1X15901 (CHOSXX 7.0e-52 Rice complete chloroplast 
genome 1 



OJ000250_88.0223.C41 
+ 

17829 
AAT/GAP . 
17829 
1023 - 



28388 Seq. ID 

58495 Strand 
17277 End 
OJ000250_88 . 0223 . C4 1 . olO . gp Method 
17277 " End 
2896_1.R1084 Score 
17277. .17829 

, 131271/sp|P12157|PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] ' 



Seq. No'. 


28388 


Seq. ID 


OJ000250_88 


.0223.C41 


Gene No. 


58496 


Strand 






Start 


1049 . 


End 


1565 




Name 


OJ000250 88.0223.C41.ol.gp 


Method 


AAT/GAP 




Start 


1049 


End 


1565 




GI 


uC-osflM202083hl2bl 


Score 


968 




Exons 


1049. .1565 








GI Descrip. 


'552857 3.0e-25 (M31464) atpB 


gene product [Oryza 


sativa] ' 


Seq. No. 


28388 


Seq. ID 


OJ000250_88 


.0223.C41 


Gene No. 


58497 


Strand 






Start 


6121 


End 


6658 




Name 


OJ000250 88.0223.C41.o5.gp 


Method 


AAT/GAP 




Start 


6121 


End 


6658 




GI 


2653 1.R1084 


Score 


1048 




Exons 


6121. .6658 








GI Descrip. 


, 11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza 


sativa] 




>gi_226619_prf 1603356AR ORF 


85A [Oryza sativa] 1 




Seq. No. 


28388 


Seq. ID 


OJ000250_88 


.0223. C41 


Gene No. 


58498 


Strand 






Start 


15370 


End 


15537 




Name 


OJ000250 88.0223.C41.o8.gp 


Method 


AAT/GAP 




Start 


15370 


End 


15537 




GI 


LIB3431-017-P1-K1-H4 


Score 


283 




Exons 


15370. .15537 









GI Descrip. 



, 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 Seq. ID 

58499 Strand 

18985 End 
OJ000250_88. 0223. C41. oil. gp Method 

18985 End 

uC-osflcyp003hllbl Score 
18985. .19436 



OJ000250_88.0223.C41 

19436 
AAT/GAP 
19436 
872 



28165 



GI Descrip. 1 131332/sp | P09449 | PSBH_ORYSA 1.0e-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 
[Oryza sativa] >gi 226635 prf ' 1603356BJ photosystem II lOkD 
phosphoprotein [Oryza sativa] 1 



Seq. No. 


28388 








Seq. ID 


OJ00.0250_88.0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223 


.C41.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 








End 


1286 


GI 


none 








Score 


883 


Exons 


1..162, 2.. 


1285, 


3 . . 623, 


248. 


.1039, 70E 


1. .1286 


Seq. No. 


28388 








Seq. ID 


OJ000250_88 .0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223 


,C41.ol4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2 








End 


229 


GI 


none 








Score 


115 


Exons 


2. .229, 3.. 


206 










Seq. No. 


28388 








Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223 


.C41.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2 








End 


1127 


GI 


none 








Score 


81 


Exons 


2. .202, 2.. 


598, 


3. .587, 


242. . 


598, 599.. 


841, 617. .1108, 708. 


Seq. No. 


28388 








Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223 


.C41.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2 








End 


1222 


GI 


none 








Score 


486 


Exons 


2. .598, 3.. 


587, 


242. .598 


, 599 


..841, 617. .1093, 634. .888, 




708. .1106, 


1178. 


.1222 








Seq. No. 


28388 








Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223 


.C41.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


317 








End 


1012 


GI 


none 








Score 


237 


Exons 


317. .598, 318. .587, 323. 


.592, 


617. .679, 


686. .724, 735. .1004 




749. .1012 












Seq. No. 


28388 








Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223 


.C4l!ol6 


. tm 


Method 


TBLASTX: Maize 


Start 


1127 








End 


1380 


GI 


none 








Score 


261 


Exons 


1127. .1306, 


1129 


. .1338, 


1329. 


.1358, 1329.. 1358, 1363.. 1380 



28166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 Seq. . ID 

58500 Strand 

19566 End 

OJ000250_88.0223.C41.o7.tw Method 

1156 End 

none Score 



OJ000250_88.0223.C41 
19729 

TBLASTX: Wheat 

1588 

215 



1156.. 1305, 1156.. 1251, 1158. .1295, 1257.. 1367, 1302.. 1388, 
1303.. 1377, 1366. .1587, 1375.. 1554, 1379.. i588 



28388 
58500 
19566 

OJ000250_88.0223.C41.o21.tm. 

1381 

none 

1381.. 1518, 1381.. 1518, 1382. 
1515.. 1571, 1517.. 1570 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1543, 



OJ000250 88.0223.C41 



19729 

TBLASTX: Maize 
1571 
199 

1383. .1520, 1511. .1567, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 Seq. ID 

58500 Strand 
19566 End 
OJ000250_88 . 0223 . C4 1 . ol4 . tm Method 
1713 - End 
none Score 

1713. .1835, 1717. .1836, 1812. .1922, 1821. .1877, 1823. 

1825.. 1920, 1826.. 1930, 1895.. 2020, 1897.. 2022, 1939. 



OJ000250_88.0223.C41 
19729 

TBLASTX: Maize 
2022 
186 

.1900, 
.2022 



28388 
58500 
19566 

OJ000250_88.0223.C41.o2.tw 

1756 

none 

1756.. 1917, 1758.. 1901, 1875. 

1967.. 2086, 1987.. 2088, 1987. 

2088.. 2168, 2090.. 2164, 2156. 

28368 
58500 
19566 

OJ000250_88.0223.C41.o3.ts 

1996 

none 

1996. .2085, 
2155. .2697, 



1997.. 2086, 2001. 
2156. .2680, 2167, 



28388 
58500 
19566 

OJ000250_88.0223.C41.o8.tc 

2005 

none 

2005.. 2037, 2005.. 2040, 2039 
2073.. 2162, 2088.. 2168, 2155 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 ■ 

Method TBLASTX : Wheat 
End 2437 
Score 203 

.1973, 1904. .1966, 1929. .2003, 
.2085, 2012.. 2086, 2073.. 2162, 
.2437, 2165. .2437 

Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Soybean 

End 2697 

Score 106 

.2087, 2088. .2162, 2088. .2168, 
.2697 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2086, 
.2460, 



OJ000250 88.0223.C41 



19729 

TBLASTX: Cress 
2479 
41 

2040. .2087, 2041. 
2156. .2479, 2165. 



.2088, 
.2479 



Seq. No. 



28388 



Seq. ID OJ000250_88.0223.C41 



28167 




Gene No. 


58500 






Strand 




Start 


19566 






End 


19729 


Name 


OJUUUzoU oo 


r\ o o o 

. 0223 


.C41.o4.tm 


Method 


TBLASTX: Maize 


Start 


2023 






End 


2767 


GI 


none 






Score 


86 


Exons 


2023. .2085, 


2033 


..2086, 2033. 


.2086, 2035. .2088, 2073. .2162, 




2088. .2168, 


2090 


..2173, 2146. 


.2715, 2155. .2712, 2156. .2761, 




2165. .2719, 


2717 


..2767, 2720. 


.2767 




Seq. No. 


28388 






Seq. ID 


OJ000250 88.0223. C41 


bene no. 


DooUU 






Strand 


- 


Start 


19566 






End 


19729 


Name 


OJ000250 88 


.0223 


.C41.ol2.tw 


Method 


TBLASTX: Wheat 


Start 


2437 






End 


2622 


GI 


none 






Score 


323 


Exons 


2437. .2622, 


2438 


. .2620 






Seq. No. 


28388 






Seq. ID 


OJ000250_88. 0223.C41 


bene no. 


oooUU 






Strand 




Start 


19566 






End 


19729 


Name 


OJ000250 88 


.0223 


.C41.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2765 






End 


3517 


GI 


none 






Score 


926 


Exons 


2765. .3511, 


2766 


..3467, 2771. 


.3517 




Seq. No. 


28388 






Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 






Strand 




Start 


19566 






End 


19729 


Name 


OJ000250 88 


.0223 


.C41.ol8.tm 


Method 


TBLASTX: Maize 


Start 


2770 






End 


3058 


GI 


none 






Score 


205 


Exons 


2770. .3054, 


2771 


..3058, 2775. 


.3053 




Seq. No. 


28388 






Seq. ID 


OJ000250_88.0223.C41 


bene No. 


C O C A A 






Strand 




Start 


19566 






End 


19729 


Name 


OJ000250 88, 


.0223. 


.C41.ol8 .tc 


Method 


TBLASTX: Cress 


Start 


3002 






End 


3149 


GI 


none 






Score 


156 . 


Exons 


3002. .3124, 


3003, 


..3149, 3004. 


.3138 




Seq. No. 


28388 






Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 






Strand 




b tart 


i yob b 






End 


19729 


Name 


OJ000250 88. 


,0223, 


.C41.o8.tm 


Method 


■ TBLASTX: Maize 


Start 


3112 






End 


3648 


GI 


none 






Score 


310 


Exons 


3112. .3471, 


3121. 


,.3327, 3134. 


.3481, 3137.. 3481, 3589.. 3648, 




3593. .3646 










Seq. No. 


28388 






Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 






Strand 




Start 


19566 






End 


19729 


Name 


OJ000250 88. 


0223. 


C41.ol0.tc 


Method 


TBLASTX: Cress 


Start 


3232 






End 


3501 


GI 


none 






Score 


353 


Exons 


3232. .3363, 


3233. 


.3499, 3233. 


.3499, 3400.. 3501 



28168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 
Method TBLASTX : Mai ze 
End 4533 
Score 53 

.3825, 3815. .3847, 3815.. 3847, 
.3939, 4471. .4533 

Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Soybean . 

End 7028 

Score 140 * 

.5355, 5220.. 5309, 5230.. 5316, 
.5822, 5826. .6029, 5834. .5875, 
.6157, 6098. .6157, 6106. .6162, 
.6625, 6569.-6628, 6571.. 6633, 
.6764, 6680.. 7027 

Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Maize 

End 5602 

Score 273 



28388 
58500 
19566 

OJ000250_88 . 0223 . C4 1 . o24 . tm 
3789 
none 

3789.. 3821, 3790.. 3840, 3790. 
3833.. 3937, 3833.. 3919, 3847. 

28388 
58500 
19566 

OJ000250_88.0223.C41.o7.ts 
4537 
none 

4537. .4758, 4596. .4715, 5218. 
5231.. 5317, 5677.. 5838, 5682. 
5860.. 6075, 5860.. 6072, 6095. 
6184.. 6243, 6184.. 6261, 6557. 
6650.. 7024, 6654.. 7028, 6660. 

28388 
58500 
19566 

OJ000250_88.0223.C41.ol0.tm 
5172 
none 

5172.. 5351, 5178.. 5351, 5354.. 5452, 5355.. 5468, 5441.. 5518, 
5449. .5520, 5452. .5520, 5454. .5540, 5477. .5521, 5488. .5586, 
5488. .5586, 5510. .5587, 5513. .5602, 5517. .5588 



Seq. No. 28388 
Gene No. 58500 
Start 19566 

Name OJ000250_88 . 0223 . C4 1 . o3 . tc 

Start 5683 
GI none 
Exons 5683.. 6168, 5685 .. 6065, ' 5685 .. 6173, 5686.. 6174, 6108 

6155.. 6244, 6160.. 6243, 6572.. 6646, 6646.. 7005, 6646 

6647. .7024, 6651. .7022 



Seq. ID OJ000250_88.0223.C41 
Strand 

19729 

TBLASTX: Cress 
7024 
341 



End 

Method 

End 

Score 



,6176, 
,6852, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 
58500 
19566 

OJ000250_88 . 0223 . C4 1 . 06 . tm 

5841 

none 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Mai ze 

End 6438 

Score 4 6 



5841.. 5873, 5842.. 5874, 5852.. 6259, 5857.. 6261, 5860.. 6261, 
6347.. 6370, 6348.. 6371, 6366.. 6413, 6367.. 6414, 6369.. 6413, 
6406. .6438, 6410. .6430 



Seq. No. 28388 Seq. ID 

Gene No. 58500 Strand 

Start 19566 End 

Name OJ000250_88 . 0223 . C41 . ol . ts Method 

Start 7032 End 



OJ000250_88.0223.C41 
19729 

TBLASTX : Soybean 
8568 



28169 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .'. 

Exons 



none 

7032. .7349, 

28388 
58500 
19566 

OJ000250_88. 

7044 

none 

704.4. .7259, 

28388 
58500 
19566 

OJ000250_88, 

7262 

none 

7262. .7342, 
8470. .8526, 

28388 
58500 
19566 

OJ000250_88. 

7353 

none 

7353. .7379, 
7399. .7524, 
7657. .7776, 

28388 
58500 
19566 

OJ000250_88. 

7405 

none 

7405. .7443, 
7445. .7885 



7052.. 7357, 7578. 

0223.C41.pl5.tc 
7046. .7261 

0223.C41.o2.tc 



7263.. 7334, 7564. 
8470. .8526, 8478. 



0223.C41.o8.tw 



7354.. 7389, 7355. 
7439.. 7651, 7459. 
7659. .7778 



Score 332 

.7787, 7584. .8567, 7585. .8568 

Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Cress 

End 7261 

Score 228 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 
Method TBLASTX : Cress 
End 8528 
Score 91 

.8364, 7578. .7787, 7585. .8373, 
.8528 

Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 
Method TBLASTX :.Wheat 
End '7779 
Score 39 

.7393, 7383.. 7454, 7384. .7503, 
.7650, 7551.. 7652, 7654.. 7779, 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Maize 

End 7885 

Score 58 

7407. .7451, 7440. .7787, 7441. .7884, 7442. .7885, 



0223.C41.o7.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



28388 
58500 
19566 

OJ000250_88, 

7885 

none 

7885. .8052, 

28388 
58500 
19566 

OJ000250_88. 

8110 

none 

8110. .8226, 

28388 
58500 



0223.C41.ol7.tm 



7886.. 8053, 7888. 



0223.C41.ol5.tw 



8111.. 8227, 8113. 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Mai ze 

End 8053 

Score 273 
.8052 

Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Wheat 

End 8227 

Score 205 
.8226 

Seq. ID OJ000250_88.0223.C41 
Strand 



28170 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223. 


C41.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


8346 








End 


8673 


GI 


none 








Score 


377 


Exons 


8346. .8609, 


8353. 


.8673, 


8353. 


.8673 




Seq. No. 


28388 








Seq. ID 


OJ000250_88.0223.C41 




Rft son 

JO JUU 








Strand - 




Start . 


19566 








End 


19729 


Name 


OJ000250 88 


.0223. 


C41.oll 


.tc 


Method 


TBLASTX: Cress 


Start 


9492 








End 


9829 


GI 


none 








Score 


273 


Exons 


9492. .9737, 


9495. 


.9737, 


9776. 


.9829, 9777.. 9827 


Seq. No. 


28388 








Seq. ID 


OJ000250_88.0223.C41 


Gene No. 


58500 








Strand 




Start 


19566 








End 


19729 


Name 


OJ000250 88 


.0223. 


C41.ol3 


.tm 


Method 


TBLASTX: Maize 


Start 


9546 








End 


9829 


GI 


none 








Score 


364 


Exons 


9546. .9761, 


9546. 


.9800, 


9547. 


.9789, 9760.. 9816, 9761.. 9829, 




9762. .9827, 


9763. 


.9828 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28,388 
58500 
19566 

OJ000250_88.0223.C41.o5.tw 

9782 . 

none 

9782.. 10207, 9783.. 10223 



Seq. ID OJ000250_88.0223.C41 

Strand - 

End 19729 

Method TBLASTX : Wheat 

End 10223 

Score 669 



28388 
58500 
19566 

OJ000250_88 . 0223 . C4 1 . o7 . tc 
9868 
none 



Seq. ID .OJ000250_88.0223.C41 
Strand 

19729 

TBLASTX: Cress 
10446 
89 



End 

Method 
End 
Score 

9.868. .9921, 9869. .9925, 9870. .9926, 9924. .10055, 9927. .10055, 
9928. .10056,- 9929.. 10057, 10058 .. 10339, 10061 .. 10327 , 
10063. .10335, 10063. .10344, 10339 10371, 10343 .. 10372, 
10375. .10446, 10379.. 10441 



28388 
58500 
19566 

OJ000250_88.0223.C41.o23.tm 

10288 

none 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Mai ze 

End 10440 

Score 89 



10288. .10341, 10288. .10335, 10289 .. 10357, 10336 .. 10395, 
10342. .10395, 10343 .. 10396, 10343 .. 10396, 10396 .. 1044 0, 
10399.. 10440 



Seq. No. 28388 
Gene No. 58500 
Start 19566 

Name . OJ000250_88 . 0223 . C41 . olO . tw 
Start 10301 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Wheat 

End 10702 



28171 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none- Score 86 

10301. .10375, 10302. .10352, 10303 .. 10353, 10322 .. 10537 , 

10334. .10537, 10531, . 10677, 10556 .. 10699, 10577.. 10702 



28388 Seq. ID 

58500 Strand 

19566 End 

OJ000250_88 . 0223 . C41 . o22 . tm Method 

10494 End 

none Score 



OJ000250_88.0223.C41 
19729 

TBLASTX: Maize 

10889 

64 



10494. .10547, 10498 .. 10554 , 10499 10552, 10527 .. 10619, 

10559. .10615, 10613. .10654, 10626 .. 10691, 10631 .. 10693 , 

10634. .10696, 10700 .. 10777 , 10701 10772, 107 96 .. 10870 , 
10809. .10889 



Seq. No. 28388 

Gene No. 58500 

Start * 19566 

Name OJ000250_88 . 0223 . C4 1 . 06 . tw 

Start 11062 

GI none 
Exons 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Wheat 

End 11658 

Score 136 



11062. .11190, 11066. .11191, 11067. 

11215. .11256, 11230. .11295, 11249. 

11334. .11381, 11335. .11385, 11336. 

11369. .11494, 11373. .11492, 11381. 
11487. .11657 



11162, 11069. .11191, 

11332, 11254. .11331, 

1.1383, 11368. .11493, 

11494, 11482. .11658, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 
58500 
19566 

OJ000250_88 . 0223 . C4 1 . o5 . tm 

11224 

none 



11224. .11382, 11249. .11374, 11251 

11369. .11455, 11370. .11453, 11449 

11451. .11621, 11636. .11668, 11637 

11671. .11700, 11687. .11794, 11688 

11754. .11960, 11755.. 11961 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 
Method TBLASTX : Maize 
End 11967 
Score 139 

11400, 11256. .11396, 
11619, 11450. .11620, 
11690, 11663. .11689, 



,11756, 11752. .11967, 



28388 
58500 
19566 

OJ000250_88 . 0223 . C41 . ol3 . tc 

11551 

none 

11551. .11637, 11553. .11618, 
11768. .11893, 11779.. 11889 

28388 
58500 
19566 

OJ000250_88.0223.C41.ol0.ts 
11693 
none 
11693. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250__88.0223.C41 
19729 

TBLASTX: Cress 

11893 

74 



11693. .11758, 11696. .11758, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C41 
19729 

TBLASTX : Soybean 
11908 

230 1 



,11758, 11752. .11907, 11753. .11908 



Seq. No. 



28388 



Seq. ID OJ000250 88.0223.C41 



28172 




Gene No. 


58500 




Strand 








Start 


19566 




End 


19729 






Name 


OJ000250 88.0223.C41 


.oil. tw 


Method 


TBLASTX: 


Wheat 




Start 


12429 




End 


12817 






GI 


none 




Score 


83 






Exons 


12429. .12488, 12430. 


.12489, 


12430. .12507, 12471 


. . 12509, 






12532. .12780, 12536. 


.12802, 


12542. .12817 






Seq. No. 


28388 




Seq. ID- 


OJ000250 


88.0223 


.C41 


Gene No. 


58500 




Strand 








Start 


19566 




End 


19729 






Name 


OJ000250 88.0223.C41 


. oil . tm 


Method 


TBLASTX: 


Maize 




Start 


12513 




End 


12829 






GI 


none 




Score 


264 






Exons 


12513. .12695, 12514. 


.12822, 


12514. .12822, 12515 


. .12829, 






12515.. 12829 












Seq. No. 


28388 




Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 




Strand 








Start 


19566 




End 


19729 






Name 


OJ000250_88.0223.C41 


.o9. ts 


Method 


TBLASTX: 


Soybean 




Start 


12588 




End 


13951 




GI 


none 




Score 


168 






Exons 


12588. .12695, 12590. 


.12742/ 


12590. .12742, 13138 


. .13302, 






13148. .13378, 13156. 


.13377, 


13161. .13391, 13175 


. . 13378, 






13641. .13712, 13643. 


.13705, 


13649. .13693, 13700 


. . 13762, 






13772. .13942, 13774. 


.13938, 


13774. .13947, 13790 


. . 13951 




Seq. No. 


28388 




Seq. ID 


OJ000250 


_88.0223 


-C41 


Gene No. 


58500 




Strand 








Start 


19566 




End 


19729 






Name 


OJ000250 88.0223.C41 


. ol6 . tc 


Method 


TBLASTX: 


Cress 




Start 


12591 




End 


12751 






GI 


none 




Score 


165 






Exons 


12591. .12695, 12592. 


.12738, 


12592. .12738, 12593 


. . 12751 




Seq. No. 


- 28388 




Seq. ID 


OJ000250 


88.0223 


.C41 


Gene No. 


58500 . . 


- 


Strand 








Start 


19566 




End 


-19729 






Name 


OJ000250 88.0223.C41 


. ol5 . tm 


Method 


TBLASTX:) 


Maize 




Start 


13012 




End 


13349 






GI 


none 




Score 


94 






Exons 


13012. .13095, 13102. 


.13311, 


13113. .13349, 13145 


. . 13345, 






13155. .13349 












Seq. No. 


28388 




Seq. ID 


OJ000250 


88.0223 


.C41 


Gene No. 


58500 




Strand 








Start 


19566 




End 


19729 






Name 


OJ000250 88.0223.C41 


.012. tc 


Method 


TBLASTX : ( 


Cress 




Start 


13161 




End 


14094 






GI 


none 




Score 


280 






Exons 


, 13161. .13379, 13178. 


.13378, 


13646. .13693, 13670 


. .13762, 






13774. .13938, 13774. 


.13938, 


13790. .13951, 13996 


. .14094 




Seq. No. 


28388 




Seq. ID 


OJ000250_ 


_88.0223, 


.C41 


Gene No. 


58500 




Strand 








Start 


19566 




End 


19729 







28173 



Name 

Start 

GI 

Exons 



OJ000250_88 . 0223 . C4 1 . ol4 . tc Method TBLASTX : Cress 

14693 End 15270 

none Score 37 

14693. .14722, 14759 .. 14794 , 147 62 14 7 91, 14784 14 843, 

14797. .14844, 14880 14 966, 14881 14955, 14 972 15070, 

14973. .15116, 15055. .15117, 15153 15197 , 15156 15197, 

15226. .15270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 
58500 
19566 

OJ000250_88 . 0223 . C4 1 . 08 . ts 

14789 

none 

14789. .14839, 14797 14847, 
14878. .14904, 14 916 . . 14 960, 
14972. .15025, 15015 15080, 
15055. .15126, 15209. .15274, 
15322. .15483, 15325 15501 , 
15486. .15530, 15504 15530, 
15689.. 15838 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Soybean 

End 15838 

Score 73 
14873. .14914, 14877 14 954 , 
14950. .15018, 14971. .15015, 
15021. .15113, 15022. .15114, 
15209. .15268, 15216 15269, 
15327. .15503, 15350 .. 15484 , 
15681. .15836, 15681 .. 15836, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 
58500 
19566 

OJ000250_88.0223.C41.ol9.tm 

15180 

none 



Seq. ID OJ000250_88.0223.C41 
Strand 
End 

Method 
End 



Score 



19729 

TBLASTX: Maize 
15368 
62 



15180. .15206, 15182. .15208, 15210 .. 15368 , 15212.. 15367 



28388 
58500 
19566 

OJ000250_88.0223.C41.ol.tm 

15369 

none 



Seq. ID OJ000250_88.0223.C41 
Strand 

End 19729 

Method TBLASTX : Mai ze 

End 16375 

Score 106 



15369. .15434, 15370 15501, 15370 .. 15501 , 15371 .. 15502, 
15489. .15533, 15495 15533, 15502 .. 15534 , 15534 .. 15557, 
15535. .15561, 15564 16373, 15569 .. 16375, 15570 16352 



Seq. No. 28388 Seq. ID 

Gene No. 58500 Strand 

Start 19566 End 

Name OJ000250_88 . 0223 . C41 . o5 . ts Method 

Start 15840 End 

GI none Score 

Exons 15840. .16268, 15849 

16097. .16288, 16307 



16268, 15850. 
16330 



OJ000250_88.0223.C41 
19729 

TBLASTX: Soybean 
16330 
309 

16269, 15851. .16288, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 Seq. ID 

58500 Strand 

19566 End 

OJ000250_88.0223.C41.o9.tc Method 

15858 End 

none Score 



OJ000250_88.0223.C41 
19729 

TBLASTX: Cress 

16288 

351 



15858. .16268, 15859 16269, 15902.. 16288 



28174 




Seq. No. 


28388 




Seq. ID 


OJ000250_88.0223 


.C41 


Gene No. 


58500 




Strand 






Start 


.19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


.ol2. tm 


Method 


TBLASTX: Maize 




Start 


16586 




End 


16876 




GI 


none . 




Score 


167 




Exons 


16586. .16702, 16586. 


.16702, 


16693. .16875, 16706.. 16876 




Seq. No. 


28388 




Seq. ID 


OJ000250_88 . 0223 


.C41 


Gene No. 


58500 




Strand 






Start - 


19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


.ol7.tc 


Method 


TBLASTX: Cress 




Start 


16755 




End 


17034 




GI 


none 




Score 


166 




Exons 


16755. .17027, 16768. 


.17034 








Seq. No. 


28388 




Seq. ID 


OJ000250_88.0223 


.C41 


Gene No. 


58500 




Strand 






Start 


19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


.o4 .tc 


Method 


TBLASTX: Cress 




Start 


17211 




End 


17761 




GI 


none 




Score 


112 




Exons 


'17211. .17357, 17212. 


.17379, 


17217. .17336, 17218 .. 17358 , 






17354. .17734, 17356. 


.17757, 


17397. .17753, 17546.. 17761 


- 


Seq. No. 


28388 




Seq. ID 


OJ000250_88.0223 


.C41 


Gene No. 


58500 




Strand 






Start 


19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17319 




End 


17750 




GI 


none 




Score 


691 




Exons 


17319. .17363, 17320. 


.17748, 


17320. .17748, 17397.. 17750 




Seq. No. 


28388 




Seq. ID 


OJ000250_88.0223 


.C41 


Gene No. 


58500 




Strand 






Start 


19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


.o20.tm 


Method 


TBLASTX: Maize 




Start 


17356 




End 


17565 




GI 


none 




Score 


221 




Exons 


17356. .17496, 17356. 


.17493, 


17357. .17494, 17500.. 17565 




Seq. No. 


28388 




Seq. ID 


OJ000250_88.0223 


.C41 


Gene No. 


58500 




Strand 






Start 


19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


,o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17428 




End 


17872 




GI 


none 




Score 


694 




Exons 


17428. .17868, 17429. 


.17734, 


17430. .17867, 17771. .17872 




Seq. No. 


28388 




Seq. ID 


OJ000250_88.0223 


.C41 


Gene No. 


58500 




Strand 






Start 


19566 




End 


19729 




Name 


OJ000250 88.0223.C41 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


17568 




End 


17882 




GI 


none 




Score 


567 




Exons . 


17568. .17882, 17569. 


.17880 









28175 




Seq. No. 


28388 








Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 








Strand 








Start 


19566 








End 


19729 






Name 


OJ000250 88.0223.C41 


.06. tc 


Method 


TBLASTX: 


Cress 




Start 


17764 








End 


18171 






GI 


none 








Score 


686 






Exons 


17764. 


.18171, 


17764. 


.18171 










Seq. No. 


28388 








Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 








Strand 








Start 


19566 








End 


19729 






Name 


OJ000250 88.0223.C41 


. o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


18256 








End 


19192 






GI 


none 








Score 


75 






Exons 


18256. 


.18339, 


18259. 


.18336, 


18261. .18341, 18373 


. .18453, 






18373. 


.18453, 


18452. 


.18574, 


18453. .18545, 18611 


. .18739, 






18619. 


.18813, 


18627. 


.18803, 


18629. .18811, 18814 


. .18840, 






18815. 


.18853, 


18847. 


.19020, 


18852. .19082, 18852 


. .19082, 






18853. 


.19095, 


19060. 


.19086, 


19166. .19192 






Seq. No. 


" 28388 








Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 








Strand 








Start 


19.566 








End 


19729 






Name 


OJ000250 88.0223.C41 


.06. ts 


Method 


• TBLASTX : 


Soybean 




Start 


18542 








End 


19218 






GI 


none 








Score 


209 






Exons 


18542. 


.18568, 


18607. 


.18759, 


18627. .18758, 18721 


. . 18789, 






18795. 


.18854, 


18806. 


.18844, 


18847. .19020, 18852 


. . 19082, 






18852. 


.19082, 


18859. 


.19095, 


19060. .19086, 19167 


. .19217, 






19167. 


.19217, 


19168. 


.19218 










Seq. No. 


28388 








Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 








Strand 








Start 


19566 








End 


19729 






Name 


OJ000250 88.0223.C41 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


18627 








End 


19389 






GI 


none 








Score 


764 






Exons 


18627. 


.19130, 


18627. 


. 18803, 


18628. .19131, 18628 


. .19020, 






18776. 


.19138, 


18849. 


.19136, 


19037. .19147, 19116 


. .19193, 






19126. 


.19197, 


19127. 


.19192, 


19127. .19198, 19168 


. .19197, 






19185. 


.19235, 


19185. 


.19235, 


19186. .19236, 19187 


. .19237, 






19226. 


.19357, 


19237. 


.19269, 


19241. .19321, 19315 


. .19356, 






19363. 


.19389 














Seq. No. 


28388 








Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 








Strand 








Start 


19566 








End 


19729 






Name 


OJ000250 88.0223.C41 


.ol3.tw 


Method 


TBLASTX : 1 


Wheat 




Start 


18707 








End 


18956 






GI 


none 








Score 


240 






Exons 


18707. 


.18874, 


18708. 


.18872, 


18709. .18876, 18875 


. .18943, 






18876. 


.18944, 


18876. 


.18956, 


18877. .18945 






Seq. No. 


28388 








Seq. ID 


OJ000250 


_88.0223 


.C41 


Gene No. 


58500 








Strand 








Start 


19566 








End 


19729 






Name 


OJ000250_88.0223.C41 


.o!2 .gp 


Method 


AAT/GAP 







28176 



Start 


19566 




End 


19729 


GI 


uC-osflcyp084g07al 




Score 


201 


Exons 


19566. .19729 








GI Descrip. 


, 11957/emb|X15901|CHOSXX 7.0e 


i-38 Rice complete chloroplast 




genome ' 








Seq. No. 


28389 




Seq. ID 


OJ000250 88 0223 C42 


Gene No. 


58501 . 




Strand 


+ 


Start 


* 1 




End 


54 


Name 


OJ000250 88.0223.C42.ol. 


gp 


Method 


AAT /GAP 

**** A / \*J*1^ 


Start 


1 




End 


54 


GI 


uC-osflcypOllbOlbl 




Score 


104 


Exons 


1..54 








GI Descrip. 


'343210 5.0e-78 (M35995) 


apocy t ochr ome 


b6 (alt.) [Oryza sativa] 




>gi_2267 62_prf 1604469A cytochrome b6 


[Oryza sativa] ' 


Seq. No. 


28389 




Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 




Strand 




Start 


2529 




End 


3614 


Name 


OJ000250 88.0223.C42.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


427 


GI 


none 




Score 


198 


Exons 


1. .249, -1. .351, 2. .361, 


3. .362, 391. .420, 392. .427 


Seq. No. 


28389 




Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 




Strand 


— 


Start 


2529 




End 


3614 


Name 


OJ000250 88.0223.C42.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


564 


GI 


none 




Score 


562 


Exons 


2. .334, 3. .335, 5.-352, 


388. . 


459, 390.. 


458, 393. .467, 511. .564, 




511. .564 








Seq. No. 


28389 




Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 




Strand 




Start 


2529 




End 


3614 


Name 


OJ000250 88.0223.C42.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


335 


GI 


none 




Score 


469 


Exons 


2. .334, 3. .335 








Seq. No. 


28389 




Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 




Strand 




Start 


2529 




End 


3614 


Name 


OJ000250 88.0223.C42.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


501 




End 


742 


GI 


none 




Score 


290 


Exons 


501.. 695, 502.. 696, 502. 


.693, 


697. .741, 


698. .739, 698. .742 


Seq. No. 


28389 




Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 




Strand 




Start 


2529 




End 


3614 


Name 


OJ000250 88.0223.C42.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


650 




End 


2212 


GI 


none 




Score 


75 


Exons 


650.. 742, 650.. 769, 745. 


.891, 


801. .890, 


907.. 933, 1010.. 1057, 




1016. .1057, 1169. .1624, 


1187. 


.1756, 1194.. 1733, 1194. .1760, 



28177 






1204. .1758, 


1664. .1762, 


1781. 


.1861, 1804. .1860, 2016. .2192, 




2018. .2212 










Seq. No. 


28389 






Seq. ID 


OJ000250_88 . 0223 .C42 


Gene No. 


58502 






Strand 




Start 


2529 






End 


3614 


Name 


OJ000250 88. 


0223.C42.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


1186 






End 


1433 


GI 


none 






Score 


367 


Exons 


1186. .1281, 


1187. .1432, 


1200.. 


.1433 




Seq. No. 


28389 






Seq. ID 


OJ000250_88 . 0223 . C42 


Gene No. 


58502 






Strand 




Start 


2529 






End 


3614 


Name 


OJ000250 88. 


0223.C42.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


1434 






End 


1639 


GI. 


none 






Score 


316 


Exons 


1434. .1637, 


1434. .1637, 


1436. 


.1639 




Seq. No. 


28389 






Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 






Strand 




Start 


2529 






End 


3614 ■ 


Name 


OJ000250 88. 


0223.C42.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


2039 






End 


2481 


GI 


none 






Score 


36 


Exons 


2039. .2104, 


2090. .2128, 


2095. 


.2133, 2145.. 2189, 2232.. 2468, 




2241. .2468, 


2287. .2481, 


2339. 


.2470, 2350.. 2481 


Seq. No. 


28389 






Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 






Strand 




Start 


2529 






End 


3614 


Name 


OJ000250 88. 


0223.C42.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2232 






End 


2996 


GI 


none 






Score 


523 


Exons 


2232. .2942, 


2232. .2996, 


2239. 


.2967, .2303. .2989 


Seq. No. 


28389 






Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 






. Strand 




Start 


2529 






End 


3614 


Name 


OJ000250 88. 


0223.C42.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2430 






End 


2904 


GI 


none 






Score 


587 


Exons 


2430. .2903, 


2430. .2903, 


2431. 


.2904 




Seq. No. 


28389 






Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 






Strand 




Start 


2529 






End 


3614 


Name 


OJ000250 88. 


0223.C42.o2 


.gp 


Method 


AAT/GAP 


Start 


2529 




End 


3094 


GI 


2798177 






Score 


1010 


Exons 


2529. .3094 










GI Descrip. 


5881726/dbj I 


BAA84417.il 


3.0e- 


24 (AP000423) RNA polymerase alpha 




subunit [Arabidopsis thaliana] 




Seq. No. 


28389 






Seq. ID 


OJ000250_88.0223.C42 


Gene No. 


58502 






Strand 




Start 


2529 






End 


3614 



28178 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_88 . 0223 . C4 2 . o2 . tc 

2724 

none 

2724. .2996, 2727.. 2942, 2728. 
3011.. 3055, 3016.. 3057, 3038. 
3052.. 3213, 3052.. 3222, 3081. 

28389 
58502 
2529 

OJ000250_88 .0223 . C4 2 . o5 . tm 

2912 

none 

2912.. 2986, 2931.. 2990, 2932. 
3053.. 3169, 3053.. 3169, 3055. 

28389 
58502 
2529 

OJ000250_88 . 0223 . C42 . o2 . tm 

3191 

none 



Method TBLASTX: Cress 
End 3311 
Score 139 

.2967, 2979.. 3038, 3011.. 3055, 
.3211, 3044. .3178, 3048. .3212, 
.3236, 3213.. 3311, 3215.. 3310 

Seq. ID OJ000250_88.0223.C42 
Strand 

End 3614 

Method TBLASTX : Mai ze 

End 3174 

Score 51 

.2970, 2933. .2986, 3040. .3168, 
.3174, 3081. .3173 



Seq. ID OJ000250_88.0223.C42 
Strand 
End 

Method 
End 
Score 



3614 

TBLASTX: Maize 

3614 

188 



3191. .3304, 3192. .3308, 3192. .3308, 3306. .3533, 3307. .3594, 
3309.. 3530, 3518.. 3586, 3535... 3612, 3542.. 3613, 3597.. 3614 



Seq. No. 28389 

Gene No. 58502 

Start 2529 

Name OJ000250_88 . 0223 . C4 2 . o4 . ts 

Start 3266 

GI none 

Exons 3266.. 3358, 3267.. 3437, 3276. 
3418. .3510, 3422.. 3511 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88 .0223.C42 
3614 

TBLASTX : Soybean 

3518 

91 



,3437, 3277.. 3438, 3417.. 3518, 



Seq. No. 28390 Seq. ID 

Gene No. 58503 Strand 

Start 275 End 

Name OJ000250_88 . 0223 . C4 3 . ol . gp Method 

Start 275 End 

GI uC-osflcyp086h07al Score 

Exons 275.. 683 

GI Descrip. 1 5881726/dbj | BAA84417 . 1 1 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



OJ000250_88.0223.C43 
+ 

683 

AAT/GAP 

683 

786 



OJ000250_88.0223.C43 
+ 

3209 
AAT/GAP 
3209 
2153 



Seq. No. 28390 Seq. ID 

Gene No. 58504 Strand 

Start 2105 End 

Name OJ000250_88 . 0223 . C4 3 . o4 . gp Method 

Start 2105 End 

GI 2291_1.R1084 Score 

Exons 2105.. 3209 

GI Descrip. ' 13393 6/sp | P1214 6 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901). ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



28179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_88.0223.C43 
+ 

3393 
AAT/GAP 
3393 
336 



28390 Seq. ID 

58505 Strand 
3224 End 
OJ000250_88 . 0223 . C43 . o5 . gp Method 
3224 End 
3073_1.R1084 Score 
3224. .3393 

■ 133936/sp|P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 

28390 Seq. ID OJ000250_88 . 0223 . C43 

58506 Strand 

870 End 1455 

OJ000250_88 . 0223 . C4 3 . o2 . gp Method AAT/GAP 
870 End 1455 

481_1.R1084 Score 1023 

870. .1455 

' 132672/sp|P12137 |RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 
LI 4- [Oryza sativa] >gi_226644_prf_1603356BU ribosomal protein 
L14 [Oryza sativa] ' 



28390 
58507 
1760 

OJ000250_88.0223.C43.ol.tm 
1 

none 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 

Method TBLASTX: Maize 

End 1028 

Score 356 



1..240, 1..189, 3. .251, 195. .236, 198. .278, 286. .330, 291. .344, 
293. .343, 362. .445, 363. .1010, 363. .893, 382. .1026, 593. .1027, 
966. .1028 



Seq. No. 
Gene No. 
- Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28390 Seq. ID 

58507 Strand 

1760 End 
OJ000250_88 . 0223 . C43 . o2 . ts Method 

1 End 

none Score 

1..180, 8. .184 

28390 Seq. ID 

58507 Strand 

1760 End 
OJ000250_88 . 0223 . C43 . ol . tw Method 

28 6 End 

none Score 



OJ000250_88.0223.C43 
3393 

TBLASTX : Soybean 

184 

166 



OJ000250_88.0223.C43 
3393 

TBLASTX: Wheat 

744 

45 



286. .330, 292. .330, 293. .343, 341. .361, 363. .734, 363. .737, 
382. .735, 382. .744, 467. .736 



Seq. No. 
Gene No. 
Start 
Name 



28390 Seq. ID 

58507 . Strand 

1760 End 

OJ000250 88.0223.C43.ol.tc Method 



OJ000250_88.0223.C43 
3393 

TBLASTX: Cress 



28180 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



375 End 895 

none Score 156 

375. .587, 378. .548, 382. .579, 582. .791, 595. .789, 604. .798, 

609. .797, 813. .854, 814. .846, 857. .895 



28390 
58507 
1760 

OJ000250_88.0223.C43.ol.ts 

375 

none 



Seq. ID OJ000250__88.0223.C43 
Strand 

End 3393 

Method TBLASTX : Soybean 

End 3393 

Score 158 



375. .539, 375.-587, 382. .591, 382. .609, 582. .788, 598. .789, 
602. .910, 604. .825, 823. .849, 866. .931, 917. .1219, 928. .1218, 
1037. .1231, 1207. .1308, 1214. .1333, 1394. .1627, 1410. .1772, 
1410. .1805, 1424. .1813, 1429. .1815, 1676. .1810, 3038. .3388, 
3039.. 3383, 3247.. 3393 



28390 
58507 
1760 

OJ000250_88.0223.C43.o4.tw 

816 

none 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 

Method TBLASTX : Wheat 

End 1180 

Score 60 



816. .851, 817. .855, 825.;893, 835. .891, 837. .893, 902.. 11*80, 
902.. 1177, 919.. 1179 



28390 Seq. ID 

58507 Strand 

1760 End 

OJ000250_88 . 0223 . C4 3 . o4 . tc Method 

921 End 

none Score 



OJ000250_88 . 0223 . C43 
3393 

TBLASTX: Cress 

1308 

114 



921. .1121, 922. .1125, 929. .1126, 1126. .1173, 1126. .1218, 
1127.. 1219, 1127.. 1231, 1194.. 1226, 1207.. 1308, 1214.. 1306 



28390 
58507 
1760 

OJ000250_88. 0223. C43.o2. tm 

1069 

none 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 

Method TBLASTX: Maize 

End 2907 

Score 75 

1069. .1113, 1070. .1114, 1113. .1163, 1114. .1815, 1115. .1810, 
2851. .2907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



28390 Seq. ID 

58507 Strand 

1760 End 

OJ000250_88 . 0223 . C4 3 . o3 . tw Method 

1333 End 

none Score 



OJ000250_88.0223.C43 
3393 

TBLASTX: Wheat 

1724 

80 



1333.. 1386, 1335.. 1385, 1337.. 1390, 1340.. 1723, 1341.. 1724 



28390 
58507 
1760 

OJ000250_88 . 0223 . C4 3 . o2 . tc 
1342 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 

Method TBLASTX : Cress 

End 1813 



28181 



GI 

Exons 



none Score 4 8 

1342. .1374, 1448. .1513, 1493. .1813, 1494. .1769, 1508. .1807 



OJ000250 88.0223.C43 



Seq. No. 28390 Seq. ID 

Gene No. 58507 Strand 

Start 1760 End 

Name OJ000250_88 . 0223 . C4 3 . o5 . tw Method 

Start 1756 . End 

GI none Score 

Exons 1756.. 1830, 1757.. 1831, 1801 

1836. .1961, 1945. .1968, 1947. .1970, 1969 .. 2016, 1999 

2001. .2081, 2011. .2064, 2012. .2074, 2125. .2157, 2127 
2136. .2159 



3393 

TBLASTX: Wheat 
215.9 
lit 

,1926, 1827. .1931, 1831. 



.1926, 
.2028, 
.2159, 



Seq. No. 28390 

Gene No. 58507 

Start 1760 

Name OJ000250_88 -0223.C43.o3.gp 

Start 1760 

GI LIB3432-015-P1-K1-H8 

Exons 1760.. 2023 

GI Descrip. ' 11957 /emb | XI 5901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome' 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 

Method AAT/GAP 

End 2023 

Score 450 



Seq. No. 28390 Seq. . ID 

Gene No. 58507 Strand 

Start 1760 End 

Name OJ000250_88 . 0223 .C43 .o4 . tm . Method 

Start 2125 End 

GI none Score 
Exons 



OJ000250_88.0223.C43 
3393 

TBLASTX: Maize 

2443 

336 



2125. .2373, 2135. .2428, 2135. .2443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28390 
58507 
1760 

OJ000250_88.0223.C43.o3.tc 

2163 

none 

2163.. 2204, 2171.. 2191, 2223. 
2282.. 2374, 2493. .2531, 2495. 
2670. .2732, 2843.-2884, 2854. 
3023.. 3388, 3135.. 3392 

28390 
58507 
1760 

OJ000250_88 . 0223 .C4 3 . o2 . tw 

2247 

none 

2247. .2309, 2247. .2405, 2248. 
2372.. 2458, 2373.. 2459, 2382. 
2453.. 2560, 2458. .2565, 2567. 
2644.. 2814, 2658.. 2804, 2834. 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 
Method TBLASTX : Cress 
End 3392 
Score 4 9 

.2285, 2241. .2285, 2278.-2367, 
.2521, 2517.. 2561, 2629. .2691, 
.2901, 2974. .3216, 2981. .3382, 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 
Method TBLASTX : Wheat 
End 2881 
Score 71 

.2397, 2249.-2425, 2370. .2420, 
.2456, 2395. .2457, 2444. .2557, 
.2776, 2575.-2754, 2634.. 2804, 
.2881, 2848. .2880 



Seq. No. 
Gene No. 
Start 



28390 
58507 
1760 



Seq. ID OJ000250_88.0223.C43 
Strand 

End 3393 



28182 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




OJ000250 88.0223.C43.o5.tm 



Method TBLASTX : Maize 



2488 End 2811 

none Score 59 

2488. .2517, 2489. .2521, 2514. .2555, 2514. .2561, 2518. .2556, 

2518. .2616, 2519. .2776, 2519. .2689, 2646. .2804, 2647. .2754, 

2650.. 2811, 2658.-2792, 2744.. 2803 



28390 
58507 
1760 

OJ000250_88 . 0223 . C43 . o3 . tm 

2960 

none 



Seq. ID OJ000250^_88.0223.C43 



Strand 
End 

Method 

End 

Score 



3393 

TBLASTX: Maize 

3393 

258 



2960. .3391, 2962. .3180, 2982. .3392, 3229. .3393 



OJ000250_88.0223.C44 
+ 

1204 ■ 
AAT/GAP 
1204 
908 



28391 Seq. ID 

58508 Strand 
751 End 
OJ000250_88 . 0223 . C44 . ol . gp Method 
751 End 
24570_1.R1084 Score 
751. .1204 

■131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q{B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl)' 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_2 2640 6_pr f 1 5 ' 



OJ000250_88.0223.C44 
+ 

1931 
AAT/GAP 
1931 
666 



28391 Seq. ID 

58509 Strand 
1568 End 
OJ000250_88 . 0223 . C44 . o2 . gp Method 
1568 End 
5455469 Score 
1568. .1931 

131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID, MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_2 2640 6_pr f 1 5 

28391 Seq. ID OJ000250_88 . 0223 . C4 4 

58510 Strand 

1955 End 2383 

OJ000250_88 . 0223 . C44 . o3 . gp Method AAT/GAP 
1955 End 2383 

3073_1.R1084 Score 820 

1955.. 2383 

, 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



28183 



beq. no. 


28391 






beq. ID 


UJUUUZOU OO.UZZO 


C* A A 
. V^4 4 


Gene No. 


58511 






Strand 






Start 


9476 






End 


12671 




Name 


OJ000250 88.0223.C44 


. o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


217 




GI 


none 






Score 


307 




Exons 


1..210, l.:i35, 2. .217, 


3. . 


215 






beq. wo. 


28391 






beq. iu 


nTnnno^n qq no9^ 

UJUUUZOU OO.UZZO 


HA A 
. U4 4 


Gene No. 


58511 






Strand 






Start 


y 4 i o 






End 


12671 




Name 


r^TnnnoQn qq no 0*3 r*ji /i 
UJUUUZOU oo.UZzj,L44 


. on 


.ts 


Method 


TBLASTX : Soybean 




Start 








End 


278 




GI 


none 






Score 


209 




Exons 


0 7 07 Q OQ 07/1 

6/. .6/o f zy . . z /4 












Seq. No. 


28391 






Seq. ID 


UJUUUZOU OO.UZZO 


C A A 
• C4 4 


Gene No. 


58511 






Strand 






Start 


Q /I 7 C 

y 4 / o 






End 


12671 




Name 


UJUUUzoU oo.Uzzo.044 


. 04 . 


tm 


Method 


TBLASTX: Maize 




Start 


7/17 
/ 4 / 






End 


1243 




GI 


none 






Score 


267 




Exons . 


7/17 lO/ll. Ten QOC 

/ 4 /•. . Iz4 1, . /ou..yzo, 


/ oz 


..1243, 754.. 


1242 




beq. No. 


28391 






Seq. ID 


UJUUUZOU OO.UZZO 


C A A 

. U4 4 


Gene No . 


58511 






Strand 






Start 


y4 /o 






End 


12671 




Name 


UJUUUzoU oo.Uzzo.C44 


. 0 / . 


ts 


Method 


TBLASTX : Soybean 




Start 


/ 4 / 






End 


1062 




GI 


none 






Score 


174 




Exons 


7/7 QOC TCI 1 nco 
/4/..yZD f /0/..1UOZ, 


I Do 


..1060, 766.. 


1062 




beq. no. 


28391 






Seq. ID 


UJUUUZOU OO.UZZO 


HA A 
• C4 4 


Gene No. 


58511 






Strand 






Start 


9476 






End 


12671 




Name 


OJ000250 88.0223.C44 


.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


771 






End 


1438 




GI 


none 






Score 


4 6*" 




Exons 


771. .806, 784. .1209, 


803 


..1228, 1205. 


.1435, 1211. .1438 




beq. NO. 


28391 






Seq. ID 


riinnrio^n qq noo^ 
UJUUUZOU OO.UZZO 


• L.4 4 


Gene No. 


58511 






Strand 






Start 


9476 






End 


12671 




Name 


OJ000250 88.0223.C44 


.olO 


.ts 


Method 


TBLASTX : Soybean 




Start 


1127 






End 


1492 




GI 


none 






Score 


214 




Exons 


1127. .1492, .1286. .1471 










Seq. No. 


28391 






Seq. ID 


OJ000250_88.0223 


.C44 


Gene No. 


58511 






Strand 






Start 


9476 






End 


12671 




Name 


OJ000250 88.0223.C44 


.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


1370 






End 


1720 




GI 


none 






Score 


109 




Exons 


1370. .1492, 1604. .1720 











28184 



Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


oene no . 


JOJll 












Start 


. 9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.o7 


.tc 


Method 


TBLASTX: Cress 


Start 


1526 








End 


1894 


GI 


none 








Score 


579 


Exons 


1526. .1894, 


1526 


. .1876 








Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


nTfinfi9^n ftp 




CA A r\ R 


-i-m 
. LIU 


Method 


TBLASTX: Maize 


Start 


,1971 








End 


2400 


GI 


none 








Score 


348 


Exons 


1971. .2189, 


1990 


. .2304, 


.1999. 


.2268, 2006.. 2305, 2235.. 2309, 




2241. .2309, 


2270 


. .2359, 


2296. 


.2355," 2298. '.2399, 2298.-2399, 




2311. .2400 












Seq. No. 


28391 








Seq. ID 


OJ000250_88 . 0223 . C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2034 








End 


3766 ' 




none 








Score 


180 


Exons 


.2034. .2186, 


2038 


. .2271, 


2048. 


.2272, 2048. .2272, 2276. .2302, 




2277. .2300, 


2497 


. .2841, 


2550. 


.2840, 2551. .2880, 2606. .2845, 




2786. .2995, 


2813 


. .3010, 


2913. 


.3011, 2982. .3128, 2997. .3095, 




3087. .3131, 


3089 


. .3130, 


3090. 


.3131, 3131.. 3310, 3133.. 3309, 




3134. .3361, 


3315 


. .3392, 


3316. 


.3393, 3371.. 3766, 3385.. 3678 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250_88 


.0223 


.C44.o5 


.tc - 


Method 


TBLASTX: Cress 




Zl / j 








End 


3061 


GI 


none 








Score 


92 


Exons 


2173. .2271, 


2174 


. .2272, 


2176. 


.2265, 2411. .2461, 2412. .2462, 




2412. .2489, 


2413 


. .2469, 


2463. 


.2492, 2463. .2492, 2464. .2493, 




' 2549.. 2716, 


2550 


. .2669, 


2551. 


.2718, 2551.. 2721, 2606.. 27-22, 




2732. .2980, 


2736 


. .2975, 


2744. 


.3061, 2913.. 2981 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


bene ino. 


1 

JQJll 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2582 








End 


3411 


GI 


none 








Score 


1254 


Exons 


2582. .3403, 


2583 


. .3404, 


2606. 


.3406, 3040.. 3411 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


2722 








End 


3029 


GI 


none 








Score 


448 


Exons 


2722. .3027, 


2723 


. .3028, 


2723. 


.3028, 2913.. 3029 



281.85 



Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.ol 


.tc 


Method 


TBLASTX: Cress 


CM , vf 

otart 


O J 10 








End 


4534 


GI 


none 








Score 


79 


Exons 


3315. .3356, 


3316 


• .3486, 


3317. 


.3490, 3317. .3511, 3393. .3524, 




3510. .3623, 


3511 


. .3627, 


3512. 


.3631, 3635. .3844, 3637. .4350, 




3640. .4350, 


4337 


. .4435, 


4347. 


.4442, 4351. .4443, 4355. .4441, 




4369. .4443, 


4444 


. .4524, 


4448. 


.4534, 4449. .4532 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C4 4 


Gene No. 


58511 








Strand 




otart 


QA "7 £ 
y ft / D 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.o3 


. tier 


Method 


TBLASTX: Maize 


Start 


3635 








End 


4410 


GI 


none 








Score 


304 


Exons 


3635.-3844, 


3637 


. .3885, 


3640. 


.3885, 3714. .3887, 3821. .3886, 




3880. .4410, 


3889 


. .4410 








Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No . 










Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


3767 








End 


4344 


GI 


none 








Score 


107 


Exons 


3767. .3844, 


3769 


. .4344, 


3771. 


.4028, 3772. .4338 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No . 


OoDlJ. 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223 


.C44.ol 


,tw 


Method 


TBLASTX: Wheat 


Start 


4005 








End 


4382 


GI 


none 








Score 


51 


Exons 


4005. .4031, 


4006 


. .4380, 


4006. 


.4380, 4007. .4381, 4080. .4382 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


ijene jno . 


jOjIJ. 








Strand 




Start 


9476 








End 


12671 


Name. 


OJ000250 88 


.0223 


.C44.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


4383 








End 


4610 


GI 


none 








Score 


104 


Exons 


4383. .4442, 


4385 


. . 4441, 


4449. 


.4610, " 4464. .4610 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


UJUUU^ OU oo 




HA A r\Q 




Method 


TBLASTX: Cress 


Start 


4764 








End 


5172 


GI 


none 








Score 


61 


Exons 


4764. .4808, 


4768 


. .4803, 


4795. 


.4956, 4£ 


109. . 4958, 4810. .4956, 




4943. .5038, 


4953 


. .5039, 


4953. 


.5066, 4954. .5040, 5041. .5172, 




5043. .5123, 


5050 


. .5130 








Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 



28186 




Name 


OJ000250 88 


.0223. 


C44.ol2.ts 


Method 


TBLASTX : Soybean 


Start 


5120 








End 


5299 


GI 


none 








"Score 


52 


Exons 


5120. .5149, 


5122. 


.5145, 


5155. 


.5295, 5159.. 5299 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223. 


CA A 


uw 


Method 


TBLASTX: Wheat 


Cf ar f 
OLalt 


Of± DO 








End 


6954 . 


GI 


none 








Score 


92 


Exons 


6468. .6545, 


6468. 


.6545, 


6469. 


.6546, 6547.. 6603, 6547.. 6603, 




-6578. .6658, 


6583. 


.6660, 


6585. 


.6662, 6594.. 6656, 6610.. 6675, 




6620. .6688, 


6621. 


.6662, 


6648. 


.6668, 6673.. 6723, 6673.. 6714, 




6674. .6766, 


6674. 


.6724, 


6713. 


.6952, 6720.. 6953, 6907.. 6954 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


bene 1NO . 


JO Jll 








Strand 




Start 


9476 


- 






End 


12671 


Name 


OJ000250 88 


.0223. 


C44.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


6749 








End 


7242 


GI 


none 








Score 


684 


Exons 


6749. .7240, 


6759. 


.7157, 


6761. 


.7240, 6907. .7242 


Seq. No. 


28391 








'Seq. ID 


OJ000250_88.0223.C44 


oene ino • 


jo oil 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223. 


C44.o9. 


ts 


Method 


TBLASTX : Soybean 


Start 


8447 








End 


8673 


GI 


none 








Score 


347 


Exons 


8447. .8671, 


8449. 


.8673, 


8449. 


.8673 




Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 






_/4 / O 








End 


12671 


Name 


OJ000250 88 


.0223. 


C44.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


8674 








End 


9126 


GI 


none 








Score 


448 


Exons 


8674. .8991, 


8674. 


.8991, 


8678. 


.8992, 8979.. 9056, 8979.. 9053, 




8996. .9055, 


9009. 


.9125, 


9011. 


.9124, 9040. .9126 


Seq. No. 


28391 








Seq. ID 


OJ000250_88 . 0223. C44 




JQ Jll 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223. 


C44.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


9209 








End 


9564 


GI 


none 








Score 


564 


Exons 


9209. .9526, 


9210. 


.9563, 


9212. 


.9562, 9256.. 9564 


Seq. No. 


28391 








Seq. ID 


OJ000250_88.0223.C44 


Gene No. 


58511 








Strand 




Start 


9476 








End 


12671 


Name 


OJ000250 88 


.0223. 


C44.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


9239 








End 


9963 


GI 


none 








Score 


59 


Exons 


9239..9286, 


9242. 


.9283, 


9282. 


.9512, 9286.. 9531, 9287.. 9526, 




9537. .9845, 


9538. 


.9783, 


9584. 


.9784, 9800.. 9844, 9836.. 9958, 



28187 



9838.. 9963, 9838.. 9963 



Seq. No. 28391 

Gene No. 58511 

Start 9476 

Name OJ000250_88 . 0223 .C44 .06. tc 

Start 9251 

GI none 

Exons 9251.. 9286, 9254.. 9283, 9282. 



OJ000250_88.0223.C44 
12671 

TBLASTX: Cress 

9773 

47 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9512, 9286.. 9531, 9287.. 9514, 



9288.-9539, 9536.. 9658, 9537.. 965.0, 9538.-9672, 9538.-9672, 
9650. .9676, 9666. .9773, 9668. .9760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28391 
58511 
9476 

OJ000250_88 
9476 

183_5.R1084 
9476. .9860, 
'133999/spl 
PROTEIN S7 
chloroplast 
S7 [Oryza s 
protein S7 
protein S7 



0223.C44.o4.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 88.0223.C44 



12671 
AAT/GAP 
11445 
2766 
10401. .11445 

P05424 |RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

>gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

>gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
ativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

[Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

[Oryza sativa] ' 



28391 Seq. ID 

58511 Strand 

9476 End 

O J000250_88 . 0223 . C4 4 . ol . tm Method 

9565 End 

none Score 



OJ000250_88.0223.C44 
12671 

TBLASTX: Maize 

11443 

756 



9565.. 10035, 9565.. 10974, 9566.. 11002, 9584.. 10996, 
10530. .11003, 10911. .11012, 11058 .. 11141, 11059 .. 11142, 
11080. .11142, 11084. .11143, 11136 .. 11435, 11138 .. 11443, 
11141. .11443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28391 
58511 
9476 

OJ000250_88.0223.C44.o7.tw 

9640 

none 

9640.. 9750, 9643.. 9723, 9644. 
9826. .9858, 9827. .9859 

28391 
58511 
9476 

OJ000250_88.0223.C44.o9.tc 

9820 

none 

9820. .9975, • 9831. .9941, 9838. 

28391 
58511 
9476 



Seq. ID.- OJ000250_88.0223.C44 

Strand - ' 

End 12671 

Method TBLASTX : Wheat 

End 9859 

Score 99 

9727, 9707.. 9838, 9709.. 9822, 



Seq. ID OJ000250_88.0223.C44 
Strand 

End 12671 

Method TBLASTX : Cress 

End 9980 

Score 194 

.9975, 9839. .9979, 9840. .9980 

Seq. ID OJ000250_88.0223.C44 
Strand 

End 12671 



28188 



Name 

Start 

GI 

Exons 



OJ000250_88 . 0223 . C4 4 . 06 . ts Method TBLASTX : Soybean 

9965 End 10367 

none Score 178 

9965. .10087, 9966. .10088, 10100 .. 10213, 10100 10213, 

10183. .10365, 10212. .10367, 10214.. 10366 



Seq. No. 


28391 








Seq. ID 


OJ000250 


_88.0223 


.C44 


Gene No. 


58511 








Strand 








Start 


9476 








End 


12671 






Name 


OJ000250 88.0223.C44 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10235 








End 


10645 






GI 


none 








Score 


42 






Exons 


10235. 


.10294, 


10286. 


. 10645, 


10301. .10642 






Seq. No. 


28391 








Seq. ID 


OJ000250 


_88 . 0223 


.C44 


Gene No. 


58511 








Strand 








Start 


9476 








End 


12671 






Name 


OJ000250 88.0223.C44 


.o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


10254 








End 


11003 






GI 


none 








Score 


365 






Exons 


10254. 


.10475, 


10255. 


..10776, 


10256. .10732, 10256 


. . 10777, 






10727. 


.10843, 


10731. 


.10844, 


10732. .10758, 10735 


. . 10851, 






10736. 


.10852, 


10788. 


.10856, 


10820. .10894, 10825 


. . 10926, 






10858. 


.10905, 


10895. 


.10969, 


10:911. .10979, 10921 


. . 10965, 






10955. 


.10996, 


10961. 


.11002, 


10983. .11003 






Seq: No. 


28391 








Seq. ID 


OJ000250 


_88.0223 


.C44 


Gene No. 


58511 








Strand 








Start 


9476 








End 


12671 






Name 


OJ000250 88.0223.C44 


.o8.ts 


Method 


TBLASTX: 


Soybean 




Start 


10525 








End 


11638 






GI 


none 








Score 


308 






Exons 


10525. 


.10725, 


10526. 


.10732, 


10526. .10726, 10709 


. .10831, 






10741. 


.10836, 


10742. 


. 10831, 


10788. .10838, 10795 


. .10842, 






10858. 


.10893, 


10862. 


. 10894, 


10894. .10935, 10901 


. . 10936, 






10924. 


.10986, 


11059. 


. 11124, 


11061. .11126, 11119 


. . 11145, 






11120. 


.11146, 


11153. 


.11257, 


11180. .11257, 11265 


. . 11357, 






11284. 


.11340, 


11372. 


.11410, 


11471. .11629, 11472 


. . 11627, 






11473. 


.11637, 


11498. 


. 11638 










Seq. No. 


28391 








Seq. ID 


OJ000250 


_88 . 0223 


.C44 


Gene No. 


58511 








Strand 








Start 


9476 








End 


12671 






Name 


OJ000250 88.0223.C44 


.ol0. tc 


Method 


TBLASTX:' 


Cress 




Start 


11063 








End 


11284 






GI 


none 








Score 


40 






Exons 


11063. 


.11098, 


11088. 


.11129, 


11100. .11132, 11122 


. .11259, 






11123. 


,11266, 


11124, 


,11255, 


11125. .11256, 11261 


. .11284 




Seq. No. 


28391 








Seq. ID 


OJ000250 


_88.0223 


.C44 


Gene No. 


58511 








Strand 








Start 


9476 








End 


12671 






Name 


OJ000250 88.0223.C44 


.o2.tc 


Method 


TBLASTX : < 


Cress 




Start 


11285 








End 


12671 






GI 


none 








Score 


110 






Exons 


11285. 


.11380, 


11285. 


.11371, 


11378. .11404, 11378 


. .11404, 






11380. 


.11409, 


11471. 


.11617, 


11478. .11609, 11512 


. .11610, 





28189 






11574. .11645, 11664. 


.11741, 


11665. .11745, 11665 


. .11745, 






11666. ,11746, 11738. 


.11809, 


11741. .11809, 11742 


. .11810, 






11765. .11872, 11779. 


.11847, 


11811. .11873, 11869 


. .12000, 






11889. .12005, 11891. 


.11998, 


11895. .12053, 11945 


. .12052, 






i oni ^ 190^7 19H71 
IZUIJ. , 1ZUD / , i.ZU / l . 


1 Ol 1 o 


12072. .12248, 12073 


. . IZ-i J J, 






12156. .12257, 12158. 


.12256, 


12282. .12341, 12284 


. .12343, 






12295. .12348, 12350. 


.12466, 


12351. .1243.4, 12352 


. .12468, 






12436. .12561, 12445. 


.12552,, 


12464. .12559, 12474 


. .12566,. 






12560. .12586, 12560. 


.12586V 


12564. .12599, 12588 


. .12671, 






12590. .12670, 12647. 


.12667 










Seq. No. 


28391 




Seq. ID 


OJ000250 


_88.0223 


.C44 


Gene No. 


58511 




Strand 








Start 


9476 




End 


12671 






Name 


OJ000250_88.0223.C44 


.06. tw 


Method 


TBLASTX: 


Wheat 




o tari. 


i o^i n 

IZj / U 




End 


12671 






GI 


none 




Score 


76 






Exons 


12370. .12465, 12370. 


.12447, 


12436. .12507, 12445 


. .12507, 






12464. .12508, 12477. 


.12518, 


12481. .12567, 12503 


. .12568, 






12554. .12631, 12571. 


.12627, 


12572. .12628, 12630 


. .12671, 






12632. .12670 












Seq. No. 


28392 




Seq. ID 


OJ000250 


_88.0223 


.C45 


Gene No. 


. 58513 




Strand 








o tar l 


1447 




End" 


1698 






Name 


OJ000250 88.0223.C45 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1330 




End 


1698 






GI 


none 




- Score 


367 






Exons 


1330. .1590, 1332. .1574, 1566 


..1694, 1569. .1694, 


1573. .1695, 




1576. .1698 












Seq. No. 


28392 




Seq. ID 


OJ000250 


_88.0223 


.C45 


Gene No. 


58513 




Strand 








Start 


1447 




End 


1698 






Name 


OJ000250 88.0223.C45 


.o2.gp 


Method 


AAT/GAP 






Start 


1447 




End 


1698 






GI 


688 1.R1084 




Score 


488 






Exons 


1447. .1698 . 












GI Descrip. 


*226661/prf | I1603356CM 6.0e- 


54 trnA intron ORF 


109 [Oryza 




sativa] 1 












Seq. No. 


28393 




Seq. ID 


OJ000250 


_88.0223 


.C50 


uene ino • 


58514 




Strand 








Start 


19385 




End 


22998 






Name 


OJ000250 88.0223.C50 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


1095 




End 


1433 






GI 


none 




Score 


106 






Exons 


1095. .1193, 1112. .1192, 1160 


..1399, 1176. .1433 






Seq. No. 


28393 




Seq. ID 


OJ000250 


_88.0223 


-C50 


Gene No. 


58514 




Strand 








Start 


19385 




End 


22998 






Name 


OJ000250 88.0223.C50 


. o3. tw 


Method 


TBLASTX :1 


Wheat 




Start 


' 2171 




■ End 


2657 






GI 


none 




Score 


392 






Exons 


2171.. 2308, 2172.. 2657, 2366 


. .2626 









28190 




Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


58514 








Strand 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


C50.ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


2822 








End 


3284 




GI 


none 








Score 


581 




Exons 


2822. .3277, 


2823. 


.3284, 


2826. 


.3278 






Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


. 58514 








Strand 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


C50.o6 


.ts 


Method 


TBLASTX : Soybean 




Start 


2862 








End 


3227 




GI 


none 








Score 


117 




Exons 


2862. .3086, 


3093. 


.3227 










Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


58514 








Strand 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


CSO.ol 


. tin 


Method 


TBLASTX : Maize 




Start 


2952 








End 


3308 




GI 


none 








Score 


386 




Exons 


2952. .3308, 


2987. 


.3298, 


3192. 


.3308 






Seq. No. 


28393 








' Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


58514 








Strand- 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


C50.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3335 








End 


3718 




GI 


none 








Score 


287 




Exons 


3335. .3619, 


3336. 


.3620, 


3608. 


.3718 






Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


58514 








Strand 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


C50.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3392 








End 


3811 




GI 


none 








Score 


281 




Exons 


3392. .3622, 


3393. 


.3623, 


3396. 


.3623, 3605. .3811, 3625.-3786 


Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


58514 








Strand 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


C50.O3 


. ts 


Method 


TBLASTX : Soybean 




Start 


3471 








End 


3841 




GI 


none 








Score 


154 




Exons 


3471. .3614, 


3488. 


.3613, 


3644. 


.3841 






Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 


Gene No. 


58514 








Strand 






Start 


19385 








End 


22998 




Name 


OJ000250 88 


.0223. 


C50.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


4274 








End 


4708 




GI 


' none 








Score 


234 




Exons 


4274.-4498, 


4339. 


.4515, 


4559. 


.4708, 4570.. 4707, 




Seq. No. 


28393 








Seq. ID 


OJ000250_88.0223. 


C50 



28191 




Gene No. 


58514 






Strand 






brart 


1 Q1QC 






End 






Name 


OJ000250 88. 


0223 


.C50.o5. ts 


Method 


TBLASTX : Soybean 




Start 


4397 






End 


4963 




GI 


5666795 






Score 


68 




Exons 


4397. .4495, 


4571 


..4708, 4748 


. .4963 






GI Descrip. 


4206306 2.0e 


!-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


28393 






Seq. ID 


OJ000250_88.0223 


.C50 


Gene No. 


58514 






Strand 






Start 


19385 






End 


22998 




Name 


OJ000250 88. 


0223 


.C50.o8.tw 


Method 


TBLASTX: Wheat 




Start 


4748 






End 


22998 




GI 


none 






Score 


195 




Exons 


4748. .5023, 


22927. .22998 








Seq. No. 


28393 






Seq. ID 


OJ000250_88.0223 


.C50 


Gene No. 


58514 






Strand 






Start 


19385 






End. 


22998 




Name 


OJ000250 88. 


A O O O 


. C50 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


5216 






End 


5548 




GI 


none 






Score 


371 




Exons 


5216. .5539, 


5245 


. . 5526, 5336 


. . 5548 






Seq. No. 


28393 






Seq. ID 


OJ000250_88.0223 


.C50 


Gene No. 


58514 






Strand 






Start 


19385 






End 


22998 




Name 


OJ000250 88. 




OCA — A 4--. 

. C50 . 04 . tw 


Method 


TBLASTX: Wheat 




Start 


5353 






End 


5734 




GI 


none 






Score 


370 




Exons 


5353. .5703, 


C O C A 


C 1 O A 








Seql No. 


28393 






Seq. ID 


OJ000250_88.0223 


.C50 


Gene No. 


58514 






Strand 






Start 


19385 






End 


22998 




Name 


OJ000250 88. 


0223 


.C50.o7.tw 


Method 


" TBLASTX: Wheat 




Start 


5735 






End 


6337 




GI 


none 






Score 


259 




Exons 


5735. .6019, 


5740 


..6024, 6211 


..6333, 6212.. 6337 




Seq. No. 


28393 






Seq. ID 


OJ000250_88.0223 


.C50 


Gene No. 


C O C 1 A 

58514 






Strand 






Start 


19385 






End 


22998 




Name 


OJ000250 88. 


0223 


.C50.o6. tm 


Method 


TBLASTX: Maize 




Start 


6205 






End 


6349 




GI 


none 






Score 


186 




Exons 


6205. .6345, 


6206 


. .6349 








Seq. No. 


28393 






Seq. ID 


OJ000250_88. 022.3 


.C50 


Gene No. 


58514 






Strand 






Start 


19385 






End 


22998 




Name 


OJ000250 88. 


0223 


,C50.o2. ts 


Method 


TBLASTX: Soybean 




Start 


18335 






End 


19389 




GI 


none 






Score 


92 




Exons 


18335. .18445 


, 18336. .18443, 


18544. .18624, 18756 .. 18839, 





18757. .18843, 1894 1 .. 19150, 18951 .. 19142, 19270 .. 19362 , 
19345. .19389 



28192 



Seq. No. 28393 
Gene No. 58514 
Start 19385 

Name OJ000250_88 . 0223 . C50 . ol . tc 

Start 18544 
GI none 
Exons 18544 

18951 

19684 



18627, 18756. 

19142, 19268. 

19800, 19687. 

19923. .20039, 20135. 

21914. .22216, 21915. 

22299. .22556, 22321. 



.18839, 
.19381, 
.19827, 
.20263, 
.22004, 
.22470 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C50 
22998 

TBLASTX: Cress 

22556 

54 



18757. .18843, 18941 .. 19150, 

19270. .19563, 19430 .. 19573, 

19688. .19828, 19921 .. 19965, 

20160. .20264, 21698 .. 21763, 

21938. .22039, 22137 .. 22217 , 



Seq. No. 28393 Seq. ID 

Gene No. 58514 Strand 

Start 19385 End 

Name OJ000250_88 . 0223 . C50 . o4 . tm Method 

Start 18888 End 

GI none Score 

Exons 18888. .19142, 1894 1 .. 19171 , 19268 

19439. .19564, 19687 .. 19809, 19688 



OJ000250 88.0223.C50 



22998 

TBLASTX : Maize 
19810 
99 

19372, 19270. .19563, 
19810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28393 • Seq. ID 

58514 Strand 

19385 End 

OJ000250_88 . 0223 . C50 . ol . gp Method 

19385 End 

uC-osflcyp078h!2bl Score 



OJ000250_88.0223.C50 

22998 
AAT/GAP 
20243 
960 



19385. .19562, 19689 .. 19815, 19923 .. 20039, 20150. .20243 

' 2285885/dbj | BAA21657 | 3.0e-51 (D89631) sulfate transporter 

[Arabidopsis thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28393 Seq. ID 

58514 Strand 
19385 End 
OJ000250_88 . 0223 . C50 . o4 . ts Method 
19519 .End 
none Score 

19519. .19563, 19520 19573, 19684 

19688. .19828, 19921 20040, 19923 



OJ000250_88.0223.C50 
22998 

TBLASTX : Soybean 
20040 
44 

19794, 19687. .19827, 
20039 



Seq. No. 28393 

Gene No. 58514 

Start 19385 

Name OJ000250_88 . 0223 . C50 . ol . ts 

Start 21914 

GI none 

Exons 21914. .22216, 21915 .. 22004 , 
22299. .22484 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_88.0223.C50 
22998 

TBLASTX : Soybean 

22484 

71 



22007. .22039, 22146. . 22208, 



Seq. No. 28393 Seq. ID 

Gene No. 58514 Strand 

Start 19385 End 

Name OJ000250_88 . 0223 . C50 . o5 . tm Method 

Start 21914 End 

GI none Score 



OJ000250_88.0223.C50 
22998 

TBLASTX: Maize 

22216 

102 



28193 



Exons 



21914. .22216, 21915.. 22061 



Seq. No. 28394. Seq. ID 

Gene No. 58515 Strand 

Start 6342 End 

Name OJ000250_88 . 0223 .C51.ol.gp Method 

Start 6342 End 

GI 533_1.R1084 . Score 

Exons 6342.. 6395, 6418.. 6500 

GI Descrip. ' 113172/sp I P15543 | ACP3_H0RVU 9 . Oe-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17 928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] • 



OJ000250_88.0223.C51 

+ -. 

6500 
AAT/GAP 
6500 
169 



Seq. No. 


28394 


Seq. ID 


OJ000250_88.0223.C51 


Gene No. 


58516 


Strand 


+ 


Start 


8459 


End 


8677 


Name 


OJ000250 88.0223.C51.ol.tm 


Method 


TBLASTX: Maize 


Start 


6992 


End 


8446 


GI 


none 


Score 


79 


Exons 


6992.. 7051, 6993.. 7034, 6994. 


.7053, 7148. .7198, 7148. .7198, 




714Q 7220 71S9 7200 8072 


.8173, 8073.. 8174, 8280.. 8378, 




8281. .8397, 8282. .8446 






Seq. No. 


28394 


Seq. ID 


OJ000250_88 . 0223 .C51 


Gene No. 


58516 


Strartd 


+ 


Start 


8459 


End 


8677 


Name 


OJ000250 88.0223.C51.o2.gp 


Method 


AAT/GAP 


Start 


8459 


End 


8677 






Score 


229 


Exons 


8459. .8549, 8631. .8677 






Seq. No. 


28395 


Seq. ID 


OJ000250_88 . 0223. C53 


Gene No. 


58517 


Strand 


+ 


Start 


85 


End 


223 


Name 


OJ000250 88.0223.C53.ol.gp 


Method 


AAT/GAP 


Start 


85 


End 


223 


GI 


306 9.R1084 


Score 


237 


Exons 


85.. 223 






GI Descrip. 


, 287391/dbj | D13111 | RICMT15 1. 


Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene 1 






Seq. No. 


28396 


Seq. ID 


OJ000250_83.0222.C1 


Gene No. 


58518 


Strand 


+ 


Start 


75 


End 


695 


Name 


OJ000250 83.0222.Cl.ol.gs 


Method 


GENSCAN 


Start 


75 


End 


695 


GI 


none 


Score 


.54 


Exons 


75.. 454, .647.. 695 






Seq. No. 


28397 


Seq. ID 


OJ000250_83.0222.C2 


Gene No. 


58519 


Strand 




Start 


159 


End 


553 


Name 


OJ000250 83.0222.C2.ol.gs 


Method 


GENSCAN 


Start 


159 


End 


553 


GI 


none 


Score 


.51 


Exons 


159. .440, 541. .553 







28194 




Seq. No. 


28398 




Seq. ID 


OJ000250 83.0^2^- 


C4 


Gene No.. 


58520 




Strand 


+ 




Start 


4325 




End . 


4632 




Name 


OJ000250 83 


.0222.C4.ol.np 


Method 


AAT/NAP 




Start 


4325 




End 


4632 




GI 


6539588 




Score 


214 




Exons 


4325. .4632 










GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


28398 




Seq. ID 


OJ000250 83.0222. 


C4 


Gene No. 


58521 




Strand 


- 




Start 


4442 




End 


4592 




Name 


OJ000250_83 


.0222.C4.ol.gs 


Method 


XT f"l T\ XT 

GENS CAN 




Start 


4442 




End 


4592 




GI 


none 




Score 


. 7 1 




Exons 


4442. .4592 










Seq. No. 


28399 




Seq. ID 


OJ00 0250^8 3 . 0222 . 


Co 


Gene No . 


58522 




Strand 


+ 




Start 


1898 




End 


4216 




Name 


OJ000250_83 


.0222.C5.ol,np 


Method 


AAT/NAP 




Start 


1898 




End 


4216 




GI 


3645899 




Score 


908 




Exons 


1898. .4216 










GI Descrip. 


(U68408) 5 1 


end not determined experimentally [Zea mays] 




Seq. No. 


28399 




Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 




Strand 


+ 




Start 


1898 




End 


4216 




Name 


OJ000250 83 


.0222.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2310 




End 


2867 




GI 


none 




Score 


124 




Exons 


2310. .2540, 


2580. .2867, 2688. 


.2858, 2693.. 2866 




Seq. No. 


28399 




Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 




Strand 


+ 




Start 


1898 




End 


4216 




Name 


OJ000250_83 


.0222.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


2535 




End 


3170 




GI 


none 




Score 


87 




Exons 


2535. .2600, 


2540. .2602, 2601. 


.3023, 2663.. 3022, 3018.. 3170 


Seq. No. 


28399 




Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 




Strand 


+ 




Start 


1898 




End 


4216 




Name 


OJ000250 83 


.0222.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2709 




End 


3170 




GI 


none 




Score 


250 




Exons 


2709. .3020, 


2726.. 3013, 3042. 


.3170 






Seq. No. 


28399 




Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 




Strand 


+ 




Start 


1898 




End 


4216 




Name 


OJ000250 83 


.0222.C5.ol. tc 


Method 


TBLASTX: Cress 




Start 


2726 




End 


3169 




GI 


none 




Score 


170 





28195 



Exons 



2726.. 2812, 2727. .3017, 3032. .3169, 3033. .3164 



Seq. No. 


28399 








Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 








Strand 


+ 




Start 


1898 








End . 


4216 




Name 


OJ000250 83 


.0222 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3490 








End 


3900 




GI 


none 








. Score 


358 




Exons 


3490. .3900, 


3507 


. .3653, 


3714.' 


.3890 






Seq. No. 


28399 








Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 








Strand 


+ 




Start 


1898 








End 


4216 




Name 


OJ000250 83 


.0222 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3522 








End 


3705 




GI 


none 








Score 


192 




Exons 


3522. .3659, 


3523 


. .3705, 


3535. 


.3705 






Seq. No. 


28399 








Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 








Strand 


+ 




Start 


1898 








End 


4216 




Name 


OJ000250 83 


.0222 


. C5 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3529 








End 


3960 




GI 


none 








Score 


103 




Exons 


3529. .3678, 


3703 


. .3960, 


3714. 


.3842 






Seq. No. 


28399 








Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 








Strand 


+ 




Start 


1898 








End 


4216 




Name 


OJ000250 83 


.0222 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3706 








End 


4215 




GI 


none 








Score 


570 




Exons 


3706. .4215, 


3714 


. .4214 










Seq. No. 


28399 








Seq. ID 


OJ000250_83.0222. 


C5 


Gene No. 


58522 








Strand 


+ 




Start 


1898 








End 


4216 




Name 


OJ000250 83 


.0222 


. C5 . o3 . 


ts 


Method 


TBLASTX: Soybean 




Start 


3907 








End 


4209 




GI 


none 








Score 


179 




Exons 


3907. .4113, 


3912 


. .4070, 


4132. 


.4209 








28400 








Seq. ID 


OJ000250 83.0222. 


C6 


Gene No. 


58523 








Strand 


+ ~ 




Start 


2010 








End 


2309 




Name 


OJ000250 83 


.0222 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2010 








End 


2309 




GI 


6539588 








Score 


217 




Exons 


2010. .2309 














GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


28400 








Seq. ID 


OJ000250_83.0222. 


C6 


Gene No. 


58524 








Strand 


+ 




Start 


11894 








End 


1217.8 




Name 


OJ000250 83 


.0222 


,C6.o2. 


np 


Method 


AAT/NAP 




Start 


11894 








End 


12178 




GI 


3645899 








Score 


105 





28196 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11894. .12178 

(U68408) 5 1 end not determined experimentally [Zea mays] 



28401 
58525 
302 

OJ000250_83 . 0222 . C7 . ol . gs 

302 

none 

302. .676 



Seq. ID OJ000250_83.0222.C7 

Strand + 

End 676 

Method GENS CAN 

End . '676 

Score . 7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28402 
58526 
1 

OJ000250_83.0222.C8.ol.np 
1 

3777527 
1..116, 276. .1224 

(AF053008) gag-pol polyprotein [Glycine max] 



Seq. ID OJ000250_83.0222.C8 
Strand + 

1224 
AAT/NAP 
1224 
733 



End 

Method 

End 

Score 



28402 
58526 
1 

OJ000250_83.0222.C8.ol.gs 
130 
none 

130. .183, 378. .623, 1028. .1151 



Seq. ID OJ000250_83.0222.C8 

Strand + 

End 1224 

Method GENS CAN 

End 1151 

Score .84 



28402 
58526 
1 

OJ000250_83. 0222.C8.ol.ts 
387 

5509260 



Seq. ID OJ000250_83.0222.C8 
Strand + 

1224 

TBLASTX : Soybean 
967 
38 



End 

Method 
End 
Score 

387. .437, 459. .614, 470. .604, 570. .953, 622. .954, 797. .967, 
805. .966 



28402 
58526 
1 

OJ000250_83 . 0222 . C8 . ol . tw 

516 

none 



Seq. ID OJ000250_83.0222.C8 

Strand + 

End 1224 

Method TBLASTX : Wheat 

End 954 

Score 77 



516. .605, 516. .599, 634. .954, 639. .776, 798. .950 



28402 
58526 
1 

OJ000250_83.0222.C8.ol.tc 

621 

none 

621.. 872, 622.. 873 

28402 
58526 
1 



Seq. ID OJ000250_83.0222.C8 

Strand + 

End 1224 

Method TBLASTX: Cress 

End 873 

Score 182 



Seq. ID OJ000250_83.0222.C8 
Strand + 
End 1224 



28197 



Name 


OJ000250 83.0222.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


792 


End 


1219 


GI 


none 


Score 


107 


Exons 


792.-953, 795. .947, 805. .954, 


805. .975 


, 952. .1017, 959. .118 




962. .1219 






Seq. No. 


28403 


Seq. ID 


OJ000250__83.0222.C9 


Gene No. 


58527 


Strand 


+ 


Start 


2627 


End 


2790 " 




OJ000250 83.0222.C9.ol.gp 


Method 


AAT/ftAP 


Start 


2627 


End 


2790 


GI 


3106931 


Score 


215 


Exons 


2627. .2790 






GI Descrip. 


4680335/gb | AF128457 . 1 | AF128457 2 . Oe-28 


Oryza sativa subsp. 




indica BAC clone 16F19 php20725 region 


, complete sequence 


Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58528 


Strand 


+ 


OLal L 


8528 


End 


10312 


Name 


OJ000250 83.0222.C9.o3.np 


Method 


AAT/NAP 


Start 


8528 


End 


10312 


GI 


5803260 


Score 


333 


Exons 


8528.-9482, 10209.. 10312 






GI Descrip. 


(AP000399) similar to wakl- gene (AJ009696) [Oryza sativa] 


Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58529 


Strand 


+ 


OLdl L 


14518 


End 


15132 


Name 


OJ000250 83.0222.C9.o5.np 


Method 


AAT/NAP 


Start 


14518 


End 


15132 


GI 


6069654 


Score 


146 


Exons 


14518. .15132 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58530 


Strand 




O Lai L. 


1 


End 


1921 


Name 


OJ000250 83.0222.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1921 


GI 


4680203 


Score 


1806 


Exons 


1..127, 277. .1921 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58531 


Strand 




Start 


3288 


End 


8046 


Name 


OJ000250 83.0222.C9.o2.np 


Method 


AAT/NAP 


O Lai L. 


3288 


End 


8046 


GI 


6063554 


Score 


303 


Exons 


3288. .3460, 4402. .4646, 4755. 


.4984, 8024. .8046 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 




correspond to a region of the predicted gene.; hypothetical 




; protein [Oryza sativa] 






Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58532 


Strand 




Start 


9363 


End 


12490 



28198 



Name 


OJ000250 83.0222.C9.ol.tw' 


Method 


TBLASTX: Wheat 


Start 


2 


End 


11609 


GI 


none 


Score 


55 


Exons 


2. .79, 9. .80, 112. .324, 113. 


.331, 113., 


.331, 153. .335, 341. .403, 




347. .403, 357. .407, 11158 .. 11283, 11162 .. 11284 , 11162 11284, 




11179. .11298, 11181. .11297, 


11294. .11536, 11318. .11536, 




11358. .11540, 11508. .11609, 


11546. .11608 


Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58532 


Strand 




Start 


9363 


End 


12490 


Name 


OJ000250 83.0222.C9.ol.tm 


Method 


TBLASTX : Maize. 


Start 


509 


End 


12108 


GI 


none 


Score 


76 


Exons 


509. .703, 713. .838, 838. .936, 11714 .. 11908 , 11918 .. 12043, 




12037. .12108 






Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58532 


Strand 




Start 


9363 


End 


12490 


Name 


OJ000250 83.0222.C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


547 


End 


12205 


GI 


none 


Score 


126 


Exons 


547.. 750, 548 772. 737 838 


, 753.. 839, 


853. .957, 857. .958, 




955.. 1011, 967.. 1011, 11748. 


.11954, 11750. .11956, 11752 .. 11955, 




11957. .12043, 11958. .12044, 


12058. .12111, 12062. .12112, 




12111. .12161, 12123. .12161, 


12170. .12205 


Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No # 


58532 


Strand 




Start 


9363 


End 


12490 


Name 


OJ000250 83.0222.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1172 


End 


12483 


GI 


none 


Score 


76 


Exons 


1172. .1222, 1240. .1458, 1247 


..1420, 12367. .12438, 12445. .12483 


Seq, No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58532 


Strand 




Start 


93'63 


End 


12490 


Name 


OJ000250 83.0222.C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1238 


End 


12490 


GI 


none 


Score 


203 


Exons 


1238. .1480, 1240. .1491, 1241 


..1483, 12430. .12486, 12445 .. 124 8 6, 




12446. .12490 






Seq. No. 


28403 


Seq. ID 


OJ000250_83.0222.C9 


Gene No. 


58532 


Strand 




Start 


9363 


End 


12490 


Name 


OJ000250 83.0222.C9.o4.np 


Method 


AAT/NAP 


Start 


9363 


End ' 


12324 


GI 


6742729 


Score 


1591 


Exons 


9363. .9384, 11113.. 12324 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


28404 


Seq. ID 


OJ000250_83. 0222. C10 


Gene No. 


58533 


Strand 


+ 


Start 


8040 


End 


11213 



28199 



Name OJ000250_83. 0222, CIO, o3.np Method ' AAT/NAP 

Start 8040 End 11121 

GI 6587820 Score 478 

Exons 8040.. 8068, 9815.. 9998, 10138.. 11121 

GI Descrip. (AC010924) Contains similarity to gb|AJ009695 wall-associated 

kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF (00069 domain. 



Seq. No. 28404 Seq. ID 

Gene No.. 58533 Strand 

Start 8040 End 

Name OJ000250_83 . 0222 . C10 . o3 . gs Method 

Start 10179 End 

GI none Score 

Exons 10179. .11213 



OJ000250_83. 0222. C10 
+ 

11213 
GENSCAN 
11213 
.55 



Seq. No. 


28404 


Seq. ID 


OJ000250_83. 


0222 


.C10 


Cpnp No 


58534 


Strand 


+ 






Start 


14192 


End 


14608 






Name 


OJ000250 83.0222.Cl0.o5.gs 


Method 


GENSCAN 






Start 


14192 


End 


14608 






GI 


none 


Score 


.71 






Exons 


14192. .14608 










Seq. No. 


28404 


Seq. ID 


OJ000250_83. 


0222 


. CIO 


Gene No * 


-58535 


Strand 


+ 






Start 


29250 


End 


31769 






Name 


OJ000250 83.0222.C10.o7.gs 


Method 


GENSCAN 






Start 


29250 


End 


31769 






GI 


none 


Score 


.83 






Exons 


29250. .29307, 31540. .31769 










Seq. No. 


28404 


Seq. ID 


OJ000250 83. 


0222 


.C10 


Gene No. 


58536 


Strand 


+ 






Start 


36468 


End 


37233 






Name 


OJ000250 83.0222.C10.o8.gs 


Method 


GENSCAN 






Start 


36468 


End 


37233 






GI 


none 


Score . 


.7 






Exons 


36468. .36551, 37096.. 37^33 










Seq. No. 


28404 


Seq. ID 


OJ000250_83. 


0222 


.CIO 


Gene No. 


58537 


Strand 


+ 






Start . 


38193 


End 


42536 






Name 


OJ000250 83.0222.C10.o9.gs 


Method 


GENSCAN 






Start 


38193 


End 


38627 






GI 


none 


Score 


.83 






Exons 


38193. .38373, 38551.. 38627 










Seq. No. 


28404 


Seq. ID 


OJ000250_83. 


0222 


.CIO 


Gene No. 


58537 


Strand 


+ 






Start 


38193 


End 


42536 






Name 


OJ000250 83.0222.C10.o3.gp 


Method 


AAT/GAP 






Start 


38493 


End 


39720 






GI 


LIB3432-022-P1-K1-E11 


Score 


895 






Exons 


38493. .38560, 39178 .. 39333, 


39456.. 39720 






GI Descrip. 


'3953479 8.0e-09 (AC002328) 


F2202.24 


[Arabidopsis thaliana] 



28200 



Seq, No, 


28404 


Seq. ID 


OJ000250 


_83.0222.C10 


Gene No, 


58537 


Strand 


+ 




Start 


38193 


End 


42536. 




Name 


OJ000250 83.0222.C10.ol0.qs 


Method 


GENSCAN 




Start 


39235 


End 


42536 




GI 


none 


Score 


.88 




Exons 


39235. .39333, 39456. . 39714, 


39928. .40069, 40146 


. .40296, 




40378. .40578, 42126. .42536 








Seq. No. 


284.04 


Seq. ID 


OJ000250 


_83. 0222. C10 


Gene No. 


58537 


Strand 


+ 




Start 


38193 


End 


42536 




Name 


OJ000250 83.0222.C10.o4.qp 


Method 


AAT/GAP 




Start 


41055 


End 


41464 




GI 


LIB3432-012-P1-K1-G7 


Score 


740 




Exons 


41055. .41464 








GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 l.Oe- 


38 Oryza 


sativa genomi 




DNA, chromosome 8, clone: P0026F07 » 






Seq. No. 


28404 


Seq. ID 


OJ000250_ 


_83. 0222. C10 


Ronp No 


58538 


Strand 


+ 




Start 


43132 


End 


43779 




Name 


OJ000250 83. 0222. C10. oil. qs 


Method 


GENSCAN 




Start 


43132 


End 


43779 




GI 


none 


Score 


.84 




Exons 


43132. .43498, 43556. .43779 








Seq. No. 


28404 


Seq. ID 


OJ000250 


_83. 0222. C10 


Gene No. 


58539 


Strand 


+ 




Start 


46180 


End 


53316 




Name 


OJ000250 83.0222.C10.o8.np 


Method 


AAT/NAP 




Start 


46180 


End 


49496 




GI 


5803260 


Score 


880 




Exons 


46180. .47113, 47834. .47938, 


48508. .49496 




GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


28404 


Seq. ID 


OJ000250 


_83. 0222. C10 


Gene No. 


58539 


Strand 


+ 




Start 


46180 


End 


53316 




Name 


OJ000250 83.0222.C10.o9.np 


Method 


AAT/NAP 




Start 


48775 


End 


53316 




GI 


4539658 


Score 


208 




Exons 


48775. .48827, 50203 .. 50339, 


50424. .50571, 53285 


. .53316 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 








Seq. No. 


28404 


Seq. ID 


OJ000250 


_83. 0222. C10 


Gene No. 


58539 


Strand 


+ 




Start 


46180 


End 


53316 




Name 


OJ000250 83.0222.C10.ol0.np 


Method 


AAT/NAP 




Start 


49469 


End 


50580 




GI 


4539658 


Score 


202 




Exons 


49469. .49515, 50205 50339, 


50424. .50580 




GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 








Seq. No. 


28404 


Seq. ID 


OJ000250 


_83. 0222. C10 



28201 



Gene No. 


58540 


Strand 


+ 




Start 


57446 


End 


61250 




Name 


OJ000250 83. 0222. CIO. oil. np 


Method 


AAT/NAP 




Start 


57446 


End 


61250 




GI 


6721547 


Score 


94 




Exons 


57446. .57532, 59445 .. 59550, 


61190. .61250 




GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB0134 


Seq. No. 


28404 


Seq. ID 


OJ000250_ 


83.0222. 


Gene No. 


58541 


Strand 


+ 




Start 


62956 


End 


63501 




Name 


OJ000250 83.0222.C10.ol2.np 


Method 


AAT/NAP 




Start 


62956 


End 


63501 




GI 


6721547 > 


Score 


81 




Exons 


62956. .63052, 63482.. 63501 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB0134 


Seq. No. 


28404 


Seq. ID 


\JU \J \J \J £. -J \J 


83.0222. 


Gene No. 


58542 


Strand 






Start 


1 


End 


*J *i *4 U 




Name 


OJ000250 83.0222.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3446 




GI 


4680203 


Score 


491 




Exons 


1..91, 1483. .2184, 3423. .3446 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


28404 


Seq. ID 


OJ000250_ 


83.0222. 


Gene No. 


58542 


Strand 






Start 


1 


End 


3446 




Name 


OJ000250 83.0222.C10.o2.np 


Method 


AAT/NAP 




Start 


1811 


End 


3233 




GI 


5852182 


Score 


310 




Exons 


1811. .2146, 3102. .3233 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


28404 


Seq. ID 


OJ000250_ 


83.0222. 


Gene No. 


58542 


Strand 






Start 


1 


End 


3446 




Name 


OJ000250 83.0222.C10.ol.gp ■ 


Method 


AAT/GAP 




Start 


2941 


End 


3115 




GI 


LIB3433-026-P1-K1-C1 


Score 


247 




Exons 


2941. .3115 








GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 1 . Oe- 


44 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 


Seq. No. 


28404 


Seq. ID 


OJ000250_ 


83.0222. 


Gene* Nr> 


58543 


Strand 






Start 


8679 


End 


9854 




Name 


OJ000250 83.0222.C10.o2.gs 


Method 


GENSCAN 




Start 


8679 


End 


9854 




GI 


none 


Score 


.57 




Exons 


8679.. 8882, 9080.. 9397, 9795 


. .9854 






Seq. No. 


28404 


Seq. ID 


. OJ000250_ 


83. 0222. < 


Gene No. 


58544 


Strand 






Start 


11602 


End 


11928 




Name 


OJ000250 83.0222.C10.o4.gs 


Method 


GENSCAN 





28202 



Start 


11602 








End 


11928 






GI 


none 








Score 


.42 






Exons 


11602. 


.11928 














Seq. No. 


28404 








Seq. ID 


OJ000250 


_83.0222 


.C10 


Gene No. 


58545 








Strand 








Start 


12769 








End 


13172 






Name 


OJ000250 83. 0222. CIO 


. o4 . np 


Method 


AAT/NAP 






Start 


12769 








End 


13172 






GI 


2462640 






Score 


470 






Exons 


12769. 


.13172 














GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


28404 








Seq. ID 


OJ000250 


_83.0222 


.C10 


Gene No . 


58546 








Strand 








Start 


15718 








End 


49502 






Name 


OJ000250 83. 0222. CIO 


.o2.tw 


Method 


TBLASTX: 1 


Wheat 




Start 


1484 








End 


1789 






GI 


none 








Score 


182 






Exons 


1484 . . 


1699, 1485.. 1691, 1682. .1789 








Seq. No. 


28404 








Seq. ID 


OJ000250 


_83.0222 


.C10 


Gene No. 


58546 








Strand 








Start 


15718 








End 


49502 






Name 


OJ000250 83. 0222. C10 


. ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


10110 








End 


49502 






GI 


none 








Score 


61 






Exons 


10110. 


.10196, 


10130. 


. 10159, 


10209. .10307, 10235 


. .10417, 






10308. 


.10514, 


10529. 


. 10588, 


10605. .10694, 10719 


. .10841, 






10721. 


.10834, 


10842. 


. 11057, 


25764. .25922, 26138 


. .26305, 






39303. 


.39332, 


39453. 


.39602, 


39859. .39915, 39915 


. .40022, 






40147. 


.40245, 


48555. 


.48644, 


48575. .48616, 48636 


. .48791, 






48680. 


.48766, 


48753. 


.48959, 


48854. .48919, 48974 


. .49042, 






48978. 


.49040, 


49049. 


.49135, 


49050. .49139, 49158 


. .49286, 






49158. 


.49274, 


49287. 


.4 9502 










Seq. No. 


28404 








Seq. ID 


OJ000250 


_83.0222 


.C10 


Gene No. 


58546 








Strand . 








Start 


15718 








End 


49502 






Name 


OJ000250 83. 0222. C10 


.ol.tc 


Method 


TBLASTX : i 


Cress 




Start 


10137 








End 


49295 






GI 


none 








Score 


42 






Exons 


10137. 


.10193, 


10194. 


.10307, 


10308. .10490, 10605 


. .10694, 






10698. 


.10850, 


23594. 


.23779, 


25764. .25928, 39915 


. .40022, 






40147. 


.40245, 


46699. 


.46833, 


46933. .46989, 47017 


. .47106, 






48585. 


.48620, 


48636. 


.48767, 


48753. .48935, 48761 


. .48916, 






48975. 


.49040, 


49037. 


.49135, 


49050. .49139, 49143 


. .49295, 






49221. 


.49295 














Seq. No. 


28404 








Seq. ID 


OJ000250 


_83.0222 


.C10 


Gene No. 


58546 








Strand 








Start 


15718 








End 


49502 






Name 


OJ000250 83. 0222. C10- 


.ol.ts 


Method 


TBLASTX : ; 


Soybean 




Start 


10209 








End 


49286 






GI 


none 








Score 


78 






Exons 


10209. 


.10307, 


10365. 


.10502, 


10605. .10688, 10619 


. .10696, 






10719. 


.10853, 


10721. 


.10840, 


25716. .25940, 26039 


. .26095, 





28203 



26138. .26233, 39887 .. 40018, 39915 40022, 40147 40269, 

48654. .48752, 48680 .. 48742, 48810 48 947 , 48830 .. 48 916, 

48975. .49040, 48977 .. 4 9021, 4 9047 .. 4 9133, 49064 .. 49141, 

49161. .49286, 49217.. 49279 



Seq. No. 28404 

Gene No. 5854 6 

Start 15718 

Name OJ000250_83. 0222 .CIO, 

Start 10605 

GI none 

Exons 10605. .10709, 10722.. 

25711. .25851, 25743., 
26048. .26239, 26049.. 
26261. .26314, 39519.. 
39857. .39916, 39936.. 
39967. .40038, 40146.. 
49161. .49277 



ol.tw 



10832, 
25850, 
26084, 
39710, 
40022, 
40241, 



Seq. ID OJ000250_83. 0222. C10 
Strand 

End 4 9502 

Method TBLASTX : Wheat 

End 49277 

Score 75 
25511. .25609, 25518 .. 25607, 
25866. .25949, 25889 .. 25924 , 
26138. .26230, 26256 .. 26306, 
39853. .39921, 39856 .. 39900, 
39936. .40028, 39937 .. 4 0038 , 
40147. .40245, 49050 .. 4 9139, 



Seq. No. 28404 

Gene No. 58546 

Start 15718 

Name OJ000250_83 . 0222 . C10 . o2 . tm 

Start 12657 

GI none 

Exons 12657. .12713, 12733 . .12807 , 
12817. .12993 



Seq. ID 

Strand 

End 

Method 
End ;.y 
Score 



OJ000250_83. 0222. C10 
49502 

TBLASTX: Maize 

12993 

60 



12752. .12799, 12800 .. 12979, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28404 
58546 
15718 

OJ000250_83. 0222. C10. o6.gs 
15718 



End 

Method 
End 

none Score 
15718. .15993, 16235 16435, 17536 .. 17805, 18467 18664, 
18770. .19042, 19187 19399, 23561 .. 23761 , 25044 .. 25157 , 
25460. .25613, 25714 25942, 26044 .. 26302, 26434.. 26532 



Seq. ID OJ000250_83. 0222. C10 
Strand 

49502 
GENSCAN 
26532 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28404 
58546 
15718 

OJ000250_83. 0222. C10. o4.tm 
15724 



,15813, 16244. 

,16424, 17566. 

,18955, 18806. 

,19369, 19266. 



none 
15724. 
16395. 
18806. 
19214. 

28404 
58546 
15718 

OJ000250_83. 0222. C10. o5.np 
18800 
1167955 

18800. .19042, 19199. .19393, 20836.. 20859 



Seq. ID OJ000250_83. 0222. C10 
Strand 

End 4 9502 

Method TBLASTX : Maize 
End 19369 
Score 110 
,16366, 16248. .16370, 16391 .. 16423, 
,17730, 18479. .18655, 18480 .. 18 659, 
,18967, 18813. .18968, 18819 .. 18 968 , 
,19346 



Seq. ID OJ000250_83. 0222. C10 
Strand 

End 49502 

Method AAT/NAP 

End 20859 

Score 371 



(U43497) putative 32.7 kDa jasmonate- induced protein [Hordeum 



28204 



vulgare] gi 12465428 (AF021257) 32 kDa protein [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28404 
58546 
15718 

OJ000250_83. 0222. CIO. o6.np 

18800 

1167.953 



OJ000250 83. 0222. CIO 



Seq. ID 
Strand 

End 49502 
Method AAT/NAP 
End 21041 
Score 375 
18800. .19042, 19199. .19388, 21013.. 21041 

(U43496) putative 32.6 kDa jasmonate-induced protein [Hordeum 
vulgare] gi 12465426 (AF021256) 32 kDa protein [Hordeum vulgare] 



28404 
58546 
15718 

OJ000250_83. 0222. C10. o2.gp 
18831 

2427628 - 



OJ000250 83. 0222. C10 



Seq. ID _ 
Strand 

End 49502 
Method AAT/GAP 
End 25493 
Score 84-7 
18831. .19042, 19187. .19399, 25460.. 25493 

1167953 2.0e-26 (U43496) putative 32.6 kDa jasmonate-induced 
protein [Hordeum vulgare] >gi_24 65426 (AF021256) 32 kDa protein 
[Hordeum vulgare] 



Seq. No. 


28404 




Seq. ID 


OJ000250_83.0222 


.C10 


Carta "Mrt 






Strand 






Start 


15718 




End 


49502 




Name 


OJ000250 83. 0222. C10 


.o7 .np 


Method 


AAT/NAP 




Start 


25480 




End 


29534 




GI 


4008008 




Score 


265 




Exons 


25480. .25641, 25739. 


.25944, 


26040. .26094, 26143 .. 26302, 






26434. .26550, 29447. 


.29534 








GI Descrip. 


(AF084035) receptor- 


like protein kinase [Arabidopsis thaliana] 


Seq. No. 


28404 




Seq. ID 


OJ000250_83.0222 


.C10 


Gene No. 


58546 




Strand 






Start 


15718 




End 


49502 




Name 


OJ000250 83. 0222. C10 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


43127 




End 


43478 




GI 


none 




Score 


38 




Exons 


43127. .43162, 43208. 


.43285, 


43237. .43371, 4324 0 4 3392, 






43245.-43376, 43379. 


.43438, 


43380. .43478, 43395.. 43475 




Seq. No. 


28404 




Seq. ID 


OJ000250_83.0222 


.C10 


Gene No. 


58547 




Strand 






Start 


50130 




End 


50949 




Name 


OJ000250 83. 0222. C10 


,o5. tm 


Method 


TBLASTX: Maize 




Start 


50130 




End 


50949 




GI 


none 




Score 


114 




Exons 


50130. .50231, 50133. 


.50237, 


50135. .50236, 50209 .. 5034 6, 






50222. .50347, 50225. 


.50350, 


50235. .50351, 50624 .. 5074 6, 






50626. .50748, 50634. 


.50753, 


50637. .50744, 50638 .. 50754 , 






50746. .50781, 50770. 


.50835, 


50807. .50944, 50820 .. 50924 , 






50828. .50932, 50833. 


.50949 








Seq. No. 


28405 




Seq. ID 


OJ000250_83.0222 


.Cll 


Gene No. 


58548 




Strand 


+ 




Start 


865 




End . 


5359 





28205 



Name 


OJ000250 83.0222 


.Cll.ol.gs 


Method 


GEN SCAN 




Start 


865 




End 


4292 




GI 


none 




Score 


.57 




Exons 


865.. 1750, 2855. 


.3072, 3264. 


.4292 






Seq. No. 


28405 




Seq. ID 


OJ000250_ 


83.0222. 


Gene No. 


58548 




Strand 


+ 




Start 


865 




End 


5359 




Name 


OJ000250 83.0222 


.Cll.ol.np 


Method ' 


AAT/NAP 




Start 


1609 




End 


5359 




GI 


6665543 




Score 


524 




Exons 


1609.. 1750, 2855 


..2935, 3116 


..4207, 5335.-5359 




GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis 


thaliana 


Seq. No. 


2840S 




Seq. ID 


OJ000250_ 


83,0222. 


Gone No 


58549 




Strand 


+ 




Start 


6403 




End 


8039 




Name 


OJ0002S0 fi^ 0222 


n 1 o? rr<? 


Method 


GENSCAN 




Start 


6403 




End 


7731 




GI 


none 




Score 


.6 




Exons 


6403.. 6415, 6516 


..6797, 6887 


. .7731 






Seq. No. 


28405 




Seq. ID 


OJ000250_ 


83.0222. 


Gene No. 


58549 




Strand 


+ ■ 




Start 


6403 




End 


8039 




Name 


OJ000250 83.0222 


.Cll.o2.np 


Method 


AAT/NAP 




Start 


6520 




End 


8039 




GI 


4680203 




Score 


982 




Exons 


6520. .8039 










GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


28405 




Seq. ID 


OJ000250_ 


83.0222. 


fjpnp No 


58550 




Strand 


+ 




Start 


14708 




End 


17936 




Name 


OJ000250 83.0222 


.Cll.o5.gs 


Method 


GENSCAN 




Start 


14708 




End . 


17936 




GI 


none 




Score 


.79 




Exons 


14708. .14768, 15339 . . 16190, 


16490. .16657, 16786. 


.17936 


Seq. No. 


28405 




Seq. ID 


OJ000250_ 


- 

83.0222. 


Gene No. 


58550 




Strand 


+ 




Start 


14708 




End 


17936 




Name 


OJ000250 83.0222 


. Cll.o3.np 


Method 


AAT/NAP 




Start 


15722 




End 


17933 




GI 


423988 




Score 


631 




Exons 


15722. .16190, 16490. .16642, 


16789. .17933 




GI Descrip. 


serine/threonine 


kinase homolog PR025 


- Arabidopsis thai 



gi 1 166813 (L04999) serine threonine kinase [Arabidopsis 
thaliana] 



Seq. No. 28405 Seq. ID 

Gene No. 58551 Strand 

Start 23667 End 

Name OJ000250_83 . 0222 .Cll.o5.np Method 

Start 23664 End 

GI 5803260 Score 

Exons 23664. .24581, 26808.. 26856 



OJ000250_83.0222.C11 
+ 

26856 
AAT/NAP 
26856 
247 



28206 




GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222.C11 


Gene No. 


58551 


Strand 


+ 


Start 


23667 


End 


26856 


Name 


OJ000250 83.0222.Cll.o7.gs 


Method 


GENSCAN ' 


Start 


23667 


End 


24575 


GI 


none 


Score 


.98 


Exons 


23667. .24472, 24518 . .24575 






Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222.C11 


Gene No. 


58551 


Strand 


+ 


Start 


23667 


End 


26856 


Name 


OJ000250 83.0222.Cll.o4.np 


Method 


AAT/NAP 


Start 


23721 


End 


26659 . 


GI 


6587820 


Score 


80 


Exons 


23721. .23887, 26577.. 26659 






GI Descrip. 


(AC010924) Contains similarity to gb|AJ009695 wall-associated 




kinase 4 from Arabidopsis thaliana and 


contains a protein kin ( 




PFI 00069 domain. 






Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222.C11 


Gene No . 


58552 


Strand 


+ 


Start 


26876 


End 


27522 


Name 


OJ000250 83.0222.Cll.o8.gs 


Method 


GENSCAN 


Start 


26876 


End 


27522 


GI 


none 


Score 


.53 


Exons 


26876. .27038, 27065 .. 27163, 


27184. .27254, 27361.. 27522 


Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222.C11 


Gene £jo 9 


58553 


Strand 




Start 


5187 


End 


5601 


Name 


OJ000250 83.0222.Cll.o2.gs 


Method 


GENSCAN 


Start 


5187 


End 


5601 


GI 


none 


Score 


.61 


Exons 


5187.. 5320, 5439.. 5601 . 






Seq. No. 


28405 


Seq. ID . 


OJ000250_83 . 0222 .Cll 


Gene No. 


58554 . 


• Strand 




Start 


18369 


End 


20904 


Name 


OJ000250 83.0222.Cll.o6.gs 


Method 


GENSCAN 


Start 


18369 


End 


20904 


GI 


none 


Score 


.64 


Exons 


18369. .18488, 18551 .. 18693, 


19208. .19444, 20787.. 20904 


Seq. No. 


28405 


Seq. ID 


OJ000250_83. 0222. Cll 


Gene No. 


58555 


Strand 




Start 


23893 


End 


27391 


Name 


OJ000250 83.0222.Cll.o6.np 


Method 


AAT/NAP 


Start 


23893 


End 


26288 


GI 


5732705 


Score 


141 


Exons 


23893. .23918, 25013 .. 25150, 


26265. .26288 


GI Descrip. 


( AF159388 ) thioredoxin-like 


protein [Phalaris coerulescens] 


gi t 5732707 | gb | AAD49234 . 1 1 AF159389 1 (AF159389) thioredoxin-li 




protein [Phalaris coerulescens] 




Seq. No. 


28405 


Seq. ID 


OJ000250_83. 0222. Cll 



28207 



Gene No. 


58555 


Strand 






Start 


23893 


End 


27391 




Name 


OJ000250 83.0222.Cll.ol.gp 


Method 


AAT/GAP 




Start 


25020 


End 


25150 




GI 


54795 1.R1084 


Score 


175 




Exons 


25020. .25150 








GI Descrip. 


'1085952/pir MS49352 3.0e-30 


hypothetical protein SI - Phalar 




coerulescens 1 








Seq. No. 


28405 


Seq. ID 


OJQ00250 


_83.0222.C11 


Gene No. 


58555 


Strand 


- 




Start 


23893 


End 


27391 




Name 


OJ000250 83.0222.Cll.o7.np 


Method 


AAT/NAP 




Start 


25726 


End 


27391 




GI 


22490 


Score 


204 




Exons 


25726. .26044, 27342.. 27391 








GI Descrip. 


(X01380) 0RF1 [Zea mays] 








Seq. No. 


28405 


Seq. ID 


OJ000250 


_83.0222.C11 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


OJ000250 83.0222.Cll.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


955 


End 


24572 




GI 


none 


Score 


62 




Exons 


955.. 1008, 1105.. 1164, 1666. 


.1728, 3246.. 3305, 


3306. .3419, 




3347.. 3418, 3432.. 3602, 3479 


..3583, 3704. .3802, 


3705. .3806, 




3810.. 4043, 16088. .16168, 16537 .. 16626, 


16890. . 


16946, 




16947. .17120, 17073. .17243, 


17373. .17447, 17451 


. .17666, 




24177. .24251, 24252 .. 24350, 


24492. .24572 




Seq. No. 


28405 


Seq. ID 


OJ000250 


_83.0222.C11 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


OJ000250 83.0222.Cll.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


. 3213 


End 


17594 




GI 


none 


Score 


44 




Exons 


3213.. 3281, 3321. .3419, 3477 


..3614, 3479.-3583, 


3642. .3707, 




3644.. 3706, 3711. .3800, 3731 


..3814, 3831.. 3965, 


3833. .3946, 




16854. .16922, 16962 .. 17087 , 


16988. .17050, 17118 


. .17255, 




17120. .17224, 17372. .17449, 


17373. .17441, 17472 


. .17594, 




17474. .17593 








Seq. No. 


28405 


Seq. ID 


OJ000250 


_83.0222.C11 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


OJ000250 83.0222.Cll.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3222 


End 


17783 




GI 


none 


Score 


61 




Exons 


3222.. 3311, 3321.. 3419, 3432 


..3626, 3641. .3706, 


3645. .3707, 




3710.. 3802, 3711. .3806, 3831 


..3953, 3954. .4145, 


16962. .17120, 




16988. .17074, 17073 .. 17267, 


17168. .17227, 17357 


. .17443, 




17373. .17447, 17472 .. 17594 , 


17474. .17587, 17595 


. .17765, 




17640. .17783 








Seq. No. 


28405 


Seq. ID 


OJ000250 


_83.0222.C11 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 





28208 



Name 


OJ000250 83. 


0222. 


Cll.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


3336 








End 


17281 


GI 


none 








Score 


94 


Exons 


3336. .3434, 


3342. 


.3407, 


3347 


..3409, 3432.. 3623, 3479.-3583, 




3510. .3632, 


16977 


..17120, 16988. .17050, 


17073. .17243, 




17120. .17224, 17138.. 17281 






Seq. No. 


28405 








Seq. ID 


OJ000250_83.0222.C11 


Gene No. 


58556 








Strand 




Start 


28306 








End 


33765 


Name 


OJ000250 83. 


0222. 


Cll.oS 


.tw 


Method 


TBLASTX: Wheat 


Start 


3657 








End 


29354 


GI 


none 








Score 


40 


Exons 


3657. .3719, 


3659. 


.3799, 


3717 


..3806, 3824. .3964, 3825. .3953, 




17357. .17440, 17373 17447, 


17454. .17594, 17465 .. 17605, 




29244. .29354 










Seq. No. 


28405 








Seq. ID 


OJ000250_83.0222.C11 




58556 








Strand 




Start 


28306 








End 


33765 


Name 


OJ000250 83. 


0222. 


Cll.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


6868 ~ 








End 


7416 


GI 


none 








Score - 


211 


Exons 


6868 . . 7284 , 


7297 . 


.7416 








Seq. No. 


28405 








Seq. ID 


OJ000250_83.0222.C11 




58556 








Strand 




Start 


28306 

b \J \J \J 








End 


33765 


Name 


OJ000250 83 


0222 . 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6991 _ 








End 


7269 


GI 


none 








Score 


314 


Exons 


6991 . .7146, 


6993. 


.7262, 


6994 


. .7269 




Seq. No. 


28405 








Seq. ID 


OJ000250_83.0222.C11 




58556 








Strand 




Start 


28306 








End 


33765 


Name 


OJ000250 83. 


0222. 


Cll.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


7294 








End 


7644 


GI 


none 








Score 


275 


Exons 


7294. .7644, 


7302. 


.7451, 


7491 


. .7643 




Seq. No. 


28405 








Seq. ID 


OJ000250_83.0222.C11 


Gene No 


58556 








Strand 




Start 


28306 








End 


33765 


Name 


OJ000250 83. 


0222. 


Cll.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


7294 








. End 


7563 


GI 


none 








Score 


191 


Exons 


7294. .7563, 


7308. 


.7550 








Seq. No. 


28405 








Seq. ID 


OJ000250_83.0222.C11 


Gene No. 


58556 








Strand 




Start 


28306 








End 


33765 


Name 


OJ000250 83. 


0222. 


Cll.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7422 








End 


7931 


GI 


none 








Score 


193 


Exons 


7422. .7463, 


7492. 


.7722, 


7554 


..7715, 7738. .7863, 7739. .7831, 



7872. .7931 



28209 



Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222 


.Cll 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


OJ000250 83.0222.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7476 


End 


7854 




GI 


none 


Score 


104 




Exons 


7476. .7583, 7486. .7590, 7596. .7694, 7596. .7697, 7597. .7707, 




T70"7 TOCO *7 *7 O O TOE/1 

//J/../85J, 773b. .7854 








Seq. No. 


o o a n c 
^o4Ub 


Seq. ID 


OJOUO^oO o3.0£Z2. 


. Cll 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


UJUUU^DU oJ.UZ^Z.Lli.OO.tltl 


Metnoa 


TBLASTX : Mai ze 




Start 




End 


25151 




GI 


none 


Score 


lo^ 




Exons 


zoU4U . . zolou, zoU44 . . zolol 








Seq. No. 


28405 


Seq. ID 


OJ000250 83.0222 


.Cll 


Gene No. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


OJ000250_83. 0222. Cll.o3. tin 


Method 


TBLASTX : Maize 




Start 


25804 


End 


26064 




GI 


none 


Score 


,130 




Exons 


25804 .. 26064, 25811.. 25993 








Seq. No. 


28405 


Seq. ID 


OJ000250_83. 0222 


-Cll 


Gene No. 


58556 


Strand 






Start 




End 


33765 




Name 


OJ000250 83.0222.Cll.o3.ts 


Method 


TBLASTX : Soybean 




Start 


25804 


End 


26064 




GI 


none 


Score 


111 




Exons 


25804. .26064, 25808.. 25993 








Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222 


.Cll 


Gene No.. 


58556 


Strand 






Start 


28306 


End 


33765 




Name 


OJ000250 83.0222.Cll.o8.np 


Method 


AAT/NAP 




Start 


* .28255 


End 


33765 




GI 


5441880 


Score 


2725 




Exons 


28255. .28469, 28763 .. 29013, 


29252. .29517, 29622 .. 29920, 






30500. .30833, 30942 .. 31081, 


31693. .32019, 32278 .. 32309, 





32754.. 33765 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 28405 

Gene No. 58556 

Start 28306- 

Name OJ000250_83. 0222 .Cll. o9.gs 

Start 28306 

GI none 
Exons 



Seq. ID OJ000250_83. 0222. Cll 
Strand 

End 337 65 

Method GEN SCAN 

End 33723 

Score .82 



28306. .28711, 28769 .. 28791, 28907 .. 29008 , 29055 .. 29162, 

29345. .29504, 29622 .. 29920, 30001 .. 30119, 30192 .. 304 14 , 

30519. .30688, 30712 .. 30866, 30942 .. 31015, 31699 .. 31925, 

32097. .32176, 32228.. 33723 



28210 




Seq. No. 


28405 


Seq. ID 


OJ000250_83.0222.C11 


Gene No. 


58556 


Strand 




Start 


28306 


End 


33765 


Name 


OJ000250 83.0222.Cll.o2.gp 


Method 


AAT/GAP 


Start 


28576 


End 


30827 


GI 


LIB3433-020-P1-K1-A6 


Score 


750 


Exons 


28576.-28962, 30785.. 30827 






GI Descrip. 


, 5670155/gb|AF161269.i|AF161269 2.0e-35 Oryza sativa subsp. 


japonica BAC clone 34K24, complete sequence 1 


Seq. . No. 


28405 


Seq. ID 


OJ000250_83.0222.C11 




58556 

JO JJU 


Strand 




Start 




End 


33765 


Name 




Method 


TBLASTX: Wheat 


Start 


^95?7 _ 


End 


32904 


GI 




Score 


67 


Exons 


'^9 c i / ?l ^97nn ^9R^8 "39fiQ^ 


32633. .32701, 32734 .. 32901, 




32750. .32902, 32755.. 32904 






UCU i IN \J . 


28405 


Seq. ID 


OJ000250_83.0222.C11 


Gene No. 


58556 


Strand 




Start 


28306 


End 


33765 


Name 


OJ000250 83.0222.Cll.o2.tm 


Method 


-TBLASTX: Maize 


Start 


32602 


End 


33198 


GI 


none 


Score 


220 


Exons 


32602. .32673, 32719 .. 33198, 


32720. .33193 


Seq. No. 


28406 


Seq. ID 


OJ000250_83.0222.C12 


Gene No. 


58557 


Strand 


+ 


Start 


3252 


End 


5538 


Name 


OJ000250 83.0222.C12.ol.np 


Method 


AAT/NAP 


Start 


3252 


End 


5538 


GI 


5295955 


Score 


298 


Exons 


3252. .3375, 4121. .4188, 4407. .4761, 4964. .5538 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


28406 


Seq. ID 


OJ000250_83-. 0222 . C12 


Gene No . 


58558 


Strand 


+ 


Start 


7238 


End 


8838 


Name 


OJ000250 83.0222.C12.o2.np 


Method 


AAT/NAP 


Start 


7238 


End 


8838 


GI 


5803260 


Score 


423 


Exons 


7238.. 7335, 7691.. 8838 






GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


28406 


Seq. ID 


OJ000250_83.0222.C12 


Gene No. 


58559 


Strand 




Start 


447 


End 


6268 


Name 


OJ000250 83.0222.C12.ol.gs 


Method 


GEN SCAN 


Start 


447 


End 


6268 


GI 


none 


Score 


.62 


Exons 


447. .507, 1454. .1595, 1674. 


.1753, 1806. 


.1886, 2119. .2244, 



4164. .4289, 4516. .4609, 4703. .4782, 5203. .5407, 5950. .6022, 
6210. .6268 



28211 




Seq. No. 


28406 








Seq. ID 


OJ000250 


_83.0222.C12 


Gene No. 


58560 








Strand 






Start 


7738 








End 


8723 




Name 


OJ000250 83 


0222 


.C12.ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


7738 








End 


8469 




GI 


none 








Score 


63 




Exons 


7738. .7827, 


7837 


. .7935, 


7858. 


.7920, 7936.. 8142, 


8004. .8102, 




8157. .8225, 


8161 


. .8223, 


8232. 


.8318, 8233... 8322, 


8347. .8469, 




8349..8468 * 














Seq. No. 


28406 








Seq. ID 


OJ000250 


_83.0222.C12 


Gene No. 


. 58560 








Strand 






Start 


7738 








End 


8723 




Name 


OJ000250 83. 


0222 


.C12.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


7753 








End 


8481 




GI 


none 








Score 


42 




Exons 


7753. .7797, 


7837 


. .7935, 


7984. 


.8130, 8004. .8099, 


8230. .8316, 




8247. .8324, 


8347 


. .8481, 


8349. 


.8462 






Seq. No. 


28406 








Seq. ID 


OJ000250 


_83.0222.C12 


Gene No. 


58560 








Strand 






Start 


7738 








End 


8723 




Name 


OJ000250 83. 


0222 


.C12.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7765 








End 


- 8723 




GI 


none 








Score 


45 




Exons 


7765. .7821, 


7822 


. .7995, 


7936. 


.8118, 8004. .8099, 


8160. .8222, 




8220. .8318, 


8233 


. .8322, 


8326. 


.8523, 8400. .8477, 


8571. .8723 


Seq. No. 


28406 








Seq. ID 


OJ000250 


_83.0222.C12 


Gp-np No 


58560 
\j *j \j \j 








Strand 






Start 


7738 








End 


8723 




Name 


OJ000250 83. 


0222 


.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8083 








End 


8480 




GI 


none 








Score 


50 




Exons 


8083. .8229, 


8232 


. .8315, 


8233. 


.8322, 8340. .8480, 


8341. .8469 


Seq. No. 


28407 








Seq. ID 


OJ000250 


_83.0222.C13 


Gene No . 


58561 








Strand 


+ 




Start 


12254 








End 


13547 




Name 


OJ000250 83. 


0222 


.C13.o4 


.gs 


Method 


GENSCAN 




Start 


12254 








End 


13547 




GI 


none 








Score 


.85 




Exons 


12254. .12565 


, 12584. .12710, 13202. .13291, 13450 


. .13547 


Seq. No. 


28407 








Seq. ID 


OJ000250 


_83.0222.C13 


Gene No . 


58562 








Strand 






Start 


5843 








End 


7117 




Name 


OJ000250 83. 


0222 


.C13.o2 


.gs 


Method 


GENSCAN 




Start 


5843 








End 


7033 




GI 


none 








Score 


.69 




Exons 


5843. .6021, 


6146 


. .6357, 


6867. 


.7033 






Seq. No. 


28407 








Seq. ID 


OJ000250 


_83.0222.C13 


Gene No. 


58562 








Strand 






Start 


5843 








End 


7117 




Name 


OJ000250 83. 


0222 


.C13.ol 


. np 


Method 


AAT/NAP 




Start 


5876 








End 


7117 





28212 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6822058 Score 300 

5876. .6021, 6146.. 6357, 6867. .7117 

(AL132957) putative protein [Arabidopsis thaliana] 



28407 
58563 
15092 

OJ000250_83 . 0222 . C13 . ol . tm 

5933 

none 



Seq. ID OJ000250_83.0222.C13 
Strand 

End 15237 

Method TBLASTX : Mai ze 

End 7048 

Score 4 6 



5933. .6043, 5955. .6041, 6144. .6359, 6145. .6360, 6866. .6895, 
6953. .7048 



Seq. No. 28407 Seq. ID OJ000250_83 . 0222 . C13 

Gene No. 58563 Strand 

Start 15092 End 15237 

Name OJ000250_83 . 0222 . C13 . ol . ts Method TBLASTX : Soybean 

Start 5933 End 7048 

GI none Score 4 6 

Exons 5933.. 6043, 5955.. 6041, 6144.. 6359, 6145.. 6360, 6866.. 6895, 
6953. .7048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28407 Seq. ID OJ000250_83 . 0222 . C13 

58563 Strand . - 
15092 End 15237 
OJ000250_83 . 0222 . C13 . ol . gp Method AAT/GAP 
15092 End 15237 
21474_1.R1084 Score 241 
15092. .15237 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 

28408 Seq. ID OJ000250_83 . 0222 . C14 

58564 Strand 

493 End 4204 

OJ000250_83 . 0222 . C14 . ol . gs Method . GENSCAN 

493 End 418 9 

none Score .82 

493. .678, 758.. 856, 951. .1023, 1108. .1218, 1315. .1488, 

1598,. 2283, 2285. .2427, 2553. .2641, 2934. .4189 

28408 Seq. ID OJ000250_83 . 0222 . C14 

58564 Strand 

493 End 4204 

OJ000250_83 . 0222 . C14 . ol . np Method AAT/NAP 

511 End 4204 

4680204 Score 1056 

511. .648, 999. .1218, 1315. .1488, 1598. .2694, 2769. .4204 

(AF114171) hypothetical protein [Sorghum bicolor] 



28408 
58564 
4 93 

OJ000250_83 . 0222 . C14 . o2 . tw 

1149 

none 



Seq. ID OJ000250_83.0222.C14 
Strand 

End 4204 

Method TBLASTX : Wheat 

End 1671 

Score 68 



1149. .1220, 1320. .1502, 1327. .1452, 1591. .1671 



28213 



Seq. No. 28408 

Gene No. 58564 

Start 4 93 

Name OJ000250_83 . 0222 . C14 . ol 

Start 3158 

GI none 

Exons 3158.. 3328, 3291.. 3458, 
3451.. 3561 



Seq. ID OJ000250_83.0222.C14 
Strand 

End 4204 

,tw Method TBLASTX: Wheat 

End 3561 

Score 84 
3323.-3559, 3410.. 3559,. 3421.. 3561, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28409 
58565 
37 

OJ000250_83.0222.C15.ol, 
37 

342_1.R1084 

37. .554, 664. .768, 887., 
M574406/gb | AAD24042.il 
sativa] 1 

28409 
58565 
37 

OJ000250_83.0222.C15.o7. 
207 

342_1.R1084 

207. .554, 664. .768, 887, 
' 4574406/gb | AAD24042 . 1 1 
sativa] 1 



Seq. ID OJ000250_83.0222.C15 
Strand 

End 3988 

.gp Method AAT/GAP 

End 3988 

Score 6616 

,3988 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ000250_83.0222.C15 
Strand 

End 3988 

gp Method AAT/GAP 

End 3988 

Score 6315 

.3988 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 28409 

Gene No. 58565 

Start 37 

Name OJ000250_83 . 0222 . C15 .08 , 

Start 209 

GI 342_1.R1084' V 

Exons 209.. 554, 664.. 768, 887, 

GI Descrip. ' 4574406/gb IAAD24 042 . 1 | 
sativa] 1 



Seq. ID OJ000250_83.0222.C15 
Strand 

End 3988 

gp Method AAT/GAP 

End 3988 

Score 6311 

.3988 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 28409 

Gene No. 58565 

Start 37 

Name OJ000250_83 . 0222.C15 .06, 

Start 210 

GI . 342_1.R1084 

Exons 210.. 554, 664.. 768, 887, 

GI Descrip. ' 4574406/gb IAAD24042 . 1 | 
sativa] ' 



Seq. ID OJ000250_83.0222.C15 
Strand 

End 3988 

gp Method AAT/GAP- 

End 3988 

Score 6309 

.3988 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 28409 

Gene No. 58565 

Start 37 

Name OJ000250_83 . 0222 .C15 .o5 . gp 

Start 211 

GI 342JL.R1084 

Exons 211.. 554, 664.. 768, 887.. 3988 



Seq. ID PJ000250_83.0222.C15 
Strand 

End 3988 

Method AAT/GAP 

End 3988 

Score 6307 



28214 



GI Descrip. 



'4574406/gb I AAD24042.il 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 

Start ... * 
GI 

Exons 

GI Descrip. 



28409 Seq. ID OJ000250_83 . 0222 . C15 

58565 Strand 

37 End 3988 

OJ000250_83 . 0222 . C15 . o4 . gp Method AAT/GAP 

217 End 3988 

342_1.R1084 Score 6295 

217. .554, 664..768, 887. .3988 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28409 Seq. ID 

58565 Strand 
37 End 
OJ000250_83 . 0222 . C15 . ol . tw Method 
1046 End 
none Score 

1046.. 1138, 1127.. 1207, 1220.. 1360, 1221 

1340. .1399, 1406. .1450, 1406. .1450, 1445 

1591.. 1776, 1606.. 2361, 1631.. 2362 



OJ000250 83.0222.C15 



3988 

TBLASTX: Wheat 
2362 
131 

1361, 1308. .1403, 
1609, 1461. .1604, 



Seq. No. 28409 Seq. " ID 

Gene No. 58565 Strand 

Start 37 End 

Name OJ000250_83 . 0222 . C15 . ol . np Method 

Start 1530 End 

GI 6742729 Score 

Exons 1530.. 3489 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ000250_83.0222.C15 

3988 
AAT/NAP 
3489 
3134 



Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83, 


.0222 


.CIS.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1627 








End 


2078 


GI 


none 








Score 


85 


Exons 


1627. .1776, 


1627 


. .2070, 


1631. 


.2074, 1637.. 2074, 1896.. 2078 


Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


. 58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83, 


.0222 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2005 








End 


2319 


GI 


none 








Score 


68 


Exons 


2005. .2235, 


2005 


. .2319, 


2033. 


.2308 




Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83, 


.0222 


.C15.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2363 








End 


2776 


GI 


none 








Score 


81 


Exons 


2363. .2449, 


2365 


. .2454, 


2365. 


.2448, 2481. .2684, 2482. .2700, 




2522. .2704, 


2710 


. .2772, 


2723. 


.2776 





28215 




Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No . 


58565 

\j \j 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83 


.0222 


.C15.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


2806 








End 


3048 


GI 


none 








Score 


216 


Exons 


2806. .3048 












Seq. No. 


28409 








Seq. ID 


OJ000250_83 . 0222 . C15 


fipnp No 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83 


.0222 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2878 








End 


3336 


GI 


none 








Score 


102 


Exons 


2878. .3072, 


3082 


. .3336, 


3082. 


.3324 




Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ00025Q 83 


.0222 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2912 








End 


3381 


GI 


none 








Score 


173 


Exons 


2912. .3118, 


2912 


. .3121, 


2917. 


.3120, 2917.. 3141, 3121.. 3219, 




3122. .3214, 


3223 


. .3327, 


3227. 


.3316, 3328.. 3381, 3329.. 3373 


Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83 


.0222 


.C15.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3169 








End 


3517 


GI 


none 








Score 


88 


Exons 


3169. .3510, 


3188 


. .3325, 


.3365. 


.3517 





Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83 


.0222. 


CIS.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3250 








End 


3679 


GI 


none 








Score 


121 


Exons 


3250. .3546, 


3268. 


.3492, 


3541. 


.3603, 3596.. 3679, 3604.. 3678 


Seq. No. 


28409 








Seq. ID 


OJ000250_83.0222.C15 


Gene No. 


58565 








Strand 




Start 


37 








End 


3988 


Name 


OJ000250 83 


.0222. 


C15.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3600 








End 


3988 


GI 


none 








Score 


186 


Exons 


3600. .3851, 


3610. 


.3861, 


3611. 


.3853, 3844.. 3951, 3866.. 3988 



Seq. No. 28410 Seq. ID 

Gene No. 58566 Strand 

Start 298 End 

Name OJ000250_83 . 0222 . C16 . ol . gs Method 

Start - 298 End 

GI none Score 

Exons 298.. 364, 725.. 810 



OJ000250_83.0222.C16 
810 

GENSCAN 

810 

.68 



28216 




Seq. No'. 


28411 


Seq. ID 


OJ000250_83.0222 


.C17 


Gene No. 


58567 


Strand 






Start 


84 


End 


787 




Name 


OJ000250 83.0222.C17.ol.gs 


Method 


GEN SCAN 




Start 


84 


End 


787 




GI 


none 


Score 


.82 




Exons 


84. .787 








Seq. No. 


28412 


Seq. ID 


OJ000250_83.0222 


.C21 


Gene No. 


58568 


Strand 


+ 




Start 


196 


End 


378 




Name 


OJ000250 83.0222.C21.ol.gs 


Method 


GENSCAN 




Start 


196 


End 


378 




GI 


none 


Score 


.49 




Exons 


196. .378 








Seq. No. 


28413 


Seq. ID 


OJ000250_83.0222 


.C22 


Gene No. 


58569 


Strand 






Start 


1 


End 


687 




Name 


OJ000250 83.0222.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


687 




GI 


4680179 


Score 


999 




Exons 


1..687 








GI Descrip. 


(AF111709) polyprotein [Oryza 


•sativa subsp. indica] 




Seq. No. 


28413 






.C22 


Gene No . 


58569 


Strand 






Start 


1 


End 


687 ' 




Name 


OJ000250 83.0222.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


518 




GI 


none 


Score 


184 




Exons 


1..360, 3.-359, 357. .518, 364 


. .510 






Seq. No. 


28413 


Seq. ID 


OJ000250_83.0222 


.C22 


Gene No. 


58569 


Strand 






Start 


1 


End 


687 




Name 


OJ000250 83.0222.C22.ol.tw 


Method 


TBLASTX: Wheat 




.Start 


72 


End 


686 




GI 


none 


Score 


59 




Exons 


72. .686, 75. .197, 184. .642 








Seq. No. 


28413 


Seq. ID 


OJ000250_83.0222 


.C22 


Gene No. 


58569 


Strand 






Start 


1 


End 


687 




Name 


OJ000250 83.0222.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


519 


End 


687 




GI 


none 


Score 


98 




Exons 


519. .686, 522. .686, 547. .687 








Seq. No. 


28414 


Seq. ID 


OJ000250_83.0222 


.C23 


Gene No. 


58570 


Strand 






Start 


1 


End 


713 




Name 


OJ000250 83.0222.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


713 




GI 


4680179 


Score 


921 




Exons 


1. .713 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 





28217 




Seq. No. 


28414 






Seq. ID 


OJ000250 83.0222 


.C23 


Gene No. 


58570 






Strand 






Start 


1 






End 


713 




Name 


OJ000250 83. 


0222. 


C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 






End 


377 




GI 


none 






Score 


59 




Exons 


3. .377, 43.. 


147, 


159. .326 








Seq. No. 


28414 






Seq. ID 


OJ000250_83.0222 


.C23 


Gene No. 


58570 






Strand 






Start 


1 






End 


713 




Name 


OJ000250 83. 


0222. 


C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


486 




GI 


none 






Score 


297 




Exons 


3. .377, 43. . 


486, 


432. .482 








Seq. No. 


28414 






Seq. ID 


OJ000250_83.0222 


.C23 


Gene No. 


58570 






Strand 






Start 


1 






End 


713 




Name 


OJ000250 83. 


0222. 


C23.ol.gs 


Method 


GENSCAN 




Start 


16 






End 


710 




GI 


none.,,/ 






Score 


.68 




Exons 


16. .710 ' 












Sea. No. 


28414 






Seq. ID 


OJ000250 83.0222 


.C23 


Gene No. 


58570 






Strand 






Start 


1 






End 


713 




Name 


OJ000250 83. 


0222. 


C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


36 






End 


353 




GI 


none 






Score 


180 




Exons 


36. .353 












Seq. No. 


28415 






Seq. ID 


OJ000250 83.0222 


.C24 


Gene No. 


58571 






Strand 






Start 


17 






End 


178 




Name 


OJ000250 83. 


0222. 


C24 .ol.gs 


Method 


GENSCAN 




Start 


.. 17 






End 


178 




GI 


•none 






Score 


. 92 




Exons 


17. .178 












Seq. No. 


28416 






Seq. ID 


OJ000250_83.0222 


.C25 


Gene No. 


58572 






Strand 


+ 




Start 


1 






End 


536 




Name 


OJ000250 83. 


0222. 


C25.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


536 




GI 


4680179 






Score 


803 




Exons 


1. .536 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


28416 






Seq.. ID 


OJ000250_83.0222 


.C25 


Gene No. 


58572 






Strand 


+ 




Start 


1 






End 


536 




Name 


OJ000250 83. 


0222. 


C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


45 






End 


536 




GI 


none 






Score 


558 




Exons 


45. .536, 47. 


.442, 


303. .512 









28218 



> - 




Seq. No. 


28416 






Seq. ID 


OJ000250_83.0222 


.C25 


Gene No. 


58572 






Strand 


+ 




Start 


1 






End 


536 




Name 


OJ000250 


83. 0222.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


108 






End 


536 




GI 


none 






Score 


217 




Exons 


108. .269, 


114.. 260, 116 


. .271, 


116. .262 


, 266. .442, 267.. 


536, 




381... 512 












Seq. No. 


28416 






Seq. ID 


OJ000250 83.0222 


.C25 


Gene No. 


58572 






Strand 


+ 




Start 


1 






End 


536 




Name 


OJ000250_ 


83. 0222.C25.ol 


. gs 


Method 


GEN SCAN 




Start 


282 






End 


506 




GI 


none 






Score 


.78 




Exons 


282. .506 












Seq. No. 


28417 






Seq. ID 


OJ000250_83.0222 


.C26 


Gene No. 


58573 






Strand 






Start 


13 






End 


607 




Name 


OJ000250 


83.0222.C26.ol 


.gs 


Method 


GEN SCAN 




Start 


13 






End 


516 




GI 


none 






Score 


. 61 




Exons 


13. .516 












Seq. No. 


28417 






Seq. ID 


OJ00.0250_83.0222 


.C26 


Gene No. 


58573 






Strand 






Start 


13 






End 


607 




Name 


OJ000250 


83.0222.C26.ol 


.np 


Method 


AAT/NAP 




Start 


16 






End 


607 




GI 


4680179 






Score 


851 




Exons 


16. .607 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


28417 






Seq. ID 


OJ000250_83.0222 


.C26 


Gene No. 


58573 






Strand 






Start 


13 






End 


607 




Name 


OJ000250 


83.0222.C26.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


61 






End 


483 




GI 


none 






Score 


172 




Exons 


61. .483, 


113. .448, 277. 


.456 . 








Seq. No. 


28417 






Seq. ID 


OJ000250_83.0222 


.C2 6 


Gene No. 


58573 






Strand 






Start 


13 






End 


607 




Name 


OJ000250 


83.0222.C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


256 






End 


604 




GI 


none 






Score 


119 




Exons 


256. .603, 


257. .454, 383 


. .604, 


509. .604 






Seq. No. 


28418 






Seq. ID 


OJ000250_83.0222 


.C27 


Gene No. 


58574 






Strand 


+ 




Start 


1 






End 


2774 




Name 


OJ000250 


83.0222.C27.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2774 




GI 


5852175 






Score 


84 





28219 



fcxons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



1..121, 746.. 842, 2731.. 2774 
(AL117265) zhbOOOS.l [Oryza sativa] 



28418 Seq. ID 

58574 Strand 
1 End 
OJ000250_83 . 0222 . C27 . ol . gp Method 
168 End 
uC-osroM202024h08al Score 
168.. 233 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000250_83 . 0222 . C27 
+ 

2774 
AAT/GAP 
233 
85 



Seq. No. 


28418 


Seq. ID 


OJ000250 


Gene No. 


58574 


Strand 


+ 


Start 


1 


End 


2774 


Name 


OJ000250_83. 0222 .C27 .ol .gs 


Method 


GENSCAN 


Start 


168 


End 


265 


GI 


none 


Score 


. 85 


Exons 


168. .265 






Seq. No. 


28418 


Seq. ID 


OJ000250 


Gene No. 


58575 


Strand 


— 


Start 


1 


End 


2774 


Name 


OJ000250_83. 0222 .C27 .o3.np 


Method 


AAT/NAP 


Start 


1 


End 


2451 


GI 


4680203 


Score 


843 


Exons 


1. .77, 1669. .2451 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


28418 


Seq. ID 


OJ000250 


Gene No. 


58575 


Strand 




Start 


1 


End 


2774 


Name 


OJ000250 83.0222.C27.o2.np 


Method 


AAT/NAP 


Start 


993 


End 


2774 


GI 


5852180 


Score 


66 


Exons 


993.. 1080, 2704.. 2774 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


28418 


Seq. ID 


OJ000250 


Gene No. 


58575 


Strand ■ 




Start 


1 


End 


2774 


Name 


OJ000250 83.0222.C27.o2.gp 


Method 


AAT/GAP 


Start 


1362 


End 


1587 


GI 


uC-osr oM2 0 2024h08al 


Score 


327 


Exons 


1362. .1587 






GI Descrip. 


'5852170/emb|AL117265.1|OST17804 5.0e- 


■84 Oryza : 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28418 Seq. ID 

58575 Strand 

1 End 
OJ000250_83 . 0222 . C27 . o2 . gs Method 
1618 * End 

none Score 
1618. .2451 



OJ000250_83.0222.C27 

2774 
GENSCAN 
2451 
.61 



28220 



Seq. No. 28418 Seq. ID 

Gene No. 58575 . Strand 

Start 1 End 

Name OJ000250_83 . 0222 . C27 . ol . ts Method 

Start 1687 End 

GI none Score 

Exons 1687.. 1767, 1762.. 1977, 1763.. 1969 



OJ000250_83.0222.C27 
2774 

TBLASTX: Soybean 

1977 

103 



Seq. No. 28418 

Gene No. 58575 

Start 1 

Name OJ000250_83 . 0222 . C27 . ol . 

Start 1749 

GI none 

Exons 1749.. 2000, 1765.. 2010, 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_83.0222.C27 
2774 

TBLASTX: Wheat 

2100 

186 



1766. .2002, 1993. .2100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28418 
58575 
1 

OJ000250_83.0222.C27.o3, 

1996 

2310235 

1996.. 2021, 2312.. 2499 

5852182/emb|CAB55420.1| 

sativa] 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_83.0222.C27 

2774 
AAT/GAP 
2499 
241 



9.0e-13 (AL117265) zhb0012.1 [Oryza 



28419 Seq. ID 

58576 Strand 
1 End 
0 J000250_83 . 0222 . C32 . ol . np Method 
1 End 
4680179 Score 
1. .217 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000250_83 . 0222 . C32 
+ 

217 

AAT/NAP 
217 
351 



28419 
58576 
1 

OJ000250_83 . 0222 . C32 . ol . 
2 

none 

2. .211, 2. .214, 58. .213 



tm 



Seq. ID OJ000250_83.0222.C32 

Strand + 

End 217 

Method TBLASTX : Mai ze 

End 214 

Score 323 



Seq. No. 28419 

Gene No. 58576 

Start 1 

Name OJ000250_83 . 0222 . C32 . ol , 

Start 2 

GI none 

Exons 2.. 217, 8.. 208 



tw 



Seq. ID OJ000250_83.0222.C32 

Strand + 

End 217 

Method TBLASTX : Wheat 

End 217 

Score 318 



Seq. No. 28420 

Gene No. 58577 

Start 267 

Name OJ000250_83 . 0222 . C33 . ol . 

Start 267 

GI none 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_83.0222.C33 
397 

GENSCAN . 

397 

.94 



28221 



Exons 



267. .397 



Seq. No. 28421 Seq. ID 

Gene No. 58578 Strand 

Start 1 End 

Name OJ000250_83 . 0222 . C36 . ol . np Method 

Start 1 End 

GI 5042447 Score 

Exons 1. . 160 

GI Descrip. . (AC007789) putative polyprotein [Oryza sativa] 



OJ000250_83.0222.C36 
+ 

160 

AAT/NAP 
160 
120 



Seq. No. 


28422 








Seq. ID 


OJ000250_ 


_83. 


0222 


.C39 


Gene No. 


58579 








Strand 


- 








Start 


231 








End 


285 








Name 


OJ000250 


83.0222.C39 


.ol 


. gs 


Method 


GENSCAN 








Start 


231 








End 


285 








GI 


none 








Score 


.8 








TT 1 \r /-x v-i c? 




















Seq. No. 


28423 








Seq. ID 


OJ000250 


_83. 


0222 


.C41 


Gene No. 


58580 








Strand 


+ 








Start 


134 








End 


692 








Name 


OJ000250 


83.0222.C41 


.ol 


.gp 


Method 


AAT/GAP 








Start 


134 








End 


683 ; 








GI 


none 








Score 


692 








Exons 


134. .383, 


508. .683 
















Seq. No. 


28423 








Seq. ID 


OJ000250 


_83. 


0222 


.C41 


Gene No. 


58580 








Strand 


+ 








Start 


134 








End 


692 








Name 


OJ000250 


83.0222.C41 


.ol 


. gs 


Method 


GENSCAN 








Start 


162 








End 


692 








GI 


none 








Score 


.68 








Exons 


162. .383, 


508. .692 
















Seq. No. 


28424 








Seq. ID 


OJ000250 


_83. 


0222 


.C42 


Gene No. 


58581 








Strand 










Start 


461 








End 


622 








Name 


OJ000250 


83.0222.C42 


.ol 


. gs 


Method 


GENSCAN 








Start 


461 








End 


622 








GI 


none 








Score 


.86 








Exons 


461. .622 



















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28425 Seq. ID 

58582 Strand 

1 End 

OJ000250_83 . 0222 . C4 4 . ol . np Method 

1 End 

6721512 Score 



OJ000250_83.0222.C44 
+ 

613 

AAT/NAP 

613 

91 



1..179, 207. .342, 385. .421, 523. .613 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 28426 Seq. ID OJ000250_78 . 0211 . C2 

Gene No. 58583 Strand + 

'Start 285 End 388 

Name OJ000250_78 . 0211 . C2 . ol . gs Method GENSCAN 

Start 285 End 388 



28222 



GI 


none 






Exons 


285. .388 






Seq. No. 


28427 






Gene No. 


58584 






Start 


123 






Name 


OJ000250 78 


.0211.C6.ol. 


np 


Start 


123 






GI 


3287682 






Exons 


123. .341, 710. .917, 1349. .15' 




2207. .2978, 


3683. .3855, 


3979 


GI Descrip. 


(AC003979) 


Strong similarity 




protein (PABP5) from A. 


thai: 


Seq. No. 


28427 






Gene No. 


58584 






Start 


123 






Name 


OJ000250 78 


.0211.C6.ol. 


gs 


Start 


704 






GI 


none 






Exons 


704. .922, 1831. .1920, 2207..: 


Seq. No. 


28427 






Gene No. 


58585 






Start 


7373 






Name 


OJ000250 78 


.0211.C6.ol. 


tc 


Start 


1834 






GI 


none 






Exons 


1834 . . 1908, 


1846. . 1920, 


2021 




2022 . .2102. 


2025 2102. 


2190 




2339. .2644, 


2364. .3005, 


2636 




3733. .3849 






Seq. No. 


28427 






Gene No. 


58585 






Start 


7373 






Name 


OJ000250 78 


.0211.C6.ol. 


tin 


Start 


1834 






GI 


none 






Exons 


1834. .1908, 


1846. .1914, 


2021 




2257. .2427, 


2339. .2644, 


2358 




2633. .2878, 


3688. .3735, 


3718 


Seq. No. 


28427 






Gene No. 


58585 






Start 


7373 






Name 


OJ000250 78 


.0211.C6.ol. 


ts 


Start 


1834 






GI 


none 






Exons 


1834. .1908, 


1840. .1911, 


2034 


- 


2339. .2644, 


2358. .2600, 


2367 




3688. .3735, 


3733. .3849 




Seq. No. 


28427 






Gene No. 


58585 






Start 


7373 






Name 


OJ000250 78 


.0211.C6.ol. 


tw 



Score .93 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5, 1795. .1920, 
.4110 



OJ000250 78. 0211. C6 



4110 
AAT/NAP 
4110 
971 

2024, 



,2101, 



Seq. ID OJ000250_78.0211.C6 
Strand 

End 4110 

Method GEN SCAN 

End 4029 

Score .93 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 78. 0211. C6 



11167 

TBLASTX: Cress 
3849 
43 

.2101, 2021.. 2101, 2021. 
.2252, 2204.. 2983, 2206. 
.2881, 2691.. 2864, 3688. 



,2101, 
.2283, 
.3735, 



Seq. ID OJ000250_78.0211.C6 
Strand 

End 11167 
Method TBLASTX : Mai ze 
End 384 9 

Score 4 4 

.2101, 2034. .2102, 2204. .2983, 
.2600, 2364. .2987, 2619. .2864, 
.3849, 3733.-3849 

Seq. ID OJ000250_78.0211.C6 
Strand 

End 11167 

Method TBLASTX : Soybean 

End 3849 

Score 51 

.2102, 2204.. 2983, 2205.. 2300, 
.3005, 2636.. 2878, 2679.-2864, 



Seq-. ID OJ000250_78.0211.C6 
Strand 

End 11167 

Method TBLASTX : Wheat 



28223 



Start 


2021 






End 


2878 


GI 


none 






Score 


45 


Exons 


2021. .2101, 


2219 


...2611, 2226 


..2297, 2364.. 2615, 2528.. 2635, 




2529. .2609, 


2633 


..2878, 2661 


..2864, 2801. .2878 


Seq. No. 


28427 








n.TnonPsn 78 o?ii cfi 


bene wo • 


CO CO c 
jojOj 










Start 


7373 






End 


11167 


Name 


OJ000250 78 


.0211 


.C6.o2.gs 




\J 1_J LN O ^rtiN 


Start 


7373 






End 


11118 


GI 


none 






Score 


.74 


Exons 


7373. .7707, 


8025 


..8405, 8863 


. .11118 




Seq. No. 


28427. 






Seq. ID 


OJ000250_78.0211.C6 


Gene No. 


58585 






Strand 




Start 


7373 






. End 


11167 


Name 


UUUUUZjU /o 


.0211 


.C6.o2.np 


Method 


AAT/NAP 


Start 


7950 






End 


11167 


GI 


2982452 






Score 


1605 


Exons 


7950. .8439, 


8835 


..10150, 10376. .11167 




GI Descrip. 


(AL022223) 


receptor protein 


kinase-like protein [Arabidopsis 




thaliana] 










Seq. No. 


28427 






Seq. ID 


OJ000250_78.0211.C6 


Gene No. 


58585 






Strand 




Start 


7373 






End 


11167 


Name 


OJ000250 78 


.0211 


.C6.o3.tc 


Method 


TBLASTX: Cress 


Start 


8056 






End 


8314 


GI 


none 






Score 


48 


Exons 


8056. .8097, 


8060 


..8098, 8188 


..8313, 8204. .8314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28427 
58585 
7373 

OJ000250_78. 

8089 

none 

8089. .8190, 
8841. .8879, 



0211.C6.o2.ts 



9258. , 
9878. , 
9882. , 
9893. . 
10154. 
10326. 
10391, 
10469. 
10716. 



9416, 

10132, 

9980, 

10210, 

.10258 

.10631 

.10984 

.10876 

.10916 



Seq. ID OJ000250_78.0211.C6 
Strand 

End 11167 
Method TBLASTX : Soybean 
End 11152 
Score 50 

8108. .8191, 8261. .8407, 8269. .8406, 8816. .9088, 
8900. .9073, 9077. .9229, 9108. .9200, 9242. .9415, 
9617. .9703, 9809. .9841, 9812. .9970, 9818. .10300, 

9878. .10228, 9881.. 10327, 9881.. 10018, 9881.. 10276, 
9884. .10327, 9884. .10162, 9887. .10327, 9893. .10306, 

9923.. 10042, 9938.. 10327, 9962.. 10327, 
, 10182. .10631, 10211. .10327, 10254 .. 10421 , 
, 10388. .10930, 10388. .10660, 10389 .. 10637, 
, 10394. .10804, 10427. .10546, 10436 .. 11071, 
10541. .10948, 10643. .10762, 10685 .. 11152, 
10731. .10991 



Seq. No. 28427 

Gene No. 58585 

Start 7373 

Name OJ000250J7 8 . 0211 . C6 . o2 . tc 

Start 8101 

GI none 
Exons 



Seq. ID OJ000250_78.0211.C6 
Strand 

11167 

TBLASTX: Cress 
11143 
64 



End 

Method 
End 
Score 

8101. .8187, 8314. .8406, 8315. .8407, 8816. .9073, 8841. .8879, 
8907. .9053, 9077. .9406, 9086. .9223, 9285. .9401, 9809. .10003, 



28224 



9881. .10276, 9831. .9940, 9881. .10327, 9881.'. 10213, 9884. .10159, 
9884. .9994,. 9888. .9920, 9893. .10300, 9893. .10327, 9893. .10327, 
9938. .10156, 9965. .10327, 9995. .10231, 10038 .. 10124 , 
10109. .10516, 10130. .10321, 10163 .. 10327, 10182 .. 10337 , 
10182. .10265, 10182. .10265, 1032 6 .. 10502, 10380 .. 10502, 
10385. .10987, 10388 .. 10858, 10388 .. 10588, 10394 .. 10516, 
10397. .11137, 10397. .10804, 104 69 .. 1087 6, 1054 1 .. 10948 , 
10571. .10786, 10601. .11062, 10613. . 10%87, -. 10634 .. 10807, 
10740. .11057, 10757. .11056, 11111 .. 111T3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28427 
58585 
7373 

OJ000250_78.0211.C6.o2.tm 

8332 

none 

8332. .8406, 8816 .. 9088, 8840 . 
9257.. 9406, 9258.. 9407, 9282. 

28427 
58585 
7373 

OJ000250_78.0211..C6.o2.tw 

8838 

none 

8838.. 9071, 8840.. 9073, 8899. 
9071. .9217 



Seq. ID OJ000250_78.0211.C6 
Strand 

End 11167 

Method TBLASTX : Maize 

End 9407 

Score 145 

.9088, 9089.. 9223, 9108. .9200, 
.9407 

Seq. ID OJ000250_78.0211.C6 
Strand 

End 11167 

Method . TBLASTX: Wheat 

End 9217 

Score 101 

.9087, 8901.. 9053, 8909.. 9073, 



OJ000250 78. 0211. C6 



Seq. No. 28427 Seq. ID 

Gene No. 58585 Strand 

Start 7373 End 

Name OJ000250J78 . 0211 .C6.o3. tw Method 

Start 9675 End 

GI none Score 

Exons 9675.. 9833, 9896.. 10096, 9968.. 10174, 10040 .. 1024 6, 

10178. .10327, 10184. .10327, 10385 .. 10480, 10388 .. 104 62, 

10406. .10606, 10407. .10604, 10544 .. 10750, 10544 .. 10696, 

10616. .10768, 10688. .10852, 10731.. 10769 



11167 

TBLASTX: Wheat 

10852 

54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28427 
58585 
7373 

OJ000250J78, 
9676 
none 
9676. . 
9815. . 
9882. , 
10037, 
10124. 
10314. 
10388. 
10541. 
10667, 
10746, 
10970. 



0211.C6.o3.tm 



Seq. ID OJ000250J78.0211.C6 
Strand 

End 11167 

Method TBLASTX : Mai ze 

End 11074 

Score 36 



9702, 
9841, 
9977, 
.10285 
.10318 
.10637 
.10651 
.10990 
.10939 
.10985 
.11074 



9693.-9833, 9809.. 9853, 9810.. 9836, 9815.. 9841, 

9848..99S2, 9878. .10147, 9881. .10219, 9881. .10012, 

9884.. 10327, 9893.. 10291, 9947.. 10219, 10034 .. 102 91, 

, 10037. .10324, 10038. .10127, 1004 6 .. 10237, 

, 10163. .10327, 10169. .10327, 10245 .. 10634 , 

, 10317. .10610, 10359. .10637, 10385 .. 10798 , 

, 10469. .10867, 104 69 10945, 10523 10828, 

, 10613. .11062, 10613. .10867, 10628 .. 10723, 

, 10691. .10879, 10716. .10913, 10742 .. 10990, 

, 10821. .10985, 10829. .11074, 10896 .. 11057 , 



28225 




Seq. No. 


28428 


Seq. ID 


OJ000250_78.0211 


.C7 




58586 

-J \J -J \J V 


Strand 


+ 




Start 


229 


End 


677 




Name 


OJ000250 78.0211.C7.ol.gs 


Method 


GENSCAN 




Start 


229 


End 


677 




GI 


none 


Score 


. 62 




Exons 


229. .308, 611. .677 








Seq. No. 


28428 


Seq. ID 


OJ000250_78.0211 


.C7 


Gene No. 


58587 


Strand 






Start 


5935 


End 


6158 




Name 


OJ000250 78.0211.C7.ol.gp 


Method 


AAT/GAP 




Start 


5935 


End 


6158 




GI 


8022 1.R1084 


Score 


336 




Exons 


5935. .6158 








GI Descrip. 


■ 50914 96/dbj 1 AB023482 . 2 | AB023482 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


C. O *i £* J 


Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58588 


Strand 


+ 




Start 


5608 


End 


5657 




Name 


o/rnnopso 7ft o?*n rfi oi nn 


Method 


AAT/GAP 




Start 


RfiHft — 


End 


5657 




GI 


774^4 1 PI Oft 4 


Score 


85 




Exons 


JuUO • . JOJ / 








GI Descrip. 


1 ?R?7 ^?ft /pnih 1 TAA1 fiS^fi 11 ? 

LU£. I *J £.\j 1 GILLIE | L/flrtl U J JU i 1 | 


Oe-10 (AL021633) predicted protein 




f Hl t* a i H r^r^ one fhal i anal ' 
[nlauiuupaio Liid J. laiia j 








Seq. No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 




58589 


Strand 


+ 




Start 


6804 


End 


6982 




Name 


OJ000250 78 0211 C8 o2 as 


Method 


GENSCAN 




Start 


fift04 ~~ 


End 


6982 




GI 


none 


Score 


.59 




Exons 


6804. .6834, 6861.. 6982 








Seq. No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 


Gpnp No 


58590 


Strand 


+ 




Start 


13786 


End 


13988 




Name 


OJ000250 78.0211.C8.o4.gs 


Meithod 


GENSCAN 




Start 


13786 


End 


13988 




GI 


none 


Score 


.78 




Exons 


13786. .13823, 13877.. 13988 








Seq. No. ■ 


28429 


Seq. ID 


OJ0.00250_78.0211 


.C8 


Gene No. 


58591 


Strand 


+ 




Start 


15022 


End 


16019 




Name 


OJ000250 78.0211.C8.o5.gs 


Method 


GENSCAN 




Start 


15022 


End 


16019 




GI 


none 


Score 


.62 




Exons 


15022. .15051, 15317. .15379, 


15428. .15530, 15635 .. 15745, 






15967. .16019 








Seq. No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58592 


Strand 


+ 




Start 


19751 


End 


28758 




Name 


OJ000250 78.0211.C8.o7.gs 


Method 


GENSCAN 





28226 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



19751 End 28758 

none Score .66 

19751. .19832, 20347 .. 20476, 21105 .. 21204 , 23838.-23968, 

24631. .24750, 24834 24933, 25053 .. 25133, 25293 .. 25342, 

25464. .25614, 26189 26245, 26909 .. 26934 , 27626 .. 28178, 

28273. .28758 

28429 Seq. ID 

58592 Strand 
19751 End 
OJ000250_78 . 0211 . C8 . o2 . np Method 
24075 End 
4538905 Score 

24075. .24151, 24631 24750, 24834 

25293.-25342, 25464 25614 , 26189 
26559. .26766 



OJ0002'50_78.0211.C8 
+ 

28758 
AAT/NAP 
26766 
992 

24933, 25053. 
26245, 26333. 



.25133, 
,26454, 



GI Descrip. (AL049482) putative protein [Arabidopsis thaliana] 



28429 Seq. ID 

58592 Strand 

19751 End 

OJ000250 J78 . 0211 . C8 . o2 . gp Method 

24088 End 

2309827 Score ... 
24088.. 24155 

4538905/emb|CAB39642.1| 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 



OJ000250J78.0211.C8 
+ 

28758 
AAT/GAP 
24155 
90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28429 Seq. ID 

58592 Strand 

19751 End 

OJ000250J78 . 0211 . C8 . o4 . gp Method 

24626 End 

2309827 Score 



OJ000250_78.0211.C8 
+ 

28758 
AAT/GAP 
25094 
403 



24626. .24750, 24834 .. 24936, 25053. . 25094 

4538905/embl CAB39642.il 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28429 Seq. ID' 

58592 Strand 

19751 End 

OJ000250_78.0211.C8.o3.gp Method 

24631 End 

2309827 Score 



OJ000250J78.0211.C8 
+ 

28758 
AAT/GAP 
25011 
353 



24631. .24750, 24834 24 933, 24991.. 25011 

4538905/emb|CAB39642.1| 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28429 Seq. ID 

58592 Strand 

19751 End 

0 JO 002 5 0_7 8 . 0 2 1 1 . C8 . o3 . np Method 

27738 End 

5734739 Score 



OJ000250J78.0211.C8 
+ 

28758 
AAT/NAP 
28752 
995 



27738. .27800, 27828 .. 28178 , 28273. ".28752 

(AC007259) Similar to syntaxin [Arabidopsis thaliana] 



28227 



Seq. No. 


28429 


* : - 


Seq. ID 


OJ000250 78,0211 


-C8 


Gene No . 


58593 




Strand 






Start 


418 




End 


4442 




Name 


OJ000250 78. 


0211.C8.ol.gs 


Method 


GENSCAN 




Start 


418 




End 


4442 




GI 


none 




Score 


.63 




Exons 


418. .811, 961. .1025, 1077. 


.1220, 1452. 


.1686, 2939.. 3054 






3117. .3360, 


4230.. 4320, 4397.. 4442 






Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211 


.C8 


Gene No . 


58594 




Strand 






Start 


8291 




End 


20309 




Name 


OJ000250 78. 


0211.C8.ol.np 


Method 


AAT/NAP 




Start 


8255 




End 


20309 




GI 


6466937 




Score 


2190 




Exons 


8255. .12397, 


20271. .20309 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidop 




thaliana] 










Seq. No. 


^o4^y 




Seq. ID 


OJ000250_78.0211 


• to 


Gene No. 


58594 




Strand 






Start 


8291 




End 


20309 




Name 


OJ000250 78. 


0211.C8.o3.gs 


Method 


GENSCAN 




Start 


8291 




End 


12856 




GI 


none 




Score 


.91 




Exons 


8291. .9949, 


10043. .11812, 


11828. .12856 






Sea No . 






Seq. ID 


OJ000250_78.0211 




Gene No. 


58594 




Strand 






Start 


8291 




End 


20309 




Name 


OJ000250 78. 


0211.C8.o6.gs 


Method 


GENSCAN 




Start 


16826 




End 


18091 




GI 


none 




Score 


.69 




Exons 


16826. .17377 


, 17460.. 17721 


, 18021.. 18091 




Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 


0211.C8.o8.tm 


Method 


TBLASTX: Maize 




Start 


. 8321 




End 


8672 




GI 


none 




Score 


190 




Exons 


8321. .8671, 


8322. .8672 








Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 . 




End 


31473 




Name 


OJ000250 78. 


0211.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8765 




End 


9346 




GI 


none 




Score 


75 




Exons 


8765. .9055, . 


9015.. 9338, 9098.. 9346 






Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 


0211.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


8966 




End 


9526 




GI 


none 




Score 


163 





28228 




Exons 


8966.-9526, 8967.. 9461 








Seq. No. 


28429 


Seq. ID 


OJ000250J78.0211 


.C8 


Gene No . 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.o5.ts 


Method 


TBLASTX: Soybean 




Start 


9194 


End 


9536 




GI 


none 


Score 


131 




Exons 


9194.. 9517, 9195.. 9536 








Seq. No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 


Gen@ No . 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.ol0.tm 


Method 


TBLASTX: Maize 




Start 


9668 


End 


9961 




GI 


none 


Score 


82 




Exons 


9668.. 9802, 9836.. 9961, 9855 


. .9950 






Seq. No. 


28429 


Seq. ID 


OJ000250J78.0211 


.C8 


Gene No . 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.o3.tm 


Method 


TBLASTX : Maize 




Start 


10064 


End 


10480 




GI 


none 


Score 


41 




Exons 


10064. .10480, 10094.'. 10171, 


10104. .10340, 10259.. 10351 




Seq. No. 


28429 


Seq. ID 


OJ000250J78.0211 


.C8 


Gene No . 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10163 


End 


10561 




GI 


none 


Score 


233 




Exons 


10163. .10297, 10283.. 10561 








Seq^ No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 


Gene No . 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.o4.ts 


Method 


TBLASTX: Soybean 




Start 


10283 


End 


10633 




GI 


none 


Score 


311 




Exons 


10283. .10633 








Seq. No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 


Gene No . 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


10556 


End 


11041 




GI 


none 


Score 


184 




Exons 


10556. .11041, 10560.. 10961 








Seq. No. 


28429 


Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 


Strand 






Start 


29931 


End 


31473 




Name 


OJ000250 78.0211.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10610 


End 


11092 




GI 


none 


Score 


117 




Exons 


10610. .11092, 10643. .10933, 


10653. .10988 





28229 




Seq. No. 


28429 








Seq. ID 


OJ000250 78.0211 


.C8 


Gene No. 


58595 








Strand 






Start 


29931 








End 


31473 




Name 


OJ000250 78. 0211. C8 . 


o8.ts 


Method 


TBLASTX : Soybean 




Start 


10853 








End 


11053 




GI 


none 








Score 


220 




Exons 


10853. 


.11053 












Seq. No. 


28429 








Seq. ID 


OJ000250J78.0211 


.C8 


Gene No. 


58595 








Strand 






Start 


29931 








End 


31473 




Name 


OJ000250 78. 0211. C8. 


oil. tm 


Method 


TBLASTX: Maize 




Start 


12173 








End 


12401 




GI 


none 








Score 


128 




Exons 


12173. 


.12400, 


12174. 


.12401 








Seq. No. 


28429 








Seq. ID 


OJ000250J78.0211 


.C8 


Gene No. 


58595 








Strand 






Start 


29931 








End 


31473 




Name 


OJ000250 78. 0211. C8. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


20745 








End 


25602 




GI 


none 








Score 


68 




Exons 


20745. 


.20804, 


20752. 


.20805, 


23939.-23974, 24085 .. 24 147, 






24087. 


.24152, 


24087. 


.24155, 


24480. .24542, 24 626.-247 63, 






24631. 


.24747, 


24826. 


.24957, 


24828. .24947, 25032 .. 25145, 






25032. 


.25136, 


25052. 


.25228, 


25288.-25344, 25289 .. 25345, 






25292. 


.25348, 


25458. 


.25601, 


25464. .25601, 25465. .25602 




Seq. No. 


28429 








Seq. ID 


OJ000250J78.0211 


.C8 


Gene No . 


58595 








Strand 






Start 


29931 








End 


31473 




Name 


OJ000250 78. 0211. C8. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


20752 








End 


25121 




GI 


none 








Score 


64 




Exons 


20752. 


.20805, 


24087. 


.24152, 


24626.-24763, 24 643 24750, 






24826. 


.24957/ 


24828. 


.24962, 


25032. .25121 




Seq. No. 


28429 








Seq. ID 


OJ000250._78.0211 


,C8 


Gene No . 


58595 








Strand 






Start 


29931 








End 


31473 




Name 


OJ000250 78. 0211. C8. 


o7. ts 


Method 


TBLASTX: Soybean 




Start 


20752 








End 


24900 




GI 


none 








Score 


67 




Exons 


20752. 


.20805, 


24087. 


.24152, 


24626.-24763, 24 640 24750, 






24834. 


.24887, 


24835. 


.24900 








Seq. No. 


28429 








Seq. ID 


OJ000250J78.0211 


.C8 


Gene No. 


58595 








Strand 






Start 


29931 








End 


31473 




Name 


OJ000250 78. 0211. C8. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


25308 








End 


26763 




GI 


none 








Score 


52 




Exons 


25308. 


.25343, 


25464. 


.25610, 


25468. .25614, 26183 26248, 






26327. 


.26452, 


26332. 


.26439, 


26S46..26692, 26559 .. 26750, 






26563. 


.26760, 


26590. 


.26763 









28230 




Seq. No. 


28429 






Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 






Strand 






Start 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


26183 






End 


26661 




GI 


none 






Score 


88 




Exons 


26183. . 


26248, 26299 


. .26448, 


26327. .26452, 26559 .. 26660, 






26560. . 


26661 










Seq. No. 


28429 






Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 






Strand 






O L CI -L L. 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


27738 






End 


28674 




GI 


none 






Score 


39 




Exons 


27738. . 


27761, 27809 


. .28000, 


27822. .28175, 28082 .. 28174 , 






28255. . 


28668, 28275 


. .28667, 


28501. .28674 




Seq. No. 


28429 






Seq. ID 


OJ000250J78.0211 


.C8 


Gene No. 


58595 






Strand 






o Lai u 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


27791 






End 


28577 




GI 


none 






Score 


390 




Exons 


27791. . 


27859, 27801 


. .28175, 


27926. .28174, 28258.-28575, 






28296. . 


28577 










Seq. No. 


28429 






Seq. ID 


OJ000250_78.0211 


.C8 




58595 






Strand 






Start 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


,o9.tm 


Method 


TBLASTX : Maize 




Start 


27797 






End 


28094 




GI 


none 






Score 


236 




Exons 


27797. . 


28093, 27825 


. .28094 








Seq. No. 


28429 






Seq. ID 


OJ000250_78.0211 


.C8 


\JCilC IN . 


58595 






Strand 






Start 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


.06. tm 


Method 


TBLASTX: Maize 




Start' 


28146 






End 


28668 




GI 


none 






Score 


46 




Exons 


28146. . 


28178, 28258 


. .28668, 


28278. .28598 




Seq. No. 


28429 






Seq. ID 


OJ000250_78.0211 


.C8 


f^pnp No 


58595 






Strand 






Start 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


28276 






End 


28 653 




GI 


none 






Score 


358 




Exons 


28276. . 


28653, 28287 


. .28649 








Seq. No. 


28429 






Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 






Strand 






Start 


29931 






End 


31473 




Name 


OJ000250 78. 0211. C8 


. o4.np 


Method 


AAT/NAP 




Start 


29926 






End 


31437 




GI 


4191774 






Score 


1337 





28231 




Exons 


29926. .31032, 31118 


. 437 








GI Descrip. 


(AC005917) putative 


beta-1, 


3-glucanase 


[Arabidopsis thaliai 


Seq. No. 


28429 




Seq. ID 


OJ000250 78 0211 


. C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ.000250 78. 0211. C8. 


08. gs 


Method 


GEN SCAN 




Start 


29931 




End 


31473 




GI 


none 




Score 


. \> 




Exons 


29931. .31029, 31121. 


.31473 








Seq. No. 


28429 




Seq. ID 


OJ000250 78 0211 


.C8 


Gene No . 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 0211. C8. 


o5 . tc 


Method 






Start 


29998 




End 


30239 




GI 


none 




Score 


73 




Exons 


29998. .30198, 30006. 


.30239 








Seq. No. 


28429 




Seq. ID 


OJ000250J78.0211 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 0211. C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


30012 




End 


30839 




GI 


- none 




Score 


96 




Exons 


30012. .30236, 30058. 


.30216, 


30258. .30296, 30264 30311, 






30336. .30566, 30336. 


.30836, 


30559. .30837, 30705.. 30839 




Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211 




Gene No . 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 0211. C8. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


30012 




End 


30251 




GI 


none 




Score 


136 




Exons 


30012. .30251, 30031. 


.30237 








Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 0211. C8. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


30333 




End 


31332 




GI 


none 




Score 


66 




Exons 


30333. .30392, 30414. 


.30461, 


30501. .30668, 30562 30651, 






30744. .30854, 30885. 


.30983, 


31008. .31031, 31120.. 31332 




Seq." No. 


28429 




Seq. ID 


OJ000250_78.0211 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 




Name 


OJ000250 78. 0211. C8. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


30615 




End 


31031 




GI 


none 




Score 


82 




Exons 


30615. .30755, 30625. 


.30756, 


30753. .30854, 30756 .. 30839, 






30834. .31031, 30838. 


.31029 








Seq. No. 


28429 




Seq. ID 


OJ000250_78.0211, 


.C8 


Gene No. 


58595 




Strand 






Start 


29931 




End 


31473 





28232 



Name 

Start 

GI 

Exons 



OJ000250_78 . 0211 . C8 . o5 . tm Method TBLASTX : Maize 

30960 End 31395 

none Score 111 

30960. .31031, 30961. .31029, 30973 .. 31032, 31108 .. 31188, 

31118. .31204, 31120. .31191, 31186. . 31395, 31186.. 31365 



Seq. No. 28429 Seq. ID OJ000250_78 . 0211 .C8 

Gene No. 58595 Strand 

Start 29931 End 31473 

Name; OJ000250_78.0211.C8.o5.gp Method AAT/GAP 

Start 31112 End 31336 

GI 2427917 Score 409 

Exons 31112. .31336 

GI Descrip. 5042412/gb | AAD38251 . 1 | AC006193_7 2.0e-ll (AC006193) Similar to 
glucan endo-1, 3-beta-glucosidase precursor [Arabidopsis 
thaliana] 



Seq. No. 28429 

Gene No. 58595 

Start 29931 

Name OJ000250_78.0211.C8.o6.tc 

Start 31186 

GI none 

Exons 31186. .31365, 31271.. 31366 

Seq. No. 28430 

Gene No. 58596 

Start 1864 

Name OJ000250_78.0211.C10.ol.gs 

Start 1864 

GI none 

Exons 1864.. 3321 



Seq. ID OJ000250_78.0211.C8 
Strand 

End 31473 

Method TBLASTX : Cress 

End 31366 

Score 112 



Seq. ID OJ000250_78. 0211. C10 

Strand + 

End 3337 

Method GENSCAN 

End 3321 

Score .98 



Seq. No. 


28430 




Seq. ID 


OJ000250_78. 0211. C10 


Gene No. 


58596 




Strand 


+ 


Start 


1864 




End 


3337 


Name 


OJ000250 78 


.0211. C10. ol 


. np Method 


AAT/NAP 


Start 


1912 




End 


3337 


GI 


3757518 




Score 


505 


Exons 


1912. .3337 








GI Descrip. 


(AC005167) 


putative glucosyltransf erase [Arabidopsis thaliana 


Seq. No. 


28430. 




Seq. ID 


OJ000250_78 . 0211. C10 


Gene No. 


58596 




Strand 


+ 


Start 


1864 




End 


3337 


Name 


OJ000250 78 


.0211. C10. ol 


. tw Method 


TBLASTX: Wheat 


Start 


2542 




End 


2808 


GI 


none 




Score 


213 


Exons 


2542. .2706, 


2544..267S, 


2707. .2808, 2715. .2783, 2722. .2808 


Seq. No. 


28430 




,Seq. ID 


OJ000250_78. 0211. C10 


Gene No. 


58596 




Strand 


+ 


Start 


1864 




End 


3337 


Name 


OJ000250 78 


.0211. C10. ol 


. tm Method 


TBLASTX: Maize 


Start 


2557 




End 


3072 


GI 


none 




Score 


42 


Exons 


2557. .2634, 


2671. .2751, 


2757.. 2900, 2758.. 2871, 2889.. 3071, 



28233 



2911. .3072 



Seq. No. 


28430 








Seq. ID 


OJ000250J78.0211 


.C10 


Gene No. 


58596 








Strand 


+ 




Start 


1864 








End 


3337 




Name 


OJ000250_78 


.0211 


.ClO.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2632 








End 


3075 




GI 


none 








Score- 


46 




Exons 


2632. .2691, 


2743 


. .2868, 


2751. 


.2864, 2896.. 3075, 2898.. 3074 


Seq. No. 


28430 








Seq. ID 


OJ000250_78.0211 


.C10 


Gene No. 


58596 








Strand 


+ 




Start 


1864 








End 


3337 




Name 


OJ000250_78 


.0211. C10. ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2755 








End 


3072 




GI 


none 








Score 


104 




Exons 


2755. .2871, 


2908 


. .3072, 


2910. 


.3071 






Seq. No. 


28430 








Seq. ID 


OJ000250J78.0211 


.C10 


Gene No. 


58596 








Strand 


+ 




Start 


1864 








End 


3337 




Name 


OJ000250 78 


.0211 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2809 








End 


3082. 




GI 


none 








Score 


95 




Exons 


2809. .2889, 


2811 


. .2891, 


2908. 


.3075, 2910.. 3074, 2951.. 3082 


Seq. No. 


28431 








Seq. ID 


OJ000250_78.0211 


.Cll 


Gene No. 


58597 








Strand 






Start 


4286 








End 


6783 




Name 


OJ000250 78 


.0211 


.Cll.o3 


.tm 


Method ■ 


TBLASTX: Maize 




Start 


2585 








End 


2866 




GI 


none 








Score 


61 




Exons 


2585. .2683, 


2672 


. .2866, 


2756. 


.2815 






Seq. No. 


28431 








Seq. ID 


OJ000250_78.0211 


.Cll 


Gene No. 


58597 








Strand 






Start 


4286 








End 


6783 




Name 


OJ000250_78 


. 0211 


.Cll .ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2945 








End 


3310 




GI 


none 








Score 


122 




Exons 


2945. .3310, 


2952 


. .3176 










Seq. No. 


28431 








Seq. ID 


OJ000250_78.0211 


.Cll 


Gene No. 


58597 








Strand 






Start 


4286 








End 


6783 




Name ' 


OJ000250 78 


.0211 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3038 








End 


3487 




GI 


none 








Score 


54 




Exons 


3038. .3115, 


3042 


. .3119, 


3137 . 


.3487, 3141. .3479 




Seq. No. 


28431 








Seq. ID 


OJ000250_78.0211 


.Cll 


Gene No. 


58597 








Strand 






Start 


4286 








End 


6783 




Name 


OJ000250 78 


.0211 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


4286 






End 


6757 




GI 


none 








Score 


.82 




Exons 


4286. .4424, 


5069 


. .5272, 


5916. 


.6757 







28234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28431 
58597 
4286 

OJ000250_78.0211.Cll.o3.tw 

4641 

none 



Seq. ID OJ000250_78.0211.C11 
Strand 

End 6783 

Method TBLASTX : Wheat 

End 64 4 5 

Score 121 



4641. .4703, 4701. .4748, 6145. .6303, 6156 .. 6344, ■ 6158 6346, 
6363.. 6443, 6365.. 6445 



28431 
58597 
4286 

OJ000250_78. 0211. Cll. o2.tm 

5695 

none 



Seq. ID OJ000250_78.0211.C11 
Strand 

End 6783 

Method TBLASTX : Mai ze 

End 6541 

Score 74 



5695. .5778, 6185. .6304, 6185. .6349, 6195. .6350, 6321. .6371, 
6383.. 6496, 6518.. 6541 



Seq. ID OJ000250_78.0211.C11 
Strand 

End 6783 

Method AAT/NAP 

End 6783 

Score 282 



28431 
58597 
4286 

OJ000250_78.0211.Cll.ol.np 
5942,. 
136746 
5942.. 6692, 6746.. 6783 

FLAVONOL 3-O-GLUCOSYLTRANSFERASE (UDP-GLUCOSE FLAVONOID 
3 -O-GLUCOSYL TRANSFERASE) (BRONZE-1) gi | 66580 | pir | | XUBHFG 
flavonol 3-O-glucosyltransf erase (EC 2.4.1.91) - barley 
gi|295807|emb|CAA33729| (X15694) UDPglucose flavonol 3,0 
glucosyl transferase [Hordeum vulgare] 



28431 
58597 
4286 

OJ000250_78 . 0211 . Cll . ol . ts 

6095 

none 



Seq. ID OJ000250_78. 0211. Cll 
Strand 

End 6783 

Method TBLASTX : Soybean 

End 6628 

Score 64 



6095. .6289, 6161. .6358, 6162 .. 6356, 6386 .. 6502, 6596. .6628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28431 
58597 
4286 

OJ000250_78. 0211. Cll. ol.tc 

6182 

none 



Seq. ID OJ000250_78. 0211. Cll 
Strand 

End 6783 

Method TBLASTX : Cress 

End 6499 

Score 132 



6182. .6346, 6183. .6344, 6383. .6499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28431 
58597 
4286 

OJ000250_78. 0211. Cll. o2.tw 

644 6 

none 



Seq. ID OJ000250_78. 0211. Cll 
Strand 

End 6783 

Method TBLASTX : Wheat 

End 6713 

Score 109 



6446.-6532, 644 6. . 6547, 6548 .. 6712, 6590. .6673, 6652. .6702, 
6675. .6713 



28235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_78.0211.C12 

Strand + 

End 5881 

Method AAT/GAP 

End 5881 

Score 172 



28432 
58598 
5750 

OJ000250_78.0211.C12.ol.gp 
5750 

uC-osflcyp013a06bl 
5750. .5881 

•4538905/61115 1 CAB39642.il 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 1 



28432 
58599 
1 

OJ000250_78.0211.C12.ol.np 
1 

2232354 
1. .445 

(AF006081) UDPG glucosyltransf erase [Solanum berthaultii] 



Seq. ID OJ000250_78.0211.C12 
Strand 

End 7795 

Method AAT/NAP 

End 445 

Score 160 



28432 
58599 
1 

OJ000250_78.0211.C12.ol.gs 
26 

none 



Seq. ID OJ000250_78.0211.C12 
Strand 

End 7795 

Method GEN SCAN 

End 7232 

Score . 5 



26. .480, 915. .1077, 1093. .1401, 2774. .2962, 3041. .3180, 
3294. .3362, 3607. .3760, 3838. .3936, 4012. .4209, 4288. .4401, 
4486.. 4623, 4723.. 5319, 6638.. 6737, 7036.. 7232 



28432 
58599 
1 

OJ000250J78 . 0211 .C12 . ol . tm 

6961 

none 



Seq. ID OJ000250_78.0211.C12 
Strand 

End 77 95 

Method TBLASTX : Mai ze 

End 7140 

Score 173 



6961. .7134, 6964. .7140, 7008. .7139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28432 
58599 
1 

OJ000250_78 . 0211 . C12 . o2 . np 
7005 
3152582 
7005. .7242, 7752.. 7795 

(AC002986) YUP8H12R.20 [Arabidopsis thaliana] 



Seq. ID OJ000250_78.0211.C12 
Strand 

End 7795 

Method AAT/NAP 

End 7795 

Score 240 



28432 
58599 ■ 
1 

OJ000250_78 . 0211 .C12 . ol . ts 

7059 

none 

7059.. 7229, 7059.. 7232, 7066. 



Seq. ID OJ000250_78.0211.C12 
Strand 

End 7795 

Method TBLASTX : Soybean 

End 7242 

Score 112 
.7242 



Seq. No. 
Gene No. 
Start 



28432 
58599 
1 



Seq. ID OJ000250_78.0211.C12 
Strand 

End 7795 



28236 



Name 

Start 

GI 

Exons 



OJ000250_78 . 0211 . C12 . ol . tc Method 

7074 End 

none Score 
7074. .7241, 7075. .7224 



TBLASTX: Cress 

7241 

125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28433 
58600 
220 

OJ000250_78.0211.C13.ol.gs 

220 

none 



Seq. ID OJ000250_78.0211.C13 
Strand 

End 5515 

Method GEN SCAN 

End 5515 

Score . 62 



220. .544, 738. .872, 1045. .1275, 1711. .1870, 2097. .2268, 
3789.-3968, 5447. .5515 



28433 
58600 
220 

OJ000250_78.0211.C13.ol.tm 

1224 

none 

1224. .1538, 1254. .1640 



Seq. ID OJ000250_78.0211.C13 
Strand 

End 5515 

Method TBLASTX : Mai ze 

End 1640 

Score 67 



Seq. No. 28433 
Gene No. . 58600 

Start 220 

Name OJ000250_78 . 0211 .C13 . ol . ts 

Start 1257 

GI none 

Exons 1257.. 1580, 1279.. 1581 



Seq. .ID OJ000250_78.0211.C13 
Strand 

End 5515 

Method TBLASTX : Soybean 

End 1581 

Score 89 



Seq. No. 28433 

Gene No. 58600 

Start 220 

Name OJ000250_78 . 0211 . C13 . ol . tc 

Start 1302 

GI none 

Exons 1302.. 1673 



Seq. ID OJ000250_78.0211.C13 
Strand 

End 5515 

Method TBLASTX : Cres s 

End 1673 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28433 
58600 
220 

OJ000250_78.0211.C13.o2.np 
2017 
1084404 
2017. .2262 

hypothetical protein - tomato gi 1667069 (L22186) ORF 
[Lycopersicon esculentum] 



Seq. ID OJ000250_78.0211.C13 
Strand 

End 5515 

Method AAT/NAP 

End 2262 

Score 116 



28433 
58600 
220 

OJ000250_78.0211.C13.ol.gp 
2660 

12420_1.R1084 
2660. .2957 

' 4 58 64 4 9/dbj | BAA76393.il 1.0e-35 (AB025187) cytochrome c oxidase 
subunit 6b-l [Oryza sativa] * 



Seq. ID OJ000250_78.0211.C13 
Strand 

End 5515 

Method AAT/GAP 

End 2957 

Score 4 91 



28237 




cprr Kin 


28434 








O C VJ * J- lJ 


njonn^sn 

\JKJ \J \J \J £* -JyJ 


78 0211 CIS 


Gene No. 


58601 








Strand 


+ 




Start 


285 








End 


434 




Name 


OJ000250 78 


.0211. 


C15.ol 


. gs 


Method 


GENSCAN 




Start 


285 








End 


434 




GI 


none 








Score 


.98 




Expns 


v , 285. .434 
















284 "34 

Z. O *4 «J *i 








Seq. ID 


OJ000250 


78 0211 CIS 


Gene No. 


58602 








Strand 






Start 


1603 








End 


2075 




Name 


OJ000250 78 


.0211. 


C15.o2 


. gs 


Method 


GENSCAN 




Start 


1603 








End 


2075 




GI 


none 








Score 


1 




Exons 


1603. .1838, 


1970. 


.2075 












284 34 








Seq. ID 


OJ000250_ 


78 0211 C15 


Gene No. 


58603 








Strand 






Start 


6731 








End 


10746 




Name 


OJ000250 78 


.0211. 


C15.o4 


. gs 


Method 


GENSCAN 




Start 


6731 








End 


9085 




GI 


none 








Score 


.44 




Exons 


6731. .6981, 


7420. 


.7574, 


7994. 


.8323, 8383.. 8477, 


8964 . .'9085 


Seq. No. 


28434 








Seq. ID 


OJ000250_ 


_78.0211.C15 


Gene No. 


58603 








Strand 






Start 


6731 








End 


10746 




Name 


OJ000250 78 


.0211. 


C15.ol 


.gp 


Method 


AAT/GAP 




Start 


6887 








End 


7568 




GI 


701783 








Score 


471 




Exons 


6887. .7005, 


7420. 


.7568 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28434 Seq. ID 

58603 Strand 

6731 End 

OJ000250J78 . 0211 . C15 . ol . np Method 

8919 End 

1717828 Score 
8919. .9157, 10684. .10746 

TYROS INE/DO PA DECARBOXYLASE 5 [ INCLUDES r DOPA DECARBOXYLASE 

(DDC); TYROSINE DECARBOXYLASE ] gi|1049006 (U16804) tyrosine 
decarboxylase [Papaver somnif erum] 



OJ000250_78.0211.C15 

10746 
AAT/NAP 
10746 
58 



28434 Seq. ID 

58603 Strand 

6731 End 
OJ000250_78 . 0211 . C15 . ol . tm Method 

8961 End 

none Score 

8961.. 9095, 8962. .9093 



OJ000250_78.0211.C15 
10746 

TBLASTX: Maize 

9095 

175 



Seq. No. 28435 Seq. ID 

Gene No. 58604 Strand 

Start " 15 End 

Name OJ000250_78 . 0211 . C19 . ol . gs Method 

Start 15 End 



OJ000250_78.0211.C19 
+ 

615 

GENSCAN 
615 



28238 



GI none Score .57 

Exons 15. . 615 



Seq. No. 


28435 




Seq. ID 


OJ000250_78.0211 


.C19 


Gene No. 


58604 




Strand 


+ 




Start 


15 




End 


615 




Name 


OJ000250 


78.0211.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


368 




End 


596 




GI 


none 




Score 


197 




Exons 


368. .595, 


369. .596 








Seq. No. 


28436 




Seq. ID 


OJ000250_75.0211 


-C3 


Gene No. 


58605 




Strand 


+ 




Start 


1 




End 


714 




Name 


OJ000250 


75.0211.C3.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


714 




GI 


4680179 




Score 


594 




Exons 


1. .714 










GI Descrip. 


\t\h ill / u y 


) poiyprocein turyza 


sat iva 


SUJjSp • inuiCaJ 




Seq. No. 


28436 




Seq. ID 


OJ000250_75.0211 


.C3 


Gene No. 


58605 




Strand 


+ 




Start 


1 




End 


714 




Name 


OJ000250 


75.0211.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


199 




End 


554 




GI 


none 




Score 


127 




Exons 


lyy . .411, 


"3QQ C C A AAQ CO"3 








Seq. No. 


28436 




Seq. ID 


OJ000250J75.0211 


.C3 


Gene No. 


58605 




Strand 


+ 




Start 


1 




End 


714 




Name 


OJ000250 


75.0211.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


516 




End 


713 




GI 


none 




Score 


212 




Exons 


516. .713, 


566.. 700 








Seq. No. 


28437 




Seq. ID 


OJ000250_75.0211 


.C6 


Gene No. 


586.06 




Strand 


+ 




Start 


20 




End 


4487 




Name 


OJ000250 


75.0211.C6.ol.gs 


Method 


GENSCAN 




Start 


20 




End 


1909 




GI 


none 




Score 


.48 




Exons 


20. .772, 


1541. .1909 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250,75.0211.C6 
Strand 
End 

Method 
End 
Score 

2512.. 2745, 3672.. 4091 
Yorl45cp gi|2132068|pir| IS67033 hypothetical protein YOR145c 
yeast (Saccharomyces cerevisiae) gi 11293706 (U55020) 03513p 
[Saccharomyces cerevisiae] gi | 1420368 | emb | CAA9934 9 | (Z75053) 
YOR145c [Saccharomyces cerevisiae] 



28437 
58606 
20 

OJ000250_75.0211.C6.ol.np 
1595 
6324720 
1595. .1759, 



OJ000250/75. 
+ 

4487 
AAT/NAP 
4091 
553 



ORF 



Seq. No. 28437 Seq. ID OJ000250_75 . 0211 . C6 

28239 




("1 chin a M r\ 


58606 


Strand 


+ 


Start - 


20 


End 


4487 


Name 


OJ000250 75.0211.C6.o2.gs 


Method 


GENSCAN 


Start 


2506 


End 


4487 


GI 


none 


Score 


.84 


Exons 


2506. .2745, 3672. .3852, 3889. .3992, 4467. .4487 


Seq. No. 


28437 


Seq. ID 


OJ000250 75 0211 C6 


ucUc INU . 


58607 


Strand 


+ 


Start 


5353 


End 


7365 


Name 


OJ000250 75.0211.C6.o3.gs 


Method 


GENSCAN 


Start 


5353 


End 


7365 


GI 


none 


Score 


.98 


Exons 


5353 7365 
*j «j *j +j . • * \j 






Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58607 


Strand 


+ 




S3S3 
j j j j 


End 


7365 


Name 




Method 


AAT/NAP 


Start 


5368 


End 


7362 


GI 


6358767 


Score 


1395 


Exons 


5368.-5488, 5609. .7362 






GI Descrip. 


(AC011665) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58608 


Strand 


+ 


o UaX L 


11616 


End 


14522 


Name 


OJ000250 75.0211.C6.o3.np 


Method 


AAT/NAP ■ 


Start 


11616 


End 


14522 


GI 


2367390 


Score 


163 


Exons 


11616. .11747, 12072. .12309, 


14496.. 14522 


GI Descrip. 


(U82512) random slug cDNA21 protein [Dictyostelium discoideum] 


Seq. No. 


28437 


Seq. ID 


OJ000250 75. 0211. C6 


Gene No. 


58609 


Strand 


+ 




22651 


End 


26438 


Name 


OJ000250 75.0211.C6.o7.gs 


Method 


GENSCAN 


Start 


22651 


End 


26438 - • 


GI 


none 


Score 


.44 


Exons 


22651. .22665, 22767 22944 , 


23157. .25883, 26066 .. 26148 , 




26376. .26438 






Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58609 


Strand 


+ 


Start 


22651 


End 


26438 


Name 


OJ000250 75.0211.C6.o5.np 


Method 


AAT/NAP 


Start 


23252 


End 


25984 


GI 


3309619 


Score 


908 


Exons 


23252. .25423, 25529. .25668, 


25702. .25984 


GI Descrip. 


(AF074916) NBS/LRR disease 


resistance 


protein [Arabidopsis 




thaliana] 






Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58610 


Strand 




Start 


32926 


End 


33233 


Name 


OJ000250 75.0211.C6.o8.gp 


Method 


AAT/GAP 


Start 


32926 


End 


33233 



28240 



GI 

Exons 



none 

32926. .33233 



Score 



579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28437 Seq. ID OJ000250J75 . 0211 .C6 

58611 Strand 

2474 End 2768 

OJ000250_75.0211.C6.ol.gp Method AAT/GAP 

2474 End 2768 

3338_1.R1084 Score 471 

2474.. 2768 

'2132068/pir MS67033 1.0e-50 hypothetical protein YOR145c - 
yeast (Saccharomyces cerevisiae) >gi_1293706 (U55020) 03513p 
[Saccharomyces cerevisiae] >gi_1420368_emb_CAA9934 9_ (Z75053) 
ORF YOR145c [Saccharomyces cerevisiae] ' 



Seq. No. 


28437 


Seq. ID 


OJ000250_ 


J75.0211 


.C6 


Gene No. 


58612 


Strand 








Start 


8229 


End 


14705 






Name 


OJ000250 75.0211.C6.o2.gp 


Method 


AAT/GAP 






Start 


8229 


End 


9215 






GI 


none 


Score 


1475 






Exons 


8229.. 8550, 8658.. 9093, 9188 


. .9215 








Seq. No. 


28437 


Seq. ID 


OJ000250^ 


_75.0211 


-C6 


Gene No. 


58612 


Strand 








Start 


8229 


End 


14705 






Name 


OJ000250 75.0211.C6.o4.gs 


Method 


GENSCAN 






Start 


8677 


End 


14705 






GI 


none 


Score 


.79 






Exons 


8677.. 9093, 9188.. 9283, 9374 


..9639, 9798. .9960, 


10063. . 


10172, 




10225. .10273, 10384 .. 10485, 


10610. .10945, 11517 


. .11634, 






12358. .12515, 14616.. 14705 











Seq. No. 28437 Seq. ID OJ000250_75 . 0211 . C6 

Gene No. 58612 Strand 

Start 8229 End 14705 

Name OJ000250_75 . 0211 . C6 . o3 . gp Method AAT/GAP 

Start 12105 End 12178 

GI LIB3431-004-P1-K1-G12 * Score 81 

Exons 12105. .12178 

GI Descrip. ' 4680203/gb| AAD27566. 1 IAF114171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. No. 


28437 


Seq. ID 


OJ000250_75. 


0211 


.C6 


Gene No. 


58613 


Strand 








Start 


15265 


End 


18122 






Name 


OJ000250 75.0211.C6.o4.np 


Method 


AAT/NAP 






Start 


15265 


End 


18051 






GI 


4469003 


Score 


210 






Exons 


15265. .15287, 16754 .. 17124 , 


17847. .18051 






GI Descrip. 


(AL035602) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


28437 


Seq. ID 


OJ000250J75. 


0211 


.C6 


Gene No. 


58613 


Strand 








Start 


15265 


End 


18122 






Name 


OJ000250 75.0211.C6.o5.gs 


Method 


GENSCAN 






Start 


16703 


End 


18051 







28241 



GI '. 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 
16703. 



bcore 



.17124, 17847. .18051 



OJ000250 75-0211. C6 



28437 Seq. ID 

58613 Strand 

15265 End 18122 

OJ000250_75.0211.C6.o4.gp Method AAT/GAP 

16935 End 18122 

2442979 Score 778 
16935. .17124,. 17847.. 18122 

4584523/emb|CAB40754.1| 1.0e-10 (AL049607) putative protein 
[Arabidopsis thaliana] 



28437 Seq. ID 

58614 Strand 

19003 End 

OJ000250_75 . 0211 . C6 . 06 . gs Method 

19003 End 

none Score 



OJ000250_75.0211.C6 

20542 
GEN SCAN 
20542 
.61 



19003. .19149, 19869. .20159, 20468.. 20542 

OJ000250 75. 0211. C6 



28437 Seq. ID 

58615 Strand 

25812 End 

OJ000250_75.0211.C6.o5.gp Method 

25812 End 

none Score 
25812. .26290 



26290 
AAT/GAP 
26290 
930 



OJ000250 75. 0211. C6 



28437 Seq. ID 

58616 Strand 
26777 End 33609 

OJ000250_75 . 0211 . C6 . o7 .np Method AAT/NAP 

26774 End 33228 

2507165 Score 1311 

26774. .27471, 32283.. 33228 

PECTINESTERASE 2 PRECURSOR (PECTIN METHYLESTERASE 2) (PE 2) 
gi|1076587|pir||S46528 pectinesterase (EC 3.1.1.11) precursor 
(clone B16) - tomato gi | 398718 | emb | CAA52704 | (X74639) pectin 
esterase [Lycopersicon esculentum] 



Seq. No. 


28437 




Seq. ID 


OJ000250_ 


75.0211 


Gene No. 


586*16 




Strand 






Start 


26777 




End 


33609 




Name 


OJ000250 75. 0211. C6 


. 08 .gs 


Method 


GENSCAN 




Start 


26777 




End 


27520 




GI 


none 




Score 


.99 




Exons 


26777. .27520 










Seq. No. 


28437 




Seq. ID 


OJ000250_ 


75.0211 


Gene No. 


58616 




Strand 






Start 


26777 




End 


33609 




Name 


OJ000250 75. 0211. C6 


.o9.gs 


Method 


GENSCAN 




Start 


29562 




End 


33609 




GI 


none 




Score 


.53 




Exons 


29562. .29582, 30029 


. .30093, 


32283. .33184, 33515. 


.33609 



28242 



Seq. No. 


28437 


Seq, ID 


OJ000250_75 . 0211 . C6 


Gene No. 


58616 


Strand 




Start 


2b 1 1 1 


End 


33609 


Name 


OJ000250 75.0211.C6.o7.gp 


Method 


AAT/GAP 


Start 


31346 


End 


31405 


GI 


2312838 


Score 


67 


Exons 


31346. .31405 






GI Descrip. 


1420932/gb| U61383 IORU61383 7 


.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


28437 


Seq. ID 


OJ000250J75.0211.C6 


Gene No. 


"58617 


Strand 




Start 


34106 


End 


36114 


Name 


OJ000250_75. 0211.C6.olO.gs 


Method 


GENSCAN 


Start 


34106 


End 


36114 


GI 


none 


Score 


.63 


Exons 


34 10 6.. 34515, 34 700.. 34786, 


35250. .35328, 36103.. 36114 


Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58618 


Strand 




Start 


37686 


End 


38181 


Name ' 


OJ000250 75 . 0211 .C6. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


1294 


End 


1836 


GI 


none 


Score 


205 


Exons 


1294.. 1443, '1294.. 1446, 1559 


..1732, 1561.. 1722, 1756.. 1836 


Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58618 


Strand 




Start 


37686 


End 


38181 


Name 


OJ000250_75. 0211.C6. ol . tm 


Method 


TBLASTX: Maize 


Start 


2571 


End 


4106 


GI 


none 


Score 


291 


Exons 


2571.. 2762, 2572. .2766, 3669 


..4106, 3671. .4105, 3678. .4106 


Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58618. 


Strand 




Start 


37686 


End 


38181 


Name 


OJ000250 75.0211.C6.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2577 


End 


4063 


GI 


none 


Score 


233 


Exons 


2577.. 2762, 2578.. 2766, 3668 


..4063, 3669. .4061 


Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58618 


Strand 




Start 


37686 


End 


38181 


Name 


OJ000250 75.0211.C6.o5.tc 


Method 


TBLASTX: Cress 


Start 


8725 


End 


11642 


GI 


none 


Score 


52 


Exons 


8725.. 8865, 8893.. 8937, 8977 


..9090, 9832. .9891, 9892. .9963, 




10060. .10134, 10141. .10263, 


11233. .11421, 11324. .11440, 




11517. .11642, 11518.. 11634 






Seq. No. 


28437 


Seq. ID 


OJ000250_75.0211.C6 


Gene No. 


58618 


Strand 




Start 


37686 


End 


38181 


Name 


OJ000250 75.0211.C6.o4.tc 


Method 


TBLASTX: Cress 


Start 


16916 


End 


17895 



28243 




GI 


none 




Score 


89 




Exons 


16916. .17122, 16920. 


.17069, 


17848. .17895 




Seq. No. 


28437 




Seq. ID 


OJ000250_75.0211 


.C6 


Gene No. 


58618 




Strand 






Start 


37686 




End 


38181 




Name 


OJ000250 75. 0211. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16919 




End 


17895 




GI 


none 




Score 


64 




Exons 


16919. .17122, 17848. 


.17895 








Seq. No. 


28437 




Seq. ID 


OJ000250_75.0211 


.C6 


Gene No. 


58618 




Strand 






Start 


37686 




End 


38181 




Name 


OJ000250 75.0211.C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


23384 




End 


25981 




GI 


none 




Score 


49 




Exons, 


23384 . .23536, 23573. 


.23737, 


23765. .24025, 23945 24391, 






23981. .24208, 24262. 


.24372, 


24413. .24544, 24457 .. 24537, 






24580. .25047, 24581. 


.25072, 


25202. .25363, 25817 .. 25870, 






25886. .25981 










Seq. No. 


28437 




Seq. ID 


OJ000250_75.0211 


-C6 


Gene No . 


58618 




Strand 






Start 


37686 




End 


38181 




Name 


OJ000250 75. 0211. C6. 


o5.tm 


Method 


TBLASTX : Maize 




Start 


23861 




End 


24126 




GI 


none 




Score 


398 




Exons 


23861. .24124, 23863. 


.24126 








Seq. No. 


28437 




Seq. ID 


OJ000250J75.0211 


.C6 


Gene No. 


58618 




Strand 






Start 


37686 




End 


38181 




Name 


OJ000250 75. 0211. C6. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


24340 




End 


24706 




GI 


none 




Score 


491 




Exons 


24340. .24621, 24341. 


.24643, 


24341. .24640, 24 667 .. 24705, 






24668. .24706, 24668. 


.24706 








Seq. No. 


28437 




Seq. ID 


OJ000250_75.0211 


.C6 


Gene No . 


58618 




Strand 






Start 


37686 




End 


38181 




Name 


OJ000250 75. 0211. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


24706 




End 


24950 




GI 


none 




Score 


411 




Exons 


24706. .24942, 24707. 


.24949, 


24720. .24950 




Seq. No. 


28437 




Seq. ID 


OJ000250J75.0211 


.C6 


Gene No . 


58618 




Strand 






Start 


37686 




End 


38181 




Name 


OJ000250 75. 0211. C6. 


o7.tm 


Method 


TBLASTX: Maize 




Start 


25859 




End 


26013 




GI 


none 




Score 


206 




Exons 


25859. .25999, 25859. 


.25999, 


25882. .26013, 25899.. 26000 




Seq. No. 


28437 




Seq. ID 


OJ000250_75.0211 


-C6 


Gene No. 


58618 




Strand 







28244 



Start 
Name 
Start 
GI 

Exons 



37686 End 

OJ000250_75 . 02n.C6.o2.tm Method 

26784 End 

none Score 



38181 

TBLASTX : Maize 

32595 

80 



26784. .26876, 26876 26974 , 26877 26975, 26978.-274 63, 
26984. .27280, 27135 . . 27356, 32276 .. 32503, 32287 32505 , 
32497. .32541, 32557.. 32595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28437 
58618 
37686 

OJ000250_75.0211.C6.ol.ts 

26792 

none 



Seq. ID OJ000250_75.0211.C6 
Strand 

End 38181 

Method TBLASTX : Soybean 

End 32505 

Score 81 



26792. .26971, 26805 .. 26969, 26961 .. 27074 , 26978 .. 27472, 
27138. .27350, 32285 32503, 32287.. 32505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exbns 



28437 Seq. ID 

58618 Strand 

37686 End 

OJ000250_75.0211.C6.o2.tc Method 

26804 End 

none Score 



OJ000250_75.0211.C6 
38181 

TBLASTX: Cress 

32505 

93 



26804. .26974, 2.6817 26972 , 26978 27214 , 2 698 1 .. 27073, 

27135. .27185, 27209 27472, 27210 .. 27350, 27402 27521, 

32285. .32365, 32287 .. 32385, 32356 .. 32454 , 324 4 9 32505, 
32450. .32503 



Seq. No. 28437 Seq. ID 

Gene No. 58618 Strand 

Start 37686 End 

Name OJ000250J75 . 0211 . C6 . ol . tw Method 

Start 27026 End 

GI none Score 

Exons 27026. .27427, 27030.. 27431 



OJ000250_75.0211.C6 
38181 

TBLASTX: Wheat 

27431 

262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28437 
58618 
37686 

OJ000250_75.0211.C6.o3.tw 

37662 

none 

37662. .37763, 
37883. .37906, 
37969. .38172, 



37683.-37763, 
37900.. 37953, 
37970. .38173 



28437 
58618 
37686 

OJ000250_75.0211.C6.o6.tm 

37662 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
37684. .37773, 
37907. .37954, 



OJ000250 75. 0211. C6 



38181 

TBLASTX : Wheat 
38173 
65 

37684. .37773, 
37936. .38166, 



Seq. ID OJ000250_75.0211.C6 



Strand 
End 

Method 

End 

Score 



38181 

TBLASTX: Maize 

38173 

49 



37662. .37730, 37882 .. 37953, 37889 .. 37954 , 37930 .. 38157 , 
37966. .38172, 37970.. 38173 



Seq. No. 
Gene No. 



28437 
58618 



Seq. ID 
Strand 



OJ000250 75. 0211. C6 



28245 



Start 
Name 
Start 
GI 

Exons 



37686 

OJ000250_75.0211.C6.o3.tc 
37674 
none 

37674. .37763, 37689.-37778, 37879 
37930. .38157, 37966 .. 38172, 37970 



End 38181 ■ 

Method TBLASTX : Cress 

End 38173 

Score 7 6 



.37950, 37883, 
.38173 



37951, 



Seq. No. . 


28437 




Seq. ID 


OJ000250 


_75.0211 


.C6 


Gene No. 


58618 




Strand 








Start 


37686 




End 


38181 






Name 


OJ000250__75.0211.C6. 


o3. ts 


Method 


TBLASTX: 


Soybean 




OLall 


on con 
J / DOU 




End 


38173 






GI 


none 




Score 


52 






Exons 


37680. .37763, 37700. 


.37762, 


37879. .37950, 37883 


. .37951, 






37883. .37951, 37966. 


.38172, 


37969. .38154, 37970 


. .38173 




Seq. No. 


28437 




Seq. ID 


OJ000250 


J75.0211 


-C6 


Gene No. 


58618 




Strand 








Start 


37686 




End 


38181 






Name 


OJ000250 75. 0211. C6. 


08 .np 


Method 


AAT/NAP 






Start 


37686 




End 


38181 






GI 


3935167 




Score 


344 






Exons 


37686. .37757, 37882. 


.38181 










GI Descrip. 


• (AC004557) F17L21.10 


[Arabidopsis thaliana] 






Seq. No. 


28438 




Seq. ID 


OJ000250 


_75.0211 


-C7 


Gene No. 


58619 




Strand 








Start 


628 




End 


1841 






Name 


OJ000250 75. 0211. C7. 


ol .gs 


Method 


GENSCAN 






Start 


628 




End 


1841 






GI 


none 




Score 


.71 






Exons 


628.. 1036, 1094.. 1116, 1232 


..1270, 1293. .1487, 


1580. .1841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28438 Seq. ID 

58619 Strand 
628 End 
OJ000250_75.0211.C7 .ol.np Method 
640 End 
5441880 Score 
640. .849, 1263. .1507, 1580. .1841 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000250_75.0211.C7 

1841 
AAT/NAP 
1841 
305 



Seq. No. 28438 

Gene No. 58619 

Start 628 

Name OJ000250_75 . 02 1 1 . C7 . ol . gp 

Start 909 

GI LIB3433-020-P1-K1-A6 

Exons 909.. 1348 

GI Descrip. 1 5670155/gb | AF161269, 1 1 AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. ID OJ000250_75.0211.C7 
Strand 

End 1841 

Method AAT/GAP 

End 1348 

Score 645 



Seq. No. 
Gene No. 
Start 



28439 
58620 
5500 



Seq. ID OJ000250_75.0211.C8 
Strand + 
End 9427 



28246 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_75.0211.C8.o2.gs Method GENS CAN 

5500 End 9427 

none Score .84 

5500. .5521, 5717. .5843, 6155. .6271, 6549. .6910, 7211. .7750, 
7836. .7861, 7935. .8013, 8074. .8270, 8427. .8486, 8554. .8667, 
8744. .8899, 8999. .9427 



28439 
58621 
1 

OJ000250_75.0211.C8.ol.np 
1 

5441880 



Seq. ID OJ000250_75.0211.C8 
Strand 

End 3850 

Method AAT/NAP 

End 2072 

Score 717 



1..200, 780. .1113, 1222. .1361, 2047. .2072 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



JC^t ViKJ • 


28439 




Seq. ID 


OJ000250_75.0211.C8 


Gene No. 


58621 




Strand 




Start 


1 




End 


3850 


Name 


OJ000250 75. 0211. C8 


.ol.gs 


Method 


GENSCAN 


Start 


83 




End 


3850 


GI 


none 




Score 




Exons 


83. .200, 281. .399, 


472. .625,- 


780. .1146 


, 1222. 11295, 1777.. 2154, 




2751. .2824, 3425.. 3444, 3801. 


.3850 




Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211.C8 


Gene No. 


58622 




Strand 




OLal L 


9763 




End 


16646 


Name 


OJ000250 75. 0211. C8 


,o4 . tw 


Method 


TBLASTX: Wheat 


Start 


873 




End 


6852 


GI 


none 




Score 


107 


Exons 


873. .992, 874. .993, 


991. .1041 


, 1002.. 1055, 6772.. 6852 


Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211.C8 


Gene No. 


58622- 




Strand 




Start 


9763 




End 


16646 


Name 


OJ000250 75. 0211. C8 


.o3. ts 


Method 


TBLASTX : Soybean 


Start 


9752 




End 


10002 


GI 


none 




Score 


46 


Exons 


9752.. 9790, 9757.. 10002, 9863 


. .10000 




Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211.C8 


Gene No. 


58622 




Strand 




Start 


9763 




End 


16646 


Name 


OJ000250 75. 0211. C8 


. o2 . np 


Method 


AAT/NAP 


Start 


9763 




End 


16045 


GI 


4544372 




Score 


1219 


Exons 


9763.. 11323, 11443. 


.11840, 11901. .12973, 13275 13397, 




16025. .16045 








GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211.C8 


Gene No. 


58622 




Strand 




Start 


9763 




End 


16646 



28247 



Name 


OJ00Q250 75. 0211. C8 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9778 




End 


10185 




GI 


none 




Score 


85 




Exons 


9778. .10185, 9812.. 


9985 








Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211 


.C8 


Gene No. 


58622 




Strand 






otart 


Q"7 £*3 

y / DO 




End 


16646 




Name 


OJ000250 75. 0211. C8 


.o3.gs 


Method 


GENSCAN 




Start 


9880 


End 


16646 




GI 


none 




Score 


.51 




Exons 


9880.. 11112, 11221. 


.11362, 


11714. .11844, 12096. .13059, 






13175.'. 13670, 14016 


. .15415, 


15599. .15844, 16190. .16646 




Seq. No. 


. 28439 




beq. id 


UJUUUZOU /D.Uzll 


.C8 


Gene No. 






O +- ><- -i r-i /-J 

otrana 






Start 


9763 




bna 


i c c a c 




Name 


OJ000250 75. 0211. C8 


.o2 .ts 


Method 


TBLASTX : Soybean 




Start 


10345 




End 


10746 




GI 


none 




Score 


p. i 




Exons 


10345. .10746, 10523 


. .10639 








Seq. No. 


28439 




beq. id 


vJJUUU^OU /O.U^ll 


.C8 


Gene No . 


CO COO' 




otrana 






Start 


9763 




T~ ' — ] 

End 


i a c a a 




Name 


OJ000250 75. 0211. C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10366 




End 


10731 




GI 


none 




Score 


79 




Exons 


10366. .10590, 10588 


. .10731 








Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211 


.C8 


Gene No . 


CO COO 
DO DZZ 




Strand 






Start 


9763 




End 


16646 




Name 


OJ000250 75. 0211. C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11143 




End 


11562 




GI 


none 




Score 


79 




Exons 


11143. .11433, 11473 


. .11562 








Seq.' No. 


28439 




Seq. ID 


OJ000250J75.0211 


.C8 


Gene No. 


CQ/-00 

DO OZZ 




Strand 






Start 


9763 




End 


16646 




Name 


OJ000250 75. 0211. C8 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


11195 




End 


11607 




GI 


none 




Score 


121 




Exons 


11195. .11449, 11197 


. .11448, 


11438. .11605, 11470.. 11607 




Seq. No. 


28439 




Seq. ID 


OJ000250_75.0211 


.C8 


Gene No. 


CQ COO 

Do OZZ 




Strand 






Start 


9763 




End 


16646 




Name 


OJ000250 75. 0211. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11845 




End 


12242 




GI 


none 




Score 


74 




Exons 


11845. .11946, 11941 


. .12216, 


12015. .12242, 12046.. 12225 




Seq. No. 


28439 




Seq. ID 


OJ000250J75.0211 


.C8 


Gene No. 


58622 




Strand 






Start 


9763 




End 


16646 





28248 



Name 

Start 

GI 

Exons 



OJ000250_75.0211,C8.ol.tm ■ Method 
11917 End 
none Score 



TBLASTX: Maize 

12374 

80 



11917. .12054, 11918. .12055, 12027 .. 12374 , 12055 .. 12225, 
12093. .12374 



Seq. No. 28439 

Gene No. 58622 

Start 9763 

Name OJ000250_75 . 0211 . C8 . o5 . ts 

Start 12069 

GI none 

Exons 12069. .12299, 12070.. 12207 

Seq. No. 28439 

Gene No. 58622 

Start 9763 

Name - OJ000250_75 . 0211 .C8 .ol . tw 

Start 12244 

GI none 

Exons 12244. .12459, 12264 12596, 
12601. .12633 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_75.0211.C8 
16646 

TBLASTX : Soybean 

12299 

88 



OJ000250_75.0211.C8 
16646 

TBLASTX: Wheat 

12647 

292 



12286. .12588, 12591 12647, 



Seq. No. 28439 * 

Gene No. 58622 

Start 97 63 

Name OJ000250_75 . 0211 . C8 . o2 . tm 

Start 12375 

GI none 

Exons 12375. .12593, 12376.. 12588 

Seq. No. 28439 

Gene No. 58622 

Start 9763 

Name OJ000250_75 . 0211 ,C8 .o4 . ts 

Start 13219 

GI none 

Exons 13219. .13557 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_75.0211.C8 
16646 

TBLASTX: Maize 

12593 

212 



OJ000250_75.0211.C8 
16646 

TBLASTX: Soybean 

13557 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28440 Seq. ID 

58623 Strand 

1754 End 

O JO 0025 0_7 5.0211.C9.ol.np Method 

1754 End 

6907089 Score 
1754. .2474/ 5847. .5925 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000250_75.0211.C9 
+ 

6168 
AAT/NAP 
5925 
286 



28440 Seq. ID 

58623 Strand 

1754 End 

OJ000250_75 . 0211 . C9 . ol . gp Method 

5737 End 

2428185 Score 
5737. .6168 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone: t!7804 



OJ000250_75.0211.C9 
+ 

6168 
AAT/GAP 
6168 
765 



28249 



Seq. No. 


28440 


Seq. ID 


OJ000250 


_75.0211.C9 




58624 


Strand 


+ 




Start 


8961 


End 


10804 




Name 


OJ000250 75.0211.C9.o3.np 


Method 


AAT/NAP 




Start 


8961 


End 


10804 




GI 


6721512 


Score 


96 




Exons 


8961. .8995, 10565.. 10804 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




O tS ^ • IN U • 




Seq. ID 


OJ000250 

W U v v U t. J v 


75 0211 C9 


Gene No. 


58625 


Strand 


+ 




Start 


22549 


End 


23531 




Name 


n.io n n 9 ^ n n?ii pq 


Method 


GENS CAN 




Start 


99R4Q "~ 


End 


23531 




GI 


none 


Score 


.55 




Exons 


99R4Q 997 c \fi 99QR4 9^^^1 








Seq. No. 




Seq. ID 


OJ000250_ 


_75.0211.C9 


Gene No. 


0 O 0 — 0 


Strand 






o Lax t. 


JJlZ 


End 


12048 




Name 


OJ000250 75.0211.C9.o2.gs 


Method 


GEN SCAN 




Start 


3312 


End 


10620 




GI 


none 


Score 


.66 




Exons 


3312.. 3473, 3500.. 4029, 4689. 


.4896, 5071.. ,5246, 


6059. .6183, 




6881. .7080, 7185. .7454, 7581. 


.7722, 7758. .8608, 


8674. .9597, 




9673.. 10080, 10183.. 10620 








Seq. No. 


28440 


Seq. ID 


OJ000250 


_75.0211.C9 


Gene No. 


58626 


Strand 






Start 


3312 


End 


12048 




Name 


OJ000250 75.0211.C9.o2.np 


Method 


AAT/NAP 




Start 


3458 


End 


12048 




GI 


5922631 


Score 


1307 




Exons 


34S8..3949, 7412.. 8305, 8426. 


.8599, 8642. .9067, 


10211. .10333, 




11991.. 12048 









GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-l. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-l. (AF049110) [Oryza sativ 



Seq. No. 28440 Seq. ID OJ000250_75 . 0211 . C9 

Gene No. '58626 Strand 

Start 3312 End 12048 

Name OJ000250_75 . 0211 . C9 . o2 . gp Method AAT/GAP 

Start 6696 End 6960 

GI 61605_3.R1084 Score 471 

Exons 6696.. 6960 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 
Start 



28440 
58627 
12435 



Seq. ID 

Strand 

End 



OJ000250 75. 0211. C9 



18153 



28250 



Name OJ000250J75. 0211 .C9.o4 .np Method AAT/NAP 

Start 12435 End 18057 

GI 6651393 Score 524 

Exons 12435. .12707, 17255 17389, 17677.. 18057 

GI Descrip. (AF178576) polyneuridine aldehyde esterase [Rauvolfia 
serpentina] 



Seq. No. 


28440 




Seq. . I€) 


■ OJ000250J75.0211 


,C9 


Gene No. 


58627 




Strand 






Pf -| -.4- 


12435 




End 


18153 




Name 


OJ000250 75.0211 


.C9.o4 ,gs 


Method 


GENSCAN 




Start 


15485 




' End 


18153 




GI 


none 




Score 


.76 




Exons 


15485. .15556, 17255 .. 17389, 


17677. .18153 




Seq. No. 


28440 




Oct] • 1U 




.C9 


Gene No. 


58627 




o crana 






o car z 


12435 




End 


18153 




Name 


OJ000250 75.0211 


.C9.o3.gp 


Method 


AAT/GAP 




Start 


17933 




Ht 11 CI 


1 Ol 1 c 
ItJllJ 




GI 


2312847 




Score 






Exons 


17933. .18115 










Seq. No. 


28440 




Co/r T Pi 

oeq. 1U 


UJUUU^ OU /O.UZll 


.C9 


Gene No. 


58628 




birana 






Start 


24336 




End 


25955 . 




Name 


OJ000250 75.0211 


.C9.o6.gs 


Method 


GENSCAN 




Start 


24336 




Lna 


O C Q C C 




GI 


none 




Score 


. Dj 




Exons 


24336. .24390, 25936.. 25955 








Seq. No. 


28440 




OcCj . LU 


nTnnn^^n 7^ n9ii 

UUUUU^ JU / J.U^ll 


.C9 


Gene No. 


58629 




our ana 






OLdLt 


27299 




End 


35213 




Name 


OJ000250 75.0211 


.C9.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3455 




rLillCl 


O J L O 




GI 


none 




Score 


Q 1 




Exons 


3455.. 3913, 3729 


. .3863 








Seq. No. 


28440 




Seq. ID 


OJ000250_75.0211 


.C9 


Gene No. 


58629 




Strand 






o tar t 


27299 




End 


35213 




Name 


OJ000250 75.0211 


.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3543 




End 


3967 




GI 


none 




Score 


250 




Exons 


3543.. 3866, 3545 


. .3967 








Seq. No. 


28440 




Seq. ID 


OJ000250_75.0211 


.C9 


Gene No. 


58629 




Strand 






Start 


27299 




End 


35213 




Name 


OJ000250 75.0211 


.C9.o4 .tm 


Method 


TBLASTX: Maize 




Start 


3641 ' 




End 


4024 




GI 


none 




Score 


121 




Exons 


3641.. 4024, 3642 


. .3863 








Seq. No. 


28440 




Seq. ID 


OJ000250_75.0211 


.C9 


Gene No. 


58629 




Strand 







28251 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27299 * End 

OJ000250_75 . 0211 . C9 . o2 . tw Method 

6946 End 

none Score 



35213 

TBLASTX: Wheat 

7394 

119 



6946. .7170, 6955. .7170, 6974. .7171, 7176. .7334, 7177. .7335, 
7331. .7393,- 7332. .7394 



28440 
58629 
27299 

OJ000250_75.0211.C9.o6.tm 

6957 

none 



Seq. ID OJ000250_75.0211/C9 
Strand 

End 35213 

Method TBLASTX : Mai ze 

End 7230 

Score 139 



6957. .7142, 6961. .7173, 6998. .7171, 7183. .7230 



28440 
58629 
27299 

OJ000250_75 .0211 . C9 . o3 . tw 

7592 

none 



Seq. ID OJ000250_75.0211.C9 
Strand 

End 35213 

Method TBLASTX : Wheat 

End 35213 

Score 131 



7592. .7822, 7596. .7820, 7859. .8041, 7860. .8033, 35151. .35213 



28440 
58629 
27299 

OJ000250_75 . 0211 . C9 . o5 . tw 

8674 

none 



Seq. ID OJ000250_75.0211.C9 
Strand 

End 35213 

Method TBLASTX : Wheat 

End 9069 

Score 96 



8674.-8946, 8720. .8941, 8905. .9018, 8911. .8994, 8915. .9007, 
9019. .9069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28440 
58629 
27299 

OJ000250_75 . 0211 . C9 . 08 . tm 

8785 

none 

8785. .9024, 8786. .9040 

28440 
58629 
27299 

OJ000250J75 . 0211 . C9 . o5 . tm 

12408 

none 



Seq. ID OJ000250_75.0211.C9 
Strand 

End 35213 

Method TBLASTX : Mai ze 

End 9040 

Score 105 



Seq. ID OJ000250_75.0211.C9 
Strand 

End 35213 

Method TBLASTX : Mai ze 

End 12705 

Score 97 



12408. .12506, 12420 12506, 12489 .. 12698 , 12502 .. 12705, 
12504. .12704, 12535.. 12705 



28440 
58629 
27299 

OJ000250_75.0211.C9.ol.tc 

12432 

none 



Seq. ID OJ000250_75.0211.C9 
Strand 

End 35213 

Method TBLASTX: Cress 

End 18024 

Score 188 



12432. .12713, 17 677 .. 18024 , 17696.. 18022 



28252 




Seq. No. 


28440 




Seq. ID 


OJ000250 75. 0211. C9 


bene no • 


oo oz y 




Strand 






Start 


27299 




End 


35213 




Name 


OJ000250 75. 0211. C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17651 




End 


17961 




GI 


none 




Score 


330 




Exons 


17651. .17959, 17668. 


.17961, 


17668. .17961 




Seq. No. 


28440 




oeq. 1U 


pi innno^n m n9i i 


. <^y 


Gene No . 


CiQ £9 Q 




Strand 






Start 


27299 




End 


35213 




Name 


OJ000250 75. 0211. C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


17671 




End 


18027 




GI 


none 




Score 


205 




Exons 


17671. .18027, 17672. 


.18025 








Seq. No. 


28440 




Seq. ID 


OJ000250J75.0211 


• k> y 


Gene No . 


£9 Q 

jo oz y 




Strand 






Start 


27299 




End 


35213 




Name 


OJ000250 75. 0211. C9. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


17834 




End 


18048 




GI 


none 




Score 


56 




Exons 


17834. .17884, 17863. 


.17883, 


17884. .18048, 17884. .18027 




Q Seq. No. 


28440 




Seq. ID 


OJ000250_75.0211 




~\ Gene No . 


do oz y 




Strand 






:*fj Start 


27299 




End 


35213 




!;!! Name 


OJ000250 75. 0211. C9. 


ol.tm 


Method 


TBLASTX: Maize 




1 ^ Start 


18373 




End 


22406 




Q GI 


none 




Score 


523 




i.J Exons 


18373. .19107, 18384. 


.18815, 


21967. .22155, 22158.. 22406 




;=;' § Seq. No. 


28440 




Seq. ID 


OJ000250_75.0211 


. uy 


uene no . 


CO £0 Q 

o o oz y 




Strand 






L Start 


27299 




End 


35213 




Q Name 


OJ000250 75. 0211. C9. 


o7.tw 


Method 


TBLASTX: Wheat 




HI Start 


18493 




End 


22116 




U gi 


none 




Score 


105 




', ^ Exons 


18493. .18669, 18679. 


.18831, 


18823. .18903, 21967.. 22116 




: =f Seq. No. 


28440 




Seq. ID 


OJ000250J75.0211 


.C9 


O Gene No. 


58629 




Strand 








979 QQ 

z / z y y 




End 


35213 




Name 


OJ000250 75. 0211. C9. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


19074 




End 


22743 




GI 


none 




Score 


71 




Exons 


19074. .19226, 19198. 


.19296, 


19367. .19450, 22188 .. 22418 , 






22449. .22514, 22618. 


.22743 








Seq. No. 


28440 




Seq. ID 


OJ000250_75.0211 


.C9 


Gene No. 


58629 




Strand 






Start 


27299 




End 


35213 




Name 


OJ000250 75. 0211. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19366 




End 


23087 




GI 


none 




Score 


252 




Exons 


19366. .19611, 19367. 


.19726, 


19739. .19825, 22642 .. 22944 , 





23040. .23087 



28253 




Seq. No. 


28440 


Seq. ID 


OJ000250 


_75.0211 


.C9 


Gene No. 


58629 


Strand 








Start 


27299 


End 


35213 






Name 


OJ000250 75.0211.C9.o4 ,tw 


Method 


TBLASTX: Wheat 




Start 


19550 


End 


23198 






GI 


none 


Score 


322 






Exons 


19550. .19918, 19699. .19920, 


23028. .23198 






Seq. No. 


28440 


Seq. ID 


OJ000250 


J75.Q211 


.C9 


Gene No. 


58629 


Strand 








Start 


27299 


End 


35213 






Name 


OJ000250_75 . 0211 . C9 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


19997 


End 


20290 






GI 


none 


Score 


164 






Exons 


19997. .20179, 20048. .20173, 


20189. .20290 






Seq. No. 


28440 


Seq. ID 


OJ000250 


_75.0211 


.C9 


Gene No . 


58629 


Strand 








Start 


27299 


End 


35213 






Name 


OJ000250_75 .0211.C9.o7 .gs 


Method 


GEN SCAN 






Start 


27299 


End 


35050 






GI 


none 


Score 


.59 






Exons 


27299. .2744 4, 294 98. .29660, 


30772. .30954, 31766 


. .31869, 






32343. .32404, 33527. .33698, 


34734. .34809, 34892 


. .35050 




Seq. No. 


28440 


Seq. ID 


OJ000250 


_75.0211 


.C9 


Gene No. 


58629 


Strand 








Start 


27299 


End 


35213 






Name 


OJ000250 75.0211.C9.o4.gp 


Method 


AAT/GAP 






Start 


31926 


End 


32404 






GI 


none 


Score 


888 






Exons 


31926. .32404 










Seq. No. 


28441 


Seq. ID 


OJ000250 


_75.0211 


.C10 


Gene No. 


58630 


Strand 


+ 






Start 


1226 


End 


3956 






Name 


OJ000250 75.0211.C10.ol.gs 


Method 


GENS CAN 






Start 


1226 


End 


3956 






GI 


none 


Score 


.67 






Exons 


1226.. 1249, 1271.. 1539, 1571 


..1930, 2180.. 2453, 


3220. .3366, 




3574. .3795, 3870. .3956 










Seq. No. 


28441 


Seq. ID 


OJ000250 


_75.0211 


-C10 


Gene No. 


58631 


Strand 


+ 






Start 


8089 


End 


9519 






Name 


OJ000250 75.0211.C10.ol.np 


Method 


AAT/NAP 






Start 


7318 


End 


9516 






GI 


4204761 


Score 


551 






Exons 


7318.. 7440, 8163.. 8325, 8498 


..8683, 8800.. 8965, 


9098. .9516 


GI Descrip. 


(U51192) peroxidase precursor [Glycine max] 






Seq. No. 


28441 


Seq. ID 


OJ000250_ 


_75.0211 


.C10 


Gene No. 


58631 


Strand 


+ 






Start 


8089 


End 


9519 






Name 


OJ000250 75.0211.C10.ol.gp 


Method 


AAT/GAP 






Start 


7877 


End 


8574. 







28254 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



uC-osroM202035dlibl Score 978 

7877. .8325, 8498. .8574 

' 1161566/emb|CAA64413| 7.0e-ll (X94943) peroxidase [Lycopersicon 
esculentum] ' 



28441 
58631 
8089 

OJ000250_75. 0211. CIO. o2.gs 

8089 

none 



Seq. ID OJ000250_75. 0211. CIO 



Strand 
End 

Method 

End 

Score 



+ 

9519 
GENS CAN 
9519 
.96 



8089. .8325, 8498. .8683, 8800. .8965, 9098. .9519 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28441 
58632 
16500 

OJ000250_75. 0211. C10. o4.gs 

16500 

none 

16500. .16535, 17217 17331, 
19119. .19425, 19847.. 20181 

28441 
58632 
16500 

OJ000250_75. 0211. C10. o3.gp 

17688 

none 

17688. .17999 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

20997 
GEN SCAN 
20181 
. 68 



75. 0211. C10 



17820. .17908, 18140 .. 18334 , 



Seq. ID OJ000250J75. 0211. C10 

Strand + 

End 20997 ' : 

Method AAT/GAP 

End 17999 

Score 596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28441 
58632 
16500 

OJ000250_75. 0211. C10. o3.np 
18127 
3776567 - 
18127. .18334, 



Seq. ID OJ000250_75. 0211. C10 
Strand + 
End 20997 
Method AAT/NAP 
End 20997 
Score 620 
19660. .20076, 20812.. 20997 
(AC005388), Strong similarity to F21B7.33 gi 1 2809264 from A. 
thaliana BAC gb|AC002560. EST gb|N65119 comes from this gene. 
[Arabidopsis thaliana] 



19119. .19580, 



28441 Seq. ID 

58632 Strand 
16500 End 
OJ000250J75 . 0211 . C10 . o4 . gp Method 
19472 End 
uC-osflcypl39a07bl Score 
19472. .19580, 19660. .19980 

'5852170/61^^117265. 1IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000250_75. 0211. C10 

+ 

20997 
AAT/GAP 
19980 
768 



28441 
58633 
6874 

OJ000250 

6874 

6721547 



75.0211.C10.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250J75. 0211. C10 

10678 
AAT/NAP 
10678 
103 



28255 




Exons 


6874. .6930, 


9238. 


.9335, 


10594 


. .10678 




GI Descrip. 


(AP001073) 


Similar to Oryza sativa gene for Pib. (AB013448) 


Seq. No. 


28441 








Seq. ID 


OJ000250 75 . 0211 .C10 




58633 








Strand 




Start 


6874 








End 


10678 


Name 


OJ000250 75 


. 0211 . 


C10 . o2 . 




Mpf H oH 


AAT /GAP 


Start 


9350 








End 


9847 


GI 


none 








Score 


969 


Exons 


9350. .9847 












Seq. No. 


28441 








Seq. ID 


OJ000250J75. 0211. C10 


Cono Mo 


58634 








Strand 




Start 


13810 








End 


14960 


Name 


OJ000250 75 


. 0211 . 


C10 .o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


8157 








End 


8554 


GI 


none 








Score 


203 


Exons 


8157. .8330, 


8164 . 


.8352, 


8185 . 


.8331, 8495. .8554 


Seq. No. 


28441 








Seq. ID 


OJ000250_75. 0211. C10 


Gene No. 


58634 








Strand 




O Lai l» 


13810 








End 


14960 


Name 


OJ000250 75 


0211 

. \J tL X X • 


C10 o2 


f c 
L. O 


Method 


TBLASTX : Soybean 


Start 


8172 








End 


9501 . 


GI ' 


none 








Score 


128 


Exons 


8172. .8321, 


ft 1 7^ 

O X 1 o • 


ft ^2^ 


ft4 Q2 


.8695, 8788. .8844, 8920. .8970, 




9097. .9135, 






Q27^ 


.9371, 9357.. 9500, 9415.. 9501 


Seq. No. 


28441 








Seq. ID 


OJ000250_75. 0211. C10 


Gene No. 


58634 








Strand 




Start 


13810 








End 


14960 


Name 


OJ000250 75 


0211 


n o oi 


to 


Method 


TBLASTX: Cress 


Start 


8188 








End 


9501 


GI 


none 








Score 


105 


Exons 


8188. .8325, 


8211 . 


. 8345, 


8476 . 


.8628, 8492. .8695, 8805. .8966, 




8806. .8967, 


9097 

ZJ \J ZJ 1 . 


9126 


9130 . 


.9237, 9246. .9371, 9247. .9393, 




9421. .9501, 


9433 


9501 

. Z? -J \J X 








Seq. No. 


28441 








Seq. ID 


OJ000250J75. 0211. C10 


Gene No. 


58634 








Strand 




Start 


13810 








End 


14960 


Name 


OJ000250 75 


0211 


C10 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


8215 








End 


8877 


GI 


none 








Score 


97 


Exons 


8215. .8322, 


ft 21 7 

O £. X f . 


ft ?4 S 


8218 . 


.8325, 8492. .8695, 8543. .8683, 




8783. .8845, 


ft7Q4 


ftft77 


8799. 


.8876 




Seq. No. 


28441 








Seq. ID 


OJ000250_75. 0211. C10 


Gene No. 


58634 








Strand 




Start 


13810 








End 


14960 


Name 


OJ000250_75 


.0211. 


C10.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8919 








End 


9387 


GI 


none 








Score 


74 


Exons 


8919. .8969, 


8920. 


.8970, 


9093. 


.9137, 9095.. 9310, 9096.. 9320, 




9097. .9327, 


9180. 


.9326, 


9322. 


.9387, 9324. .9383 


Seq. No. 


28441 








Seq. ID 


OJ000250J75. 0211. C10 



28256 



Gene No . 


58634 






Strand 






Start 


13810 






End 


14960 




Name 


OJ000250 75. 0211. CIO 


. o3 . gs 


Method 


GENS CAN 




Start 


13810 






End 


14960 




GI 


none 






Score 


.78 




Exons 


. 13810. 


.13850, 14598. 


.14825, 


14837. .14960 




Seq. No. 


28441 






Seq. ID 


OJ000250 


_75.0211 


Gene No. 


58635 






Strand 






Start 


19116 






End 


20097 




Name 


OJ000250 75. 0211. CIO 


.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


19116 






End 


19839 




GI 


none 






Score 


291 




Exons 


19116. 


.19439, 19118. 


.19435, 


19453. .19548, 19457 


. .19549, 




19458. 


.19583, 19656. 


.19724, 


19657. .19761, 19657 


. .19719, 




19659. 


.19721, 19734. 


.19814, 


19735. .19791, 19738 


. .19839, 




19740. 


.19820 










Seq. No. 


28441 






Seq. ID 


OJ000250 


_75.0211 


Gene No. 


58635 






Strand 






Start 


19116 






End 


20097 




Name 


OJ000250 75. 0211. C10 


. o2 . tc 


Method 


TBLASTX: 


Cress 


Start 


19457 






End 


19866 




GI 


none 






Score 


155 




Exons 


19457. 


.1*9546, 19458. 


.19583, 


19655. .19723, 19657 


. .19710, 



19738. .19866 



Seq. No. 


28441 




Seq. ID 


OJ000250_75.0211 


.C10 


Gene No. 


58635 




Strand 






Start 


19116 




End 


20097 




Name 


OJ000250 75. 0211. C10 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


19702 




End 


20097 




GI 


none 




Score 


336 




Exons 


19702. .19938, 19704. 


.19937, 


19923. .20096, 19951.. 20097 




Seq. No. 


28442 




Seq. ID 


OJ000250_75.0211 


.Cll 


Gene No. 


58636 




Strand 


+ 




Start 


490 




End 


1130 




Name 


OJ000250 75.0211.C11 


. ol .np 


Method 


AAT/NAP 




Start 


490 




End 


1130 




GI 


2498930 




Score 


758 




Exons 


490. .550, 718. .1130 











GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


28442 




Seq. ID 


OJ000250 


Gene No. 


58636 




Strand 


+ 


Start 


490 




End 


1130 


Name 


OJ000250 


75.0211.Cll.ol.gs 


Method 


GENSCAN 


Start 


491 




End 


1112 


GI 


none 




Score 


1 


Exons 


491. .550, 


718. .1112 






Seq. No. 


28443 




Seq. . JD 


OJ000250 


Gene No. 


58637 




Strand 




Start 


1 




End 


4359 


Name 


OJ000250 


74.0211.Cl.ol.np 


Method 


AAT/NAP 



28257 



Start 1 End 4359 

GI 3212848 Score 2409 

Exons 1..670, 751. .874, 1029.-1281, 1483. .1695, 1851. .1935, 

2077. .2201, 2562. .3369, 3474. .3726, 3883.-3952, 4028. .4359 
GI Descrip. (AC004005) putative inositol polyphosphate 5 1 -phosphatase 

[Arabidopsis thaliana] 



Seq. No. 


28443 


Seq. ID 


OJ000250J74.0211.C1 


Gene No. 


58637 


Strand 




Start 


1 


End 


/lien 

4 Joy 


Name 


OJ000250 74.0211.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


307 


End 


858 


GI 


none 


Score 


151 


Exons 


307. .372, 394. .681, 503. .697, 


741. .857 


, 757. .858 


Seq. No. 


28443 


Seq. ID 


OJ000250J74.0211.C1 


Gene No. 


58637 


Strand 


- 


Start 


1 


End 


4359 


Name 


OJ000250 74.0211.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


307 


End 


466 


GI 


none 


Score 


162 


Exons 


307. .465, 308. .442, 308. .466, 


394. .465 




Seq. No. 


28443 


Seq. ID 


OJ000250J74.0211-.C1 


Gene No. 


58637 


Strand 




Start 


1 


End 


4359 


Name 


OJ000250 74.0211.Cl.ol.gs 


Method 


GENS CAN 


Start 


310 


End 


4156 


GI 


none 


Score 


.72 


Exons 


310. .670, 838. .874, 1029. .1296, 1372.. 


1409, 1542.. 1695, 




1851.. 1935, 2077.. 2201, 3171. 


.3369, 3474. .3726, 3883. .4156 


Seq. No. 


28443 


Seq. ID 


OJ000250J74.0211.C1 


Gene No. 


58637 


Strand 




Start 


1 


End 


4359 


Name 


OJ000250 74.0211.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


463 


End 


1093 


GI 


none 


Score 


124 


Exons 


463. .672, 5.03. .670, 741. .881, 


757. .882, 1018. .1092, 1024. .1 




1028.. 1093 






Seq. No. 


28443 


Seq. ID 


OJ000250J74.0211.C1 


Gene No. 


58637 


Strand 




Start 


1 


End 


4359 


Name 


OJ000250 74.0211.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


469 


End 


681 


GI 


none 


Score 


126 


Exons 


469. .681, 536. .670 






Seq. No. 


28443 


Seq. ID 


OJ000250J74.0211.C1 


Gene No. 


58637 


Strand 




Start 


1 


End 


4359 


Name 


OJ000250 74.0211.Cl.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1105 


End 


2147 


GI 


none 


Score 


117 


Exons 


1105.. 1254, 1105.. 1278, 1558. 


.1668, 1571.. 1696, 1849.. 1932, 




1851.. 1883, 1875.. 1931, 2076. 


.2147 





28258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28443 
58637 
1 

OJ000250_74, 

2679 

none 



0211.Cl.o2.tc 



Seq. ID OJ000250_74.0211.C1 
Strand 
End 

Method 
End 
Score 



4359 

TBLASTX: Cress 

3104 

87 



2679. .2801, 2680. .2802, 2778. .3104, 2779. .3099 



28443 Seq. ID 

58637 Strand 
1 End 

OJ000250_74.0211.Cl.o3.ts - Method 
3336 End 
none Score 



OJ000250_74 .0211. CI 
4359 

TBLASTX: Soybean 

3740 

37 



3336.-3368, 3473. .3727, 3480. .3551, 3585. .3740 



28444 
58638 
59 

OJ000250_74.0211.C2.ol.gs 
59 

none 

59.. 277, 2379.. 2823, 3246.. 3297, 3980 
5160. .5250, 6496. .6887, 7316. .7595, 7647.. 7678, 8444 
9069.. 9911, 10504.. 10872 



Seq. ID OJ000250_74.0211.C2 
Strand + 

10872 
GENSCAN 
10872 
.4 

4039, 4494.. 4565, 

8583, 



End 

Method 

End 

Score 



28444 
58638 
59 

OJ000250_74 . 0211 . C2 . o2 . np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10018. .10182, 10504.. 10818 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



9102 
5803254 
9102. .9911, 



OJ000250_74, 
+ 

10872 
AAT/NAP 
10818 
778 



0211. C2 



Seq. No. 


28444 


Seq. ID 


OJ000250_ 


74.0211 


.C2 


Gene No. 


58639 


Strand 


+ 






Start 


12018 


End 


15086 






Name 


OJ000250 74.0211.C2.o2.gs 


Method 


GENSCAN 






Start 


12018 


End 


14592 






GI 


none 


Score 


.69 






Exons 


12018. .12093, 13022. .13128, 13947 14113, 14439. 


.14592 




Seq. No. 


28444 


Seq. ID 


OJ000250_ 


74.0211 


.C2 


Gene No. 


58639 


Strand 


+ 






Start 


12018 


End 


15086 






Name 


OJ000250 74.0211.C2.o3.np 


Method 


AAT/NAP 






Start 


13980 


End 


15086 






GI 


5803254 


Score 


464 






Exons 


13980. .14755, 15060.. 15086 










GI Descrip. 


(AP000399) ESTs C97429 (C60159] 


>,D22427XC11106), 







AU078031(E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



28259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28444 Seq. ID OJ000250J74 . 0211 .C2 

58640 Strand 

1386 End 1657 

OJ000250J74 . 0211 . C2 . ol . np Method AAT/NAP 

1386 End 1657 

6498457 Score 78 

1386.. 1657 

(AP000816) EST AU032536 (S10696) .corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



28444 
58641 
2604 

OJ000250_74.0211.C2.o2.tm 

2604 

none 

2604.. 2723, 2605.. 2718, 2810. 
3044. .3106, 3048. .3134, 3232. 
3245.. 3292, 3975.. 4040 



28444 
58642 
9515 

OJ000250J74, 

9515 

none 



Seq. ID OJ000250_74.0211.C2 
Strand 

End 4040 

Method TBLASTX : Maize 

End 4 040 

Score 162 

.2869, 2810.. 2869, 3037.. 3108, 
.3288, 3232.. 3288, 3243.. 3308, 



Seq. ID OJ000250_74.0211.C2 



0211.C2.ol.tm 



Strand 
End 

Method 

End 

Score 



10188 

TBLASTX: Maize 

10188 

187 



9515.. 9742, 9522.. 9746, 9789.. 9914, 9835.. 9912, 10021 10086, 
10021. .10074, 10117. .10188, 10119.. 10187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 74. 0211. C3 



28445 
58643 
492 

OJ000250_74.0211.C3.ol.gp 
214 

LIB3431-045-P1-N1-A10 
214. .667 

»5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig b) 1 



6257 
AAT/GAP 
667 
876 



28445 
58643 
492 

OJ000250_74.0211.C3.ol.gs 

492 

none 



Seq. ID OJ000250_74.0211.C3 
Strand 

End 6257 

Method GENSCAN 

End 6257 

Score .56 



492. .652, 803. .1005, 1010. .1057, 1121. .1252, 1343. .1380, 
1446.. 1628, 1721.. 1979, 2056.. 2354, 2448.. 2858, 3033.. 3279, 
3385.. 3535, 3911.. 6257 



28445 
58643 
492 

OJ000250_74.0211.C3.ol.np 
771 

5441880 



Seq. ID OJ000250_74.0211.C3 



Strand 
End 

Method 

End 

Score 



6257 
AAT/NAP 
6086 
4701 



771. .1005, 1121. .1252, 1343. .1366, 1403. .1476, 1721. .1979, 
2056.. 2354, 2943.-3279, 3385.. 3535, 4031.. 4346, 4605.. 4636, 



28260 



5081.-6086 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



28445 Seq. ID OJ000250_74 . 0211 . C3 

58643 Strand 

492 End 6257 

OJ000250_74 . 0211 .C3 . o2 . gp Method AAT/GAP 

1729 . End 2228 

LIB3475-007-P1-K1-G8 Score 793 

1729. .1979, 2056. .2228 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 28445 Seq. ID 

Gene No. 58643 Strand 

Start 4 92 End 

Name OJ000250_74 . 0211 .C3.o3 .gp Method 

Start 5051 End 

GI 5701669 Score 

Exons 5051.. 5482 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000250_74.0211.C3 

6257 
AAT/GAP 
5482 
837 



Seq. No. 


28445 




Seq. ID 


OJ000250_74.0211.C3 


Gene No. 


58644 




Strand 




Start 


6979 




End 


7073 


Name 


OJ000250 74.0211.C3.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4851 




End 


5231 


GI 


none 




Score 


79 


Exons 


4851. .5027, 4881. .5027 


, 4912 


..5031, 5025.. 5222, 5037.. 5231 


Seq. No. 


28445 




Seq. ID 


OJ000250_74.0211.C3 


Gene No. 


58644 




Strand 




Start 


6979 




End 


7073 


Name 


OJ000250 74.0211.C3.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4929 




End 


5525 


GI 


none 




Score 


151 


Exons 


4929.. 5000, 5064.. 5363 


, 5125 


..5346, 5397. .5525, 5419. .5517 


Seq. No. 


28445 




Seq. ID 


OJ000250_74.0211.C3 


Gene No. 


58644 




Strand 




Start 


6979 




End 


7073 


Name 


OJ000250 74 .0211.C3.o4 


.gp 


Method 


AAT/GAP 


Start 


6979 




End 


7073 


GI 


7406 1.R1084 




Score 


141 


Exons 


6979. .7073 








GI Descrip. 


f 1122315/emb | CAA63901 | 


7.0e- 


10 (X94191) 


heat shock protein 




[Pennisetum glaucum] ' 








Seq. No. 


28446 




Seq. ID 


OJ000250_74.0211.C4 


Gene No. ■ 


58645 




Strand 


+ 


Start 


1 




End 


4612 


Name 


OJ000250 74.0211.C4.ol 


.np 


• Method 


AAT/NAP 



28261 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



End 
Score 



762 
208 



5803254 
1..25, 218. .285, 362. .762 

(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D1568.3 (C1084 ) correspond to a region 
predicted gene; hypothetical protein [Oryza sativa] 



of the 



28446 
58645 
1 

OJ000250_74.0211.C4.ol.gs 

245 

none 



Seq. ID OJ000250_74.0211.C4 



Strand 
End 

Method 

End 

Score 



+ 

4612 
GENSCAN 
4612 
. 6 



245. .285, 1446. .1579, 2025. .3053, 3288. .3584, 3678. .3853, 
4005. .4209, 4309.. 4612 



28446 
58645 
1 

OJ000250_74.0211.C4.o2.np 

1957 

3283026 



Seq. ID OJ000250_74.0211.C4 

Strand + 

End 4612 

Method AAT/NAP 

End 4570 

Score 910 



1957. .2397, 2550. .3853, 4005. .4209, 4315. .4570 
(AF051562) putative transposase [Arabidopsis thaliana] 



28446 Seq. ID 

58646 Strand 

5595 End 

OJ000250_74 . 0211 . C4 . ol . tc Method 

2070 End 

none Score 



OJ000250_74.0211.C4 
6692 

TBLASTX: Cress 

4390 

124 



2070. .2225, 2071. .2238, 2458. .2607, 2542. .2925, 2592. 



2814. .2924, 2917.. 3120, 2926. 
4010.. 4210, 4319.. 4390 

28446 
58646 
5595 

OJ000250_74.0211.C4.o4.ts 

2605 

none 

2605. .2835, 2607.. 2768 

28446 
58646 
5595 

OJ000250_74.0211.C4.o3.ts 

3070 

none 



,3120, 3115.. 3222, 3229. 



.2750, 
.3675, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_74.0211.C4 
6692 

TBLASTX : Soybean 

2835 

199 



Seq. ID OJ000250_74.0211.C4 
Strand 

End 6692 

Method TBLASTX : Soybean 

End 3408 

Score 57 



3070.. 3129, 3142.. 3303, 3144.. 3290, 3319.. 3408 



28446 Seq. ID 

58646 Strand 

5595 End 

OJ000250J74 . 0211 .C4 .o2 . ts Method 

3974 End 

none Score 



OJ000250_74.0211.C4 
6692 

TBLASTX : Soybean 

4390 

119 



28262 



Exons 



3974. .4117, 4124. .4246, 4325. .4390 



Seq. No. 28446 Seq. ID 

Gene No. 58646 Strand 

Start 5595 End 

Name OJ000250_74 . 0211 .C4 . ol . tm Method 

Start 4004 End 

GI * none Score 

Exons • 4004. .4222 



OJ00025Q_74.0211.C4 
6692 

TBLASTX: Maize 

4222 

189 



Seq. No. 28446 Seq. ID 

Gene No. 58 64 6 Strand 

Start 5595 End 

Name OJ000250 J7 4 . 0211 . C4 . o2 . gs Method 

Start 5595 End 

GI none Score 

Exons 5595.. 6692 



OJ000250_74.0211.C4 

6692 
GEN SCAN 
6692 
.76 



Seq. No. 28446 Seq. ID 

Gene No. 58646 Strand 

Start 5595 End 

Name OJ000250_74 . 0211 . C4 . ol . ts Method 

Start 5656 End 

GI none Score 

Exons 5656.. 5718, 5736.. 6242, 5749.. 6237 



OJ000250J74.0211.C4. 
6692 

TBLASTX : Soybean 

6242 

48 



Seq. No. .28446 Seq. ID 

Gene No. 58646 * Strand 

Start 5595 End 

Name OJ000250_74 . 0211 . C4 . o2 . tc Method 

Start 6294 End 

GI none Score 

Exons 6294.. 6548 



OJ000250J74.0211.C4 
6692 

TBLASTX: Cress 

6548 

262 



Seq. No. 28447 Seq. ID 

Gene No. 58647 Strand 

Start 34 End 

Name OJ000250J74 . 0211 . C5 . ol . gs Method 

Start 34 End 

GI none Score 

Exons 34.. 428 



OJ000250J74.0211.C5 
428 

GENSCAN 

428 

.87 



Seq. No. 28448 Seq. ID 

Gene No. 58648 Strand 

Start 116 End 

Name OJ000250J74 . 0211 .C6.ol .gs Method 

Start 116 End 

GI none Score 

Exons 116.. 1402 



OJ000250J74.0211.C6 
+ 

1402 
GENSCAN 
1402 
.98 



Seq. No. 28448 Seq. ID 

Gene No. 58649 Strand 

Start 2755 End 

Name OJ000250J74 . 0211 . C6 . o2 . gs Method 

Start 2755 End 

GI none Score 

Exons 2755.. 3087 



OJ000250J74.0211.C6 
+ 

3087 
GENSCAN 
3087 
.99 



28263 



Seq. No. 


O Q A A O 


oeq. id 






.to 


Gene No. 


58650 


Strand 


+ 






Start 


26785 


End 


32104 






Name 


OJ000250 74.0211.C6.ol.gp 


Method 


AAT/GAP 






Start 


26469 


End 


26915 






GI 


none 


Score 


844 






Exons 


26469. .26915 










Seq. No. 


28448 


Seq. ID 


OJ000250_ 


74.0211 


.C6 


Gene No . 


CQCCfl 

00 DOU 


Strand 


+ 






Start 


26785 


End 


32104 






Name 


OJ000250 74.0211.C6.o5.gs 


Method 


. GENSCAN 






Start 


26785 


End 


32104 






GI 


none 


Score 


.53 






Exons 


26785. .27020, 27786 .. 28158 , 


30326. .30404, 30708. 


.30823/ 






31661.. 32104 










Seq. No. 


28448 


Seq. ID 


OJ000250_ 


74.0211 


.C6 


Gene No. 


58650 


Strand 


+ 






Start 


26785 


End 


32104 






Name 


OJ000250 74 .0211.C6.o2.gp 


Method 


AAT/GAP 






Start 


27681 


End 


27747 






GI 


LIB3477-003-P1-K1-E9 ■ 


Score 


102 






Exons 


27681. .27747 











GI Descrip. ' 2498586/sp | Q40638 | MPOIJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 . (U31771 ) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


28448 


Gene No. 


58650 


Start 


26785 


Name 


OJ000250 74. 


Start 


27755 


GI 


none 


Exons 


27755. .28077 


Seq. No. 


28448 


Gene No. 


58650 


Start 


26785 


Name 


OJ000250 74. 


Start 


28065 


GI 


3760518 


Exons 


28065. .28534 


Seq. No. 


28448 


Gene No. 


58651 


Start 


35497 


Name 


OJ000250 74. 


Start 


35427 


GI 


none 


Exons 


35427. .35613 


Seq. No. 


28448 


Gene No. 


58651 


Start 


35497 


Name 


OJ000250 74. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_74.0211.C6 
+ 

32104 
AAT/GAP 
28077 
642 



OJ000250_74.0211.C6 
+ 

32104 
AAT/GAP 
28534 
843 



Seq. ID OJ000250_74.0211.C6 



Strand 
End 

Method 

End 

Score 



+ 

42679 
AAT/GAP 
37012 
885 



35427. .35613, 36465 .. 36609, 36690 36757 , 36914.. 37012 

Seq. ID OJ000250_74 .0211.C6 

Strand + 

End 42679 

l.C6.o7.gs Method GENSCAN 



28264 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
*GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35497 End 38824 

none Score . 8 

35497. .35613, 364 65 .. 36609, 36690 36757, 36914 .. 36999, 

37257. .37740, 38075 .. 38219, 38278 38405, 38702.. 38824 



28448 Seq. ID 

58651 , Strand 

,35497.... ' ■ V Encj^U;' 

OJ000250_74.021-l.C6!o6.gp. " Method 
37602 * End 
41705_1.R1084 Score 
37602. .37839, 38075.. 38627 

, 5922603/dbj | AP000492 . 1 | AP000492 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



OJ000250_74.0211.C6 
+ 

42679..-- ;;. - . - 

AAT/GAP ■ 

38627 

1492 



28448 
58651 
35497 

OJ000250J74. 0211.C6.o2.np 

37893 

3047086 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37893. .37980, 40753 .. 4 1014 , 42663.-42679 
(AF058914) similar to reverse transcriptase (Pfam: 
transcript_f act .hmm, score:- 72.31) [Arabidopsis thaliana] 



OJ000250_74.0211.C6 
+ 

42679 
AAT/NAP 
42679 
91 



OJ000250_74.0211.C6 
+ 

42679 
AAT/GAP 
38876 
63 



28448 Seq. ID 

58651 Strand 
35497 End 
OJ000250_7 4.0211.C6.o7.gp Method 
38815 End 
4715947 Score 
38815. .38876 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


28448 




Seq. ID 


OJ000250_74.0211 


.C6 


Gene No. 


58652 




Strand 






Start 


32726 




End 


33219 




Name 


OJ000250 74. 0211. C6. 


o6.gs 


Method 


GENSCAN 




Start 


32726 




End 


33219 




GI 


none 




Score 


.89 




Exons 


32726. .32837, 33119. 


.33219 








Seq. No. 


28448 




Seq. ID 


OJ000250_74.0211 


.C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 " 




Name 


OJ000250 74. 0211. C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


214 




End 


448 




GI 


none 




Score 


229 




Exons 


214. .447, 215. .448 










Seq. No'. 


28448 




Seq. ID 


OJ000250J74.0211 


.C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 





28265 



Name 


OJ000250 74. 0211. C6. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


746 




End 


1261 




GI 


none 




Score 


58 




Exons 


746. .814, 869. .970, 


992.. 1138, 1121.. 


L261 




Seq. No. 


28448 




Seq. ID 


OJ000250_74 .0211 


.C6 


Gene NO. 


58653 




Strand 






Start./ 


41700 \ . . . 




End- 


44-636.. . .-)■•• 




Name 


OJ000250 74. 0211. C6. 


o'l . tm 


• Method 


TBLASTX: Maize 




Start 


35479 




End 


38324 




GI 


none 




Score 


68 ' 




Exons 


35479 .. 35595 , 35480. 


OCCO/1 


35497. .35595, 36459. . 36602, 






36459. .36605, 36463. 




36467. .36610, 36520 .. 36612, 






36687. .36752, 36694. 


. OO / JJ/ 


36695. .36763, 36899 .. 37000, 






36908. .36994, 36912. 


. ooyyo , 


36913. .37002, 37255.-37833, 






37257. .37829, 38062. 




38066. .38254, 38074 .. 38259, 






38268. .38324 










Seq. No. 


28448 




Seq. ID 


OJ000250_74.0211 


.C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250_74.0211.C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


35493 




End 


38307 




GI * 


none 




Score • 


123 




Exons 


35493. .35585, 35497. 


O C C O £ 


35497. .35586, 36540 .. 36608, 






36682. .36753, 36683. 


. OD / bo, 


36899. .36997, 36913 .. 37002, 






37257. .37433, 37261. 


.37482, 


37480. .37839, 37500 .. 37670, 






37716. .37841, 38113. 


.38307, 


38123. .38254 




Seq. No. 


28448 




Seq. ID 


OJ000250J74.0211 


-C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ0.00250 74. 0211. C6. 


Ol . tc 


Method 


TBLASTX: Cress 




Start 


36682 




End 


37683 




GI 


none 




Score 


85 




Exons 


36682. .36774, 36683. 


.36763, 


37254. .37475, 37258 .. 37494, 






37480. .37683, 37507. 


. O / D JO 








Seq. No. 


28448 




Seq. ID 


OJ000250_74.0211 


.C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250 74. 0211. C6. 


Ol . tw 


Method 


TBLASTX: Wheat 




Start 


37255 




End 


37611 




GI 


none 




Score 


410 




Exons 


37255. .37611, 37257. 


. O /O / 1 , 


37258. .37611 




Seq.. No. 


28448 




Seq. ID 


OJ000250J74.0211 


-C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250 74. 0211. C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


39454 




End 


39753 




GI 


none 




Score 


143 




Exons 


39454. .39753, 39481. 


.39753 








Seq. No. 


28448 




Seq. ID 


OJ000250J74.0211 


.C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 





28266 



Name 



OJ000250 74.0211.C6.o2.tw 



Method TBLASTX : Wheat 



Start 


39643 




End 


40011 




GI 


none 




Score 


146 




Exons 


39643. .40011, 39644. 


.39991 








Seq. No. 


28448 




Seq. ID 


OJ000250_ 


74. 0211. C6 


bene No. 


JO Ojj 




Strand 






Start,- • . 


41700 / 




Endxy 


4*4 636 . 




Name 


-OJ000250 74. 0211. C6. 


o4 . tm 


Method 


TBLASTX -'Maize 


Start 


39937 




End 


40352 




GI 


none 




Score 


73 




Exons 


39937. .39993, 39938. 


.40057, 


39945. .40046, 40024. 


.40056, 




40051. .40161, 40158. 


.40352 








beq. no. 


O Q A A Q 




Seq. ID 


OJ000250_ 


74. 0211. C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250 74. 0211. C6. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


40708 




End 


41002 




GI 


none 




Score 


207 




Exons 


40708. .40944, 40711. 


.40899, 


40932. .41000, 40937. 


.41002 


Seq. No. 


28448 




Seq. ID 


OJ000250_ 


74. 0211. C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250 74. 0211. C6. 


o3.np 


Method 


AAT/NAP 




Start 


41280 




End 


44636 




GI 


6503308 




Score 


66 




Exons 


41280. .41306, 43449. 


.43585, 


44611. .44636 




GI Descrip. 


(AC011713) Contains 


PFI00646 


F-box domain. ESTs 


gb|AA58 6135, 




gb|Z26675, gb|AI993239 and gb|AA585907 


come from 


this gene. 




[Arabidopsis thaliana] 








Seq. No. 


28448 




Seq. ID 


OJ000250_ 


74. 0211. C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250 74. 0211. C6. 


08 ,gs 


Method 


GENS CAN 




Start 


41700 




End 


44264 




GI 


none 




Score 


.92 




Exons 


41700. .42059, 42432. 


.42584, 


42700. .43102, 43310. 


.43617, 




44244. .44264' 










beq. no. 


28448 




Seq. ID 


OJ000250_ 


74. 0211. C6 


Gene No. 


58653 




Strand 






Start 


41700 




End 


44636 




Name 


OJ000250 74. 0211. C6. 


o9 . gp 


Method 


AAT/GAP 




Start 


43536 




End 


44553 




GI 


none 




Score 


744 




Exons 


43536. .43617, 44244. 


.44553 








Seq. No. 


28449 




Seq. ID 


OJ000250_ 


74. 0211. C7 


Gene No. 


58654 




Strand 


+ 




Start 


11073 




End 


18053 




Name 


OJ000250 74. 0211. C7 . 


o3.gp 


Method . 


AAT/GAP 




Start 


11021 




End 


11497 




GI 


3761403 




Score 


707 




Exons 


11021. .11497 











28267 



Seq. No. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 


Gene No . 


CO CCZA 

Do DO ft 


Strand 


+ 




Start 


11073 


End 


18053 




Name 


OJ000250 74.0211.C7.o2.gs 


Method 


GENSCAN 




Start 


11073 


End 


18053 




GI 


none 


Score 


.51 




Exons - 


--11073.:.. -11631, * "13-550. .14229,^ 


16348. M6474, 16476. 


.16680,- 




16751 : .16813, . 16818. .16906,'" 


17241. .17576, 17593. 


.18053 


Seq. No. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 




58654 


Strand 


+ 




Start 


11073 


End 


18053 




Name 


OJ000250 74.0211..C7.o2.np 


Method 


AAT/NAP 




Start 


11091 


End 


14615 




GI 


4572673 


Score 


1040 




Exons 


11091. .11640, 13553. .14223, 


14577. .14615 




GI Descrip. 


(AC006954) putative sarcosine oxidase 


[Arabidopsis thaliana] 


Seq. No. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 


Gene No . 


58655 


Strand 






Start 


1465 


End 


6886 




Name 


OJ000250 74.0211.C7.ol.gs 


Method 


GENSCAN 




Start 


1465 


End 


6886 




GI 


none 


Score 


.81 . 




Exons 


1465.. 1574, 1601. .1756, 2486 


..2540, 2693. .2801, 


3075. .3175, 




3560.. 3726, 3840.. 3936, 4694 


..4945, 51 


86. .5587, 


6398. .6886 


beq. wo. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 


Gene No. 


58655 


Strand 






Start 


1465 


End 


6886 




Name 


OJ000250 74.0211.C7.ol.gp 


Method 


AAT/GAP 




Start 


1743 


End 


3638 




GI 


5003404 


Score 


1117 




Exons 


1743.. 2087, 2693.. 2801, 3075 


..3151, 3560.. 3638 




Seq. No. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 


ocllc LNU • 


58655 


. Strand 






Start 


1465 


End 


6886 




Name 


OJ000250 74.0211.C7.ol.np 


Method 


AAT/NAP 




Start 


3186 


End 


6638 




GI 


5080792 


Score 


253 




Exons 


3186.. 3212, 4694.. 4936, 5182 


..5356, 5392. .5587, 


6398. .6638 


GI Descrip. 


(AC007576) Unknown protein [Arabidopsis thaliana] 


oeq. MO. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 


Gene No. 


58655 


Strand 






Start 


1465 


End 


6886 




Name 


OJ000250 74.0211.C7.o2.gp 


Method 


AAT/GAP 




Start 


3755 


End 


4759 




GI 


5003405 


Score 


462 




Exons 


3755.. 3936, 4694.. 4759 








Seq. No. 


28449 


Seq. ID 


OJ000250_ 


74. 0211. C7 


Gene No. 


58656 


Strand 






Start 


17253 


End 


18017 




Name 


OJ000250 74.0211.C7.o3.np 


Method 


AAT/NAP 





28268 



Start 


17253 




End 


18017 


GI 


4467154 




Score 


640 


Exons 


17253. .17514, 17591. 


.18017 






GI Descrip. 


(AL035540) putative 


thaumatin 


-like protein [Arabidopsis 




thaliana] 








Seq. No. 


28449 




Seq. .ID 


OJ000250_74.0211.C7 


Gene No . 


DO DO'/ . 




Strarid 


- 


Start 


19375' 




End 


21603 


Name 


OJ000250 74. 0211. C7. 


o4 .gp 


Method 


AAT/GAP 


Start 


19239 




End 


19694 


GI 


none 




Score 


875 


Exons 


19239.. 19694 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211,C7 


Gene No. 


58657 




Strand 




start 


iy j / o 




End 


21603 


Name 


OJ000250 74. 0211. C7. 


o3.gs 


Method 


GENSCAN 


Start 


19375 




End 


21603 


GI 


none 




Score 


.66 


Exons 


19375. .19606, 20281. 


.20326, 20574. .20797, 20877 .. 20993, 




21345. .21395, 21509. 


.21603 






Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211.C7 


Gene No.. 


58657 




Strand 






1 5 J / 3 




End 


21603 


Name 


OJ000250 74. 0211. C7. 


o4 .np 


Method 


AAT/NAP 


Start 


19450 




End 


20706 


GI 


3096931 




Score 


292 


Exons 


19450. .19606, 20281. 


.20326, 20574.. 20706 


GI Descrip. 


(AL023094) putative 


ribosomal 


protein 


S16 [Arabidopsis thaliana 


Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211.C7 


Gene No. 


58658 




Strand 




CM 1 vf 

otart 


22359 




End 


22681 


Name 


OJ000250 74. 0211. C7. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


1944 




End 


2768 


GI 


none 




Score 


74 * 


Exons 


1944. .2090, 1949.. 2086, 1957. 


.2088, 2690.. 2767, 2690.. 2767, 




2694.. 2768 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211.C7 


Gene No . 


58658 




Strand 




Start 


22359 




End 


22681 


Name 


OJ000250 74. 0211. C7. 


oS.ts 


Method 


TBLASTX: Soybean 


Start 


4748 




End 


5399 


GI 


none 




Score 


65 


Exons 


4748. .4855, 4835.-4948, 4836. 


.4943, 5186.. 5398, 5187.. 5399 


Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211.C7 


Gene No. 


58658 




Strand 




Start 


22359 




End 


22681 


Name 


OJ000250 74. 0211. C7. 


o7.tm 


Method 


TBLASTX: Maize 


Start 


4798 




End 


5296 


GI 


none 




Score 


179 


Exons 


4798. .4914, 4799.-4948, 4800. 


.4946, 5231.. 5296, 5253.-5294 



28269 




Seq. No. 


28449 




Seq. ID 


OJ000250_74.02il 


.C7 


bene wo . 


00 O30 




Strand 






Start 


22359 




End 


22681 




Name 


OJ000250 74. 0211. C7 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


11141 




End 


11417 




GI 


none 




Score 


72 




Exons 


11141. .11182, 11142 


. .11201, 


11169. .11417, 11193. .11414 




Seq. No. 


2844 9 




Seq. ID 


OJ000250J74.0211 


-C7 


bene wo . 


JO DJO 




Strand 






Start 


22359 




End 


22681 




Name 


OJ000250 74. 0211. C7 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


11172 




End 


11639 




GI 


none 




Score 


229 




Exons 


11172. .11417, 11196 


. .11381, 


11468. .11638, 11469. .11639 




Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.C7 


bene wo. 


Do 000 




Strand 






Start 


22359 




End 


22681 




Name 


OJ000250 74. 0211. C7 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


11184 




End 


11354 




GI 


none 




Score 


196 




Exons 


11184. .11354, 11205 


. .11348 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


,C7 


Gene No. 


58658 




Strand 






otart 






End 


22681 




Name 


OJ000250 74. 0211. C7 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


11423 




. End 


14055 




GI 


none 




Score 


253 




Exons 


11423. .11620, 11424 


. .11621, 


13561. .13887, 13561 13713, 






13566. .13889, 13894 


. .14055, 


13894. .14055 




Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.CI 


Gene No. 


58658 




Strand 






o tar l 






End 


22681 




Name 


OJ000250 74. 0211. C7 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13744 




End 


14184 




GI 


none 




Score 


45 




Exons 


■ 13744. .13770, 13774 


. .13872, 


13791. .13859, 13951 .. 14106, 






13960. .14184, 14058 


. .14141 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.CI 


Gene No. 


58658 




Strand 






Of r f 






End 


22681 




Name 


OJ000250 74. 0211. C7 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


13884 




End 


14225 




GI 


none 




Score 


262 




Exons 


13884. .14138, 13957 


. .14139, 


13972. .14139, 14 145 .. 14225, 






14146. .14223 










Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.CI 


Gene No. 


58658 




Strand 






Start 


22359 




End 


22681 




Name 


OJ000250 74. 0211. C7 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


17255 




End 


17482 




GI 


none 




Score 


169 





28270 




Exons 


17255. .17482, 17268. 


.17444 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


-C7 


Gene No. 


58658 




Strand 






btart: 


Joy 




End 


22681 




Name 


OJ000250 74. 0211. C7. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


17262 




• End 


17996 




GI 


. none^ • . ^ ' 




. Score 


102 




Exons 


17262*-. .17444, 17300. 


.17473, 


17640. .17780, 17722 .. 17781, 






17781. .17996, 17782. 


.17961 








Seq. No. 


28449 




Seq. ID 


OJ000250J74.0211 


.C7 


Gene No. 


JOOOO 




Strand 






Start 


22359 




End 


22681 




Name 


OJ000250 74. 0211. C7. 


o5 . tm 


Method' 


TBLASTX: Maize 




Start 


17267 




End 


17467 




GI 


none 




Score 


129 




Exons 


17267. .17467, 17268. 


.17429 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


-C7 


Gene No. 


58658 




Strand 






OA > v>4- 






End 


22681 




Name 


OJ000250 74. 0211. C7. 


ol . ts 


Method 


TBLASTX : Soybean 




Start ' 


17291 




End 


18044 




GI 


none 




Score 


118 




Exons 


17291. .17479, 17292. 


.17429, 


17640. . 17774, 17722 .. 17775, 






17725. .18009, 17781. 


.18044 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.C7 


Gene No. 


58658 




Strand 






Start 






End 


22681 




Name 


OJ000250 74. 0211. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


17688 




End 


17996 




GI 


none 




Score 


122 




Exons 


17688. .17744, 17745. 


.17858, 


1774 6. .17856, 178 62. .17912, 






17863. .17913, 17922. 


.17996 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.C7 


Gene No. 


DO boo 




Strand 






Start 


22359 




. End 


22681 




Name 


OJ000250 74. 0211. C7. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17751 




End 


18009 




GI 


none 




Score 


382 




Exons 


17751. .17996, 17752. 


.18009, 


17932. .18003 




Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.C7 


Gene No. 


58658 




Strand 






Start 


22359 




End 


22681 




Name 




nA 4-m 
04 . tl 


Method 


TBLASTX: Maize 




Start 


19322 




End 


20709 




GI 


none 




Score 


298 




Exons 


19322. .19357, 19379. 


.19606, 


19380. .19601, 19381. .19608, 






20278. .20328, 20278. 


.20328, 


20280. .20333, 20439 .. 20465, 






20569. .20709, 20597. 


.20707 








Seq. No. 


28449 




Seq. ID 


OJ000250_74.0211 


.C7 


Gene No. 


58658 




Strand 







28271 




Start 






End 


22681 




Name 


OJ000250 74. 0211. C7 


.o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


19381 




End 


20707 




GI 


none 




Score 


169 




Exons 


19381. .19608, 19460 


. .19606, 


19463. .19609, 20280 


. .20333, 




20569. .20706, 20597 


. .20707 








Seq. No. - • 


28449 




Seq. ID 


OJ000250 


_74.0211.C7 


Gene No. 


58658 


- 


Strand 






Start 


o o o c n 

22359 




End 


22681 




Name 


OJ000250 74. 0211. C7 


. o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


19408 




End 


20709 




GI 


none 




Score 


183 




Exons 


19408. .19608, 19412 


. .19609, 


20257. .20328, 20280 


. .20333, 




20569. .20709, 20597 


. .20707 








Seq. No. 


28449 




Seq. ID 


OJ000250 


_74.0211.C7 


Gene No. 


oo boo 




Strand 






Start 


22359 




End 


22681 




Name 


OJ000250 74. 0211. C7 


. o5 . gp 


Method 


AAT/GAP 




Start 


22359 




End 


22681 




GI 


2428050 




Score 


574 




Exons 


-22359. .22681 










Seq. No. 


28450 




Seq. ID 


OJ000250 


_74.0211.C9 


Gene No. 


58659 




Strand 






Start 


217 




End 


364 




Name 


OJ000250 74. 0211. C9 


.ol.gs 


Method 


GENSCAN 




Start 


217 




End 


364 




GI 


none 




Score 


.84 




Exons 


217. .364 










Seq. No. 


28451 




Seq. ID 


OJ000250 


_76.0214.C1 


Gene No. 


58660 




Strand 






Start 


1 




End 


492 




Name 


OJ000250 76. 0214. CI 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


492 




GI 


1346109 




Score 


140 




Exons 


1..112, 305.. 492 










GI Descrip. 


GUANINE NUCLEOTIDE- 


BINDING 


PROTEIN BETA SUBUNIT 


-LIKE PROTEIN 




(GPB-LR) (RWD) gi | 540535 | dbj IBAA07404 | 


(D38231) 


RWD [Oryza 




sativa] 










Seq. No. 


28451 




Seq. ID 


OJ000250 


_76.0214.C1 


Gene No . 


58660 




Strand 






Start 


1 




End 


492 




Name 


OJ000250 76. 0214. CI 


. ol . gs 


Method 


GENSCAN 




Start 


76 




End 


465 




GI 


none 




Score 


.75 




Exons 


76. .465 










Seq. No. 


28452 




Seq. ID 


OJ000250 


_76.0214.C3 


Gene No. 


58661 




Strand 






Start 


1 




End 


103 




Name 


OJ000250 76. 0214. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


103 




GI 


none 




Score 


163 





28272 



Exons 



1. .103 



Seq. No. 


28453 


Seq. ID 


OJ000250_76..0214 .C5 


Gene No. 


58662 


Strand 


+ 




426 


End 


' 529 


Name 


OJ000250 76.0214.C5.ol.np 


Method 


AAT/NAP 


Start 


426 


End 


529 


GI - 


1780757 :; 


; ' Score 


83 :: ■ 


Exons 


426.-529 






GI Descrip. 


(Y10291) highly expressed in proliferating cells [Arabidopsis 




thaliana] gi | 6587807 | gb|AAF18498 . 1 1 AC010924 11 (AC010924) 




Identical to gb|Y10291 GAG1 


protein from Arabidopsis thaliana 


Seq. No. 


28453 


Seq. ID 


n.Tnnn^^n i& n9i a 

vuUUU^ JU / D • . Uj 


I^QnQ NT r\ 


58663 


Strand 


_i_ 
i 


Start 


440 


End 


Oil 


Name 


OJ000250 76.0214.C5.ol.gp 


Method 




Start 


440 


End 


Oil 


GI 


LIB3433-017-Q6-K1-B5 


Score 




Exons 


440. .611 






GI Descrip. 


1 1330273/dbj I D85055 | RICSINE11 2 . Oe-18 


Rice retroposon 




p-SINEl-r31 gene' 






Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58663 


Strand 


+ . 


Start 


440 


End 


611 


Name 


OJ000250 76.0214.C5.ol.gs 


Method 


GENSCAN 


Start 


441 


• End 


566 


GI 


none 


Score 


.95 


Exons 


441. .566 






beq. no. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58664 


Strand 


+ 


Start 


12956 


End 


19732 


Name 


OJ000250 76.0214.C5.o3.gs 


Method 


GENSCAN 


Start 


12956 


End 


19732 


GI 


none 


Score 


.4 


Exons 


12956. .15372, 15455 .. 15542, 


15629. .15689, 15759. . 16354 , 




"16569. .16661, 18068 .. 18280, 


18363. .18^ 


155, 19346.. 19732 


Ocl^i IN vJ • 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58664 


Strand 


+ 


Start 


12956 


End 


19732 


Name 


OJ000250 76.0214.C5.o5.np 


Method 


AAT/NAP 


Start 


12956 


End 


15067 


GI 


1345502 


Score 


1455 


Exons 


12956. .15067 






GI Descrip. 


(X57297) TNP2 [Antirrhinum majus] 




Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58664 


Strand 


+ 


Start 


12956 


End 


19732 


Name 


OJ000250 76.0214.C5.o6.np 


Method 


AAT/NAP 


Start 


15071 


End 


19022 


GI 


4734013 


Score 


134 


Exons 


15071. .15372, 15664. .16110, 


18996. .19022 


GI Descrip. 


(AC007112) putative TNPl-like transposon protein [Arabidopsis 



28273 



thaliana] 





28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58664 


Strand 


+ 


Start 


12956 


End 


19732 


Name 


OJ000250 76.0214.C5.o7.np 


Method 


AAT/NAP 


Start 


15496 


End 


16110 


GI v- . 


4699938 


Score 


60 


Exons 


- 15496. .15542, 15706. .16110 






GI Descrip. 


(AC007166) En/Spm-like transposon protein [Arabidopsis -thaliana] 


Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214 ,C5 


Gene No. 


58665 


Strand 


+ 


Start 


28231 


End 


28446 


Name 


OJ000250 76.0214.C5.o5.gs 


Method 


GENSCAN 


Start 


28231 


End 


28446 


GI 


none 


Score 


.95 


Exons 


28231. .28446 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28453 
58666 
28514 

OJ000250_76.Q214.C5 

28514 

4335731 

28514. .28719, 28753 
(AC006248) putative 
thaliana] 



Seq. ID OJ000250_76.0214 .C5 

Strand + 

End 31771 
o8.np Method AAT/NAP 

End 31771 

Score 1785 
.29469, 29500.. 31771 

retroelement pol polyprotein [Arabidopsis 



Seq. No. 


28453 




Seq. ID 


OJ000250_ 


76.0214 


.C5 


Gene No. 


58666 




Strand 


+ 






Start 


28514 




End 


31771 






Name 


OJ000250 76. 0214. C5. 


o6.gs 


Method 


GENSCAN 






Start 


29766 




End 


31665 






GI 


none 




Score 


.68 






Exons 


29766... 30164, 30427. 


.30666, 


31426. .31665 






Seq. No. 


28453 




Seq. ID 


OJ000250_ 


76.0214 


:C5 


Gene No. - 


58667 




Strand 


+ 






Start 


42886 




End 


50402 






Name 


OJ000250 76. 0214. C5. 


oil .np 


Method 


AAT/NAP 






Start 


42886 




End 


50402 






GI 


4206306 




Score 


1340 






Exons 


42886. .42933, 44485. 


.44770, 


45110. .46551, 46585. 


.46900, 






48485. .48661, 48697. 


.49631, 


50351. .50402 






GI Descrip. 


(AF049110) prpol [Zea mays] 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28453 
58667 
42886 

OJ000250_76.0214 .C5.o8.gs 

43442 

none 



Seq. ID OJ000250_76.0214.C5 



Strand 
End 

Method 
End - 
Score 



+ 

50402 
GENSCAN 
46425 
.7 



43442. .43601, 4 4356 .. 44823, 44852. .46425 



Seq. No. 
Gene No. 



28453 
58667 



Seq. ID OJ000250_76.0214 .C5 
Strand + 



28274 



Start 


42886 


End 


50402 


Name 


OJ000250 76.0214.C5.o9.gs 


Method 


GENSCAN 


Start 


49042 


End 


49713 


GI 


none 


Score 


.94 


Exons 


49042. .49713 






Seq. No.. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene "Wo.- ■ 


58668 


■Strand 




Start 


1537 < 


End 


12659 


Name 


OJ000250_76.0214.C5.o2.gs 


Method 


GENSCAN 


Start 


1537 


End 


12659 


GI 


none 


Score 


.57 


Exons 


1537. .1782, 2757. .2985, 3063. 


.3470, 3828.. 4678, 476.9.. 4915, 




4973. .5290, 5376. .5579, 5814. 


.5928, 6011.. 6120, 6358.. 6558, 




6627. .7750, 8372. .8539, 8735. 


.10581, 


L0818. .11085, 11125.. 11325 




11344. .12156, 12476. .12659 






Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58668 


Strand 




Start 


1537 


End 


12659 


Name 


OJ000250 76.0214.C5.o2.np 


Method 


AAT/NAP 


Start 


1655 


End 


6387 


GI 


2130141 


Score 


906 


Exons 


1655. .1718, 3235. .4678, 4766. 


.4968, 6336., 6387 


GI Descrip. 


mudrA protein - maize transposon Mu'DR gi 1540581 (M76978) mudrA 




[Zea mays] gi | 595816 (U14597) 


mudrA gene product [Zea mays] 


Seq. No. 


28453 


Seq. ID 


OJ000250J76.0214.C5 


Gene No. 


58668 


Strand 




Start 


1537 


End 


12659 


Name 


OJ000250 76.0214.C5.o3.np 


Method 


AAT/NAP 


Start 


8598 


End 


11902 


GI 


5902445 


Score 


1469 


Exons 


8598.-9846, 10051. .11902 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. . 


58669 


Strand 




Start 


20639 


End 


25094 


Name 


OJ000250 76.0214.C5.o4.gs 


Method 


GENSCAN 


Start 


20639 


End 


25094 


GI 


none 


Score 


.67 


Exons 


20639. .20689, 20754 .. 20859, 20868 .. 21153, 21207 .. 23897, 




24382. .24538, 24722 .. 24940, 24978.. 25094 


Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58670 


Strand 




Start 


32512 


End 


49428 


Name 


OJ000250 76.0214.C5.ol7.tm 


Method 


TBLASTX: Maize 


Start 


3263 


End 


3689 


GI 


none 


Score 


100 


Exons 


3263. .3457, 3264. .3410, 3449. 


.3544, 3558. .3689 


Seq. No.. 


28453 


Seq. ID 


OJ000250_76.0214.C5 


Gene No. 


58670 


Strand 




Start 


32512 


End 


49428 


Name 


OJ000250 76.0214.C5.o5.tm 


Method 


TBLASTX: Maize 



28275 




Start 


3693 


End 


4330 




GI 


none 


Score 


56 




Exons 


3693.. 3830, 3696.. 3827, 3822 


..3965, 3827..3949, 3956. .4.306 




3960.. 4301, 4012.. 4302, 4106 


. .4330 






Seq. No. 


28453 


Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 


Strand 






Start 


32512 


End ' 


49428 




Name 


OJ000250 76.0214.C5.ol9.tm 


Method 


TBLASTX: Maize 




Start 


4367 


End 


4663 




GI 


none 


Score 


68 




Exons 


4367. .4618, 4369. .4503, 4386 


..4565, 4628.-4663 




Seq. No. 


28453 


Seq. ID 


OJ00Q25Q 76.0214 


.C5 


Gene No. 


58670 


Strand 






Start 


32512 


End 


A (1 A O O 




Name 


OJ000250 76.0214.C5.o8.ts 


Method 


TBLASTX : Soybean 




Start 


8592 


End 


O O O T 

8837 




GI 


none 


Score 


47 




Exons 


8592.. 8837, 8596.. 8631, 8707 


. .8793 






Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 


Strand 






Start 


32512 


End 


49428 




Name 


OJ000250 76.0214.C5.ol0.tm 


Method 


TBLASTX: Maize 




Start 


9102 


End . 


49428 




GI 


none . 


Score 


358 




Exons 


9102.. 9272, 29310. .29945, 29447.. 29674 


, 39788. .40096, 






39804. .39974, 49306.. 49428 








Seq. No. 


28453 


Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 


Strand 






Start 


32512 


End 


49428 




Name 


OJ000250 76.0214.C5.o7.ts 


Method 


TBLASTX : Soybean 




Start 


9180 


End 


49401 




GI 


none 


Score 


86 




Exons 


9180.. 9575, 9286.. 9474, 9297 


..9542, 49032. .49130, 49126 


. .4 




49128. .49382, 49129.. 49401 








Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 


Strand 






Start 


32512 


End 


49428 




Name 


OJ000250 76.0214.C5.ol8.tm 


Method 


TBLASTX: Maize 




Start 


9429 


End 


49130 




GI 


none 


Score 


162 




Exons 


9429.-9782, 48732. .49130 








Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 


Strand 






Start 


32512 


End 


49428 




Name 


OJ000250 76.0214.C5.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


10233 


•End 


46782 




GI 


none 


Score 


70 




Exons 


10233. .10523, 10318.-10524/ 


10577. .10666, 4 6458 . . 4 6553> 






46459. .46551, 46633.-46782 








Seq. No. 


28453 


Seq. ID 


OJ000250_76.0214 


• C5 



28276 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58670 
32512 

OJ000.250_76.0214.C5.o5.ts 

10296 

none 

10296. .10526, 10300. . 10413, 
10578. .10712, 46426. .46563, 

' ■'. ' "• >* . ' ' 

28453 
58670 
32512 

OJ000250_76.0214.C5.o2.ts 

10863 

none 

10863. .11009, 10865. .11050, 
45802. .46281, 45858.-45977, 



Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250_76 . 0214 ,C5.o8 .tw 

Start 10949 

GI none 

Exons 10949. .11050, 11027 .. 11329, 
45807. .45986, 46029.. 46175 



Strand 

End 49428 

Method TBLASTX : Soybean 

End 46782 

Score 76 
10568. .10711, 10574. .10711, 
46636. .46782 

Seq. ID OJ000250_76/0214.C5 
Strand 

End 49428 

Method TBLASTX : Soybean 

End 46338 

Score 71 
11054. .11332, 11094. .11297, 
46134 . .46265, 46261. .46338 

Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Wheat 

End 46176 

Score 62 
11186. .11275, 45805. .46176, 



Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250J76 . 0214 ,C5 .o3 . tm 

Start 11018 

GI none 

Exons 11018. .11479, 11019. .11354, 114 15 11477, 45663 .. 45977 , 
45667. .46083 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Maize 

End 46083 

Score 316 



Seq. No. 28453 
Gene No. 58670 
Start 32512 

Name 0 JO 0025 0_7 6 . 02 1 4 . C5 . o2 . tw 

Start 11346 
GI none 

Exons ' 11346. .11747, 11347 11619, 

11415. .11738, 45388. .45450, 
45649. .45786 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Wheat 

End 45786 

Score 180 
11348. .11755, 11399. .11629, 
45439. .45666, 45459 .. 4564 4 , 



Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250 J76 . 0214 . C5 . ol4 . tm 

Start 11480 

GI none 

Exons 11480. .11626, 11480. . 11695, 11481 .. 11693, 45442 .. 45645, 
45459.. 45653 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Mai ze 

End 45653 

Score 87 



Seq. No. 
Gene No. 
Start 



28453 
58670 
32512 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 



28277 




Name 


OJ000250 76. 0214. C5. 


o9. ts 


Method 


TBLASTX: Soybean 




Start 


11549 




End 


45591 




GI 


none 




Score 


126 




Exons 


11549. .11683, 11699. 


.11917, 


45226. .45444, 45448.. 45591 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 






Start 


• *50 C 1 O 




End- ■ 


•4 9428 - c - 




Name 


OJ000250 76. 0214. C5. 


o20.tm 


Method 


' TBLASTX: Maize" 




Start 


12936 




End 


13237 




GI 


none 




Score 


118 




Exons 


12936. .13100, 12940. 


.13083, 


12947. .13102, 13098. .13166, 






13106. .13135, 13157. 


.13237, 


13164. .13235, 13184.. 13237 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


ODD / U 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol3.tw 


Method 


TBLASTX: Wheat 




Start 


13418 




End 


13681 




GI 


none 




Score 


145 




Exons 


13418. .13567, 13580. 


.13681 . 








Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


;C5 


Gene No. 


jod/U 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol2.ts 


Method 


TBLASTX: Soybean 




Start 


13445 




End 


13843 




GI 


none 




Score 


94 




Exons 


13445. .13567, 13568. 


.13681, 


13712. .13843, 13738.. 13839 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 






C4- i -v*4- 

otart 






End 


49428 




Name 


OJ000250 76. 0214. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13501 




End 


13971 




GI 


none 




Score 


197 




Exons 


13501. .13659, 13502. 


.13660, 


13645. .13959, 13652 .. 13969, 






13718. .13969, 13720. 


.13971 








Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


JOO / U 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


13580 




End 


13924 




GI 


none 




Score 


106 




Exons 


13580. .13681, 13703. 


.13924, 


13768. .13920 




Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


Dob / U 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5 . 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


13709 




End 


14029 




GI 


none 




Score 


243 




Exons 


13709. .13975, 13711. 


.13956, 


13769. .14029 




Seq. No. 


28453 - * 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 







28278 




Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


"14124 




End 


14584 




GI 


none 




Score 


409 




Exons 


14124. .14582, 14126. 


.14584, 


14128. .14259, 14132. .14581 




Seq'. No . 


28453 




Seq. ID 


OJ000250/7-6.0214 


.C5 


bene ino. 


D 0 0 / U- 




■ 'Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14610 




End 


15106 




GI 


none 




Score 


86 




Exons 


14610. .14846, 14612. 


.15106, 


14662. .15105, 14666.. 15106 




Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


bene ino • 


JOD / U 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


oll.ts 


Method 


TBLASTX : Soybean 




Start 


14675 




End 


15058 




GI 


none 




Score 


103 




Exons 


14675. .14839, 14701. 


.14778, 


14810. .15058, 14846. .15058 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


bene lmg . 


JOD / u 




Strand 






Start 


. 32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


14759 




End 


15160 




GI 


none 




Score 


330 




Exons 


14759. .15160, 14761. 


.15150 








Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 




Strand 






Start 


32512 




End 


49428 




Name 


r»Tnnn9^n 76 n9id 


06 . tm 


Method 


TBLASTX: Maize 




Start 


15188 




End 


15772 




GI 


none 




Score 


251 




Exons 


15188. .15376, 15190. 


.15375, 


15193. .15381, 15413. .15475, 






15446. .15541, 15453. 


.15548, 


15453. .15545, 15614 .. 15772, 






15625.. 15771 










Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 












End 


49428 




Name 


OJ000250 76. 0214. C5. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


15922 




End 


16417 




GI 


none 




Score 


304 




Exons 


15922. .16212, 15923. 


.16222, 


16238. . 16402, 16255 .. 16377 , 






16265. .16417, 16293. 


.16415 








Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol2.tm 


Method 


TBLASTX: Maize 




Start 


18062 




End 


19104 




GI 


none 




Score 


262 




Exons 


18062. .18280, 18100. 


.18282, 


18100. .18282, 18360. .18446, 






18363. .18455, 18996. 


.19103, 


18997. .19104 





28279 



Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250_76 . 0214 .C5.o21.tm 

Start 21733 

GI none 

Exons 2I733.-. : 21?06, : . 21895 21960, 

Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250J7 6 . 0214 . C5 . ol3 . ts 

Start 29187 

GI none 

Exons 29187. .29219, 29223 .. 29360, 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Maize 

End 22110 

Score 88 
21985. .22110, ;21986. .22093 ■ 

Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Soybean 

End 40390 

Score 41 
40010. .40258, 40241.. 40390 



Seq. No. 28453 
Gene No. 58670 
Start 32512 

Name OJ000250_76 . 0214 . C5 . o9 . tw 

Start . 29373 
GI none 

Exons 29373. .29531, 29420 .. 29506, 

39947. .40144 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Wheat 

End 40145 

Score 98 
39945. .40145, 39945 .. 40142 , 



Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250J7 6 . 0214 . C5 . ol . ts 

Start 29484 

GI none 

Exons 29484. .29960, 29486 .. 29857 , 39602 .. 39775, 3977 9 40000, 
39780. .39998 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Soybean 

End 40000 

Score 454 



Seq. No. 28453 

Gene No. 58670 

Start 32512 

Name OJ000250_76. 0214 .C5 . o2 . tc 

Start 29499 

GI none 

Exons 29499. .29942, 29517 .. 29948 , 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Cress 

End 39985 

Score 234 
39578.-39766, 39782.. 39985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28453 
58670 
32512 

OJ000250_76.0214.C5.ol.tw 

29553 

none 

29553. .29705, 29745 .. 29885, 
39272. .39433, 39449 .. 39943, 

28453 
58670 
32512 

OJ000250_76.0214.C5.o4.ts 
30284 



Seq. ID OJ000250J76.0214.C5 
Strand 

End 49428 

Method TBLASTX: Wheat 

End 39944 

Score 138 
39198. .39446, 39202 .. 39381 , 
39450. .39944 

Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method TBLASTX : Soybean 

End 39278 



28280 



GI 


5509260 




Score 


77 




Exons 


30284. .30385, 30391. 


.30750, 


30414. .30527, 38825 .. 39004 , 






38832. .39278, 39022. 


.39174 








GI Descrip. 


- 










Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


bene no. 


JOD / u 




. Strand 


- 




Start - 


32512 






49428 




Name 


OJ000250 76. 0214. C5. 


o3.tc 


Method 


'.TBLASTX: Cress 




Start 


30400 




End 


39185 




GI 


none 




Score 


207 




Exons 


30400. .30624, 38925. 


.39185 








Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 




Strand 












End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol5. tm 


Method 


TBLASTX: Maize 




Start 


30415 




End 


39137 




GI 


none 




Score 


285 




Exons 


30415. .30819, 30486. 


.30722, 


38800. .38892, 38832 .. 39137 , 






38834. .38986, 38928. 


.38990, 


39013. .39129, .39065. .39130 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 






otart 






End 


49428 




Name 


OJ000250 76. 0214. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


30415 




End 


39128 




GI 


none 




Score 


264 




Exons 


30415. .30759, 30432. 


.30545, 


30979. .31068, 38600 .. 38776, 






38631. .38759, 38832. 


.39128, 


38965. .39126 




Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 




Strand 






Start 


32512 




End 


49428 




Name 




~ 4- — 

Oj . tS 


Method 


TBLASTX : Soybean 




Start 


30889 




End 


38458 




GI 


none 




Score 


174 




Exons 


30889. .31059, 30900. 


.31058, 


31052. .31174, 31056. .31175, 






3117 8-. .31312, 31181. 


.31297, 


31183. .31320, 38273. .38410, 






38408. .38458 










Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. . 


58670 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76.0214.C5.oll.tm 


Method 


TBLASTX: Maize 




Start 


31119- 




End 


38255 




GI 


none 




Score 


85 




Exons 


31119. .31178, 31178. 


.31297, 


31318. .31548, 31323 .. 31379, 






31425. .31502, 31546. 


.31617, 


31566. .31619, 31676 .. 31729, 






37833.-37949, 38007. 


.38255 . 








Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


31318 




End 


38392 




GI 


none 




Score 


151 





28281 




Exons 


31318. .31527, 31323. 


.31472, 


37918. .38268, 37920. .38267, 






38267. .38302, 38304. 


.38387, 


38318. .38392, 38319 .. 38387 , 






38323. .38391 










Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 




Strand 






Of -a r-+- 


jZj J. ^ 




End 


49428 




Name' - 


03000250 7.6. 0214.'. C5. 


o6.ts 


7 ; Method 


TBLASTX : Soyb.ean 




Start 


3i ; 332 




• End 


38240 






none 




Score 


254 




Exons 


31332. .31472, 31333. 


.31536, 


31515. .31616, 31516. .31617, 






31516. .31641, 38046. 


.38240 








Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 


Gene No. 


58670 




Strand ' 






Start 


32512 




End 


49428 




Name 


UJUUUZjU / D . 1 H . . 


o7 . gs 


Method 


GEN SCAN 




Start 


32512 




End 


41932 




GI 


none 




Score 


.48 




Exons 


32512. .33316, 33676. 


.33828, 


34448. .34622, 34762 .. 34972, 






35327. .35625, 36245. 


.36371, 


37980. .38257, 38269 .. 38699, 






38920. .39460, 39562. 


.40720, 


41107. .41794, 41823. .41932 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 






C 4- -s r f 

O Co. IT U 


32512 




" End 


49428 




Name 


OJ000250 76. 0214. C5 . 


o9 . np 


Method 


AAT/NAP 




Start 


32590 




End 


36600 




GI 


6862956 




Score 


430 




Exons 


32590. .33379, 36569. 


.36600 








GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


32698 




End 


33054 




GI 


none 




Score 


160 




Exons 


32698. .'32937, 32698. 


.33054, 


32699.. 33007 




Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


bene no . 


58670 




Strand 






Start 


32512 




End 


49428 




Name 


OJ000250 76. 0214. C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


32782 




End 


33012. 




GI 


none 




Score 


65 




Exons 


32782. .33012, 32879. 


.33007 








Seq. No. 


28453 




Seq. ID 


OJ000250_76.0214 


.C5 


bene jno. 


58670 




Strand 






Start. 


32512 




• End 


49428 




Name 


OJ000250 76. 0214. C5 . 


o7 . tw 


Method 


TBLASTX: Wheat - 




Start 


32893 




End 


33279 




GI 


none 




Score 


85 




Exons 


32893. .33117, 32894. 


.32986, 


33121. .33177, 33166.. 33279 




Seq. No. 


28453 




Seq. ID 


OJ000250J76.0214 


.C5 



28282 



Gene No. 58670 

Start 32512 

Name OJ000250_7 6. 0214 .C5 .o5 . tw 

Start 35802 

GI none 

Exons 35802. .35870, 41289 .. 41471, 41290 
41551. .41685 



Strand 
End 

Method 
End 
Score 



49428 

TBLASTX: Wheat 

41685 

165 



,41511, 41309. .41500, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28453 



Seq, ID OJ000250 76.0214. C5 



58670 Strand 

32512 End 49428 

OJ000250_7 6.0214.C5.o2.gp Method AAT/GAP 

36199 End 36385 

4107129 Score 297 
36199. .36385 

1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon p-SINEl-r31 
gene 



28453 
58670 
32512 

OJ000250_76 . 0214 . C5 . oil . tw 
37291 



End 

Method 
End 

none Score 
37291.. 37395, 37336.-37395, 37422 .. 374 99, 37429 .. 374 97 , 
37459. .37500, 37488 .. 37568, 37499 .. 37570, 37500 .. 37562, 
37501. .37593, 37571 .. 37642, 37572.. 37643 



Seq. ID OJ000250_76.0214.C5 
Strand 

49428 

TBLASTX: Wheat 
37643 
81 



Seq. No. 28453 
Gene No. 58670 
Start 32512 

Name OJ000250_76. 0214 .C5.ol0.np 

Start 37782 
GI 6630696 
Exons 37782.. 41580 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000250_76.0214.C5 
Strand 

End 49428 

Method AAT/NAP 

End 41580 

Score 5929 



Seq. No. 


28453 






Seq. ID 


OJ000250J76.0214 


.C5 


Gene No . 


58670 






Strand 






Start 


32512 






End 


49428 




Name 


OJ000250 76. 0214. C5. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


38258 






End 


38596 




GI 


none 






Score 


241 




Exons 


38258. 


.38596, 38259. 


.38582, 


38267. .38590 




Seq. No. 


28453 






Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 






Strand 






Start 


32512 . 






End 


49428 




Name 


OJ000250 76. 0214. C5. 


olO. ts 


Method 


TBLASTX : Soybean 




Start 


38460 






End 


38747 




GI 


none 






Score 


48 




Exons 


38460. 


.38585, 38474. 


.38587, 


38588. .38746, 38619.. 38747 




Seq. No. 


28453 






Seq. ID 


OJ000250_76.0214 


.C5 


Gene No. 


58670 






Strand 







28283 



Start 
Name 
Start 
GI 

Exons 



32512 

OJ000250_76 . 02 14 . C5 . 08 . tm 
40340 
none 

40340. .40402, 40400 
40437. .40721 



End 49428 
Method TBLASTX : Mai ze 
End 40724 
Score 249 
.40720, 40416. .40724, 40421 .. 40720, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28453 
58670 
32512 

OJ000250_76.0214.C5 

41233 

none 

41233. .41424, 41233 



Seq. ID -OJ000250_76.0214 .C5 
Strand 

End 49428 

t ol6.tm Method TBLASTX: Maize 

End 41514 

Score 114 
,.41514, 41295. .41444, 41309. .41491 



Seq. ID OJ000250_76.0214.C6 

Strand + 

End 334 

Method AAT/NAP . 

End 334 

Score 133 



28454 
58671 
1 

OJ000250_76 . 0214 . C6 . ol . np 
1 

4544372 
1..334 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 28454 

Gene No. 58672 

Start 1564 

Name OJ000250_76 . 0214 . C6 . ol . gs 

Start 1564 

GI none 

Exons 1564.. 1708 



Seq. ID OJ000250_76.0214.C6 

Strand + 

End 1708 

Method GENSCAN 

End 1708 



Score 



92 



Seq. No. 


28454 


Seq. ID 


OJ000250 76. 


0214 


.C6 


Gene No. 


58673 


Strand 


+ 






Start 


6686 


End 


10303 






Name 


OJ000250 76.0214.C6.o2.np 


Method 


AAT/NAP 






Start 


6686 


End 


10303 






GI 


5042463 


Score 


177 






Exons 


6686.. 6907, 7568.. 7709, 7755 .. 7863, 10279. . 10303 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


28454 


Seq. ID 


OJ000250_76. 


0214 


.C6 


Gene No. 


58674 


Strand 


+ 






Start 


14059 


End 


17050 






Name 


OJ000250 76.0214.C6.o4.gs 


Method 


GENSCAN 






Start 


14059 


End 


17050 






GI 


none 


Score 


.49 






Exons 


14059. .14167, 14252. .14535, 


16271. .17050 







Seq. No. 28454 Seq. ID 

Gene No. 58675 Strand 

Start 17120 ' End 

Name OJ000250_76 . 0214 . C6 . ol . gp Method 

Start 17120 End 

GI LIB3432-008-P1-K1-F11 Score 

Exons 17120. .17145, 17176.. 17258 



OJ000250_76.0214.C6 

+ 

17258 
AAT/GAP 
17258 
131 



28284 



GI Descrip. • , 5852170/emb|AL117265.1|OST17804 i.0e-151 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 1 



Seq. No. 


28454 


Seq. ID 


OJ000250_76.0214 


.C6 


Gene No. 


58676 


Strand 


+ 




Start 


19928 


End 


21919 




Name 


. OJ000250 76.0214.C6.o5.gs 


Method 


GEN SCAN 




Start 


19928' . . 


End ' : ' 


21919 




GI - 


none 


Score 


.8 




Exons 


19928. .19948, 20432.. 21919 








beq. wo. 


28454 


Seq. ID 


OJ000250_76.0214 


.C6 


Gene No. 


58677 


Strand 






Start 


7678 


End 


13827 




Name 


OJ000250 76.0214.C6.o3.gs 


Method 


GENSCAN 




Start 


7678 


End 


13818 




GI 


none 


Score 


.42 




Exons 


7678. .7797, 7866. .7987, 8194 


..8418, 8796. .8815, 8913. .9030, 




9469. .9579, 9607.. 10497, 10546. . 10791, 


11221. .11343, 






12897. .12941, 13380 134 90, 


13518. .13818 




Ocvj • LNU • 


28454 


Seq. ID 


OJ000250J76.0214 


:C6 


Gene No. 


58677 


Strand 






Start 


7678 


End t ... 


13827 




Name 


OJ000250 76.0214.C6.o3.np 


Method" 


AAT/NAP 




Start 


8912 


End 


13827 




GI 


6815052 


Score 


2018 




Exons 


8912.. 9030, 9607.. 9681, 9763 


..10497, 10546. .10690, 11472 .. 11564 , 




12427. .12526, 12824 12941, 


13518. .13592, 13674.. 13827 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




DtitJ . LNU . 


28454 


Seq. ID 


OJ000250_76.0214 


.C6 


Gene No. 


58678 


Strand 






Start 


15809 


End 


18551 




Name 


OJ000250 76.0214.C6.o4.np 


Method 


AAT/NAP 




Start 


15809 


End 


18551 




GI 


6539570 


Score 


176 




Exons 


15809. .15977, 16622 .. 17028 , 


17294. .17316, 18101 .. 18167 , 






18348.. 18551 








uescrip. 


(AP000836) hypothetical protein [Oryza sativa] 




Seq. No. 


28454 


Seq. ID 


OJ000250_76.0214 


.C6 


Gene No. 


58679 


Strand 






Start 


18678 


End 


20605 




Name 


OJ000250 76.0214.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


30 


End 


319 




GI 


none 


Score 


324 




Exons 


30. .245, 31. .252, 79. .246, 250. .318, 251. .319 




Seq. No. 


28454 


Seq. ID 


OJ000250_76.0214 


.C6 


Gene No. 


58679 


Strand 






Start 


18678 


End 


20605 




Name 


OJ000250 76.0214.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start-- 


10597 


End 


11245 




GI 


none 


Score 


90 




Exons 


10597. .10665, 10751 .. 11041, 


11062. .11214, 11066. .11245 





28285 



Seq. No. 


28454 


Seq. ID 


OJ000250_76.0214.C6 


Gene No. 




Of v- -s r\A 

otrana 




Start 


18678 


End 


20605 ' 


Name 


OJ000250 76.0214.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10853 


End 


11227 


GI 


none 


Score 


107 


Exons 

• • 


10853. .11047, 11042.. 11227 






Seq. No. 


28454 


- _ • 

Seq. ID 


OJ000250_76.0214.C6 


Gene No. 


58679 


Strand 


- 


Start 


18678 


End 


20605 


Name 


OJ000250 76.0214.C6.o5.np . 


Method 


AAT/NAP 


Of 3 -y~-H 

otart 


18678 


End 




GI 


6630699 


Score 


78 


Exons 


18678. .18774, 20369.. 20605 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj |BAA89566.1| 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


28455 


Seq. ID 


OJ000250_76.0214 .C7 


Gene No . 


58680 


Strand 




Start 


4182 


End 


4443 


Name 


OJ000250 76.0214.C7.o3.gp 


Method 


AAT/GAP 


Start 


4182 


End 


4443 ' 


GI 


none 


Score 


512 


Exons 


4182.. 4443 






Seq. No. 


28455 


■ Seq. ID 


OJ000250_76.0214.C7 


Gene no. 


58681 


Strand 


i 

T 


Start 


5489 


End 


6124 


Name 


OJ000250 76.0214.C7.o3.gs 


Method 


GENSCAN 


Start 


5489 


End 


6124 


GI 


none 


Score 


.93 


Exons 


5489. .6124 






Seq. No. 


28455 


Seq. ID 


OJ000250_76.0214.C7 


Gene No . 


58682 


Strand 


_L 
T 


Start 


9466 


End 


10003 


Name 


OJ000250 76.0214.C7.o4.gp 


Method 


AAT/GAP 


Start 


9466 


End 


10003 


GI 


none 


Score 


1022 


Exons 


9466.. 10003 






Seq. No. 


28455 


Seq. ID 


OJ000250_76.0214 .C7 


Gene No. 


58683 


Strand 


+ 


Start 


10296 


End 


10959 


Name 


OJ000250 76.0214.C7.o5.gp 


Method 




Start 


10296 


End 


10959 


GI 


uC-osrocyp010bl2bl 


Score 


831 


Exons 


10296. .10480, 10672.. 10959 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone : tl7804 ' 


Seq. ( No. 


28455 


Seq. ID 


OJ000250_76.0214.C7 


Gene No. 


58684 


Strand 


+ 


Start 


13005 


End 


16000 


Name 


OJ000250 76.0214.C7.ol.np 


Method 


AAT/NAP 



28286 




Start 13005 End 15991 

GI 1724110 . Score 1128 

Exons 13005. .13105, 14470 14583, 15021 .. 15688 , 15792.. 15991 

GI Descrip. (U79770) cinnamyl-alcohol dehydrogenase Eli3 [Mesembryanthemum 
crystallinum] 



Seq. No. 


28455 




Seq. ID 


OJ000250_ 


_7 6 


.0214 


.C7 


Gene No. 


58684 




Strand ' 


+ . 








Start 


13005 




End 


16000 








Name 


OJ000250 76. 


0214 .C7 .o6.gs 


Method 


GENSCAN 








Start 


15003 




End 


16000 








GI 


none 




Score 


.9 








Exons 


15003. .15087 


, 15164. .15688, 


15861. .16000 








Seq. No. 


28455 




Seq. ID 


OJ000250_ 


7 6 


.0214 


.C7 


Gene No. 


58685 




Strand 










Start 


95 




End 


3997 








Name 


OJ000250 76. 


0214.C7.ol.gs 


Method 


GENSCAN 








Start 


95 




End 


3997 








GI 


none 




Score 


.67 








Exons 


95. .249, 2547. .2744, 2826. .3060, 3184. 


.3254, 3824. 


.3997 




Seq. No. 


28455 ., 




Seq. ID 


OJ000250 


76 


.0214 


.C7 


Gene No. 


58685 




Strand 










Start 


95 




End 


3997 








Name 


OJ000250 76. 


0214.C7.ol.gp 


Method 


AAT/GAP 








Start 


2305 




End 


2579 








GI 


3760533 




Score 


480 








Exons 


2305 . . 2579 














Seq. No. 


28455 




Seq. ID 


OJ000250_ 


_7 6 


.0214 


.C7 


Gene No. 


58685 




Strand 










Start 


95 




End 


3997 








Name 


OJ000250 76. 


0214.C7.o2.gp 


Method 


AAT/GAP 








Start 


2669 




End 


3925 








GI 


none 




Score 


977 








Exons 


2669. .3060, 


3184.. 3254, 3824 


. .3925 










Seq. No. 


28455 




Seq. ID 


OJ000250_ 


_7 6 


.0214 


.C7 


Gene No. 


58686 




Strand 










Start 


4689 




End 


5162 








Name 


OJ000250 76. 


0214.C7.o2.gs 


Method 


GENSCAN 








Start 


4689 




End 


5162 








GI 


none 




Score 


.87 








Exons 


4689. .5162 














Seq. No. 


28455 




Seq. ID 


OJ000250_ 


_7 6 


.0214 


.C7 


Gene No. 


58687 




Strand 










Start 


6527 




End 


7939 








Name 


OJ000250 76. 


0214.C7.o4.gs 


Method 


GENSCAN 








Start 


6527 


End 


7939 








GI 


none 




Score 


.51 








Exons 


6527. .6559, 


7319.. 7482, 7709 


..7793, 7850. .7939 








Seq. No. 


28455 




Seq. ID 


OJ000250_ 


7 6 


.0214 


,C7 


Gene No. 


58688 




Strand 










Start 


11933 




End 


13096 









28287 



Name 

Start 

GI 

Exons 



OJ000250_7 6 . 0214 . C7 . o5 . gs Method GENS CAN 

11933 End 13096 

none Score .74 

11933. .12095, 12163. .12191, 12324 12403, 12958.. 13096 



Seq. No. 

Gene No. 

"Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28455 
58689 
18632 

0 J000250_7 6 . 0214 . C7 . o3 . tm 

2661 

none 

2661.. 2753, 2813.. 3016, 2824. 
2827.. 3063, 3172.. 3261, 3184. 

28455 
58689 
18632 

OJ000250J76.0214.C7.ol.tc 

14461 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2937, 2826 
.3255 



OJ000250 76. 0214. C7 



27647. 

TBLASTX: Maize 
32 61 
41 

3059, 2826.. 3077, 



Seq. ID OJ000250_76.0214.C7 



Strand 
End 

Method 
End - 
Score 



27647 

TBLASTX: Cress 

16008 

163 



14461. .14583, 144 68 .. 14584 , 15021 .. 15365, 15022 15684 , 
15280. .15420, 15399 .. 15692, 157 90 16008 , 15797.. 15985 



Seq. No. 28455 Seq. ID 

Gene No. 58689 Strand 

Start 18632 End 

Name OJ000250_7 6 . 0214 . C7 . ol . tm Method 

Start 14461 End 

GI none Score 

Exons 14461. .14583, 14465 .. 14584 , 15022. 

15024. .15680, 15487 15687 , 15785. 



OJ000250_76.0214.C7 
27647 

TBLASTX: Maize 

15991 

208 



.15684, 
,15991, 



15022. 
15793. 



,15093, 
,15984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28455 
58689 
18632 

OJ000250_7 6 . 0214 . C7 . ol . ts 

14467 

none 

14467. .14583, 14468 .. 14584 , 
15399. .15686, 15785 .. 15979, 

28455 
58689 
18632 

OJ000250_76.0214.C7.ol.tw 

15178 

none 

15178. .15687, 15186 .. 15365, 
15784. .15981, 15785.. 15991 

28455 
58689 
18632 

OJ000250_76 . 0214 . C7 . o2 . tm 

17177 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_76.0214.C7 
27647 

TBLASTX : Soybean 

15979 

158 



15021. 
15808. 



,15365, 
,15966 



15022. .15702, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_76.0214.C7 
27647 

TBLASTX: Wheat 

15991 

696 



15259. .15420, 15399 .. 1568 6, 



Seq. ID OJ000250_76.0214.C7 



Strand 
End 

Method 

End 

Score 



27647 

TBLASTX: Maize 

17529 

88 



17177. .17254, .17261 .. 17293, 17297 .. 17347 , 17343 .. 17528, 



28288 




17347. .17529 



Seq. No. 


28455 




Seq. ID 


OJ000250_76.0214 


.C7 


Gene No. 


58689 




Strand 






Start 


18632 




End 


27647 




Name 


OJ000250 76. 0214. C7 


-o7 .gs 


Method 


GENSCAN 




Start 


18632 




End 


24909 




GI 


none 




Score . 


.68 • 




Exons 


18632. .18750, 22029 


. .22156, 


22551. .23014, 23239.. 24909 




oeq. wo. 


28455 




Seq. ID 


OJ000250_76.0214 


Cl 


Gene No. 


58689 




Strand 






Start 


18632 




End 


27647 




Name 


OJ000250 76. 0214. C7 


. o2 . np 


Method 


AAT/NAP 




Start 


21813 




End 


24213 




GI 


6498436 




Score 


393 




Exons 


21813. .21839, 23239 


. .23363, 


23460. .23966, 24015.. 24213 




GI De scrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Q /-\ /-» 

oeq. wo. 


28455 




Seq. ID 


OJ000250_76.0214 




Gene No. 


oooo9 




Strand 






Start 


i o £ n o 

18632 




End 


27647 




Name 


OJ000250_76. 0214 . C7 


,o3-np 


Method 


AAT/NAP 




Start • 


. o a n A o 

24342 




End 


26827 




GI 


A /T Ct C\ A C A 

4689454 




Score 


167 




Exons 


24342 .. 24 665, 26791 


. .26827 








GI Descrip. 


(AC006267) putative 


polyprotein [Arabidopsis thaliana] 




Seq. No. 


28455 




Seq. ID 


OJ000250_76.0214 


.C7 


Gene No. 


oodo9 




Strand 






Start 


*i o o o 

18632 




End 


27647 




Name 


OJ000250 76. 0214. C7 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


24349 




End 


24583 




GI 


none 




Score 


105 




Exons 


24349.-24582, 24355 


. .24555, 


24449. .24583 




Seq. No. 


28455 




Seq. ID 


OJ000250J76.0214 


• C7 


Gene No. 


58689 




Strand 






Start 


18632 




End 


27647 




Name 


OJ000250 76. 0214. C7 


. o2. ts 


Method 


TBLASTX : Soybean 




Start 


24352 




End 


24771 




GI 


none 




Score 


78 




Exons 


24352. .24510, 24502 


. .24714, 


24502.. 24771 




beq. no. 


28455 




Seq. ID 


OJ000250_76.0214 


. L- / 


Gene No. 


58689 




Strand 






Start 


18632 




End 


27647 




Name 


OJ000250 76. 0214. C7 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


24359 




End 


24822 




GI 


none 




Score 


95 




Exons 


24359.-24523, 24364 


. .24543, 


24382. .24534, 24462 .. 24548, 






24547.-24810, 24548 


- .24661, 


24553. .24822 




Seq. No. 


28455 




Seq. ID 


OJ000250J76.0214 


.C7 


Gene No. 


58689 




Strand 






Start 


18632 




End 


27647 




Name 


OJ000250 76. 0214. C7 


.08. gs 


Method 


GENSCAN 





28289 




Start 


26282 


End 


27647 




GI 


none 


Score 


.56 




Exons 


26282.-26496, 26781 .. 26985, 


27084. .27118, 27569.-27647 




Seq. No. 


28456 


Seq. ID 


OJUUUzoU /o.U^±4 


,C8 


Gene No. 


58690 


Strand 


■ + 




Start 


1401 


T~> _^ — ] 

End 


1 CO /I 

1 b 




Name 


OJ000250 7.6. 0214. C8;Ol.gs 


Method 


C TT \T C C 7\ NT 




Start 


1401 


ZjTIQ. 






GI - 


none 


Score 


.56 




Exons 


1401. .1634 








Seq. No. 


28457 


beq. ID 




.Cll 


Gene No. 


58691 


btrana 


+ 




Start 


116 




oon 




Name 


OJ000250 76.0214.Cll.ol.gs 


Method 






Start 


116 


hna 






GI 


none 


Score 


. O / 




Exons 


116. .280 








Seq. No. 


28457 


Seq. ID 


OJ000250_76.0214 


.Cll 


Gene No. 


58692 


Strand 


+ 




Start 


472 


End 


674 




Name 


OJ000250 76.0214.Cll.o2.np 


Method 


AAT/NAP 




Start 


472 


End" 


674 




GI 


5091512 


Score 


227 




Exons 


472. .674 








GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite protein 




gene, complete cds. (M11926) 


[Oryza sativa] 




Seq. No. 


28457 


Seq. ID 


OJ000250J76.0214 


.Cll 


Gene No. 


58693 


Strand 






Start 


4 


End 


674 




Name 


OJ000250 76.0214.Cll.ol.np 


Method 


AAT/NAP 




Start 


4 


End 


674 




GI 


595780 


Score 


130 




Exons 


4. .408, 608. .674 








GI Descrip. 


(U13871) lacZ alpha peptide 


[ploning vector] 




Seq. No. 


28458 


Seq. ID 


OJ000250 76.0214 


.C14 


Gene No. 


58694 


Strand 


+ 




start 


1 


End 


1626 




Name 


OJ000250 76.0214.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1605 




GI . 


4680203 


Score 


975 




Exons 


1. .1605 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


28458 


Seq. ID 


OJ000250_76.0214 


.C14 


Gene No. 


58694 


Strand 


+ 




Start 


1 


End 


1626 




Name 


OJ000250 76.0214.C14.ol.gs 


Method 


GENSCAN 




Start 


778 


End 


1626 




GI 


none 


Score 


.99 




Exons 


778. .1626 









Seq. No. 28458 Seq. ID OJ000250_7 6 . 0214 . C14 



28290 



Gene No. 


58695 


Strand 


+ 


Start 


4628 


End 


11325 


Name 


OJ000250 76.0214.C14.o2.np 


Method 


AAT/NAP 


Start 


4244 


End 


7081 


GI 


4680204 


Score 


845 


Exons 


4244. .5680, 5776. .6354, 7058 


. .7081 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


28458 


Seq. ID 


OJ000250_76.0214 


Gene No. 


58695 


Strand 


+ 


Start 


4628 


End 


11325 


Name 


OJ000250 76.0214.C14.o3.np 


Method 


AAT/NAP 


Start 


4244 


End 


8696 


GI 


4680204 


Score 


843 


Exons 


4244.. 5680, 5776.. 6375, 8635 


. .8696 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


28458 


Seq. ID 


OJ000250_76.0214 


Gene No. 


58695 


Strand. 


+ 


Start 


4628 


End 


11325 


Name 


OJ000250 76.0214.C14.o3.gs 


Method 


GENSCAN 


Start 


4628 


End 


7029 


GI 


none 


Score 


.55 


Exons 


4628.. 5680, 5776.. 6114, 6187 


..6733, 6842. .7029 


Seq. No. 


28458 


Seq. ID 


OJ000250J76.0214 


Gene No. 


58695 


Strand 


+ 


Start 


4628 


End 


11325 


Name 


OJ000250 76.0214.C14.o4.gs 


Method 


GENSCAN 


Start 


8103 


End 


11325 


GI 


none 


Score 


.61 


Exons 


8103.. 8317, 10017. .10175, 10619.. 10888 


, 11190.. 11325 


Seq. No. 


28458 


Seq. ID 


OJ000250J76.0214 


Gene No. 


58696 


Strand 


.+ 


Start 


11490 


End 


18142 


Name 


OJ000250 76.0214.C14.o5.gs 


Method 


GENSCAN 


Start 


11490 


End 


18142 


GI 


none 


: - Score 


.61 


Exons 


11490. .12066, 12190. .12304, 


12333. .12459, 124 97 12626, 




12740. .12929, 13951 .. 14017 , 


15958. .16188, 16935 .. 17160, 




18105. .18142 






Seq. No. 


28458 


Seq. ID 


OJ000250J76.0214 


Gene No. 


58697 


Strand 




Start 


1245 


End 


1689 


VT — — 

Name 


OJ000250 76.0214.C14.ol.gp 


Method 


AAT/GAP 


Start 


1245 


End 


1689 


GI 


LIB3431-028-P1-N1-A10 


Score 


7 62 


Exons 


1245. .1591, 1619. .1689 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TN 




protein [Sorghum bicolor] 1 






Seq. No. 


28458 ■ 


Seq. ID 


OJ000250_76.0214 


Gene No. 


58698 


Strand 




Start 


2737 


End 


3492 


Name 


OJ000250 76.0214.C14.ol.tw 


Method 


TBLASTX: Wheat 



28291 



Start 


645 


End 


1551 




GI 


none 


Score 


105 




Exons 


645. .1136, 648. .959, 658. .1137, 700. .1152, 1145 


. .1186, 




1146. .1190, 1150. .1191, 1194. 


.1289, 1198.. 1257, 


1236. .1376, 




1237.. 1377, 1305.. 1385, 1389. 


.1442, 1390. .1470, 


1459. .1551, 




1485 . . 1550 








Seq. No. 


28458. 


Seq. ID 


OJ000250 


_76,0214.C14 


Gene No. 


58698 


Strand 


- 




Start 


2737 


End 


3492 




Name 


OJ000250 76.0214.C14.o2.gs 


Method 


GENSCAN 




Start 


2737 


End 


3492 




GI 


none 


Score 


1 




Exons 


2737 . . 3492 








Seq. No. 


28458 


Seq. ID 


OJ000250 


_76.0214.C14 


Gene No. 


58699 


Strand 






Start 


4889 


End 


5290 




Name 


OJ000250 76.0214.C14.o2.tw 


Method 


TBLASTX: 1 


/tfheat 


Start 


4889 


End 


5290 




GI 


none 


Score 


209 




Exons 


4889.. 5125, 4889.. 5083, 4990. 


.5130, 5120.. 5290, 


5173. .5289 


Seq. No. 


28459 


Seq. ID 


.OJ000250 


_76.0214.C15 


Gene No. 


58700 


Strand 


+ 




Start 


6864 


End 


7109 




Name 


OJ000250 76.0214.C15.o4.gs 


Method 


GENSCAN 




Start 


6864 


End 


7109 




GI 


none 


Score 


.91 




Exons 


6864.. 6938, 6996.. 7109 








Seq. No. 


28459 


Seq. ID 


OJ000250 


_76.0214.C15 


Gene No. 


58701 


Strand 


+ 




Start 


12435 


End 


12552 




Name 


OJ000250 76.0214.C15.o3.np 


Method 


AAT/NAP 




Start 


12435 


End 


12552 




GI 


6721512 


Score 


69 




Exons 


12435. .12552 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28459 


Seq. ID 


OJ000250 


_76.0214.C15 


Gene No. 


58702 


Strand 


+ 




Start 


13383 


End 


14820 




Name 


OJ000250 76.0214.C15.o4.np 


Method 


AAT/NAP 




Start 


13383 


End ■ 


14820 




GI 


6721558 


Score 


114 




Exons 


13383. .13513, 14781.. 14820 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi| 6815083 |dbj IBAA90369.il (AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


28459 


Seq. ID 


OJ000250 


_76. 0214. CIS 


Gene No. 


58702 


Strand 


+ 




Start . 


13383 


End 


14820 




Name 


OJ000250 76.0214.C15.ol.gp 


Method 


AAT/GAP 




Start 


14417 


End 


14798 




GI 


uC-osflcyp033a04bl 


Score 


643 





28292 



Exons 14417. .14798 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 
Gene No. 
Start 
.Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq/- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28459 Seq. ID 

58703 Strand 

17411 End 

OJ000250_76. 0214. CIS. o7;np Method 

17411 End 

6721512 Score 
17411. :17528 

(AP001072) hypothetical protein [Oryza sativa] 



OJ000250_76.0214.C15 
+ 

17528 
■ AAT/NAP 
17528 
82 



28459 
58704 
18828 

OJ000250_76.0214.C15.o2.gp 
18760 

LIB3433-017-Q6-K1-B5 
18760. .18975 

1 1330273/dbj | D85055 | RICSINE11 
p-SINEl-r31 gene' 



Seq. ID OJ000250_76.0214.C15 

Strand + 

End 19794 

Method AAT/GAP 

End 18975 

Score 354 

2.0e-18 Rice retroposon 



28459 Seq. ID 

58704 Strand 
18828 End 
OJ000250_76.0214 .C15.o8.np Method 
18807 End 
1780757 Score 
18807. .19067 

(Y10291) highly expressed in proliferating cells [Arabidopsis 
thaliana] gi I 6587807 | gb | AAF18498 . 1 1 AC010924_11 (AC010924) 
Identical to gb|Y10291 GAG1 protein from Arabidopsis thaliana. 



OJ000250_76.0214.C15 
+ 

19794 
AAT/NAP 
19067 
151 



28459 Seq. ID 

58704 Strand 

18828 End 
OJ000250_7 6 . 0214 . C15 . 08 . gs Method 

18828 End 

none Score 

18828. .18975, 19747.. 19794 



OJ000250_76.0214.C15 
+ 

19794 
GENS CAN 
19794 • 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28459 Seq. ID 

58705 Strand 

1 End 

OJ000250_7 6 . 02 1 4 . C15 . ol . np Method 

1 End 

2664202 Score 
1..19, 651. .875 

(AJ003217) GT2 [Arabidopsis thaliana]. 

28459 Seq. ID 

58705 Strand 

1 End 

OJ000250_76.0214.C15.ol.gs ' " Method 

651 End 

none Score 



OJ000250_76.0214.C15 

2337 
AAT/NAP 
875 
81 



OJ000250_76.0214.C15 

2337 
GENSCAN 
2337 
.95 



28293 




Exons 


651. .803,' 849. .894, 1246. .1294, 2278.. 


2337 




Seq. No. 


9 Q A Q 

^. o h d y 


Seq. ID 


OJ000250_76.0214 


■ C15 


Gene No. 


58706 


Strand 






Start 


3409 


End 


19701 




Name 


OJ000250 76.0214.C15.o2.np 


Method 


AAT/NAP 




Start 


3003 


End 


15234 






5091513 


Score 


1162 




Exons 


3003.. 3374, 3534.. 3662, 4393. 


.5216, 6060.. 6434, 11570.. 


11885, 




15170. .15234 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


o o a c n 


Seq. ID 


OJ000250_76.0214 


.C15 


Liene jno. 


bo /Uo 


Strand 






Start 


vi a n 

o4U9 


End 


19701 




Name 


/^taaaoca n c noi ^ /-^ i r — .0 

OJOUO^oU / b . 14 . Clo . oz . gs 


Method 


GEN SCAN 




Start 


3409 


End 


3570 




GI 


none 


Score 


.74 




Exons 


3409.. 3570 








Seq. No. 


28459 


Seq. ID 


OJ000250_76.0214 


.C15 


Gene No. 


c 0 t a ^ 

58706 


Strand 






Start 


•3 j Art 

3409 


End 


19701 




Name 


/"\TAAAOCA "7 /C AH Vt PI C "3 — . _ 

OJOOOzoO /d . Uzl4 . Clo . Oo . gs 


Method 


GEN SCAN 




Z Start 


4028 


End 


6444 




3 GI 


none 


Score 


.76 




Ft Exons 


4028.. 4477, 4536.. 4706, 4729. 


.5302, 6033.. 6208, 6283. .6444 


j j 

^ Seq. No. 


28459 


Seq. ID 


OJ000250_76.0214 


. CIS 


- bene jmo. 


58706 


Strand 






jf Start 


3409 


End 


19701 




3 Name 


OJ000250 76.0214.C15.o5.gs 


Method 


GENSCAN 




LI Start 


7306 


End 


11830 




GI 


none 


Score 


.63 




s-s Exons 

B ! 


7306.. 7635, 8081.. 8191, 9394. 


.9572, 9694.. 10520, 11274. 


.11830 


" ! Seq . No . 


28459 


Seq. ID 


OJ000250J76.0214 


.C15 


™ Gene No. 


58706 


Strand 






j otarc 


3409 


End 


19701 




-= Name 


OJ000250 76.0214.C15.o2.tm 


Method 


TBLASTX: Maize 




^ Start 


9635 


End 


10294 




3i? GI 


none 


Score 


93 




Exons 


9635.. 9901, 9851.. 10039, 9905 


. .10246, 


9905.. 10144, 9911 


. .10225, 




9926.. 10273, 9935.. 10285, 10049.. 10294 






Seq. No. 


28459 


Seq. ID 


OJ000250_76.0214 


.C15 


Gene No. 


58706 


Strand 






0 4-—. «<f 

otart 


3409 


End 


19701 




Name 


OJ000250 76.0214.C15.ol.tc 


Method 


TBLASTX : Cress 




Start 


9893 


End 


10291 




GI 


none 


Score 


75 




Exons 


9893.. 10150, 9896.. 10246, 9896.. 10075, 


9912.. 10199, 9968.. 10168 




10156. .10233, 10202.. 10291 








Seq. No. 


28459 


Seq. ID 


OJ000250_76.0214 


.C15 


Gene No. 


58706 


Strand 






Start 


3409 


End 


19701 





28294 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

'Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_76.0214 .C15.o6.gs 
13846 



Method GENSCAN 
End 16262 
none Score * . 68 

13846. .13952, 14397 .. 14550, 154 66 .. 15701, 15944.. 16262 



28459 Seq. ID 

58706 Strand 
3409 End ■ 

OJ000250_7 6 . 0214 . C15 . o5 . np .^Method 
14345 End 
4680186 Score 



OJ000250_7 6.0214.C15 

19701* 
AAT/NAP 
19701 
307 



14345. .14550, 15389 .. 154 40, 19059 .. 19186, 19650.. 19701 
(AF111709) unknown [Oryza sativa subsp. indica] 



28459 Seq. ID 

58706 Strand 

3409 End 

OJ000250J76 . 0214 . C15 . 06 . np Method 

14358 End 

6721562 Score 



OJ000250_7 6. 0214 .CIS 

19701 
AAT/NAP 
16622 
412 



14358. .14393, 15502 .. 16045 , 16284.. 16622 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq.- No. 28459 Seq. ID 

Gene No. 58706 Strand 

Start 3409 End 

Name OJ000250_76 . 0214 . C15 . ol . tw Method 

Start 15505 End 

GI none Score 

Exons 15505. .15903 



OJ000250_76.0214.C15 
19701 

TBLASTX: Wheat 

15903 

260 



Seq. No. 


28459 








Seq. ID 


OJ000250J76.0214 


. CIS 


Gene No. 


58706 








Strand 






Start 


3409 








End 


19701 




Name 


OJ000250 76.0214 


.CIS. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


15667 








End 


15906 




GI 


none 








Score 


192 




Exons 


15667.. 15906 














Seq. No. 


28459 








Seq. ID 


OJ000250_76.0214 


. CIS 


Gene No. 


58706 








Strand 






Start 


3409 








End 


19701 




Name 


OJ000250 76.0214 


.CIS. 


o7 


.gs 


Method 


GENSCAN 




Start 


16789 








End 


17481 




GI 


none 








Score 


.97 




Exons 


16789. .17481 















Seq. No. 28460 "Seq. ID 

Gene No. 58707 Strand 

Start 1 End 

Name OJ000250_76. 0214 . C16 . ol . np Method 

Start 1 End 

GI 6498436 Score 



OJ000250J76.0214 .C16 
+ 

702 

AAT/NAP 

702 

239 



28295 




Exons 


1. .327,. 594. ;702 










GI Descrip. 


P (AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 




beq. iu 


OJ000250_76. 


0214 


.C16 


bene ino • 


DO /Uo 


Strand 








Start 




End 


644 






Name 


UJUUUZ3U / D . \)£. 14 . LID . Ox . gs 


Metnoa 


GEN SCAN 






Start 




tine- 


644 


_ 




GI 


none 


Score 


.92 






Exons 


539. .644 










Seq. No. 




beq. iu 


OJ000250_71. 


0214 


.CI 


uene wo . 




Strand 








Start 


1 A Q 
1 4 0 


bna 


418 






Name 


ujuuu^ou / 1 . uzih . . oi . gs 


Metnoa 


GENSCAN 






Start 


1 A Q 
1 4 0 


T-«__. _J 

Ena 


418 






GI 


none 


Score 


.55 






Exons 


1/1Q TOO T/IO yll Q 










Seq. No. 


28462 


Seq. ID 


OJ000250_71. 


0214 


.C3 


Gene No. 


58710 


Strand 


+ 






Start 


236 


End 


569 






IN CliiLtr 


OJ000250 71.0214.C3.ol.np 


Method 


rtrt l / iN.rt.ir 






Start 


236 


End 


569 . 






GI 


5257279 


Score 


501 






Exons 


236. .569 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


28463 


Seq. ID 


OJ000250 71. 


0214 


.C4 


Gene No. 


58711 


Strand 


+ 






Start 


1 


End 


654 






Name 


OJ000250 71.0214.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


654 






GI 


6498441 


Score 


714 






Exons 


1. .654 











GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


28463 








Seq. ID 


OJ000250_71.0214 


.C4 


Gene No. 


58711 








Strand 


+ 




Start 


1 








End 


654 




Name 


OJ000250 


71. 0214. C4 


.ol, 


.gs 


Method 


GENSCAN 




Start 


204 






End 


554 




GI 


none 








Score 


.53 




Exons 


204. .554 














Seq. No. 


28463 








Seq. ID 


OJ000250_71.0214 


.C4 


Gene No. 


58711 








Strand 


+ 




Start 


1 








End 


654 




Name 


OJ000250 


71. 0214. C4 


.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


344 








End 


604 




GI 


none 








Score 


268 




Exons 


344. .604, 


370. .603 












Seq. No. 


28464 








Seq. ID 


OJ000250_71.0214 


,C6 



28296 




Gene No. 


COT1 O 

o" HZ 


Strand 




Start 


239 - 


End 


466 


Name 


OJ000250 71.0214.C6.ol.gs 


Method 


GEN SCAN 


Start 


239 


End 


466 


GI 


none 


Score 


.94 


Exons 


239. .257, 288. .466 






Seq. No. * ■ 


28465 


' Seq. ID 


OJ000250_71,0214.C9 


Gene No. 


58713 


Strand . 


+ 


Start 


1 


End 


433 


Name 


OJ000250 71.0214.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


433 


GI 


4544372 


Score 


175 


Exons 


1..433 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana] 






Seq. No, L 


28465 


Seq. ID 


OJ000250_71.0214.C9 


Gene No . 


58713 


Strand 


+ 


Start 


1 


End 


433 


Name 


OJ000250 71 . 0214 . C9 . ol . gs 


Method 


GENSCAN 


Start 


32 


End 


339 


GI 


none 


Score 


.88 


Exons 


32. .96, 117. .339 . 






Seq. No. 


28466 


Seq. ID 


OJ000250_71. 0214. C10 


Gene No. 


58714 


Strand 


+ 


Start 


155 


End 


374 


Name 


OJ000250 71.0214.C10.ol.gs 


Method 


GENSCAN 


Start 


155 


End 


374 


GI 


none 


Score 


.84 


Exons 


155. .240, 283. .374 






Seq. No. 


28467 


Seq. ID 


OJ000250_71.0214.C11 


Gene No. 


58715 


Strand 


- 


b tart 


63 


End 


311 


Name 


OJ000250 71.0214.Cll.ol.np 


Method 


AAT/NAP 


Start 


63- 


End 


311 


GI 


4680185 


Score 


233 


Exons 


63. .311 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq. No. 


28467 


Seq. ID 


OJ000250_71.0214.C11 


Gene No. 


58715 


Strand 




Start 


63 


End 


311 


Name 


OJ000250 71.0214.Cll.ol.gs 


Method 


GENSCAN 


Start 


103 


End 


237 


GI 


none 


Score 


.98 


Exons 


103. .237 






Seq. No. 


28468 


Seq. ID 


OJ000250_71.0214 .C12 


Gene No. 


58716 


Strand 


+ 


Start 


8 


End 


543 


Name 


OJ000250 71.0214.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


337 


GI 


none 


Score 


187 


Exons 


2. .208, 3. .200, 9. .209, 11 


..208, 206.. 


337, 211. .336 



28297 



Seq. No. 28468 

Gene No. 58716 

Start 8 

Name OJ000250J71. 0214 .C12.ol.gs 

Start 8 

GI none 

Exons 8. .485 



Seq. ID OJ000250_71.0214.C12 

Strand + 

End 543 

Method GEN SCAN 

End 485 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_71.0214.C12 
Strand + 

543 

AAT/NAP 
543 
83 



28468 
58716 
8 

OJ000250_71.0214.C12.ol.np 
209 

3877646 
209. .543 

(Z83230) similar to Leucine Rich Repeat (2 copies) (2 domains); 
cDNA EST yk417h6.5 comes from this gene; cDNA EST yk486hl.5 
comes from this gene [Caenorhabditis elegans] 



End 

Method 

End 

Score 



28469 
58717 
1 

OJ000250_71.0214.C14.ol.gp 
1 . • 
uC-osrocyp002b09bl 
1..217 

M521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ000250_71.0214.C14 

Strand ■ + 

End 282 

Method AAT/GAP 

End 217 

Score 415 



28469 
58717 
1 

OJ000250_71.0214.C14.ol.gs 
75 

none 
75. .282 



Seq. ID OJ000250_71.0214.C14 

Strand + 

End 282 

Method GENSCAN 

End 282 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_71.0214.C14 
Strand 

649 

AAT/GAP 
64 9 
254 



28469 
58718 
429 

OJ000250_71.0214.C14.o2.gp 
429 

uC-osrocyp002b09al 
429. .649 

, 4768980/gb|AAD29703.1|AF140490_l 1.0e-35 (AF140490) heat-shock 
protein [Oryza sativa] 1 



End 

Method 

End 

Score 



28470 
58719 
1 

OJ000250_71.0214.C16.ol.gp 
1 

57919_1.R108^4 
1..258 

'5441872/dbj | AP000366.il AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig a) 1 



Seq. ID OJ000250_71.0214 .C16 

Strand + 

End 258 

Method AAT/GAP 

End 258 

Score 420 



28298 



Seq. No. 28470 Seq. ID 

Gene. No. 58720 Strand 

Start 489 End 

Name OJ000250_71. 0214 .C16.ol.gs Method 

Start 489 End 

GI none Score 

Exons 489. .651 - ■ . 



OJ000250_71.0214.C16 
+ 

651 

GENS CAN 

651 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28471 Seq. ID 

58721 Strand 

1 End 1418 
OJ000250_71 . 0214 .C17 .ol .np Method AAT/NAP 

1 End 1418 

2213598 Score 126 
1..423, 1382. .1418 

(AC000348) T7N9.18 [Arabidopsis thaliana] 



OJ000250 71.0214.C17 



28471 Seq. ID 

58721 Strand 

1 End 
OJ000250_71.0214.C17.ol.gs Method 

62 End 

none * Score 
62.. 650 



OJ000250_71.0214.C17 

1418 
GEN SCAN 
650 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28471 Seq. ID 

58721 Strand 
1 End 
OJ000250_71 . 0214 . C17 . ol . gp Method 
570 End 
uC-osflm202108g01bl Score 
570. .650 

'2258315 6.0e-ll (AF004878) 
[Lycopersicon esculentum] 1 . 

28472 Seq. ID 

58722 Strand ' 
78 . End 
OJ000250_7 1 . 02 14 . C19 . ol . gs Method 
78 End 
none Score 
78. .654 



OJ000250_71.0214.C17 

1418 
AAT/GAP 
650 
135 



resistance complex protein I2C-1 



OJ000250_71.0214.C19 
733 

GENS CAN 

654 

.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



28472 Seq. ID OJ000250_71 . 0214 . C19 

58722 Strand 

78 End 733 

OJ000250_71.0214.C19.ol.np Method AAT/NAP 

92 End 733 

6498441 Score 797 

92. .371, 465.-733 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



28472 
58722 



Seq. ID 
Strand 



OJ000250 71.0214.C19 



28299 




Start ' 


78 






End 


733 






Name 


OJ000250 71 


.0214.C19.ol 


.tw 


Method 


TBLASTX": Wheat 




Start 


195 






End 


701 






GI 


none 






Score 


112 






Exons 


195.. 224, 255.-326, 405 


. .701, 


418. .561, 


598. .675 






Seq. No. 


O O A 1 O 

28473 






Seq. ID 


OJ000250_71 


.0214 


.C21 


Gene No. 


C O H O *3 

58723. 






Strand 


+ 






Start 


1 A C 

14 O 






End 


398 






Name 


OJ000250 71 


.0214.C21.ol 


.gs 


Method 


GENSCAN 






Start • 


146 






End 


398 






GI 


none 






Score 


.8 






Exons 


o no 

146 . . 398 














Seq. No. 


O O A 1 A 

28474 






Seq. ID 


OJ000250_71 


.0214 


.C22 


Gene No. 


C O T O A 

58724 






Strand 


+ 






Start 


151 






End 


259 






Name 


OJ000250 71 


. 0214 . C22 . ol 


.gs 


Method 


GENSCAN 






Start 


151 






End 


259 






GI 


none 






Score 


.6 






Exons 


151 . .259 














Seq. No. 


28475 






Seq. ID 


OJUUU2oU_ / 1 


. U214 


.C24 


Gene No. 


58725 






Strand 


+ 






Start . 


1 






End 


395 






Name 


OJ000250 71 


.0214.C24.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


395 






GI 


6539586 






Score 


572 






Exons 


1 . .395 














GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


28475 






Seq. ID 


OJ000250_71 


.0214 


.C24 


Gene No. 


58725 






Strand 


+ 






Start 


1 






End 


395 






Name 


OJ000250 71 


.0214.C24.ol 


.gs 


Method 


GENSCAN 






Start 


141 






End 


223 






GI 


none 






Score 


.53 






Exons 


141 . . 223 














Seq. No. 


28476 






Seq. ID 


OJ000250_71 


.0214 


.C25 


Gene No. 


C O "7 O f 

58726 






Strand 


+ 






Start 


1009 






End 


2405 






Name 


OJ000250 71 


.0214.C25.ol 


• gp 


Method 


AAT/GAP 






Start 


1009 






End 


1433 






GI 


2428508 






Score 


782 






Exons 


1009. . 1433 














Seq. No. 


28476 






Seq. ID 


OJ000250 71 


.0214 


.C25 


Gene No. 


58726 






Strand 


+ 






Start 


1009 






End 


2405 






Name 


OJ000250 71 


.0214.C25.ol 


.gs 


Method 


GENSCAN 






Start 


1063 






End 


2405 






GI 


none 






Score 


.97 






Exons 


1063. .1156, 


2305. .2405 












Seq. No. 


28477 






Seq. ID 


OJ000250_71 


.0214 


.C26 


Gene No. 


58727 






Strand 


+ 







28300 



Start 
Name 
Start 
GI 

Exons 



525 End 964 

OJ000250_71 . 0214 .C26.ol . gs Method GENSCAN 

525 End 964 

none Score .87 
525. .605, 830. .964 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28477 

58728 . ■ ■ 

7688 

OJ000250_71.0214.C26.o2.np 

7688 

4587596 



Seq. ID OJ000250_71.0214.C26 

Strand + 

End 13894 

Method AAT/NAP 

End 10147 

Score 346 



7688.-7773, 8509. .8652, 9802. .9903, 9997. .10147 
(AC006951) hypothetical protein [Arabidopsis thaliana] 



28477 Seq. ID 

58728 Strand 

7688 End 

OJ000250_71 .0214.C26.o3.gs Method 

8411 End 

none Score 



OJ000250_71.0214.C26 
+ 

13894 
GENSCAN 
13894 
.89 



8411. .8561, 8611. .8657, 9995. .10100, 10185 .. 10402 , 11191 .. 11269, 
12278. .12390, 13122 .. 13157, 13193 .. 134 19, 13678.. 13894 



Seq. No. 28477 Seq. ID 

Gene No. 58728 Strand 

Start 7688 " End 

Name OJ000250_71 . 0214.C26.o3.np Method 

Start 8522 End 

GI 1552759 Score 

Exons 8522.. 8652, 9802.. 9901, 9995. .10118, 10218 

12151. .12374, 13186. .13463, 13659. .13729 

GI Descrip. (U70214) lipid A disaccharide synthase [Escherichia coli] 
gi 1 1786379 (AE000127) tetraacyldisaccharide-l-P; lipid A 
biosynthesis, penultimate step [Escherichia coli] 



OJ000250_71.0214.C26 
+ 

13894 
AAT/NAP 
13729 
229 

.10400, 



10922. .10962, 



Seq. No. 28477 Seq. ID 

Gene No. 58729 Strand 

Start ' 15378 End 

Name OJ000250J71 . 0214 . C26. o5 . gs Method 

Start 15378 End 

GI none Score 
Exons 



OJ000250_71.0214.C26 
+ 

18973 
GENSCAN 
18973 
.81 



15378. .15524, 15734 .. 16089, 16312 16338, 17520. . 17718, 
18164. .18282, 18384 .. 184 60, 18616 .. 18786, 18844. .18973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



28477 
58730 
880 

OJ000250_71.0214.C26.ol.np 
880 

3746071 



OJ000250 71.0214.C26 



Seq. ID _ 
Strand 

End 8112 
Method AAT/NAP 
End 8112 
Score 2061 

880. .960, 1691. .1741, 2033. .2116, 2194. .2244, 2333. .2419, 
2656.. 2705, 2840.. 2913, 3066.. 3190, 3289.. 3343, 3613.. 3676, 
3843. .3966, 5092-.. 5190, 5269. .5394, 5530. .5667, 6105. .6277, 
6357. .6416, 6982. .7132, 7235.. 7309, 7783.. 8112 
(AC005311) putative GTP-binding protein [Arabidopsis thaliana] 



28301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28477 
58730 
880 

OJ000250_71.0214 .C26.o2.gs 

1781 

none 



Seq. ID OJ000250_71.0214.C26 



Strand 
End 

Method 

End 

Score 



8112 
GENSCAN 
8112 
.79 



1781. .1795, 2033. .2116, 2194'.. 2244, 2333. .2419, 2656. .2705, 

2840. .2913, 3066. .3190, 3289. .3343, 3613. .3676, 3843. .3966, 

5092.. 5190, 5269.. 5424, 5530.. 5667, 6105.. 6277, 6357.. 6425, 

6982. .7132, 7783. .8112 



28477 Seq. ID 

58730 Strand 

880 End 

OJ000250_71.0214 .C26.ol.gp Method 

3914 End 

2310237 Score 



OJ000250_71.0214.C26 

8112 
AAT/GAP 
5630 
679 



3914. .3966, 5092. .5190, 5269. .5394, 5530. .5630 

3746071 9.0e-43 (AC005311) putative GTP-binding protein 

[Arabidopsis thaliana] 



28477 
58731 
14186 

OJ000250_71 . 0214 . C2 6 . o2 . tm 

781 

none 



Seq. ID OJ000250_71.0214.C26 
Strand 

End 16107 

Method TBLASTX : Mai ze 

End 3185 

Score 88 



781. .798, 829. .897, 894. .974, 895. .978, 1689. .1742, 1691. .1741, 
2652. .2705, 2653. .2706, 2657. .2707, 2658. .2732, 2839. .2913, 
2840. .2914, 2841. .2915, 2845. .2916, 3033. .3185, 3050. .3184 



28477 
58731 
14186 

OJ000250_71.0214.C26.ol.tm 

2007 

none 

2007.. 2111, 2020.. 2127, 2027. 
2192.. 2269, 2196.. 2270, 2333. 

28477 
58731 
14186 

OJ000250_71 . 0214 .C26.o4 . tm 

3287 

none 

3287.. 3343, 3289.. 3336, 3602. 
3840.. 3905, 3841.. 3978, 3841. 

28477 
58731 
14186 

OJ000250_71.0214.C26.ol.ts 

5098 

none 

5098.. 5250, 5099.. 5182, 5266. 
5529.. 5669, 6093.. 6287, 6103. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 71.0214.C26 



16107 

TBLASTX: Maize 
2414 
135 

2119, 2030. .2155, 2188. .2268, 
2413/ 2334. .2414 . 



Seq. ID OJ000250_71.0214.C26 
Strand 

End 16107 
Method TBLASTX : Maize 
End 3982 
Score 68 

.3676, 3610.. 3678, 3612.. 3677, 
.3981, 3887. .3982 

Seq. ID OJ000250_71.0214.C26 
Strand 

End 16107 

Method TBLASTX : Soybean 

End 6288 

Score 119 

.5397, 5282.. 5395, 5528.. 5668, 
.6288 



28302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28477 
58731 
14186 

OJ000250_71.0214.C26.o5.tm 

5348 

none 



Seq. ID OJ000250_71.0214.C26 
Strand 

End 16107 
Method TBLASTX: Maize 
End ■ 6155 
Score • 66 



5348. . -5395, 5348.. 5395, 5350.. 5397, 5520.. 5669, 5531.. 5668, 
6093. .6155, 6102. .6152, 6103. .6153 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



28477 
58731 
14186 

OJ000250_71 . 0214 . C26 . o3 . tm 

6156 

none 

6156. .6287, 6160 



.6288, 

6982.. 7053, 6983.. 7054, 



6356. 
6984. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 71.0214.C26 



16107 

TBLASTX: Maize 
7125 
162 

6427, 6358.-6432, 6359. .6436, 
7064, 7072. .7125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28477 . Seq. ID 

58731 Strand 

14186 End 
OJ000250_71.0214 .C26.ol.tc Method 

7777. End ■ 

none Score 

7777..7947, 7778.-7927, 7792. .7947 



OJ000250_71.0214 .C26 
16107 

TBLASTX: Cress 

7947 

167 



Seq. No. 28477 Seq. ID 

Gene No. 58731 Strand 

Start 14186 End 

Name OJ000250_71 . 0214 .C26. o4 . gs Method 

Start 14186 End 

GI none Score 

Exons 14186. .14236, 14326.. 14481 



OJ000250_71.0214.C26 

16107 
GEN SCAN 
14481 
.57 



Seq. No. 


28477 


Seq. ID 


OJ000250_71. 


0214. C26 


Gene No. 


58731 


Strand 






Start 


14186 


End 


16107 




Name 


OJ000250 71.0214.C26.o4.np 


Method 


AAT/NAP 




Start 


14278 


End 


15862 




GI 


2213783 


Score 


290 




Exons 


14278. .14325, 15434 15631, 


15707. .15862 




GI Descrip. 


(U89256) Pti5 [Lycopersicon 


esculent urn] 






Seq. No. 


28477 


Seq. ID 


OJ000250J71. 


0214. C26 


Gene No. 


58731 


Strand 






Start 


14186 


End 


16107 




Name 


OJ000250 71.0214.C26.o2.gp 


Method 


AAT/GAP 




Start 


15748 


End 


16107 




GI 


LIB3433-061-P1-K1-C8 


Score 


623 




Exons 


15748. .16107 








GI Descrip. 


M567311/gb|AAD23722.1|AC005956 11 7.0e-09 (AC005956) putative 




protein kinase [Arabidopsis 


thaliana] 1 






Seq. No. 


28478 


Seq. ID 


OJ000250_71. 


0214. C27 


Gene No. 


58732 


Strand 


+ 




Start 


50 


End 


5410 





28303 




Name 


OJ000250 71.0214.C27.ol.gs 


Method 


GENSCAN 


Start 


50 


End 


5410 


GI 


none 


Score 


-76 


Exons 


50. .173, 244. .366, 1022. .1117, 1271. .1489, 1580. .1687, 




3307. .3473, 3579.-3694, 3791. .3854, 4349.-4624, 5396. .5410 


Seq. No. 


28478 


Seq. ID 


OJ000250_71.0214 .C27 


Gene' No. 


58732 


Strand - 


+ 


Start 


50 


End 


5410 


Name 


OJ000250 71.0214.C27.ol.gp 


Method 


AAT/GAP 


Start 


56 


End 


1416 


GI 


2427845 


Score 


575 


Exons 


56.. 173, 253.. 363, 1020.. 1118, 1331.. 1416 


GI Descrip. 


4567311/gb|AAD23722.1|AC005956 11 7 . Oe 


-09 (AC005956) putati 




protein kinase [Arabidopsis 


thaliana] 




Seq. No. 


28478 


Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58732 


Strand 


+ 


o uar u 


50 


End 


5410 


Name 


OJ000250 71.0214.C27.ol-np 


Method 


AAT/NAP 


Start 


208 


End 


3032 


GI 


4567311 


Score 


287 


Exons 


208. .366, 1022.. 1117, 1271. 


.1347, 2986 


. .3032 


GI Descrip. 


(AC005956) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


28478 


Seq. ID 


OJ000250_71.0214 .C27 


Gene No. 


58732 


Strand 


+ 


Start 


50 


End 


5410 


Name 


OJ000250 71.0214.C27.o2.gp 


Method 


AAT/GAP 


Start 


3401 


End 


4937 


GI 


624 3.R1084 


Score 


1624 


Exons 


3401. .3473, 3579. .3694, 3791. .3854, 4349.-4937 


GI Descrip. 


'3128228 3.0e-92 (AC004077) 


putative ribosomal protein L18A 



[Arabidopsis thaliana] >gi_3337376 (AC004481) putative ribosomal 
protein L18A [Arabidopsis thaliana] 1 



Seq. No. 


28478 




Seq. ID 


OJ000250_71 . 0214 -C27 


Gene No. 


58732 




Strand 


+ 


Start 


50 




End 


5410 


Name 


OJ000250 71.0214.C27.o2 


.np 


Method 


AAT/NAP 


Start 


3564 




End 


4687 


GI 


3128228 




Score . 


772 


Exons 


3564. .3694, 3791. .3854, 


4349. 


.4687 




GI Descrip. 


(AC004077) 60S ribosomal protein L18A 


[Arabidopsis thaliana] 


Seq. No. 


28478 




Seq. ID 


OJ000250_71.0214 .C27 


Gene No. 


58733 




Strand 


+ 


Start 


7500 




End 


11121 


Name 


OJ000250 71.0214.C27.o3 


gs 


Method 


GENSCAN 


Start 


7500 




End 


10973 


GI 


none 




Score 


.82 


Exons 


7500. .7544, 7642. .7725, 


7823. 


.7891, 8712.. 8795, 9104.. 9188, 




9389.. 9474, 9630.. 9751, 


9855. 


.9915, 10191. . 10289, 10541. .106 




10863. .10973 








Seq. No. 


28478 




Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58733 




Strand 


+ 



28304 




Start 


7500 


End 


11121 






Name 


OJ000250 71.0214.C27.o3.np 


Method 


AAT/NAP 






Start 


7515 


End 


11121 






GI 


6692680 


Score 


881 






Exons 


7515.. 7725, 8342.. 8405, 8544 


..8617, 8712. .8795, 


9104. .9188, 




9389.-9474, 9630.. 9751, 9855 


..9915, 10191. .10285 




. . 1U 




10743. .10784, 10863 .. 10969, 


11076. .11121 






GI Descrip. 


(AC007592) F12K11.12 [Arabidppsis thaliana] 






Seq. No. 


. 28478 


Seq. ID 


OJ000250_ 


71.0214 


.C27 


Gene No. 


58733 


Strand 


+ 






Start 


7500 


End 


11121 






Name 


ATrtnftOCrt "71 A O 1 A fill _ —> „ 

OJ000250 71 . 0214 . C27 . o3 . gp 


Method 


AAT/GAP 






Start 


9372 


End 


9892 






GI 


none 


Score 


1007 






Exons 


9372 . . 9892 










Seq. No. 


28478 


Seq. ID 


OJ000250_ 


71.0214 


.C27 


Gene No. 


58734 


Strand 


+ 






Start 


18486 


End 


22266 






Name 


OJ000250 71.0214.C27.o6.gs 


Method 


GENSCAN 






Start 


18486 


End 


22266 






GI 


none 


Score 


.75 






Exons- 


18486. .18555, 18609 .. 18746, 


19582. .19763, 19856.' 


. iy y oz r 






21086. .21139, 22104.. 22266 










Seq. No.- 


28478 


Seq. ID 


OJ000250_ 


71.0214 


.C27 


Gene No. 


58734 


Strand 


+ 






Start 


18486 


End 


22266 






Name 


OJ000250 71.0214.C27.o6.np 


Method 


AAT/NAP 






Start 


20344 


End 


21436 






GI 


4680186 


Score 


364 






Exons 


20344. .20398, 21236.. 21436 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


28478 


Seq. ID 


OJ000250_ 


71.0214 


.C27 


Gene No. 


58735 


Strand 








Start 


6183 


End 


6433 






Name 


OJ000250 71.0214.C27.o2.gs 


Method 


GENSCAN 






Start 


6183 


End 


6433 






GI 


none 


Score 


.98 






Exons 


6183. .6316, 6400. .6433 










Seq. No. 


28478 


Seq. ID 


OJ000250_ 


71.0214 


.C27 


Gene No. 


58736 


Strand 








Start 


11409 


End 


13430 






Name 


OJ000250 71.0214.C27.o4.gs 


Method 


GENSCAN 






Start 


11409 


End 


13430 






GI 


none 


Score 


.88 






Exons 


11409. .11646, 11773. .11798, 


11838. .11996, 12579. 


.13430 




Seq. No. 


28478 . 


Seq. ID 


OJ000250_ 


71.0214 


.C27 


Gene No. 


58737 


Strand 








Start 


13889 


End 


17438 






Name 


OJ000250 71.0214.C27.o5.gs 


Method 


GENSCAN 






Start 


13889 


End 


17089 






GI 


none 


Score 


.63 







28305 



Exons 


13889. .14139, 14751 .. 14792 , 


16173. .16227, 17087.. 17089 


Seq. No. 


28478 




. Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58737 




Strand 




Start 


13889 




End 


17438 


Name 


OJ000250 71.0214.C27.o4 


.np 


Method 


AAT/NAP 


Start 


14639 




End 


17438 


GI 


5091523 




Score 


-391 


Exons 


14639. .14714, 15404 .. 15688 , 


15805. .16227, 17403.. 17438 


GI Descrip. 


(AB023482) Similar to Gallus 


gallus mRNA for attachment region 




binding protein (ARBP) . 


(Y14166) [Oryza 


sativa] 


Seq. No. 


28478 




Seq. ID 


OJ000250 71.0214.C27 


Gene No. 


58738 




Strand 




Start 


19458 




End 


19896 


Name 


OJ000250 71.0214.C27.o5 


.np 


Method 


AAT/NAP 


Start 


19458 




End 


19896 


GI 


4680185 




Score 


480 


Exons 


19458. .19896 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


- indica] 


Seq. No. 


28478 




Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58739 




Strand 




Start 


20988 




End 


21369 


Name 


OJ000250_71 . 0214 .C27.o4 


. tm 


Method 


TBLASTX : Maize 


Start 


46 




End 


1086 


GI 


none 




Score 


195 


Exons 


46. .168, 251. .355, 252. 


. 368, 


252. .365, 


1017. .1079, 1018. .1086 


Seq. No. 


2847b 




Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58739 




Strand 




Start 


20988 




End 


21369 


Name 


OJ000250 71.0214.C27.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3518 




End 


4696 


GI 


none 




Score 


184 


Exons 


3518.. 3697, 3576.. 3695, 


3632 


..3697, 3779.. 3850, 3779.. 3853, 




3792.. 3872, 3840.. 3875, 


4332 


..4493, 4346. .4696, 4348. .4689 


Seq. No. 


28478 




Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58739 




Strand 




Start 


" 20988 




End 


21369 


Name 


OJ000250 71.0214.C27.ol 


. tm 


Method 


TBLASTX: Maize - 


Start 


3569 




End 


4695 


GI 


none 




Score 


210 


Exons 


3569.. 3697, 3570.. 3695, 


3632 


..3697, 3785.. 3853, 3791.. 3853, 




3792.. 3872, 4346.. 4690, 


4346 


..4690, 4347. .4691, 4348. .4695, 




4363. .4692 








Seq. No. 


28478 




Seq. ID 


OJ000250_71.0214.C27 


Gene No. 


58739 




Strand 




Start 


20988 




End 


21369 


Name 


OJ000250 71.0214.C27.ol 


-tw 


Method 


TBLASTX: Wheat 


Start 


3569 




End 


4492 


GI 


none 




Score 


202 


Exons 


3569.-3697, 3570.. 3695, 


3635 


..3697, 3785.-3853, 3791. .3853, 




3792.-3872, 4332. .4490, 


4346 


..4492, 4346.-4489, 4348. .4491 



28306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28478 
58739 
20988 

OJ000250_71 . 0214 .C27 .ol. ts 

3569 

none 



Seq. ID OJG00250_71.0214.C27 
Strand 

End 21369 

Method TBLASTX : Soybean 

End 4 698 

Score 206 



3569.. 3697, 3570.. 3695, 3579.. 3707, 3638.. 3697, 3779.. 3853, 
3792.. 3872, 4346.. 4690, 4346.. 4690, 4348.. 4698, 4348.. 4695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28478 
58739 
20988 

OJ000250_7 1 . 0214 . C27 . o2 . tm 
7633 . ■• 



none 

7633. .7728, 
7824. .7892, 
8540. .8620, 
8712. .8795, 
9384. .9473, 
9841. .9915, 



7639. .7740, 
8303. .8401, 
8543. .8620, 
8716. .8811, 
9391. .9477, 
9852. .9917, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 71.0214.C27 



21369 

TBLASTX: Maize 
10244 
121 

7641.. 7736, 7823.. 7891, 7823.. 7891, 
8317. .8400, 8340. .8405, 8341. .8403, 
8545. .8646, 8572. .8640, 8711. .8800, 
9104. .9196, 9109. .9198, 9382. .9474, 
9634.. 9669, 9666.. 9752, 9669.. 9761, 
10190. .10243, 10191. .10244 



Seq. No. 28478 Seq. ID 

.Gene No. 58739 Strand 

Start"*' • 20988 End 

Name - OJ000250_71 . 0214 .C27 ,o3. tm Method 

Start 10735 End 

GI none Score 
Exons 



OJ000250_71.0214.C27 
21369 

TBLASTX: Maize 

11133 

74 



10735. .10782, 10737 .. 10784 , 10740 .. 10784 , 10854 .. 10970, 
10861. .10971, 10862. .10975, 11006 .. 11110, 11071 .. 11121, 
11071. .11133 



Seq. No. 28478 Seq. ID OJ000250_71 . 0214 . C27 

Gene No. 58739 Strand 

Start 20988 End 21369 

Name OJ000250_71 . 0214 .C27 ,o4 .gp Method AAT/GAP 

Start 20988 End 21369 

GI uC-osflcyp033a04bl Score 659 

Exons 20988.. 21369 

GI Descrip. ■ 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28479 Seq. ID 

58740 Strand 
926 End 
OJ000250_7 1 . 0214 . C28 . ol . gp Method 
926 End 
uC-osflcyp033a04bl Score 
926. .1307 

' 6016845/dbj [AP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



OJ000250_71.0214.C28 
+ 

1307 
AAT/GAP 
1307 
635 



28479 Seq. ID 

58741 Strand 

1215 End 

OJ000250_71 . 0214 . C28 . ol . gs Method 

1215 End 



OJ000250_71 . 0214 .C28 
+ 

7793 

GENSCAN 

7763 



28307 



GI 


none 








Score 


.57 . 




Exons 


1215. .1259, 


2055. 


.2777, 


3051 


..3629, 3639. .3732, 3763. .4681, 




5662. .5695, 


5890. 


.6096, 


6393 


..6699, 7033. .7763 




Seq. No. 


28479 








Seq. ID 


OJ000250_71.0214 


.C28 


Gene No. 


58741 








Strand 


+ 




Start 


1215 








End 


7793 




Name 


OJ000250 71 


.0214. 


C28.o3 


.np 


Method 


■ AAT/NAP* ■ 




Start 


6660 








End 


7793 




GI 


629693 








Score 


565 




Exons 


6660. .7793 














GI Descrip. 


probable integrase - common 


tobacco (fragment) 






gi | 530742 | emb | CAA56791 | 


(X80830) integrase [Nicotiana tabacum] 


Seq. No. 


28479 








Seq. ID 


OJ000250_71.0214 


.C28 


Gene No. 


58742 








Strand 






Start 


859 








End 


5908 




Name 


OJ000250 71 


.0214. 


C28.ol 


.np 


Method 


AAT/NAP 




Start 


859 








End 


5908 




GI 


4680186 








Score 


366 




Exons 


859. . 1059, 


1898. . 


1951, 


5852. 


.5908 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


28479 








Seq. ID 


OJ000250J71.0214 


.C28 


Gene No. 


58743 








Strand 






Start 


8116 








End 


11338 




Name 


OJ000250 71 


.0214. 


C28.o2 


.gs 


Method 


GENSCAN 




Start 


8116 








End 


11338 




GI 


none 








Score 


.74 




Exons 


8116. .8799, 


8878. 


.8961, 


9192 


..9632, 9916. .11175, 11288. 


. 11338 


Seq. No. 


28479 








Seq. ID 


OJ000250_71.0214 


.C28 


Gene No. 


58744 








Strand 






Start 


16521 








End 


16916 




Name 


OJ000250 71 


.0214. 


C28.o6 


.ts 


Method 


TBLASTX: Soybean 




Start 


4299 








End 


4637 




GI 


none 








Score 


188 




Exons 


4299. .4637 














Seq. No. 


28479 








Seq. ID 


OJ000250_71.0214 


.C28 


Gene No. 


58744 








Strand 






Start 


16521 








End 


16916 




Name 


OJ000250 71 


.0214. 


C28.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


5316 








End 


5748 




GI 


none 








Score 


157 




Exons 


5316. .5453, 


5341. 


.5559, 


5560 


..5748, 5604. .5735 




Seq. No. 


28479 








Seq. ID 


OJ000250_71.0214 


.C28 


Gene No. 


58744 








Strand 






Start 


16521 








End 


16916 




Name 


OJ000250 71 


.0214. 


C28.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5344 








End 


5592 




GI 


none 








Score 


259 




Exons 


5344. .5592, 


5346. 


.5591 * 










Seq. No. 


28479 








Seq. ID 


OJ000250_71.0214 


.C28 


Gene No. 


58744 








Strand 







28308 




Start 


16521 








End 


16916 


Name 


OJ000250 71 


.0214 


.C28.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5899 








End 


6311 


GI 


none 








Score 


146 


Exons 


5899. .6036, 


5901 


. .6032, 


6057. 


.6311, 6058.. 6309 


Seq. No. 


28479 








Seq. ID 


OJ000250_71 . 0214 . C28 


Gene No... 


CO ^ A A 

DO /4 4 








Strand 




Start 


16521 








End 


16916 


Name 


OJ000250 71 


.0214 


.C28.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5947 








End 


6354 


GI 


none 








Score 


76 


Exons 


5947. .6033, 


6073 


. .6354, 


6084. 


.6149, 6171.. 6320 


Seq. No. . 


28479 








C /-V ST T Pi 

beq. xu 


UJUUUZOU / 1 . U^X4 . LZo 


Gene No . 


con A A 
00/44 








0+- -\ -ri /A 

btrsna 




Start 


16521 








tna 


x by x b 


Name 


OJ000250 71 


.0214 


.C28.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6528 








End 


6905 


GI 


none 








Score 


Z XZ 


Exons 


6528. .6905 












Seq. No. 


28479 








Seq. ID 


UJUUUzOU /X.UZX4.UZO 


; 3c: ; Gene No . 


C O ^ A A 

00/4 4 








Strand .> 




Start 


16521 








End 


1 by 1 o 


;: ? Name 


OJ000250 71 


.0214 


.C28.o3 


.tw 


Method 


TBLASTX: Wheat 


^ Start 


6741 








End 


7118 


l = Li gi 


none 








Score 


XZ4 


r;i Exons 


6741. .6905, 


6942 


. .7034, 


7047. 


. / 1 lo 




* s «[ Seq. No. 


28479 








beq. iu 


vJJUUUZOU /X.UZX4.CZO 


,;~ Gene No . 


C Q T A A 
DO /4 4 








burana 




ri! Start 


16521 








bna 


i by x o 


=: Name 


OJ000250 71 


.0214 


,C28.o3 


.ts 


Method 


TBLASTX : Soybean 


ri Start 


6759 








End 


7160 


;;;; gi 


none 








Score 


0 4 9 
Z 4 Z 


. ; Exons 


6759. .7160, 


6866 


. .6982 








hJ Seq. No. 


28479 








Seq. ID 


-OJ000250_71.0214.C28 


• ; „; bene no. 


con A A 
Oo / 4 4 








Strand 




p Start 


16521 








End 


16916 


Name 


OJ000250 71 


.0214 


.C28.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7320 








End 


7727 


GI 


none 








Score 


218 


Exons 


7320. . 7727, 


7328 


. .7672 








Seq. No. 


28479 








Seq. ID 


OJ000250J71.0214 .C28 


Gene No. 


C O "J A A 

do /4 4 








Strand 




• Start 


16521 








End 


16916 


Name 


OJ000250 71 


.0214 


.C28.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


7503 








End 


7753 


GI 


none 








Score 


242 


Exons 


7503. .7748, 


7505 


. .7642, 


7715. 


.7753 




Seq.' No. 


28479 








Seq. ID 


OJ000250_71.0214 .C28 


Gene No. 


58744 








Strand 




Start 


16521 








End 


16916 



28309 




Name 


OJ000250 71.0214.C28.ol.ts 


Method 


T3LASTX : Soybean 


Start 


14286 


End 


16268 


GI 


none 


Score 


104 


Exons 


14286. .14378, 15744. .16103, 


157 61. .16261, 157 62. .16268, 




16167. .16268 






Seq. No. 


28479 


Seq. ID 


OJ000250_71.0214.C28 


Gene No. 


C O H A A 

bo /44 


. Strand 




Start 


16521 


End 


16916 


Name 


OJ000250 71.0214.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


15721 


End 


16004 


GI 


none 


Score 


359 


Exons 


15721. .15957, 15758 .. 16003, 


15759. .16004 


Seq. No. 


28479 


beq. ID 


UJUUUZOU /l.UZi4.CZo 


Gene No. 


C O H A A 

DO 1 4 4 


Strand 




Start 


16521 


hna 


1 b y 1 o 


Name 


OJ000250 71.0214.C28.ol.tm 


Method 


i dlaoIa : Maize 


Start 


15909 


End 




GI 


none 


Score , 


302 


Exons 


15909. .16175, 15914.. 16174 






Seq. No. 


28479 


Seq. ID 


OJ000250_71.0214.C28 


Gene No . 


C O ~1 A A 

Do /44 


Strand 


— * *" 


Start 


. 16521 


End 


16916 


Name 


OJ000250 71.0214.C28.o2.gp 


Method 


AAT/GAP 


Start 


16521 


End 


16916 


GI . 


none 


Score 


764 


Exons 


16521. .16916 






Seq. No. 


28480 


Seq. ID 


OJ000250_71.0214.C29 


Gene No. 


58745 


Strand 


+ 


Start 


2524 


End 


2617 


Name 


OJ000250 71.0214.C29.ol.gp 


Method 


AAT/GAP 


Start 


2524 


End 


2617 


GI 


69953 1.R1084 


Score 


95 


Exons 


2524. .2617 






GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 7.0e- 


34 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence' 


Seq. No. 


28480 


Seq. ID 


OJ000250_71 . 0214 .C29 


Gene No . 


58746 


Strand 




Start 


1624 


End 


2076 


Name 


OJ000250 71.0214.C29.ol.gs 


Method 


GENSCAN 


Start 


1624 


End 


2076 


GI 


none 


Score 


.91 


Exons 


1624. .1768, 1868. .2076 






Seq. No. 


28480 


Seq. ID 


OJ000250_71 . 0214 .C29 


Gene No . 


58747 


Strand 




Start 


3494 


End 


6519 


Name 


OJ000250 71.0214.C29.o2.gs 


Method 


GENSCAN 


Start 


3494 


End 


6518 


GI 


none 


Score 


.71 


Exons 


3494.. 3661, 4253.. 4416, 5205 


..5280, 5378. .5451, 6458. .6518 


Seq. No. 


28480 


Seq. ID 


OJ000250_71 . 0214 . C29 



28310 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58747 Strand 
3494 End 
OJ000250J71 . 0214 . C29 . o2 . gp Method 
3719 End 
17122_1.R1084 Score 
3719.. 4158, 4253.. 4416, 5205.. 5267 

•5257255/dbj | AP000364.il AP000364 1.0e-17 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ! 



6519 
AAT/GAP 
5267 
1240 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28480 Seg. ID 

58747 Strand 

3494 End 

OJ000250_71 . 0214 . C29 . ol . tm Method 

4255 •: / End 

none Score 



OJ000250_71. 0214 .C29 
6519 

TBLASTX : Maize 

6519 

90 



4255. .4401, 4256. .4423, 4260. .4415, 5206. .5274, 5212. .5280, 
5220.. 5282, 5363.. 5452, 5376.. 5453, 6093.. 6170, 6101.. 6169, 
6103. .6177, 6455. .6517, 6456. .6518, 6460. .6519 



OJ000250_71.0214 .C30 
+ 

5428 
AAT/GAP 
5428 
114 



28481 Seg. ID 

58748 Strand 
5347 End 
OJ000250_71.0214 .C30.ol.gp Method 
5347 End 
5867_1.R1084 Score" 
5347.. 5428 

'464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiguitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiguitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiguitin conjugating enzyme [Arabidopsis 1 



28481 Seg. ID 

58749 Strand 
8834 End 
OJ000250_71.0214 .C30.o2.gp Method 
8834 End 
LIB3477-003-P1-K1-E9 Score 
8834. .8919, 9239.-9263 

! 24 98586/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000250_71.0214.C30 
+ 

9263 
AAT/GAP 
9263 
125 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28481 Seg. ID 

58750 Strand 

10737 End 

OJ000250_7 1 . 0214 . C30 . o3 . np Method 

10737 End 

6630699 Score 
10737. .10759, 12003.. 12081 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000250_71.0214.C30 
+ 

12081 
AAT/NAP 
12081 
95 



Seg. No. 



28481 



Seg. ID OJ000250 71.0214.C30 



28311 



Gene No. 


58751 


Strand 


4- 


Start 


12217 


End 


12647 


Name 


OJ000250 71.0214.C30.ol.np 


Method 


AAT/NAP 


Start 


12217 


End 


12647 


GI 


6539570 


Score 


104 


Exons 


12217. .12411, 12574.. 12647 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28481 


Seq. ID 


OJ000250 


Gene No. 


58751 


Strand 


+ 


Start 


12217 


End 


12647 


Name 


OJ000250 71.0214.C30.o4.np 


Method 


AAT/NAP 


Start 


12217 


End 


12640 


GI 


6539570 


Score 


108 


Exons 


12217. .12411, 12574.. 12640 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28481 


Seq. ID 


OJ000250 


Gene No. 


58752 


Strand 




Start 


8 


End 


4010 


Name 


OJ000250 71.0214 .C30.ol.gs 


Method 


GEN SCAN 


Start 


8 


End 


4010 


GI 


none 


Score 


.46 


Exons 


8. .127, 2461. .2494,- 3357. .3401 


, 3894.. 


4010 


Seq. No. 


28481 


Seq. ID 


OJ000250 


Gene No. 


58753 


Strand 




Start 


5779 


End 


7175 


Name 


OJ000250 71.0214.C30.o2.gs 


Method 


GENS CAN 


Start 


5779 


End 


7175 


GI 


none 


Score 


.73 


Exons 


5779.. 6228, 6266.-6935, 6958.. 


7175 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28481 
58754 
8384 

OJ000250_71.0214.C30.o2.np 

8384 

5922620 

8384.. 8411, 10371. .10576, 



Seq. ID OJ000250_71.0214.C30 
Strand 

End 1304 5 

Method AAT/NAP 

End 11943 

Score 320 
10753. .10823, 11688 .. 11712, 



11758. .11871, 11911.. 11943 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



28481 
58754 
8384 

OJ000250J71.0214.C30.o3.gs 
9651 
none 

9651.. 9838, 10390 .. 10474 , 11219 .. 11382 , 11688. 
11758. .11889, 12935.. 13045 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 71.0214.C30 



13045 
GEN SCAN 
13045 
.55 



,11712, 



Seq. No. 



28482 



Seq. ID OJ000250_71.0214.C31 



28312 



Gene No. 58755 Strand + 

Start 11934 End 12673 

Name OJ000250_71 . 0214 . C31 . ol . gp Method AAT/GAP 

Start 11934 End 12673 

GI 3860_1.R1084 Score 1137 
Exons 11934. .12230, 12336.. 12673 

GI Descrip. ' 4582445/gb | AAD24829 . 1 | AC007071_1 4.0e-24 (AC007071) unknown 

protein [Arabidopsis thaliana] - ■ 

>gi_4589952_gb_AAD26470.1_AC007169_2 (AC007169) unknown protein 
[Arabidopsis thaliana] ' 



Seq. No. 


28482 


Seq. ID 


OJ000250_71.0214 


. Lj i 


Gene No. 


58755 


Strand 


+ 




Start 


11934 


End 


12673 




Name 


OJ000250 71.0214.C31.o2.np 


Method 


AAT/NAP 




Start 


12063 


End 


12380 




GI 


4582445 


Score 


279 




Exons 


12063. .12230, 12336.. 12380 








GI Descrip. 


(AC007071) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


28482 


Seq. ID 


OJ000250_71.0214 


.C31 


Gene No. 


58756 . 


Strand 






Start 


4027 


End 


5078 




Name 


OJ000250 71.0214.C31.ol.np 


..Method 


AAT/NAP 




Start 


4027 


End 


5078 




GI 


6815053 


Score 


721 




Exons 


4027. .4264, 4314. .4469, 4912. .5078 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28482 


Seq. ID 


OJ000250J71.0214 


.C31 


Gene No. 


58757 


Strand 






Start 


11775 


End 


12452 




Name 


OJ000250 71.0214.C31.o2.gs 


Method 


GENSCAN 




Start 


11775 


End 


12452 




GI 


none 


Score 


.52 




Exons 


11775. .12274, 12299.. 12452 








Seq. No. 


28482 


Seq. ID 


OJ000250J71.0214 


.C31 


Gene No. 


58758 


Strand 






Start 


14705 


End 


20475 




Name 


OJ000250 71.0214.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


12080 


End 


12396 




GI 


none 


Score 


266 




Exons 


12080. .12256, 12081 .. 12230, 


12323. .12388, 12336 .. 12383, 






12337. .12396 








Seq. No. 


28482 


Seq. ID 


OJ000250_71.0214 


.C31 


Gene No. 


58758 


Strand 






Start 


14705 


End 


20475 




Name 


OJ000250 71.0214.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12080 


End 


12471 




GI 


none 


Score 


242 




Exons 


12080. .12256, 12081 .. 12230, 


12307. .12408, 12323 .. 12409, 






12325. .12408, 12336 .. 12431, 


-12338. .12412, 12391 .. 1247 1, 






12408. .12467, 12418. .12471 








Seq. No. 


28482 


Seq. ID 


OJ000250_71.0214 


.C31 



28313 




Gene No. 


58758 


Strand 




Start 


14705 


End 


20475 


Name 


OJ000250 71.0214.C31.ol.tc 


Method 


TBLASTX: Cress 


Start 


12084 


End 


12383 


GI 


none 


Score 


197 


Exons 


12084. .12230, 12086 12247, 


12336. .12383, 12338.. 12379 


Seq. No. 


28482 


Seq. ID 


OJ000250_71.0214.C31 


Gene No. 


58758 


Strand 




Start 


14705 


End 


20475 


Name 


OJ000250 71.0214.C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12084 


End 


12385 


GI 


none 


Score 


217 


Exons 


12084. .12230, 12086 .. 12247 , 


12323. .12385, 12336.. 12383 


Seq. No. 


28482 


Seq. ID 


OJ000250_71.0214.C31 


Gene No. 


58758 


Strand 




Start 


14705 


End 


20475 


Name 


OJ000250 71.0214.C31.o3.gs 


Method 


GENS CAN 


Start 


14705 


End 


20475 


GI 


none 


Score 


.75 


Exons 


14705. .14824, 15191 .. 15257, 


15402. .16263, 16482 .. 16625, 




20424. .20475 






Seq. No. 


28483 


Seq. ID 


OJ000250_71.0214.C32 


Gene No. 


58759 


Strand 


+ 


Start 


59 


End 


1251 


Name 


OJ000250 71.0214.C32.ol.gs 


Method 


GEN SCAN 


Start 




End 


1251 


GI 


none r ' 


Score 


.63 


Exons 


59. .236, 238. .336, 399. .547, 


780. .886, 


1245. .1251 


Seq. No. 


28483 


Seq. ID 


OJ000250_71.0214.C32 


Gene No. 


58760 


Strand 


+ 


Start 


2853 


End 


14446 


Name 


OJ000250 71.0214.C32.o2.gs 


Method 


GENS CAN 


Start 


2853 


End 


14002 


GI 


none 


Score 


.52 


Exons 


2853.. 2904, 3200.. 3291, 3396 


..3539, 3575; .'3768, 3803.. 3972, 




3995. .4059, 4096. .4270, 4453 


..4917, 5004.. 5090, 5292. .5422, 




5443. .5519, 5640. .5787, 5877 


..5999, 6163.. 6519, 8283.-8352, 




8588. .8696, 8777. .8819, 9203 


..9373, 9671. .9728, 9771. .9982, 




10079. .10876, 10940. .13177, 


13250. .14002 


Seq. No. 


28483 


Seq. ID 


OJ000250_71 . 0214 . C32 


Gene No. 


58760 


Strand 


+ 


Start 


2853 


End 


14446 


Name 


OJ000250 71.0214.C32.ol.gp 


Method 


AAT/GAP 


Start 


3330 


End 


3783 


GI 


none 


Score 


860 


Exons 


3330. .3783 






Seq. No. 


28483 


Seq. ID 


OJ000250_71 . 0214 . C32 


Gene No. 


58760 


Strand 


+ 


Start 


2853 


End 


14446 


Name 


OJ000250 71.0214.C32.ol.np 


Method 


AAT/NAP 


Start 


3417 


End 


6435 



28314 



GI 3641836 Score 1013 

Exons 3417. .4178, 4545. .4921, 5008. .5106, 5275.-5362, 5443. .5519, 

5640. .5787, 5877.. 6071, 6163.. 6435 
GI Descrip. (AL023094) putative serine/threonine protein kinase [Arabidopsis 

thaliana] 



Seq. No. 28483 Seq. ID 

Gene Np. 58760 . Strand 

Start ' 2853 End 

Name OJ000250J71 . 0214 . C32 . o2 . np Method 

Start 8308 End 

GI 6498441 Score 

Exons 8308.. 8684, 9382.. 10082, 10413 .. 10876, 10940. . 11313, 

11497. .11631, 11806. .12526, 12698 .. 14071, 14165. .14446 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000250_71.0214 .C32 
+ 

14446 
AAT/NAP 
14446 
6379 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28483 
58761 
15071 

OJ000250_71.0214.C32.ol.tc 

4623 

none 

4623. .4718, 4623. .4721, 4630. 
4722.-4925, 4951. .5091, 5000. 

28483 
58761 
15071 

OJ000250_71.0214.C32.ol.ts 
4623 
none 
4623. 



,4712, 
5294. .5398, 
5641. .5805, 



4670. 
5415. 
5868. 



,4711, 
,5525, 
,6044 



4721. 
5440. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_71.0214.C32 
19115 

TBLASTX: Cress 
5095 
103 

.4722, 4709. .4744, 4721.'. 4927, 
.5095 

Seq. ID OJ000250_71.0214.C32 
Strand 

End 19115 

Method TBLASTX : Soybean 

End 6044 

Score 93 

.4918, 4722. .4922, 5003. .5107, 
.5520, 5505.. 5522, 5631.. 5753, 



Seq. No. 28483 

Gene No. 58761 

Start 15071 

Name OJ000250_71 . 0214 . C32 . 08 . tw 

Start 4680 

GI none 

Exons 4680.. 4712, 4721.. 4912, 4722. 

Seq. No. 28483 
Gene No. 58761 
Start 15071 

Name OJ000250_71 . 0214 . C32 . ol . tm 

Start 4734 
GI none 

Exons 4734.. 4919, 4736.^4945, 5002. 

5291.. 5362, 5292 .. 5363, - 5294 . 
5438.. 5518, 5440.. 5520, 5442. 
5641. .5799, 5868. .5981 



Seq. ID OJ000250_71.0214.C32 
Strand 

End 19115 

Method TBLASTX : Wheat 

End 5107 

Score 35 
.4922, 5021.. 5107 

Seq. ID OJ000250_71.0214.C32 
Strand 

End 19115 
Method TBLASTX : Mai ze 
End 5981 
Score 295 

.5091, 5003.. 5092, 5042.. 5101, 
.5365, 537,8.. 5515, 5437.. 5517, 
.5522, 5625.. 5792, 5637.. 5789, 



Seq. No. 



28483 



Seq. ID OJ000250_71.0214.C32 



28315 




Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


5294 




End 


5730 




GI 


none < 




Score 


96 




Exons 


5294.. 5365, 5440. .5520, 5442 


..5522, 5625. .5729, 5641. .5730 


Seq. No. 


,28483 




Seq. ID 


OJ00025.0_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 7I.0214.C32. 


o9.tw 


Method 


• TBLASTX: Wheat 




Start 


5442 




End 


5933 




GI 


none 




Score 


78 




Exons 


5442.. 5525, 5443. .5520, 5641 


..5700, 5701. .5805, 5868. .5933 


Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


. C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250_71.0214.C32. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


10297 




End 


10783 




GI 


none 




Score 


403 




Exons 


10297 . .10470, 10298 . . 


10783, 


10298. .10756, 10492.. 10779 




Seq. No. 


28483 




Seq. ID 


OJ000250_71.>0214 


. C32 


Gene . No . 


58761 




Strand 






Start . 


15071 




End 


19115 




Name 


OJ000250_71.0214.C32. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


10947 




End 


11410 




GI 


none 




Score. 


101 




Exons 


10947. .11168, 10948. . 


11403, 


10949. .11410, 10949.. 11404 




Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


. C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250_71.0214.C32. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


1 ft ft Q Q 

10988 




End 


11353 




GI 


none 




Score 


117 




Exons 


10988. .11212, 11219.. 


11353 








Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11078 




End 


11434 




GI 


none 




. Score 


392 




Exons 


11078. .11434, 11113.. 


11424, 


11318. .11434 




Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11461 




End 


11845 




GI 


none 




Score 


357 




Exons 


11461. .11826, 11462.. 


11845 








Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 







28316 




Start ■' 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11518 ~ 




End 


11943 




GI 


none 




Score 


486 




Exons 


11518. .11943, 11519. 


. 11941 








Seq. No. 


28483 




Seq. ID 


OJ000250J71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


11597 ~~ 




End 


11968 




GI 


none 




Score 


270 




Exons 


11597 . .11968, 11614 . 


. 11757 








Sea. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o5 . tw 


Method 


TBLASTX : Wheat 




Start 


12374 




End 


12832 




GI 


none 




Score 


237 




Exons 


12374 . . 12628, 12398 . 


. 12649, 


12463. .12648, 12683 .. 12832 , 






12695 . . 12829 










Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


12521 




End 


13087 




GI 


5666795 




Score 


68 




Exons 

J-J \_S X 1 O 


12521. .12619, 12695. 


.12832, 


12848. .13087 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12835 




End 


13147 




GI 


none 




Score 


234 




Exons 


12835. .13011V -12836. 


.13147 








Seq. No. 


28483 




Seq. ID 


OJ000250_71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13316 




End 


13659 




GI 


none ' 




Score 


358 




Exons 


13316. .13639, 13345. 


. 13626, 


13543. .13659 




Seq. No. 


28483 




Seq. ID 


OJ000250J71.0214 


.C32 


Gene No. 


58761 




Strand 






Start 


15071 




End 


19115 




Name 


OJ000250 71.0214.C32 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13453 




End 


13834 




GI 


none 




Score 


363 




Exons 


13453. .13530, 13454. 


. 13834, 


13457. .13795, 13555.. 13803 




Seq. No. 


28483 




Seq. ID 


OJ000250J71.0214 


.C32 



28317 




Gene No. 


58761 


Strand 








Start 


15071 


End 


19115 






Name 


OJ000250 71.0214.C32.o6.tw 


Method 


TBLASTX: Wheat 




Start 


13835 


End 


14437 






GI 


none 


Score 


249 






Exons 


13835. .14119, 13840. .13932, 


13975. .14118, 14311. .14 433, 






14312. .14437 










Seq. No. 


28483 


Seq. ID 


OJ000250_71 


0214. 


C32 


Gene No. 


58761 


Strand 








Start 


15071 


End 


19115 






Name 


OJ000250 71.0214.C32.o4.gs 


Method 


GEN SCAN 






Start 


15071 


End 


19115 






GI 


none 


Score 


.76 






Exons 


15071. .15731, 15760. .16932, 


17036. .17179, 17402. .18101, 






18168. .18316, 18794. .18855, 


18987. .19115 






Seq. No. 


28483. 


Seq. ID 


OJ000250_71 


.0214. 


C32 


Gene No. 


58761 


Strand 


~ 






Start 


15071' 


End 


19115 






Name 


OJ000250 71.0214.C32.o3.np 


Method 


AAT/NAP 






Start 


15074 


End 


18297 






GI 


6907089 


Score 


4360 






Exons 


15074. .16932, 17036.. 18297 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28484 


Seq. ID 


OJ000250_71 


0214. 


C33 


Gene No. 


■ 58762 


Strand 


+ 






Start 


99 


End 


159 






Name 


OJ000250 71.0214.C33.ol.np 


Method 


AAT/NAP 






Start 


99 


End . 


159 






GI 


5042454 


Score 


74 






Exons 


99. .159 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


28484 


Seq. ID 


OJ000250_71 


0214. 


C33 


Gene No. 


58763 


Strand 


+ 






Start 


106 


End 


6894 . 






Name 


OJ000250 71.0214.C33.ol.gs 


Method 


GENS CAN 






Start 


106 


End 


6894 






GI 


none 


Score 


.61 






Exons 


106. .276, 3115. .3398, 4009. 


.4136, 4742 


..4845, 6484 


.6571 






6680. .6894 










Seq. No. 


28484 


Seq. ID 


OJ000250_71 


0214. 


C33 


Gene No. 


58763 


Strand 


+ 






Start 


106 


End 


6894 






Name 


OJ000250 71.0214.C33.ol.gp 


Method 


AAT/GAP 






Start 


2976 


End 


4126 






GI 


uC-osroM202004gl2bl 


Score 


789 






Exons 


2976. .3293, 4009. .4126 











GI Descrip. 1 400844 1/emb | CAA22448 . 1 1 5.0e'-20 (AL034488) predicted using 

Genefinder; cDNA EST yk433c6.3 comes from this gene; cDNA EST 
EMBL:D72601 comes from this gene; cDNA EST EMBL:D75524 comes 
from this gene; cDNA EST yk433c6.5 comes from this gene 
[Caenorhabditis ele 1 - 



28318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28484 Seq. ID 

58763 Strand 

106 End 

OJ000250_71 . 0214 . C33 . o2 . np Method 

3181 End 

4008441 Score 



OJ000250_71.0214.C33 
+ 

6894 
AAT/NAP 
6876 
366 



3181. .3293, 4009. .4136, 4742. .4845, 6484. .6571, 6680. .6876 
(AL034488) predicted using Genefinder; cDNA EST yk433c6.3 comes 
from this gene; cDNA EST EMBL:D72601 comes from this gene; cDNA 
EST EMBL:D75524 comes from this gene; cDNA EST yk433c6.5 comes 
from this gene [Caenorhabditis ele... 



28484 
58764 
5623 

OJ000250_71 . 0214 . C33 . ol . tc 

3160 

none 

3160.. 3297, 3174.. 3293, 3974. 
4731. .4847, 4740. .4847, 4741. 
6784. .6927 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4135, 4003 
.4848, 6483 



OJ000250 71.0214 ;C33 



6927 

TBLASTX: Cress 
6927 
191 

4140, 4004, 
6566, 6484. 



,4138, 
,6579, 



Seq. ID 
Strand 

End 6927 

Method AAT/GAP 

End 6119 

Score 977 



OJ000250 71.0214.C33 



Seq. No. 28484 

Gene No. 58764 

Start 5623 

Name OJ000250_7 1.0214. C33 . o2 . gp 

Start 5623 

GI uC-osroM*202004gl2a2 

Exons 5623.. 6119 

GI Descrip. ' 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 T 



Seq. No. 


28485 






Seq. ID 


OJ000250 


Gene No. 


58765 






Strand 


+ 


Start 


224 






End 


6621 


Name 


OJ000250 


71.0214.C34 


. ol . gs 


Method 


GENSCAN 


Start 


224 






End 


6621 


GI 


none 






Score 


.47 


Exons 


224. .430, 


487. .2978, 


3017. . 


4885, 4929. 


.6621 


Seq. No. 


28485 






Seq. ID 


OJ000250 


Gene No. 


58765 






Strand 


+ 


Start 


224 






End 


6621 


Name 


OJ000250 


71.0214.C34 


ol.np 


Method 


AAT/NAP 


Start 


1010 






End 


6618 


GI 


6498441 






Score 


6844 



Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1010. .2074, 2405. .2868, 2895. .3268, 3452. .3586, 3761. .4101, 
4294.. 4676, 4846.. 6243, 6337. .6618 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



28485 
58766 
6780 

OJ000250_71 . 0214 . C34 . ol . gp 
6780 



Seq. ID OJ000250_71.0214.C34 

Strand + 

End 7242 

Method AAT/GAP 

End 7242 



28319 



GI 


2428323 




Score 


843 


Exons 


6780. .7242 








GI Descrip. 


5803242/dbj 


|AP000399.1|AP000399 0.0e+00 Oryza sativa genomii 




DNA, chromosome 6, clone: P0535G04 




Seq. No. 


c. O ft O J 




ocq . J-U 


OJ000250 71.0214.C34 


oene ino • 


J o / O / 




q+- v~ n H 


- 


•Start • 




* 




10505 


Name 


n.Tnnn^Rn 71 

UOUUUZjU /J. 


091 4 P^4 n9 rr<3 


l v lc cxiou 


GENS CAN 


Start 


79S0 ~~ 

/ £. J \J 






10505 


GI 


none 




Score 


.99 


Exons 


7250. .9152, 


9244. .10505 






Seq. No. 


£, o *± O J 




Seq. ID 


OJ000250 71.0214.C34 


Gene No. 


SR7 67 

JO / v / 




Strand 


- 


Start 


7 9 




End 


10505 


Name 


UU VJ W VJ £. .J VJ /X 


.0214.C34.o2.np 


Method 


AAT/NAP 


Start 






End 


10505 


GI 


JOUJl J j 




Score 


5155 


Exons 


7253. .9152, 


9244. .10505 






GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


ioflOj 




Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


c 07 CO 




Strand 






1 OP. 8 6 
IU00D 




End 


11001 


Name 


ninnn^^n 71 

UUUUUt jU / j. 


. 0214 . C34 . 06 . tw 


Method 


TBLASTX: Wheat 


Start 


QQQ 

2? Z? -7 




End 


1551 


GI 


none 




Score 


34 


Exons 


999. .1034, 


llby..l2Uo, 1213.. 


1311, 1218. .1310, 1278. .1517, 




1 9Q4 1 RRI 








Seq. No. 


^ O ft O D 




Seq. ID 


OJ000250_71.0214.C34 


bene ino. 


JO / OO 




Strand 




Start 


1 DRft 

1UOOU 




End 


11001 


Name 


n.Tnnn 9^0 71 


.0214.C34.o4.tm 


Method 


TBLASTX: Maize 


Start 


1164 




End 


1449 


GI 


none 




Score 


202 


Exons 


1 1 64 144ft 


1201.. 1449 






Seq. No. 


9ft4 ft R 

60*10 J 




Seq. ID 


OJ000250_71.0214.C34 


ocuc INO • 


^ft7 6ft 
JO / DO 




Strand 




Start 


1 Dftftfi 




End 


11001 


Name 


0.70009^0 71 


.0214.C34.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2289 




End 


2778 


GI 


none 




Score 


408 


Exons 


99ftQ 9469 


2290.. 2778, 2484. 


.2777 




Seq. No. 


28485 




Seq. ID 


OJ000250_71. 0214 .C34 


belle INO. 


58768 




Strand 




Start 


10886 




End 


11001 


Name 


OJ000250 71 


-0214.C34.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2903 




End 


3365 


GI 


none 




Score 


578 


Exons 


2903. .3358, 


2904.. 3365, 2904. 


.3359 




Seq. No. 


28485 




Seq. ID 


OJ000250J71.0214 .C34 


Gene No. 


58768 




Strand 





28320 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o3 


.ts 


Method 


TBLASTX : Soybean ' 


Start 


2943 








End 


3308 


GI 


none 








Score 


117 


Exons 


2943. .3167, 


3174 


. .3308 








Seq.. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No.. 


DO /bo 








btrana 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3033 








End 


3389 


GI 


none 








Score 


383 


Exons 


3033. .3389, 


3068 


. .3379, 


3084. 


.3389 




Seq. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


DO / DO 








btrana 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3416 








End 


3800 


GI 


none 








Score 


353 


Exons 


3416. .3781, 


3417 


. .3800 








Seq. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


58768 








Strand . 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


3473 








End 


8004 


GI 


none 








Score 


482 


Exons 


3473. .3886, 


3474 


. .3893, 


7906. 


.8004 




Seq. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


58768 








Strand 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3552 








End 


3923 


GI 


none 








Score 


278 


Exons 


3552. .3923, 


3569 


. .3712 








Seq. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


58768 








Strand 




start 


lUooo 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


4548 








End 


4980 


GI 


none 








Score 


236 


Exons 


4548. .4799, 


4548 


. .4745, 


4613. 


.4789, 4840. .4980, 4840. .'4977, 




4842. .4979 












Seq. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


58768 








Strand 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4671 








End 


5235 


GI 


5666795 








Score 


68 


Exons 


4671. .4769, 


4843 


. .4980, 


5029. 


.5235 





GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 

Seq. No. 28485 Seq. ID OJ000250_71 . 0214 . C34 



28321 



Gene No. 587 68 Strand 

Start 10886 End 

Name 0 JO 0025 0_7 1.0214.C34.o8.tw Method 

Start 4 983- End 

GI none Score 

Exons 4983.. 5159, 5020.. 5295 



11001 

TBLASTX: Wheat 

5295 

199 



Seq. No. 28485 Seq. ID 

Gene No. 587 68 Strand 

Start 10886 End 

Name OJ000250_71 . 0214 .C34 .o2. tm Method 

Start 54 97 End 

GI none Score 

Exons 5497.. 5811, 5517.. 5798 



OJ000250_71.0214.C34 
11001. 

TBLASTX: Maize 

5811 

356 



Seq. No. 


28485 








Seq. ID 


OJ000250_71.0214.C34 


Gene No. 


58768 








Strand 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5625 








End 


6006 


GI 


none 








Score 


365 


Exons 


5625. .5681, 


5626 


. .6006, 


5727. 


.5975 




Seq. No. 


28485 








Seq. ID 


PJ000250_71 . 0214 .C34 


Gene No. 


58768 








Strand 




Start 


10886 








End 


11001 


Name 


OJ000250 71 


.0214 


.C34.o7 


. tw 


.Method 


TBLASTX: Wheat 


Start 


6007 








End 


6609 


GI 


none 








Score 


257 


Exons 


6007. .6303, 


6011 


. .6082, 


6012. 


.6110, 6147. .6290, 6483.. 6605, 



6484. .6609 



Seq. No. 28485 Seq. ID 

Gene No. 58768 Strand 

Start 10886 End 

Name OJ000250J71 . 0214 . C34 . o3 . gs Method 

Start 10886 End 

GI none Score 

Exons 10886. . 11001 



OJ000250_71.0214.C34 

11001 
GENS CAN 
11001 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28486 Seq. ID OJ000250_71 . 0214 . C35 

58769 Strand + 

1 End 97 67 

OJ000250_71.0214.C35.o2.np Method AAT/NAP 

1 End 6619 

6069646 Score 366 

1..32, 4579. .5532, 6577. .6619 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



28486 
58769 
1 

OJ000250_71.0214.C35.ol.gs 



Seq. ID OJ000250_71.0214.C35 

Strand + 

End 97 67 

Method GENSCAN 



28322 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



331 End 3532 

none Score . 77 

331. .417, 654. .824, 1158. .1380, 1*594. .1907, 1958. .2117, 

2263.-2386, 2430.. 2553, 3305.. 3532 



28486 
58769 
1 

OJ000250_7 1 . 0214 . C35 . o2 . gs 

5014 

none 



Seq. ID OJ000250_71.0214.C35 

Strand + 

End 97 67 

Method GENSCAN 

End 97 67 

Score .76 



5014. .5281, 6154. .7624, 8763. .8868, 8993. .9115, 9660. .9767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



28486 
58769 
1 

OJ000250_71.0214.C35.o3.np 
6268 
4539395 
6268.. 6400, 6445.. 7625 

(AL035526) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000250_71.0214.C35 

Strand + 

End 97 67 

Method AAT/NAP 

End 7625 

Score 815 



28486 
58770 
1 

OJ000250_71.0214.C35.ol.np 
1 

5922623 
1..76, 244. .396, 773. .857 

(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000250_71.0214.C35 
Strand 

End 857 

Method AAT/NAP 

End 857 

Score 233 



28486 
58771 
11248 

OJ000250_71 . 0214 . C35 . o3 . tm 

2789 

none 



Seq. ID OJ000250_71.0214.C35 
Strand 

End 13503 

Method TBLASTX : Mai ze 

End 5557 

Score 96 



2789. .2893, 2821. .2889, 2903. .3031, 2908. .3009, 4994. .5320, 
5035.. 5184, 5324.. 5557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28486 
58771 
11248 

OJ000250_71.0214.C35.o3.tw 

2804 

none 



28486 
58771 
11248 

OJ000250_71.0214 .C35.o5.tw 

4277 

none 



Seq. ID OJ000250_71.0214.C35 
Strand 

End 13503 

Method TBLASTX : Wheat 

End 5149 

Score 66 



2804. .2881, 2897. .2962, 4769. .5149 



Seq. ID OJ000250_71.0214.C35 
Strand 

End 13503 

Method TBLASTX : Wheat 

End 4 607 

Score 140 



4277. .4462, 4451. .4576, 4513. .4605, 4518. .4607 



28323 



Seq. No. 28486 

Gene No. 58771 

Start 11248 

Name OJ000250_71 . 0214 . C35 . o5 . tm 

Start 4297 

GI none 

Exons 4297.. 4656, 4298.. 4582 

Seq. No. 28486 

Gene No. 58771 

Start 11248 

Name OJ000250_7 1". 0214 . C35 . o4 . tm 

Start 6927 

-GI none 
Exons 



Seq. ID OJ000250_71.0214.C35 
Strand 

End 13503 

Method TBLASTX: Maize 

End 4 656 

Score 221 



Seq. ID OJ000250_71.0214.C35 
Strand 

End 13503 

Method TBLASTX : Mai ze 

End 734 6 

Score 230 



6927.. 7346, 6936.-7292, 6951.. 7274, 6960.. 7295, 6969.. 7322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28486 Seq. ID 

58771 Strand 

11248 End 

OJ000250_71 . 0214 . C35 . o2 . tc Method 

6936 End 

none Score 



OJ000250_71.0214.C35 
13503 

TBLASTX: Cress 

7346 

66 



6936. .7016, 6957. .7223, 6957. .7085, 6969. .7316, 7023. .7346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28486 Seq. ID 

58771 Strand 

11248 End 

OJ000250_7 1.0214. C35 . o3 . ts Method 

6954 End 

none Score 



OJ000250_71.0214.C35 
13503 

TBLASTX : Soybean 

7379 

93 



6954. .7133, 6957. .7202, 6972. .7274, 7044. .7379 



Seq. No. 


28486 


Seq. ID 


OJ000250_71.0214 


.C35 


Gene No. 


58771 


Strand 






Start 


11248 


End 


13503 




Name 


OJ000250 71.0214.C35.o6 > .tw 


Method 


TBLASTX: Wheat 




Start 


6960 


End. 


7346 




GI 


none 


Score 


197 




Exons 


6960. .7223, 7104. .7346 








Seq. No. 


28486 


Seq. ID 


OJ000250_71.0214 


.C35 


Gene No. 


58771 


Strand 






Start 


.11248 


End 


13503 




Name 


OJ000250 71.0214.C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


11024 


End 


12856 




GI 


none 


Score 


50 




Exons 


11024. .11083, 11185. .11211, 


11242. .11832, 11243. .11833, 





11615. .11833, 11895. .12278, 11923 .. 12279, 11926 .. 1227 9, 

11945. .12283, 12035 .. 12280, 12367 .. 12591, 12371 .. 12532 , 

12650. .12715, 12651. .12785, 12651 12788, 127 63 .. 12855, 

12785. .12856, 12828.. 12854 



Seq. No. 28486 Seq. ID OJ000250_71 . 0214 . C35 

Gene No. 58771 Strand 

Start 11248 End 13503 

Name OJ000250_71 . 0214 .C35.o3.gs Method GENSCAN 



28324 




Start 


11248 




End 


13427 




GI 


none 




Score 


.96 




Exons 


11248. .11832, 11925. 


.12278, 


12370. .12569, 12652 .. 12742, 






12978. .13190, 13302. 


.13427 








Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214. 


C35 


Gene No. 


58771 




Strand 






Start 


11248 




End 


13503. 




Name 


OJ000250 71.0214.C35 


.o4 .np 


Method 


AAT/NAP 




Start 


11251 




End 


13503 




GI 


1706956 




Score 


2514 




Exons 


11251. .11832, 11925. 


.12278, 


12370. .12569, 12652 .. 12898, 






12978. .13190, 13302. 


.13503 








GI Descrip. 


(U58283) cellulose synthase 


[Gossypium hirsutum] 




Seq. No. 


28486 




Seq. ID 


OJ000250_71.0214. 


C35 


Gene No . 


Do / / 1 




Strand 






Start 


1 10*0 

11248 




End 


13503 




Name 


OJU0U2DU /1.U214.C33 


. 02 . tS 


Method 


TBLASTX: Soybean 




Start 


11266 




End 


11833 




GI 


none 




Score 


534 




Exons 


11266. . 11832, 11294. 


. 11833 








Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214. 


C35 


Gene No. 


58771 




Strand 






Start 


1 1 O A O 

11248 




End 


13503 




Name 


OJ000250 71.0214.C35 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11300 




End 


13430 




GI 


none 




Score 


313 




Exons 


11300 11608, 11302. 


. 11607, 


11585. .11827, 11602. .11835, 






11623. . 11838, 11895. 


. 12056, 


11929. .12057, 12057. .12278, 






i onto "looir* "io/^^o 

12058 .. 12279, 12063. 


1 O O O 1 

. 12281, 


12101. .12280, 12367. .12477, 






12367. .12555, 12371. 


.12532, 


12803. .12916, 12837. .12896, 






12966. .13190, 12967. 


.13098, 


12978. .13178, 12980 .. 13192, 






13003. .13194, 13288. 


.13389, 


13290. .13430, 13300.. 13428 




Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214. 


C35 


Gene No. 


587.71 




Strand 






Start 


11248 




End 


13503 




Name 


OJ000250 71.0214.C35 


,ol. tw 


Method 


TBLASTX: Wheat 




Start 


11371 




End 


11778 




GI 


none 




Score 


226 




Exons 


11371. .11604, 11372. 


.11605, 


11605. .il772, 11606. .11767, 






11623. .11778 










Seq. No. 


28486 




Seq. ID 


OJ000250_71.0214. 


C35 


Gene No. 


58771 




Strand 






Start 


11248 




End 


13503 




Name 


OJ000250 71.0214.C35 


.ol.gp 


Method 


AAT/GAP 




Start 


11401 




End 


12239 




GI 


54090 1.R1084 




Score 


1433 




Exons 


11401. .11832, 11925. 


.12239 








GI Descrip. 


•1706956 1.0e-115 (U58283) . 


cellulose synthase [Gossypium 




hirsutum] ■ 










Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214. 


C35 


Gene No. 


58771 




Strand 







28325 



Start 


11248 




End 


13503 


Name 


OJ000250 71.0214.C35 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


11884 




End 


12090 


GI 


none 




Score 


127 


Exons 


11884. .12060, 11895. 


.12059, 


12052. .12090, 12057.. 12086 


Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214 


Gene No. 


58771 




Strand 




Start 


11248 




End 


13503 


Name 


OJ000250 71.0214.C35 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


11898 




End 


13431 


GI 


none 




Score 


440 


Exons 


11898. .12278, 11920. 


. 12279, 


11925. .12281, 11933. .12283, 




12154. .12279, 12367. 


.12591, 


12371. .12532, 12372. .12578, 




12647. .12712, 12650. 


.12715, 


12651. .12761, 12781. .12897, 




12785. .12916, 12806. 


.12904, 


12966. .13190, 12970. .13098, 




13000. .13194, 13001. 


.13213, 


13290. .13430, 13300 .. 13428 , 




13324. .13431, 13328. 


.13429 






Seq. No. 


28486 




Seq. ID 


OJ000250_71.0214 


Gene No. 


58771 




Strand 




Start 


11248 




End 


13503 


Name 


OJ000250 71.0214.C35 


. o2 . gp 


Method 


AAT/GAP 


Start 


. 12526 




End 


13223 


GI 


32423 1.R1084 




Score 


938 


Exons 


12526. .12569, 12652. 


.12898, 


12978. .13223 


GI Descrip. 


'1706956 9.0e-66 (U58283) cellulose synthase [Gossypium 




hirsutum] ' 








Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214 


Gene No. 


58771 




Strand 




Start 


11248 




End 


13503 


Name 


OJ000250 71.0214.C35 


,o2.tw 


Method 


TBLASTX: Wheat 


Start 


12845 




End 


13382 


GI 


none 




Score 


69 


Exons 


12845. -.12916, 12846. 


.12905, 


12966. .13070, 12970 .. 13071, 




12978. .13085, 13039. 


.13140, 


13040. .13171, 13070. .13168, 




13080. .13190, 13296. 


.13382 






Seq. No. 


28486 




Seq. ID 


OJ000250J71.0214 


Gene No. 


58771 




Strand 




Start 


11248 




End 


13503 


Name 


OJ000250 71.0214.C35 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


12857 




End 


13430 


GI 


none 




Score 


54 


Exons 


12857. .12898, 12864. 


.12896, 


12966. .13190, 12970. .13098, 




12978. .13112, 12980. 


.13165, 


13156. .13191, 13290. .13430, 




13300. .13428, 13302. 


.13430 






Seq. No. 


28487 




Seq. ID 


OJ000250_71.0214 


Gene No. 


58772 




Strand 




Start 


1 




End 


2956 


Name 


OJ000250 71.0214.C36 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


2956 


GI 


1706956 




Score 


1187 


Exons 


1..63, 486. .625, 714 


. .1049, 


1147. .1421, 


2156.. 2303, 241 



C35 



,C35 



2806. .2956 



28326 



GI Descrip. (U58283) cellulose synthase [Gossypiurn hirsutum] 



Seq. No. 28487 

Gene No. 58772 

Start 1 

Name OJ000250_71 . 0214 . C36 . ol . gs 
Start _ 706 

GI none 
Exons 



Seq. ID OJ000250_71.0214.C36 
Strand 

End 2956 

Method GENSCAN 

End 2953 

Score .94 



706. .1057, 1158. .1424, 2156. .2303, 2411.\2540, 2581. .2690, 
2791.. 2953 



Seq. No. 28487 

Gene No. 58773 

Start 4412 

Name OJ000250_7 1 . 0214 . C36 . ol . tc 

Start 485 

GI none 
Exons 



Seq. ID OJ000250_71.0214.C36 
Strand 

End 5405 

Method TBLASTX : Cress 

End 1423 

Score 180 



485. .631, 486. .626, 712. .1050, 729. .1028, 734. .1051, 1157. .1423, 
1167. .1295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28487 
58773 
4412 

OJ000250_71.0214.C36.ol.tw 

485 

none 



Seq. ID OJ000250_71.0214.C36 
Strand 

End, 54 05 

Method TBLASTX: Wheat 

End 864 

Score 139 



485. .631, 486.-626, 701. .847, 703. .864, 796. .849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28487 
58773 
4412 

OJ000250_71.0214.C36.ol.tm 

485 

none 



Seq. ID OJ000250_71.0214.C36 
Strand 

End 5405 

Method TBLASTX : Mai ze 

End 1417 

Score 147 

485. .631, 486. .626, 488. .631, 701. .1051, 703. .1050, 802. .1056, 
1142.. 1375, 1157.. 1417 



Seq. No. 28487 

Gene No. 58773 

Start 4412 

Name OJ000250_71 . 0214 . C36 . ol . ts 

Start 533 

GI none 
Exons 



Seq. ID OJ000250_71.0214.C36 
Strand 

End 5405 

Method TBLASTX : Soybean 

End 1417 

Score 78 

533. .631, 534. .626, 539. .631, 701. .1051, 703. .1050, 1144. .1293, 
1149. .1304, 1157. .1348, 1157. .1417 



Seq. No. 28487 
Gene No. 58773 
Start 4412 

Name OJ000250_71 . 0214 . C36 . o2 . np 

Start 4412 
GI 6069646 
Exons 4412.. 5127, 5380.. 5405 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



Seq. ID OJ000250_71.0214.C36 
Strand 

End 5405 

Method AAT/NAP 

End 5405 

Score 271 



28327 



[Oryza sativa] 



Seq. No. 


28487 




Seq. ID 


OJ000250_71.0214 


.C36 


Gene No. 


58773 




Strand 


- 




Start 


4412 




End 


5405 




Name 


OJ000250 71.0214.C36.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4430 




End 


4993 




GI 


none 




Score 


78 




Exons 


4430.. 4630, 4691.. 4993, 


4785. 


.4886 






Seq. No. 


28488 




Seq. ID 


OJ000250_71.0214 


.C37 


Gene No. 


58774 




Strand 


- 




Start 


137 




End 


392 




Name 


OJ000250 71.0214.C37.ol. 


gs 


Method 


GEN SCAN 




Start 


137 




End 


392 




GI 


none 




Score 


.99 




Exons 


137. .206, 268. .392 










Seq. No. 


28488 




Seq. ID 


OJ000250_71.0214 


.C37 


Gene No. 


58775. 




Strand 


— 




Start 


793 




End 


1360 




Name 


OJ000250 71.0214.C37.o2. 


gs 


Method 


GENSCAN 




Start 


793 




End 


1360 




GI 


none 




Score 


.66 




Exons 


793.. 1088, 1213.;i360 










Seq. No. 


28488 




Seq. ID 


OJ000250 71.0214 


.C37 


Gene No. 


58776 




Strand 


_ 




Start 


2518 




End 


2869 




Name 


OJ000250 71.0214.C37.o3. 


gs 


Method 


GENSCAN 




Start 


2518 




End 


2869 




GI 


none 




Score 


.51 




Exons 


2518. .2869 










Seq. No. 


28489 




Seq. ID 


OJ000250_71.0214 


. C38 


Gene No. 


58777 




Strand 


+ 




Start 


222 




End 


4957 




Name 


OJ000250 71.0214.C38.ol. 


gs 


Method. 


GENSCAN 




Start 


222 




End 


4957 




GI 


none 




Score 


.48 




Exons 


222. .391, 409. .497, 943. 


.1008 


, 1257.. 


L403, 1458.. 1562, 






1719.. 1818, 2528.-2584, 


2649. 


.2857, 4940.. 4957 




Seq. No. 


28489 




Seq. ID 


OJ000250J71.0214 


.C38 


Gene No. 


58778 




Strand 


+ 




Start 


5574 




End 


6768 





Name OJ000250_71 . 0214 . C38 . ol . gp Method AAT/GAP 

Start 5327 End 5941 

GI 25788_1.R1084 Score 979 

Exons 5327.. 5776, 5872.. 5941 

GI Descrip. 1 5922603/dbj | AP000492 . 1 | AP000492 9.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



Seq. No. 28489 

Gene No. 58778 

Start 5574 

Name OJ000250_71 . 0214 . C38 . o2 . gs 



Seq. ID OJ000250_71.0214.C38 

Strand + 

End 67 68 

Method GENSCAN 



28328 



Start 


5574 


End 


6768 


GI 


none 


Score 


.94 


Exons 


5574,. 5776, 5872.. 6021, 6171 


. .6768 




Seq. No. 


28489 • 


Seq. ID 


OJ000250_71.0214.C38 


Gene No. 


58779 


Strand 


+ 


Start 


14174 


End 


16466 


Name 


OJ000250 71.0214.C38.o4.gs 


Method 


GEN SCAN 


Start 


14174 


End 


16466 


GI 


none 


Score 


.65 


Exons 


14174. .14254, 14411 .. 14562, 


14793. .14856, 157 63 15783, 




16323. .16466 






Seq. No. 


28489 


Seq. ID 


OJ000250_71 . 0214 .C38 


Gene No. 


58780 


Strand 




Start 


9050 


End 


12293 


Name 


OJ000250 71.0214.C38.o3.gp 


Method 


AAT/GAP 


Start 


8853 


End 


9209 


GI 


uC-osflM202035f06bl 


Score 


702 


Exons 


8853. .9209 






GI Descrip. 


'730512/sp|P40393|RIC2 ORYSA 


8.0e-14 RAS-RELATED PROTEIN RIC2 




>gi 481506 pir S38741 GTP-binding protein ric2 - rice 




>gi 218228 dbj BAA02904 (D13758) ras- 


related GTP binding 




. protein [Oryza sativa] ' 






Seq. No. 


28489 


Seq. ID 


OJ000250_71.0214.C38 


Gene No. 


58780 


Strand 




Start 


9050 


End 


12293 


Name 


OJ000250 71.0214.C38.o3.gs 


Method 


GENS CAN 


Start 


9050 


End 


12134 


GI 


none 


Score 


.77 


Exons 


9050.. 9479, 11731 11864, 11896.. 12042 


, 12072.. 12134 


Seq. No. 


28489 


Seq. ID 


OJ000250_71.0214.C38 


Gene No. 


58780 


Strand 




Start 


9050 


End 


12293 


Name 


OJ000250 71.0214.C38.ol.np 


Method 


AAT/NAP 


Start 


.9053 


End 


12122 


GI 


"730512 


Score 


885 


Exons 


9053.. 9479, 11900.. 12122 






GI Descrip. 


RAS- RELATED PROTEIN RIC2 gi | 


481506|pir | IS38741 GTP-binding 



protein ric2 - rice gi | 218228 | dbj | BAA02904 | 
GTP binding protein [Oryza sativa] 



(D13758) ras-related 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 71.0214.C38 



28489 
58780 
9050 

OJ000250_71.0214.C38.o4.gp 
9425 

uC-osflcyp065d08bl 
9425.-9479, 11900.. 12293 

, 730512/sp|P40393|RIC2_ORYSA 1.0e-30 RAS-RELATED PROTEIN RIC2 

>gi_481506_pir S38741 GTP-binding protein ric2 - rice 

>gi_218228_dbj_BAA02904_ (D13758) ras-related GTP binding 
protein [Oryza sativa] 1 



12293 
AAT/GAP 
12293 
790 



Seq. No. 



28489 



Seq. ID OJ000250_71.0214.C38 



28329 




Gene No. 


58781 


Strand 






Start 


16046 


End 


16369 




Name 


OJ000250 71.0214.C38.o5.gp 


Method 


AAT/GAP 




Start 


16046 


End 


16369 




GI 


none 


Score 


623 




Exons 


16046. .16369 








Seq. No. 


28489 


Seq. ID 


OJ000250_71.0214 


.C38 


Gene No. 


58782 


Strand 






Start 


16678 


End 


20394 




Name 


OJ000250 71.0214.C38.o2.np 


Method 


AAT/NAP 




Start 


16678 


End 


20394 




GI 


6692687 


Score 


694 




Exons 


16678. .16792, 17132 .. 17259, 


17319. .17434, 17562 . . 1784 6, 






18193. .18368, 18606 .. 18766, 


19338. .19456, 20163.. 20394 




GI Descrip. 


(AC007592) F12K11.18 [Arabidopsis thaliana] 




Seq. No. 


28489 


Seq. ID 


OJ000250J71.0214 


.C38 


Gene No. 


58783 


Strand 






Start 


22211 


End 


28656 




Name 


OJ000250 71.0214.C38.o6.gs 


Method 


GENSCAN 




Start 


22211 


End 


28656 




GI 


none 


Score 


.48 




Exons t 


22211. .22363, 23865. .24240, 


24260. .24465, 24563.-24842, 




25484 . .25560, 25706. .25838, 


27018. .27190, 27315 .. 274 69, 






28590. .28656 








Seq. No. 


28489 


Seq. ID 


OJ000250_71.0214 


.C38 


Gene No. 


58783 


Strand 






Start 


22211 


End 


28656 




Name 


OJ000250_71. 0214 .C38.o3.np 


Method 


AAT/NAP 




Start 


23841 


End 


24051 




GI 


5738364 


Score 


165 




Exons 


23841. .24051 








GI Descrip. 


(AL021711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


28489 


Seq. ID 


OJ000250_71.0214 


.C38 


Gene No. 


58784 


Strand 






Start 


30769 


End 


31064 




Name 


OJ000250 71.0214.C38.o2.ts 


Method 


TBLASTX : Soybean 




Start 


5924 


End 


6300 




GI 


none 


Score 


154 




Exons 


5924.. 6022, 5941.. 6021, 6169 


..6300, 6204.. 6263 




Seq. No. 


28489 


Seq. ID 


OJ000250_71.0214 


.C38 


Gene No. 


58784 


Strand 






Start 


30769 


End 


31064 




Name 


OJ000250 71.0214.C38.o2.tc 


Method 


TBLASTX: Cress 




Start 


6151 


End 


6291 




GI 


none 


Score 


203 




Exons 


6151.. 6291, 6157.. 6267, 6204 


. .6272 






Seq. No. 


28489 


Seq. ID 


OJ000250J71.0214 


.C38 


Gene No. 


58784 


Strand 






Start 


30769 


End 


31064 




Name 


OJ000250 71.0214.C38.o4.tm 


Method 


TBLASTX: Maize 




Start 


6562 


End 


6773 





28330 



GI none Score 59 

Exons 6562.. 6597, 6570.. 6596, 6594.. 6617, 6598.. 6618, 6661.. 6762, 

6679. .6744, 6705. .6773 



Seq. No. 


28489 




Seq. ID 


OJ000250_71.0214.C38 


Gene No. 


58784 




Strand 


- 


Start 


30769 




End 


31064 


Name 


OJ000250 71 


.0214.C38.ol. 


tc Method 


TBLASTX: Cress 


Start 


9027 




End 


12101 


GI 


none 




Score 


426 


Exons 


9027. .9482, 


9047. .9481, 


11896.'. 12060, 


11897. .12058, 12063.. 12101 


Seq. No. 


28489 




Seq. ID 


OJ000250_71.0214.C38 


Gene No. 


58784 




Strand 




Start 


30769 




End 


31064 


Name 


OJ000250 71 


.0214.C38.ol. 


ts Method 


TBLASTX: Soybean 


Start 


9037 




End 


12101 


GI 


none 




Score 


83 


Exons 


9037. .9117, 


9038. .9118, 


9047. .9148, 9051. .9125, 9131. .9481, 




9135. .9482, 


11896. .12060 


, 11897. .12058, 12015. .12062, 



12063. .12101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28489 
58784 
30769 

OJ000250_71 . 0214 . C38 . ol . tm 

9120 

none 



Seq. ID OJ000250_71,0214.C38 
Strand 

End 31064 

Method TBLASTX : Mai ze 

End 12101 

Score 309 



9120. .9479, 9122. .9481, 11896 .. 12060, 11897 .. 12058, 12063. .12101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28489 
58784 
30769 

OJ000250_71 . 0214 . C38 . ol . tw 

9120 

none 



Seq. ID OJ000250_71.0214.C38 
Strand 

End 31064 

Method TBLASTX : Wheat 

End 11952 

Score 304 



9120. .9482, 9122. .9481, 11896. .11952 



Seq. No. 


28489 




Seq. ID 


OJ000250_71.0214 


.C38 


Gene No. 


58784 




Strand 






Start 


30769 




End 


31064 




Name 


OJ000250 71.0214.C38 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


11953 




End 


12101 




GI 


none 




Score 


145 




Exons 


11953. .12060, 11954. 


.12058, 


12063. .12101 




Seq. No. 


28489 




Seq. ID 


OJ000250_71.0214 


.C38 


Gene No. 


58784 




Strand 






Start 


30769 




End 


31064 




Name 


OJ000250 71.0214.C38 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


16696 




End 


18703 




GI 


none 




Score 


73 




Exons 


16696. .16791, 16696. 


.16794, 


16697. .16795, 17128 .. 17226, 






17129. .17230, 17130. 


.17228, 


17329. .17418, 17331 .. 174 17 , 






17594. .17809, 17604. 


.17813, 


17627. .17803, 18269 .. 18379, 






18269. .18367, 18635. 


.18691, 


18637. .18693, 18638.. 18703 





28331 



Seq. No. 28489 

Gene No. 58784 

Start 30769 

Name OJ000250_71 . 0214 . C38 . o2 . tm 

Start 20223 

GI none 
Exons 



Seq. ID OJ000250_71.0214.C38 
Strand 

End 31064 

Method TBLASTX : Maize 

End 20836 

Score 161 



20223. .20264, 20256 .. 20393, 20262 20393, 20263 20394 , 

20285. .20395, 204 99 .. 20639, 20499 20594 , 20501 20620, 

20653. .20679, 20654 .. 20683, 20739 .. 20783, 20753 20836, 
20755.. 20811 



Seq. No. 28489 

Gene No. 58784 

Start 30769 

Name OJ0002 50_7 1 . 02 1 4 . C38 . o3 . tc 

Start 23850 

GI none 

Exons 23850. .24047 



Seq. ID OJ000250_71.0214.C38 
Strand 

End 31064 

Method TBLASTX : Cress 

End 24047 

Score 195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28489 
58784 
30769 

OJ000250_71.0214.C38.o2.tw 

23853 

none 



Seq. ID OJ000250_71.0214.C38 
Strand 

End 31064 

Method TBLASTX : Wheat 

End 24050 ' 

Score 116 



23853.-23954, 23854 .. 23955, 23857 .. 23958 , 23926 .. 24021, 
23965. .24021, 23967 .. 24023, 23967.. 24050 



Seq. No. - 


28489 


Seq. ID 


OJ000250 


Gene No. 


58784 


Strand 




Start 


30769 


End 


31064 


Name 


OJ000250 71.0214.C38.o7.gs 


Method 


GENS CAN 


Start 


30769 


End 


31064 


GI 


none 


Score 


.81 


Exons 


30769. .30787, 30906.. 31064 






Seq. No. 


28490 


Seq. ID 


OJ000250 


Gene No. 


58785 


Strand 


+ 


Start 


1 


End 


201 


Name 


OJ000250 71.0214.C39.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


201 


GI 


5803259 


Score 


259 


Exons 


1. .201 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28490 


Seq. ID 


OJ000250 


Gene No. 


58786 


Strand 




Start 


37 


End 


156 


Name 


OJ000250 71.0214.C39.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


156 


GI 


none 


Score 


.62 


Exons 


37. .156 






Seq. No. 


28491 


Seq. ID 


OJ000250 


Gene No. 


58787 


Strand 




Start 


962 


End 


1103 


Name 


OJ000250 71.0214.C42.ol.gs 


Method 


GENSCAN 



28332 




Start 


962 


End 


1103 


GI 


none 


Score 


.64 


Exons 


962. .1103 






Seq. No. 


28492 


Seq. ID 


OJ000250_73.0214.C2 


Gene No. 


58788 


Strand 


+ 


Start 


1 


End 


258 


Name 


OJ000250 73.0214.C2.o.L.np 


Method 


AAT/NAP . 


Start 


1 


End 


258 


GI 


321919 


Score . 


218 


Exons 


1. .258 






GI Descrip. 


hypothetical 16. 9K protein - 


Salmonella typhimurium plasmi 




NTP16 







Seq. No. 28493 

Gene No. 58789 

Start 557 

Name OJ000250J73 . 0214 .C3.ol.gs 

Start 557 

GI none 
Exons 



Seq. ID OJ000250_73.0214 ,C3 



Strand 
End 

Method 

End 

Score 



+ 

8443 
GENSCAN 
8443 
.81 



557. .691, 815. .980, 1364. .1466, 1562. .1687, 2139. .2413, 
3513. .3785, 4487. .4725, 5343. .5555, 5651. .5728, 8262. .8443 



Seq. No. 28493 

Gene No. 58790 

Start 12008 

Name OJ000250_73 . 0214 . C3 . o2 . gs 

Start 12008 

GI none 
Exons 



Seq. ID OJ000250_73.0214.C3 



Strand 
End 

Method 

End 

Score 



+ 

17261 
GENSCAN 
13873 . 
.81 



12008. .12025, 12392. .12772, 13015 .. 13306, 13425.. 13873 



Seq. No. 28493 

Gene No. 58790 

Start 12008 

Name OJ000250_73 . 0214 .C3 

Start 12500 

GI 6524189 

Exons 12500. .12904, 13015 

14496. .14546, 14889 
15684. .15940, 16031 
16590. .16871, 16953 

GI Descrip. (AC011914) putative 



Seq. ID OJ000250_73.0214 .C3 

Strand + 

End 17261 
,o2.np Method AAT/NAP 

End 17261 

Score 1089 
,.13206, 13385. .13589, 13620 .. 13828, 
.14954, 15086. .15215, 15321 15461, 
.16135, 16219. .16263, 16352 .. 16504 , 
.17089, 17174. .17261 

receptor protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_73.0214.C3 
+ 

17261 
AAT/GAP 
15479 
762 



Seq. No. 28493 
Gene No. 58790 
Start 12008 

Name OJ000250_73 . 0214 .C3 .ol .gp 

Start 13754 
GI 702430 

Exons 13754. .13824, 14492 .. 14540, 

15321. .15479 

GI Descrip. 5734 7 04 /gb | AAD4 9969 . 1 1 AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 



14880. .14954, 15086. . 15215, 



Seq. No. 



28493 



Seq. ID OJ000250_73.0214.C3 



28333 



Gene No. 58790 

Start 12008 

Name OJ000250_73 . 0214 . C3 . o3 . gs 

Start 14478 

GI none 

Exons 14478. .14540, 14880 14 954 , 
16004. .16135, 16219. .16263, 



Strand 
End 

Method 
End 
Score 

15086 

16352 



+ 

17261 
GENSCAN 
16904 
.63 

15211, 15697, 
16504, 16590, 



,15969, 
16904 



Seq. No. 28493 Seq. ID OJ000250_73 . 0214 - C3 

Gene No. 58790 Strand + 

Start 12008 " End 17261 

Name OJ000250_73 . 0214 .C3 . o2 . gp Method AAT/GAP 

Start 15866 End 17052 

GI 23441_1.R1084 Score 1400 

Exons 15866. .15940, 16031 .. 16135, 16219 .. 16263, 16352 .. 16504 , 

16590. .16871, 16953.. 17052 
GI Descrip. 1 5734704 /gb | AAD4 9969 . 1 1 AC008075_2 4.0e-27 (AC008075) Contains 

similarity to gb_AF114753 polytropic murine leukamia virus 

receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 

gene. [Arabidopsis thaliana] 1 



Seq. No. 


^28493 




Seq. ID 


OJ000250_ 


73.0214 


.C3 


Gene No. 


58791 




Strand 


+ 






Start • 


22461 




End 


22697 






Name 


OJ000250 73. 0214. C3. 


o6.gp 


Method 


AAT/GAP 






Start 


22461 




End ' 


22697 






GI 


1854261 




Score 


440 






Exons 


22461. .22697 












Seq. No. 


28493 




Seq. ID 


OJ000250_ 


73.0214 


.C3 


Gene No. 


58792 




Strand 


+ 






Start 


34853 




End 


40413 






Name 


OJ000250 73. 0214. C3. 


o6.gs 


Method 


GENSCAN 






Start 


34853 




End 


38961 






GI 


none 




Score 


.86 






Exons 


34853. .35533, 36092. 


.36247, 


36348. .36455, 36887. 


,36997, 






37094. .38530, 38581. 


.38961 










Seq. No. 


28493 >; 




Seq. ID 


OJ000250_ 


73.0214 


.C3 


Gene No. 


58792 




Strand 


+ 






Start 


34853 




End 


40413 






Name 


OJ000250 73. 0214. C3. 


o5 .np 


Method 


AAT/NAP 






Start 


34868 




End 


40413 






GI 


2244790 




Score 


1394 






Exons 


34868. .35372, 35439. 


.35547, 


36092. .36247, 36348. 


.36455, 






36887. .36997, 37094. 


.38143, 


38327. .38534, 38660. 


.38935, 





GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40298. .40413 

(Z97336) kinesin like protein [Arabidopsis thaliana] 



28493 Seq. ID 

58793 Strand 

40559 . End 

OJ000250J73 . 0214 . C3 . ol2 . gp Method 

404 97 End 

61906JL.R1084 Score 
40497. .40712, 41430. .41606 

'4427003/gb|AAD20643| 5.0e-24 (AF127664) NBD-like protein 



OJ000250_73.0214.C3 
+ 

43565 
AAT/GAP 
41606 
687 



28334 



[Arabidopsis thaliana] ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_73.0214.C3 



28493 
58793 
40559 

OJ000250_73 . 0214 . C3 . 06 . np 
40558 
4427003 

40558. .40712, 4 14 30 4 1590, 42016 .. 42067 , 42398 .. 42534 , 

42884. .42970, 43048 .. 43244 , 43272.. 43332 

(AF127 664) NBD-like protein [Arabidopsis thaliana] 



Strand + 

End 43565 

Method AAT/NAP 

End 43332 

Score 910 



28493 
58793 
40559 

OJ000250_73. 0214 .C3.o7.gs 

40559 

none 

40559. .40712, 41430. .41590, 
42884. .42970, 43048.. 43335 



Seq. ID OJ000250_73.0214 .C3 

Strand + 

End 43565 

Method . GENS CAN 

End 43335 

Score .91 
42016. .42067, 42398 .. 42534 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28493 
58793 
40559 

OJ000250_73.0214.C3.ol3.gp 
43037 

66029JL.R1084 
43037. .43565 

'4204313 1.0e-30 (AC003027) 
[Arabidopsis thaliana] 1 

28493 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000250_ 
+ 

43565 
AAT/GAP 
43565 
959 



73.0214 .C3 



lcl_prt_seq No definition line found 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 73. 0214. C3 



7979 
AAT/NAP 
7979 
267 



58794 
3306 

OJ000250_73.0214 .C3.ol.np 
3306 
6069646 
3306. .3957, 7948.-7979 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


28493 


Seq. ID 


OJ000250J73.0214 


.C3 


Gene No. 


58795 


Strand 






Start 


15874 


End 


26293 




Name 


OJ000250 73.0214.C3.o3.np 


Method 


AAT/NAP 




Start 


15874 


End 


22268 




GI 


2244787 


Score 


1452 




Exons 


15874. .15917, 17937 184 10, 18668 .. 19987 , 20057 .. 2028 9, 






22240. .22268 








GI Descrip. 


(Z97335) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


28493 


Seq. ID 


OJ000250J73.0214 


.C3 


Gene No. 


58795 


Strand 






Start 


15874 


End 


26293 





28335 



Name OJ000250_73 . 0214 .C3.o4 .gp Method AAT/GAP 

Start 17707 End 18738 

GI 22066_1.R1084 Score 1220 

Exons 17707. .18410, 18668.. 18738 

GI Descrip. 1 2244787/emb | CAB10210 . 1 1 1.0e-44 (Z97335) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28493 Seq. ID OJ000250J73 . 0214 . C3 

58795 Strand 

15874 End 26293 

OJ000250J73 . 02 14 . C3 . o3 . gp Method AAT/GAP 

17709 End 18412 

22066_1.R1084 Score 1113 

17709. .18412 

, 2244787/emb|CAB10210.1| 1.0e-44 (Z97335) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28493 
58795 
15874 

OJ000250_73.0214.C3.o4 . gs 

17879 

none 



Seq. ID OJ000250_73.0214.C3 
Strand 

End 26293 

Method GENSCAN 

End- 21325 

Score .8 



17879. .18108, 18238. .18410, 18668 .. 19290, 19388.. 21325 



28493 Seq. ID 

58795 Strand 

15874 End 

OJ000250_73 . 0214 . C3 . o4 . np Method 

20864 End 

4835783 Score 



OJ000250_73.0214.C3 

26293 
AAT/NAP 
26293 
1052 



20864. .20906, 23077 23213, 24762 .. 25082 , 25329. .26293 
(AC007296) Strong similarity to gi 13367537 T8K4.24 from 



Arabidopsis thaliana BAC gb|AC004392. 
this gene. 



EST gb|N37796 comes from 



Seq. No. 28493 Seq. ID 

Gene No. 58795 Strand 

Start 15874 End 

Name OJ000250_73 . 0214 . C3 . o5 . gp Method 

Start 20939 End 

GI none Score 

Exons 20939. .21375 



OJ000250_73.0214.C3 

26293 
AAT/GAP 
21375 
851 



Seq. No. 28493 Seq. ID 

Gene No. 58795 Strand 

Start 15874 End 

Name OJ000250_73 . 0214 . C3 . 08 . gp Method 

Start 22715 End 

GI none Score 

Exons 22715. .23205 



OJ000250_73.0214 ,C3 

26293 
AAT/GAP 
23205 
904 



Seq. No. 28493 Seq. ID 

Gene No. 58795 Strand 

Start 15874 End 

Name OJ000250_73 . 0214 . C3 . o5 . gs Method 

Start 22818 End 



OJ000250_73.0214.C3 

26293 

GENSCAN 

26267 



28336 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

22818. .23213, 24762.. 26267 



Score .96 



OJ000250 73. 0214. C3 



28493 Seq. ID 

58795 Strand 
15874 End 26293 

OJ000250_73 . 0214 . C3 . o9 . gp Method AAT/GAP 

25083 End 25503 

23733_1.R1084 Score 743 

25083. .25503 

'3367537 1.0e-10 (AC004392) Contains similarity to ANK repeat 
region of Fowlpox virus BamHI-orf7 protein homolog C18F10.7 
gi_485107 from Caenorhabditis elegans cosmid gb_U0004 9. This 
gene is continued from unannotated gene on BAC F19K23 





gb_AC000375. [Arabid' 






Seq. No. 


28493 


Seq. ID 


OJ000250_73.0214.C3 


Gene No. 


58796 


Strand 


_ 


Start 


26221 


End 


26487 


Name 


OJ000250 73.0214.C3.o7.ts 


Method 


TBLASTX : Soybean 


Start 


540 


End 


894 


GI 


none 


Score 


208 


Exons 


540. .692, 541. .693, 814. .894 


■>.. ' . ■ •■■'■* 




Seq. No. 


28493 


Seq. ID 


OJ000250_73.0214.C3 


Gene No. 


58796 


Strand 




Start 


26221 


End 


26487 


Name 


OJ000250 73.0214.C3.o7.tc 


Method 


TBLASTX: Cress 


Start 


871 


End 


1663 


GI 


none 


Score 


100 


Exons 


871. .981, 1367. .1465, 1368.. 


1466, 1561 


..1662, 1562. .1663 


Seq. No. 


28493 


Seq. ID 


OJ000250_73.0214.C3 


Gene No. 


58796 


Strand 




Start 


26221 


End 


26487 


Name 


OJ000250 73.0214.C3.o9.ts 


Method 


TBLASTX: Soybean 


Start 


895 


End 


1937 


GI 


none 


Score 


90 


Exons * 


895. .981, 918. .983, 1361 .. 1465,. 1362 . . 


1466, 1362.. 1466, 




1363.. 1467, 1561.. 1659, 1562 


..1672, 1573. .1662, 1575. .1667, 




1849.. 1935, 1851.. 1937, 1851 


. .1934 




Seq. No. 


28493 


Seq. ID 


OJ000250_73.0214.C3 


Gene No. 


58796 


Strand 




Start 


26221 


End 


26487 


Name 


OJ000250 73.0214.C3.o8.ts 


Method 


TBLASTX: Soybean 


Start 


2247 


End 


2420 


GI 


none 


Score 


257 


Exons 


2247. .2420, 2249. .2416, 2250 


. .2417 




Seq. No. 


28493 


Seq. ID 


OJ000250_73.0214.C3 


Gene No. 


58796 


Strand 




Start 


26221 


End 


26487 


Name 


OJ000250 73.0214.C3.ol2.tm 


Method 


TBLASTX: Maize 


Start 


3437 


End 


3870 


GI 


none 


Score 


69 


Exons 


3437.. 3535, 3527.. 3742, 3578 


..3712, 3754.. 3783, 3793.. 3870 



28337 



Seq, No. 


28493 




Gene No. 


58796 




Start 


26221 




Name 


OJ000250 73. 0214. C3. 


08 . tm 


Start 


13421 




GI 


none 




Exons 


13421. ,13525, 13604. 


.13786, 


Seq. No. 


28493 




Gene No. 


58796 




Start 


26221 




Name 


OJ000250 73. 0214. C3. 


ol4 . tm 


Start 


14877 




GI 


none 




Exons 


14877. .14984, 14879. 


.14956, 




15112. .15216 




Seq. No. 


28493 




Gene No. 


58796 




Start 


26221 




Name 


OJ000250 73. 0214. C3. 


ol.tm 


Start 


15318 




GI 


none 




Exons 


15318. .15365, 15320. 


.15439, 




15668. .15769, 15691. 


.15795, 




15783. .15932, 15798. 


. 15932, 




15815. .15943, 16022. 


.16150, 




16218. .16262, 16349. 


.16504, 




16559. .16870, 16584. 


.16886, 




16951. .17085, 16953. 


.17090, 




17171. .17272, 17172. 


.17261, 




17308. .17370, 17415. 


.17435, 


Seq. No. 


28493 




Gene No. 


58796 




Start 


26221 




Name 


OJ000250 73. 0214. C3. 


06. tc 


Start 


,15691 




GI 


''none 




Exons 


15691. .15900, 15695. 


.15901 


Seq. No. 


28493 




Gene No. 


58796 




Start 


26221 




Name 


OJ000250 73. 0214. C3. 


o4 . tc 


Start 


16042 




GI 


none 




Exons 


16042. .16158, 16043. 


.16150, 




16349. .16504, 16351. 


.16524, 


Seq. No. 


28493 




Gene No. 


58796 




Start 


26221 




Name . 


OJ000250 73. 0214. C3. 


ol. tw 


Start 


16348 




GI 


none 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_73.0214.C3 
26487 

TBLASTX: Maize 

13786 

135 



OJ000250_73.0214.C3 
26487 

TBLASTX: Maize 

15235 

113 



15058. .15222, 15074 .. 15235, 



Seq. ID OJ000250_73.0214.C3 
Strand 

End 26487 

Method TBLASTX : Maize 

End 17541 

Score 38 
15340. .15441, 15341. .15436, 
15694. .15795, 15695 .. 157 99, 
15812. .15934, 15814 15942, 
16030. .16158, 16216. .16272, 
16351. .16524, 16385 .. 16528, 
16587. .16874, 1658 9 16876, 
16953. .17090, 17026 .. 17091, 
17176. .17262, 17282 .. 17374 , 
17497. .17541 

Seq. ID OJ000250_73.0214.C3 
Strand 

End 26487 

Method TBLASTX : Cress 

End 15901 

Score 24 3 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_73.0214.C3 
26487 

TBLASTX: Cress 

16661 

130 



OJ000250_73.0214.C3 
26487 

TBLASTX: Wheat 

16793 

110 



28338 




Exons 


16348. .16503, 16389. 


.16496, 


16391. .16504, 16393. .16503, 






16581. .16613, 16584. 


.16613, 


16610. .16792, 16611.. 16793 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58796 




Strand 






Start 


ZoZZ 1 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16646 




- End 


17279 




GI 


none 




Score 


260 




Exons 


16646. .16873, 16650. 


.16886, 


16953. .17090, 16980 .. 17090, 






17149. .17238, 17171. 


.17263, 


17172. .17279 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58796 




Strand 






Start 


0001 

ZbZZL 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


16757 




End 


17258 




GI 


none 




Score 


180 




Exons 


16757. .16882, 16758. 


.16886, 


16956. .17090, 17066 .. 17107, 






17171. .17257, 17172. 


.17258 








Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No . 


oo / y© 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


17857 




End 


18260 




GI 


none 




Score 


462 




Exons 


17857. .18246, 17885. 


.18259, 


17886. .18260 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58796 




Strand 






Start 


26221 




End 


26487 




Name 


OJOOUzoO /o.0zl4.C3. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


18260 




End 


18887 




GI 


none 




Score 


232 




Exons 


18260. .18412, 18261. 


.18413, 


18267. .18425, 18667 .. 18741, 






18668. .18736, 18669. 


.18746, 


18729. .18791, 18730 .. 18885, 






18740. .18886, 18837. 


.18887 








Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No . 


do / y D 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


ol7.tm 


Method 


TBLASTX: Maize 




Start 


19006 




End 


19182 




GI 


none 




Score 


153 




Exons 


19006. .19182, 19013. 


.19180 








Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No . 


c o h o c 
DO / 9d 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


19484 




End 


19798 




GI 


none 




Score 


148 




Exons 


19484. .19798, 19485. 


.19784, 


19485. .19742,' 19589.. 19786 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58796 




Strand 







28339 




Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


06. tm 


Method 


TBLASTX: Maize 




Start 


22443 




End 


25180 




GI 


none 




Score 


74 




Exons 


2244J .. 22490, 2244J. 


. 224 9U , 


22447. .22491, 22450 .. 22527, 






22451. .22525, 22506. 


.22631, 


22553.-22588, 22566.-22637, 






22642. .22668, 22644. 


.22667, 


22806. .22844, 22809 .. 23204, 






22864. .23214, 22938. 


.23165, 


23050. .23214, 24 756 .. 24965, 






24759. .24938, 24824. 


.25030, 


25040. .25180, 25045 .. 25104, 






25047. .25172 










Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No . 


58796 




Strand 






Start 


26221 




End 


26487 




Name 


(JJUUU20U M.U214.LO. 




Method 


TBLASTX: Soybean 




Start 


22904 




End 


25262 




GI 


none 




Score 


95 




Exons 


22904. .22996, 22908. 


.22994, 


22938. .23042, 23004 .; 23165, 






23020. .23211, 23051. 


.23167, 


24754. .24936, 24759 .. 24 938, 






24762. .24938, 25073. 


.25120, 


25185. .25262 




Seq. No. 


28493 




Seq. ID 


OJ000250J73.0214 


.C3 


Gene No . 


c o n n c 




Strand 






Start 


26221 




End 


26487 . 




' = !j; Name 


OJ000250 73. 0214. C3. 


o5 ..tc 


Method 


TBLASTX: Cress 




Start 


24738 




End 


24943 




Ul GI 


none 




Score 


64 




fU Exons 


24738. .24935, 24869. 


.24943 








\7l Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


"![ Gene No. 


COT A<T 

58796 




Strand 






Start 


26221 




End 


26487 




fj Name 


OJ000250 73. 0214. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




« Start 


25182 




End 


25776 






none . 




Score 


521 




:[1 Exons 


25182. .25754, 25184. 


.25627, 


25185. .25775, 25327.. 25776 




^ Seq. No. 


28493 




Seq. ID 


OJ000250J73.0214 


-C3 


Gene No. 


bo /yb 




Strand 






Q Start 


26221 




End 


26487 




r *5 Name 


OJ000250 73. 0214. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


25278 




End 


25602 




GI 


none 




Score 


143 




Exons 


25278. .25601, 25296. 


.25517, 


25327. .25602 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


oo / yo 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


25479 




End 


25735 




GI 


none 




Score 


209 




Exons 


25479..2S724, 25479. 


.25727, 


25480. .25728, 25559. .25735 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58796 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


ol . tc 


Method 


TBLASTX: Cress 





28340 




Start 


25497 




End 


25904 - 




GI 


none 




Score 


65 




Exons 


25497. .25598, 25498. 


.25599, 


25635. .25904, 25684.. 25893 




Seq. No. 


28493 




beq. ID 


UJUUUZOU M.U^14 


.C3 


Gene No. 


587 9b 




btrana 






Start 


26221 




End 


z D4 o / 




Name 


OJ000250 73. 0214. C3. 


ol.ts 


Metnoa 


i dLiAo i a : boyoean 




Start 


25677 




End 


Z bZ bl 




GI 


none 




Score 


295 




Exons 


25677. .26261, 25684. 


.26154 








Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


oo / y d 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


25782 




End 


25985 




GI 


none 




Score 


310 




Exons 


25782. .25985, 25783. 


.25983, 


25785..2598S 




Seq. No. 


28493 




Seq. ID 


OJ000250J73.0214 


.C3 


Gene No. 


58796 




Strand 






Start 


26221 




End 


26487 




Name 


OJ000250 73. 0214. C3. 


olO.gp 


Method. 


AAT/GAP 




Start 


26221 




End 


26487 




GI 


none 




Score 


215 




Exons 


26221. .26251, 26352. 


.26487 








Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58797 




Strand 






Start 


35435 




End 


36392 




Name 


OJ000250 73. 0214. C3. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


35435 




End 


36392 




GI 


none 




Score 


156 




Exons 


35435. .35533, 35438. 


.35533, 


35473. .35541, 3608 9 36250, 






36089. .36250, 36091. 


.36255, 


36347. .36391, 36357.. 36392 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58798 




Strand 






Start 


Jb9U7 




End 


37255 




Name 


OJ000250 73. 0214. C3. 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


36907 




End 


37255 




GI 


none 




Score 


134 




Exons 


36907. .36993, 36908. 


.36997, 


36915. .36998, 36915 36998 , 






37074. .37217, 37079. 


.37255, 


37081. .37215 




Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 


Gene No. 


58799 




Strand 






Start 


37174 




End 


37662 




Name 


OJ0002oU /O.0214.C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


37174 




End 


37662 




GI 


none 




Score 


297 




Exons 


37174. .37308, 37175. 


.37453, 


37181. .37441, 37442 .. 37588, 






37449. .37592, '37459. 


.37494, 


37566. .37592, 37569 .. 37643, 






37586. .37648, 37588. 


.37662 








Seq. No. 


28493 




Seq. ID 


OJ000250_73.0214 


.C3 



28341 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



58800 Strand 

37946 End 

OJ000250_73 . 0214 . C3 . o7 . tm Method 

37946 End 

none Score 



38401 

TBLASTX: Maize 

38401 

135 



37946. .38041, 37949 .. 38053, 37951 38052, 3804 1 .. 38130, 

38050. .38130, 38051 .. 38131, 38057 3814 3, 38123 38272, 

38132. .38179, 38143 .. 38271, 38155 .. 38274 , 38278.-38352, 

38304. .38348, 38375.. 38401 



Seq. No. 28493 

Gene No. 58801 

Start 38368 

Name OJ000250_73. 0214 .C3.ol6.tm 

Start 38368 

GI none 
Exons 



Seq. ID OJ000250_73.0214.C3 



Strand 
End 

Method 

End 

Score 



38901 

TBLASTX: Maize 

38901 

108 



38368. .38517, 38410 .. 38532, 384 15 .. 38531, 38435 38551 , 
38637. .38750, 38668 38832, 38808 .. 38900, 38821.. 38901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28493 
58802 
40462 

OJ000250_73.0214.C3.ol5.tm 

40462 

none ' 



Seq. ID OJ000250_73.0214.C3 
Strand 
End 

Method 
End 
Score 



43360 

TBLASTX: Maize 

41581 

192 



40462. .40512, 40574 .. 40591, 40595 .. 40714 , 40595 .. 40651, 
40603. .40713, 41426 .. 4 1551, 41427 .. 4154 9, 41555. .41581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28493 
58802 
40462 

OJ000250_73.0214.C3.o3.ts 

40595 

none 

40595. .40642, 40633 .. 40713, 
41428. .41616, 42009 .. 42065, 
42395. .42535, 42397 .. 42540, 
42869. .42967, 42881 42970, 
43041. .43241, 43046 .. 43249, 

28493 
58802 
40462 

OJ000250_73.0214.C3.o3.tc 

40598 

none 



Seq. ID OJ000250_73.0214 .C3 
Strand 

End 43360 

Method TBLASTX : Soybean 

End 43335 

Score 4 9 
40634. .40714, 41426 4 1602, 
42010. .42066, 42387 .. 42536, 
42397. .42537, 424 47 .. 42560, 
42882. .42971, 43027 .. 43242, 
43267. .43335 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_73.0214.C3 
43360 

TBLASTX: Cress 

43335 

131 



40598. .40714, 40603 .. 40713, 41426 4 1602 , 41428 .. 41694, 
42009. .42065, 42010 .. 42066, 42397 .. 42540, 42397 .. 42516, 



42459. .42536, 42869.-42967, 42881, 
43041. .43241, 43273.-43335 



,42970, 43027. .43257, 



Seq. No. 28493 Seq. ID 

Gene No. 58802 Strand 

Start 40462 • End 

Name OJ000250_73 . 0214 . C3 . o4 . tm Method 

Start 42009 End 

GI none Score 



OJ000250J73.0214.C3 
43360 

TBLASTX: Maize 

43360 

97 



28342 



Exons 



42009. .42068, 42010 .. 42069, 42407 .. 42535, 424 18 .. 42540, 

42419. .42538, 42869 .. 42967 , 42876 .. 42962, 42881 .. 42970, 

43026. .43247, 4 3027 43269, 43031 .. 43231, 43041 .. 43250, 

43045. .43257, 4 3236 .. 43340, 4324 9 .. 43335, 43328. .43360 



Seq. No. 28494 

Gene No. 58803 

Start 177 

Name OJ000250_73 . 0214 . C4 . ol . gp 

Start 177 

GI none 

Exons 177. . 611 



Seq. ID OJ000250_73.0214.C4 

Strand + 

End 611 

Method AAT/GAP 

End 611 

Score 807 



Seq. No. 


28494 


Seq. ID 


OJ000250_73. 


0214. C4 


Gene No. 


58804 


Strand 


+ 




Start 


639 


End 


741 




Name 


OJ000250 73.0214.C4.ol.np 


Method 


AAT/NAP 




Start 


639 


End 


741 




GI 


1103318 


Score 


109 




Exons 


639. .741 








GI Descrip. 


(X78818) casein kinase I 


[Arabidopsis 


thaliana] 






gi | 2244791 1 emb | CAB10213 . 1 


I (Z97336) casein kinase I 


[Arabidopsis 




thaliana] 








Seq. No. 


28494 


Seq. ID 


OJ000250J73. 


0214. C4 


Gene No. 


58805 


Strand 


+ 




Start 


657 


End 


732 




Name 


OJ000250 73.0214.C4.ol.gs 


Method 


GENSCAN 




Start 


657 


End 


732 




GI 


none 


Score 


.58 




Exons 


657. .732 









Seq. No. 


28495 


Seq. ID 


OJ000250J73. 


0214 


.C5 


Gene No. 


58806 


Strand 


+ 






Start 


1012 


End 


1957 






Name 


OJ000250 73.0214.C5.ol.gs 


Method 


GENSCAN 






Start 


1012 


End 


1957 






GI 


none . . 


Score 


.63 






Exons 


1012.. 1033, 1824., 195%;^^ 










Seq. No. 


28495 


Seq. ID 


OJ000250_73. 


0214 


.C5 


Gene No. 


58807 


Strand 


+ 






Start 


18995 


End 


19645 






Name 


OJ000250 73.0214.C5.o2.np 


Method 


AAT/NAP 






Start 


18995 


End 


19645 






GI 


3746060 


Score 


673 






Exons 


18995. .19645 










GI Descrip. 


(AC005311) unknown protein 


[Arabidopsis thaliana] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28495 

58808 

23209 

OJ000250 

23209 

none 



73.0214.C5.o6.gs 



Seq. ID OJ000250_73.0214.C5 

Strand + 

End 30615 

Method GENSCAN 

End 30615 

Score • . 67 



23209. .23214, 24301 .. 24379, 25828 25927, 30477. .30615 



28343 




Seq. No. 


28495 




Seq. ID 


OJ000250 


_73. 


0214 


.C5 


Gene No. 






Strand 


+ 








■Start 


31894 




End 


32388 








Name 


OJ000250 73.0214.C5.ol 


.gp 


Method 


AAT/GAP 








Start 


31894 




End 


32388 








GI 


none 




Score 


910 








Exons 


31894. .32388 














Seq. No. 


28495 




Seq. ID 


OJ000250_ 


_73. 


0214 


.C5 


Gene No . 


58810 




, bcrana 










Start 


34872 




End 


35440 








Name 


OJ000250 73.0214.C5.o8 


.gs 


Method 


GEN SCAN 








Start 


34872 




End 


35440 








GI 


none 




Score 


.75 








Exons 


34872. .34873, 34975.. 35440 












Seq. No. 


ton yo 




Seq. ID 


OJ000250_ 


_73. 


0214 


.C5 


Gene No. 


58811 






r 








Start 


58918 




End 


59459 








Name 


vJJUUUZDU / J . \)£ xH . LO • O / 


.gp 


Method 


AAT/GAP 








Start 


CQQ1 Q 




End 


59459 








GI 


none 




Score 


988 








Exons 


COQ1 o c; Q / Q 














Seq. No. 


Zoh yo 




Seq. ID 


OJ000250 


_73. 


0214 


.C5 


Gene No. 


58812 




Strand 










Start 


2746 




End 


3037 








Name 


OJ000250 73.0214.C5.o2 


.gs 


Method 


GEN SCAN 








Start 


2746 




End 


3037 








GI 


none 




Score 


.56 








Exons 


2746. .2787, 2981. .3037 














Seq. No. 


28495 




Seq. ID 


OJ000250 


_73. 


0214 


.C5 


bene no. 


58813 




otrana 










Start 


4741 




End 


5393 








Name 


OJ000250 73.0214.C5.o3 


.gs 


Method 


GENSCAN 








Start 


4741 




End 


5393 








GI 


none 




Score 


.61 








Exons 


• 4741. .4869, .. 5172V. 5393 














Seq. No. 


28495 




Seq. ID 


OJ000250 


J73. 


0214 


.C5 


Gene No. 


58814 




Strand 










Start 


6407 




End 


10304 








Name 


OJ000250 73.0214.C5.o4 


.gs 


Method 


GENSCAN 








Start 


6407 




End 


10304 








GI 


none 




Score 


.85 









Exons 6407.. 6499, 6738.. 6849, 7458.. 7509, 8071.. 8263, 8832.. 8979, 

10195.. 10304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28495 Seq. ID 

58814 Strand 

6407 End 

OJ000250_73 . 0214 .C5.ol.np Method 

6681 * *- End 

99922 Score 
6681.. 6762, 8135. .8684 

hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 



OJ000250J73.0214.C5 

10304 
AAT/NAP 
8684 
263 



28344 




ORF (334 AA) [Glycine max] 



Seq. No. 


28495 




Seq. ID 


OJ000250_73.0214 


.C5 


Gene No. 


58815 




Strand 






Start 


32022 




End 


34441 




Name 


OJ000250 73. 0214. C5 


. o7 . gs 


Method 


GENSCAN 




Start 


32022 




End 


34441 




GI 


none 




Score 


1 




Exons 


32022. .32531, 32904 


. .33190, 


34243. .34441 




oeq. wo. 


£. O H i?0 




Seq. ID 


OJ000250J73.0214 




Gene No. 


58815 




Strand 






Start 


32022 




End 


34441 




Name 


OJ000250 73. 0214. C5 


.o3 .np 


Method 


AAT/NAP 




Start 


32026 




End 


34426 




GI 


5679845 




Score 


424 




Exons 


32026. .32421, 32486 


• .32531, 


32872. .33246, 34224. .34426 




GI Descrip. 


(AJ243961) 11332.9 


[Oryza sativa] 






Seq. No. 


28495 




Seq. ID 


OJ000250J73.0214 


.C5 


Gene No. 


58816 




Strand 


- 




Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5 


,o3. tm 


Method 


TBLASTX: Maize 




Start 


243 




End 


1331 




GI 


none 




Score 


121 




Exons 


243. .371, 244. .381, 


392. .466, 399. .464, 


400. .468, 469.. 


549 




476. .526, 521. .571, 


524. .622, 567. .686, 


580. .660, 585.. 


662 




641. .790, 665. .793, 


675.. 791, 801.. 869, 


807. .869, 811.. 


873 




812. .871, 1051. .1152, 1234. 


.1329, 1236. 


.1331 




Seq. No. 


28495 




Seq. ID 


OJ000250_73.0214 


-C5 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


19140 




End 


19533 




GI 


none 




Score 


485 




Exons 


19140. .19292, 19147 


. .19533 








Seq. No. 


28495 




" Seq. ID 


OJ000250_73. f 0214 


• C5 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19140 




End 


19401 




GI 


none 




Score 


333 




Exons 


19140. .19298, 19147 


. .19401, 


19271. .19348 




Seq. No. 


28495 




Seq. ID 


OJ000250_73.0214 


.C5 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


19143 




End 


19539 




GI 


none 




Score 


505 




Exons 


19143. .19301, 19147 


• .19539 








Seq. No.' 


28495 




Seq. ID 


OJ000250_73.0214 


-C5 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 





28345 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_73 . 0214 . C5 . o2 . tw 

32910 

none 

32910. .33014, 32938 33018, 

28495 
58816 
45016 

OJ000250_73 . 0214 . C5 . o3 . tc * 

32916 . 

none 

32916. .33020, 32926 .. 33021, 
34244..34282, 34340. .34420 

28495 
58816 
45016 

OJ000250_73.0214.C5.o3.ts 

32925 

none 



Method TBLASTX: Wheat 
End 33167 
Score 78 
33060. .33167, 33070.. 33165 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_73.0214.C5 
61216 

TBLASTX: Cress 

34420 

93 



33048. .33185, 33070 .. 33171, 



Seq. ID OJ000250_73.0214.C5 
Strand 

End 61216 

Method TBLASTX : Soybean 

End 34429 

Score 102 



32925. .33029, 32926 .. 33021, 33048 .. 33185, 33055 33171 , 
34241. .34288, 34244 .. 34282, 34340 .. 34 42 9, 34347. .34412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28495 
58816 
45016 

OJ000250_73.0214.C5.o7. tm 

32925 

none 

32925. .33050, 32938 .. 33039, 
33082. .33186, 34244 .. 34288, 

28495 
58816 
45016 

OJ000250_73.0214 .C5.o4.np 

45016 

2459428 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33037. .33186, 
34340. .34414, 



OJ000250 73. 0214. C5 



61216 

TBLASTX: Maize 
34420 
93 

33054. .33185, 
34340. .34420 



Seq. ID OJ000250_73.0214.C5 
Strand 

End 61216 
Method AAT/NAP 
End 47947 
Score . 121 



45016. .45062, 47551. .47651, 47886. : 47 947 
(AC002332) unknown protein [Arabidopsis thaliana] 



28495 
58816 
45016 

OJ000250_73. 
47114 
none 

47114. .47658, 
50256. .50353, 
52024. .52223, 



0214. C5. oil. gs 



54745. 
56356. 
58814. 
60072. 
60828. 



,54835, 
.56692, 
.58938, 
.60145, 
.60889, 



47890. 
50477. 
52297. 
54914. 
56932. 
59320. 
60271. 
61050. 



.47974, 
,50620, 
.52400, 
.55265, 
.57004, 
.59629, 
.60397, 
.61120 



Seq. ID OJ000250_73.0214.C5 
Strand 

End 61216 

Method GENSCAN " 

End 61120 

Score .74 
49617. .49700, 4 9802 .. 50047 , 
51464. .51616, 51761 .. 51883, 
52931. .53026, 53404 .. 53609, 
55391. .55710, 55893 .. 56224 , 
57676.-57878, 58156 .. 58227 , 
59755. .59843, 59927 .. 59987 , 
60492. .60576, 60685 .. 60748 , 



Seq. No. 



28495 



Seq. ID OJ000250_73.0214 .C5 



28346 



Gene No. 


58816 




Strand 








Start 


45016 




End 


61216 






Name 


OJ000250_73.0214.C5 


. o5 . np 


Method . 


AAT/NAP 






Start 


49599 




End 


53494 






GI 


4490706 




Score 


979 






Exons 


49599. .49700, 49802 


. .50047, 


50256. .50366, 50451. 


.50665, 






51497. .51616, 51761 


. .51883, 


52024. .52223, 52297. 


.52400, 






52931. .53026, 53404 


. .53494 










GI Descrip. 


(AL035680) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


28495 




Seq. ID 


OJ000250_ 


73.0214 


.C5 


Gene No. 


58816 




Strand 








Start 


45016 




End 


61216 






Name 


OJ000250_73.0214.C5 


-o8.tm 


Method 


TBLASTX: Maize 




Start 


49611 




End 


52063 






GI 


none 




Score 


69 






Exons 


49611. .49703, 49820 


. .49951, 


50251. .50355, 50252. 


.50353, 






50253. .50354, 50448 


. .50582, 


51514. .51618, 51516. 


.51617, 






51537. .51638, 51759 


. .5.1845, 


51759. .51887, 51760. 


.51888, 






52020. .52049, 52022 


. .52063 










Seq. No. 


28495 




Seq. ID 


OJ000250_ 


73.0214 


.C5 


Gene No. 


58816 




Strand 








Start 


45016 




End 


61216 






Name- 


OJ000250 73. 0214. C5 


. o4 . gp 


Method 


AAT/GAP 






Start 


52338 




End 


53685 






GI 


uC-osflM20204 6el0bl 




Score 


826 






Exons 


52338. .52400, 52931 


. .53026, 


53404. .53685 






GI Descrip. 


, 4490706/emb|CAB38840.1| 1. 


Oe-19 (AL035680) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


28495 




Seq. ID 


OJ000250_ 


73.0214 


.C5 


Gene No. 


58816 




Strand 








Start 


45016 




End 


61216 






Name 


OJ000250 73. 0214. C5 


. o 6 . np 


Method 


AAT/NAP 






Start 


52995 




End " 


58387 






GI 


995714 




Score 


348 






Exons 


52995. .53026, 55889 


. .56216, 


56389. .56721, 56923. 


.57004, 






57281. .57382, 57553 


. .,57830, 


57931. .58020, 581.56-. 


.58227, 






58310. .58387 












GI Descrip. 


(X91258) L3177 [Saccharomyces cerevisiae] 






Seq. No. 


28495 




Seq. ID 


OJ000250_ 


73.0214 


.C5 


Gene No. 


58816 




Strand 








Start 


45016 




End 


61216 






Name 


OJ000250 73. 0214. C5 


. oS.gp 


Method 


AAT/GAP 






Start 


54356 




End 


55077 






GI 


none 




Score 


1220 






Exons 


54356. .54835, 54914 


. .55077 










Seq. No. 


28495 




Seq. ID 


OJ000250_ 


73.0214 


.C5 


Gene No. 


58816 




Strand 








Start 


45016 




End 


61216 






Name 


OJ000250 73. 0214. C5 


,o2.tm . 


Method 


TBLASTX: Maize 




Start 


55426 




End 


55704 






GI 


none 




Score 


270 






Exons 


55426. .55704, 55427 


. .55696, 


55431. .55703, 55432. 


.55704 





28347 



Seq. No. 


28495 




Seq. ID 


OJ000250 


_73.0214 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5. 


06. tm 


Method 


TBLASTX: Maize 


Start 


56071 




End 


56994 




GI 


none 




Score 


236 




Exons 


56071. .56226, 56073. 


.56231, 


56073. .56234, 56372 


. . 56452, 




56373. .56453, 56374. 


.56460, 


56374. .56460, 56478 


. .56717, 




56480. .56728, 56932. 


.56994, 


56932. .56994 




Seq. No. 


28495 




Seq. ID 


OJ000250 


_73.0214 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5. 


o6.gp 


Method 


AAT/GAP 




Start 


56168 




End 


56971 




GI 


none 




Score 


778 




Exons 


56168. .56224, 56356. 


.56692, 


56932. .56971 




Seq. No. 


28495 




Seq. ID 


OJ000250 


J73.0214 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5. 


o4 . tm 


Method 


TBLASTX : i 


Maize 


Start 


57596 




End 


58185 




GI 


none 




Score 


170 




Exons 


57596. .57838, 57620. 


.57838, 


57624. .57839, 57625 


. .57840, 




57937. .58020, 57939. 


.58016, 


57941. .58021, 57967 


. . 58020, 




58153. .58185 










Seq. No. 


28495 




Seq. ID 


OJ000250 


_73.0214 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5. 


o4 . tc 


Method 


TBLASTX: 


Cress 


Start 


57642 




End 


58366 




GI 


none 




Score 


201 




Exons 


57642. .57833, 57643. 


.57816, 


57645. .57839, 57938 


. .58021, 




57967. .58020, 58150. 


.58230, 


58153. .58230, 58310 


. . 58366 


'Seq. No. 


.28495 




Seq.' ID 


OJ000250 


J73.Q214 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5. 


o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


57678 




End 


58372 




GI 


none 




Score 


152 




Exons 


57678. .57839, 57679. 


.57819, 


57938. .58021, 57938 


. .58018, 




57967. .58020, 58153. 


.58218, 


58162. .58197, 58310 


. .58372, 




58310. .58366 










Seq. No. 


28495 




Seq. ID 


OJ000250 


_73.0214 


Gene No. 


58816 




Strand 






Start 


45016 




End 


61216 




Name 


OJ000250 73. 0214. C5. 


o7 .np 


Method 


AAT/NAP 




Start 


59321 




End 


61216 




GI 


4204297 




Score 


697 




Exons 


59321. .59621, 59762. 


.59976, 


60088. .60145, 60271 


. .60397, 




60492. .60576, 60685. 


.60748, 


60828. .60889, 61050 


. .61216 



,C5 



.C5 



.C5 



GI Descrip. (AC003027) ADK1 [Arabidopsis thaliana] 



28348 



Seq. No. 28495 
Gene No. 58816 
Start 45016 

Name OJ000250J73 . 0214 .C5 . ol . tm 

Start 59363 
GI none 

Exons 59363. .59443, 59373 .. 594 44 , 

59493. .59630, 59718 .*. 59846, 
59925.-59993, 59926 .. 59982, 
60072. .60155, 60073 60147 , 
60273. .60398, 60474 60578 , 
60680. .60748, 60681 60761, 
60830. .60895, 60833 60895, 
61050. .61124 



Seq. ID OJ000250_73.0214.C5 
Strand 

End 61216 

Method TBLASTX : Maize 

End 61124 

Score 92 
59452. .59628, 594 64 .. 59628, 
59776. .59847, 59776 .. 59844, 
59926. .59994, 60070. . 60147, 
60269. .60397, 60270 60398, 
60490. .6057 9, 604 90. .6057 9, 
60685. .60750, 60829. .608 91, 
61047. .61124, 61049. .61123, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28495 
58816 
45016 

OJ000250J73 . 0214 . C5 . 08 . gp 
59531 

16983 1.R1084 



Seq. ID OJ000250_73.0214.C5 
Strand 

End 61216 

Method AAT/GAP 

End 61216 

Score 1260 



59531. .59629, 59755 59843, 59927 .. 59987, 60072 ... 6014 5, 
60271. .60397, 60492 . .60576, 60685 .. 60748, 60828 60889, 
61050. .61124, 61179.. 61216 

, 1197461/emb|CAA55396| 1.0e-127 (X78819) casein kinase I 
[Arabidopsis thaliana] 1 



28495 
58816 
45016 

OJ000250_73.0214.C5.ol.tc 
60085 
none 
60085 
60273 
60490 



60147, 60087. 

60398, 60313. 

60591, 60492. 

60817. .60885, 60829. 
61049.. 61123 



.60155, 
.60399, 
.60641, 
.60891, 



Seq. ID OJ000250_73.0214.C5 
Strand 

End 61216 

Method TBLASTX : Cress 

End 61123 

Score 7 6 
60269. .60397, 60270 60398, 
60451. .60573, 60474 60578, 
60681. .60749, 60685 60753, 
60833. .60892, 61047 .. 61121, 



Seq. No. 28495 
Gene No. 58816 
Start 45016 

Name OJ000250_73 . 0214 .C5.ol.ts 

Start 60085 
GI none 

Exons 60085. .60147, 60090 60155 , 

60276. .60407, 60278 60400 , 
60490. .60579, 60676 60753, 
60698. .60757, 60817 .. 60885, 
60833. .60895, 61047 61121, 



Seq. ID OJ000250J73.0214.C5 
Strand 

End 61216 

Method TBLASTX : Soybean 

End 61123 

Score 64 
60269. .60397, 60270 .. 60398, 
60298. .60408, 60474 .. 60578, 
60676. ..60744, 6068 1 .. 6074 9, 
60829. .60891, 60833 .. 608 95, 
61049. .61123 



Seq.- No. 
Gene No. 
Start 
Name 
Start 



28495 

58816 

45016 

OJ000250 

60293 



73.0214.C5.ol.tw 



Seq. ID 

Strand 
End 

Method 
End 



OJ000250_73.0214.C5 
61216 

TBLASTX: Wheat 
60858 



28349 



GI 

Exons 



none Score 88 

60293. .60394, 60294 .. 60380, 60486 60578 , 604 93 .. 6057 9, 

60676. .60753, 60681 60749, 60829.. 60858 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28496 
58817 
1 

OJ000250_73.0214.C6.ol.np 
1 

1076386 



Seq. ID OJ000250_73.0214.C6 
Strand 

End 1013 

Method AAT/NAP 

End 1013 

Score 434 



1..29, 183. .288, 425. .573, 686.-755, 994. .1013 

protein kinase ADK1 - Arabidopsis thaliana gi | 1216484 (U48779) 

dual specificity kinase 1 [Arabidopsis thaliana] 



28496 
58817 
1 

OJ000250_73.0214.C6.ol.tc 

180 

none 



Seq. ID OJ000250_73.0214.C6 
Strand 

End 1013 

Method TBLASTX : Cress 

End 770 

Score 58 



180. .281, 184. .288, 189. .254, 190. .288, 191. .289, 422. .571, 
432. .572, 675. .770, 684. .764 



Seq. No. 28496 

Gene No. 58817 

Start 1 

Name OJ000250_73.0214 .C6.ol.ts 

Start 190 

GI none 
Exons 



Seq. ID OJ000250_73.0214.C6 
Strand 

End 1013 

Method TBLASTX : Soybean 

End 765 

Score 101 



190. .288, 191. .289, 417. .572, 422. .589, 422. .571, 684. .764, 
685. .765 



Seq. No. 28496 

Gene No. 58817 

Start 1 

Name OJ000250_73 . 0214 . C6 . ol . gs 

Start 193 

GI none 

Exons , 193.. 288, 425.. 573, 686.. 755 



Seq. ID OJ000250_73.0214.C6 
Strand 

End 1013 

Method GENSCAN 

End 755 

Score .91 



Seq. No. 28496 

Gene No. 58817 

Start 1 

Name OJ000250_73 . 0214 .C6.ol.tm 

Start 211 

GI none 
Exons 



Seq. ID OJ000250_73.0214.-C6 
Strand 

End 1013 

Method TBLASTX : Mai ze 

End 7 65 

Score 90 



211. .288, 215. .289, 417. .572, 422. .571, 425. .589, 472. .612, 
472. .588, 671. .733, 677. .760, 684. .764, 685.-765 



Seq. No. 28497 

Gene No. 58818 

Start 263 

Name OJ000250_73 - 0214 . C7 . ol . gs 

Start 263 

GI none 

Exons 263.. 438 



Seq. ID OJ000250_73.0214.C7 

Strand + 

End 438 

Method GENSCAN 

End 438 

Score . 63 



28350 




Seq. No. 


28498 




Seq. ID 


OJ000250J73.0214 


.C8 


Gene No. 


58819 




Strand 


+ 




Start 


139 




End 


266 




Name 


OJ000250 73. 0214. C8 


. ol .gs 


Method 


GENSCAN 




Start 


139 




End 


266 




GI 


none 




Score 


.5 




Exons 


139. .266 










Seq. No. . 


28499 




Seq. ID 


OJ000250_73.0214 


.C9 


Gene No. 


58820 




Strand 


+ 




Start 


406 




End 


522 




Name 


OJ000250 73. 0214. C9 


. ol . gs 


Method 


GENSCAN 




Start 


406 




End 


522 




GI 


none 




Score 


.69 




Exons 


406. .522 










Seq. No. 


28500 




Seq. ID 


OJ000250J72.0214 


.CI 


Gene No. 


58821 




Strand 


+ 




Start 


403 




End 


569 




Name 


OJ000250 72. 0214. CI 


. ol .gs 


Method 


GENSCAN 




Start 


403 




End 


569 




GI 


none 




Score 


.77 




Exons 


403. .569 










Seq. No. 


28501 




Seq. ID 


OJ000250J72.0214 


.C4 


Gene No. 


58822 




Strand 


+ 




Start 


1 




End 


1224 




Name 


OJ000250 72. 0214. C4 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1224 




GI 


2462745 




Score 


342 




Exons 


1..110, 299. .404, 807. .971 


, 1066.. 1224 






GI Descrip. 


(AC002292) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28501 




Seq. ID 


OJ000250J72.0214 


.C4 


Gene No. 


58822 




Strand 


+ 




Start 


1 




End 


1224 




Name 


OJ000250 72. 0214. C4 


. ol . gs 


Method 


GENSCAN 




Start 


55 




End. 


971 




GI - 


none : u 




Score 


.97 




Exons 


55. .160, 169.^971 






...or.-: 




Seq. No. 


28501 




Seq. ID 


OJ000250J72.0214 


.C4 


Gene No. 


58822 




Strand 


+ 




Start 


1 




End 


1224 




Name 


OJ000250 72. 0214. C4 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


792 




End 


1174 




GI 


none 




Score 


198 




Exons 


792. .974, 796. .972, 


1064. . 


1174, 1090.. 


1161 




Seq. No. 


28501 




Seq. ID 


OJ000250_72.0214 


,C4 


Gene No. 


58822 




Strand 


+ 




Start 


1 




End 


1224 




Name 


OJ000250 72. 0214. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


837 




End 


1210 




GI 


none 




Score 


177 




Exons 


837. .977, 838. .972, 


1063. . 


1197, 1064.. 


1210, 1067.. 1198 





28351 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28501 
58822 
1 

OJ000250_72 . 0214 . C4 . ol . tm 

870 

none 



Seq. ID OJ000250_72.0214.C4 

Strand + 

End 1224 

Method TBLASTX : Mai ze 

End 1201 

Score 162 



870. .983, 871. .972, 1063. .1200, 1064. .1201, 1064. .1201 



28502 
58823 
900 

OJ000250_72.0214 .C5.ol.ts 

820 

none 



Seq. ID OJ000250_72.0214 .C5 
Strand 

End 1369 

Method TBLASTX : Soybean 

End 1026 

Score 104 



820. .906, 821. .907, 822. .905, 912. .1025, 913. .1026, 913. .1026 



Seq. No. 


28502 








Seq. ID 


OJ000250 


_72.0214.C5 


Gene No . 


58823 








Strand 






Start 


900 








End 


1369 




Name 


OJ000250 72 


.0214 


.C5.ol. 


gs 


Method 


GENS CAN 




Start 


900 








End 


1369 




GI 


none 








Score 


.6 




Exons 


900. .1100, 


1316. 


.1369 










Seq. No. 


28503 








Seq. ID 


OJ000250 


_72.0214.C6 


Gene No. 


58824 








Strand 


+ 




Start 


927 








End 


6603 




Name 


OJ000250 72 


.0214 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


927 








End 


6603 




GI 


none 








Score 


.42 




Exons 


927. .1190, 


1379. 


.1489, 


2958. . 


3175, 378£ 


. .3956, 


4720. .4828, 




4988. .5072, 


6061 


. .6128, 


6581. 


.6603 






Seq. No. 


28503 








Seq. ID 


OJ000250 


_72.0214.C6 


Gene No. 


58824 








Strand 


+ 




Start 


927 








End 


6603 




Name 


OJ000250 72 


.0214 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1063 








End 


5415 




GI 


6587805 








Score 


443 




Exons 


1063. .1190, 


1344 


. .1489, 


1680. 


.1757, 2664. .2774, 


2936. .3211 




3326. .3454, 


3788 


. .3918, 


5348. 


.5415 







GI Descrip. (AC010924) Strong similarity to gb|Y17914 ion channel protein 
from Arabidopsis thaliana and is a member of the PF 100914 
transmembrane CNG channel family containing a~PF| 00027 cyclic 
nucleotide-binding domain. 



Seq. No. 


28503 




Seq. ID 


OJ000250_ 


72 


0214 


.C6 


Gene No. 


58825 




Strand 










Start 


7065 




End 


8558 








Name 


OJ000250 72 


0214 .C6.o2.gs 


Method 


GENSCAN 








Start 


7065 




End 


8558 








GI 


none 




Score 


.98 








Exons 


7065. .7553, 


7989. .8558 












Seq. No. 


28503 




Seq. ID 


OJ000250_ 


72 


0214 


.C6 


Gene No. 


58826 




Strand 










Start 


10257 




End 


16570 









28352 



Name 

Start 

GI 

Exons 



OJ000250_72 . 0214 . C6 . o2 . ts Method TBLASTX : Soybean 

909 End 3107 

none Score 120 

909. .1007, 926. .1006, 1023. .1190, 1046. .1189, 1320. .1490, 

1341. .1490, 1343. .1507, 1656. .1757, 1657. .1758, 1678. .1758, 

2656.. 2805, 2662.. 2796, 2919.. 3107, 2960.. 3106 



Seq. No. 28503 
Gene No. 58826 
Start 10257 

Name OJ000250J72 . 0214 . C6 . o2 . tm 

Start 1088 
GI none 

Exons 1088.. 1183, 1089.. 1190, 1104. 

1657. .1758, 1659. .1757, 1678. 
2662.. 2802, 2955.. 3203, 2957. 
3290. .3391 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 72. 0214. C6 



16570 . 
TBLASTX: Maize 
3391 
151 

1190, 1340.. 1522, 1340. 
1758, 2639.-2794, 2656. 
3205, 2957.. 3202, 3290. 



.1522, 
.2805, 
.3385, 



Seq. No. 


28503 


Seq. ID 


OJ000250 


_72.0214 


.C6 


Gene No. 


58826 


Strand 








Start 


10257 


End 


16570 






Name 


OJ000250 72.0214.C6.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


3113 


End 


3434 






GI 


none 


Score 


121 






Exons 


3113.. 3202, 3117.. 3200, 3273 


..3434, 3278.-3433 






Seq. No. 


28503 


Seq. ID 


OJ000250 


_72. 0214 


.C6 


Gene No. 


58826 


Strand 








Start 


10257 


End 


16570 






Name 


OJ000250 72.0214.C6.o2.np 


Method 


AAT/NAP 






Start 


9696 


End 


12450 






GI 


1871180 


Score 


163 






Exons 


9696.. 9776, 10862 11134 , 12395.. 12450 








GI Descrip. 


(U90439) unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


28503 


Seq. ID 


OJ000250 


_72.0214 


.C6 


Gene No. 


58826 


Strand 








Start 


10257 


End 


16570 






Name 


OJ000250 72.0214.C6.o3-.gs 


-Method 


GENSCAN 






Start 


10257 


End 


16491 






GI 


none 


Score 


.74 






Exons 


10257. .10517, 10768. .11176, 


11324. .11405, 11828 


. .11881, 






12096. .12278, 14052 .. 14196, 


14766. .14838, 15004 


. .15109, 






15143. .15152, 15613. .15925, 


16035. .16193, 16298 


. .16491 




Seq. No. 


28503 


Seq. ID 


OJ000250 


J72.0214 


.C6 


Gene No. 


58826 


Strand 








Start 


10257 


End 


16570 






Name 


OJ000250 72.0214.C6.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


10882 


End 


11031 






GI 


none 


Score 


110 






Exons 


10882. .11031, 10901.. 11005 










Seq. No. 


28503 


Seq. ID 


OJ000250 


J72.0214 


,C6 


Gene No. 


58826 


Strand 








Start 


10257 


End 


16570 






Name 


OJ000250 72.0214.C6.o3.tm 


Method 


TBLASTX: 


Maize 





28353 




Start 


10888 




End 


11082 




GI 


none 




Score 


173 




Exons 


10888. .11082, 10889. 


.11005 








Seq. No. 


28503 




Seq. ID 


OJ000250_72.0214 


.C6 


Gene No . 


c o o o /r 

58826 




Strand 






Start 


10257 




End 


16570 




Name 


OJ000250 72. 0214. C6. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


15572 




End 


15730 




GI 


none 




Score 


116 




Exons 


15572. .15730, 15577. 


.15726 








Seq. No. 


28503 




Seq. ID 


OJ000250_72.0214 


.C6 


Gene No . 


58826 




Strand 






Start 


10257 




End 


16570 




Name 


OJ000250 72. 0214. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


15595 




End 


15904 




GI 


none 




Score 


263 




Exons 


15595. .15885, 15608. 


.15904, 


15623. .15763 




Seq. No. 


28503 




Seq. ID 


OJ000250_72.0214 


.C6 


Gene No. 


58826 




Strand 






Start 


10257 




End 


16570 




Name 


OJ000250 72. 0214. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15595 




End 


16506 . 




GI 


none 




Score 


363 




Exons 


15595. .15927, 15596. 


.15928, 


15596. .15928, 15759 .. 15929, 






15975. .16193, 16036. 


.16209, 


16037. .16192, 16292. .16492, 






16300. .16491, 16301. 


.16492, 


16306.. 16506 




Seq. No. 


28503 




Seq. ID 


OJ000250_72.0214 


.C6 


Gene No. 


58826 




Strand 






Start 


10257 




End 


16570 




Name 


OJ000250 72. 0214. C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


15793 




End 


16497 




GI 


none 




Score 


124 




Exons 


15793. .15927, 15794. 


.15928, 


15822. .15929, 16029 .. 16115, 






16035. .16190, 16037. 


.16204, 


16294. .16497, 16297. .16491 




Seq. No. 


28503 




Seq. ID 


OJ000250J72.0214 


-C6 


Gene No. 


58826 




Strand 






Start 


^ r\ o c n 

10257 




End 


16570 




Name 


OJ000250 72. 0214. C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


15904 




End 


16414 




GI 


none 




Score 


75 




Exons 


15904. .15924, 16034. 


.16195, 


16038, .16142, 16297. .16413, 






16298. .16414 










Seq. No. 


28503 




Seq. ID 


OJ000250_72.0214 


.C6 


Gene No. 


58826 




Strand 






Start 


10257 




End 


16570 




Name 


OJ000250 72. 0214. C6. 


o3.np 


Method 


AAT/NAP 




Start 


16000 




End 


16570 




GI 


2462745 




Score 


311 




Exons 


16000. .16193, 16298. 


.16570 









GI Descrip. (AC002292) Hypothetical protein [Arabidopsis thaliana] 

28354 



Seq. No. 28504 Seq. ID 

Gene No. 58827 Strand 

Start 648 End 

Name OJ000250_72 . 0214 . C7 . ol . gp Method 

Start 648 End 

GI 3761679 Score 

Exons 648.. 765, 857.. 935 

GI Descrip. 5042437/gb | AC007789 . 1 1 AC007789 1.0e-29 Oryza sativa BAG T49B20 
genomic sequence, complete sequence 



OJ000250_72.0214.C7 
+ 

935 

AAT/GAP 

935 

284 



Seq. No. 


28504 






Seq. ID 


OJ000250 


_72.0214.C7 


Gene No. 


58828 






Strand 


- 




Start 


767 






End 


3945 




Name 


OJ000250 72.0214 


.C7.ol. 


gs 


Method 


GENS CAN 




Start 


767 






End 


3945 




GI 


none 






Score 


.84 




Exons 


767. .958, 3883.. 


3945 










Seq. No. 


28505 






Seq. ID 


OJ000250 


_72.0214.C8 


Gene No. 


58829 






Strand 


+ 




Start 


444 






End 


1264 




Name 


OJ000250 72.0214 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


444 






End 


1264 




GI 


none 






Score 


.43 




Exons 


444. .719, 1168.. 


1264 










Seq. No. 


28505 






Seq. ID 


OJ000250_ 


_72.0214.C8 


Gene No. 


58829 






Strand 


+ 




Start 


444 






End 


1264 




Name 


OJ000250 72.0214 


.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


809 






End 


1072 




GI 


none 






Score 


456 




Exons 


809. .1072 












Seq. No. 


28505 






Seq. ID 


OJ000250 


_72.0214.C8 


Gene No. 


58830 






Strand 


+ 




Start 


1462 






End 


1956 




Name 


OJ000250 72.0214 


.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


14 62 






End 


1956 




GI 


none 






Score 


974 




Exons 


1462. .1956 












Seq. No. 


28505 






Seq. ID 


OJ000250 


_72.0214.C8 


Gene No. 


58831 






Strand 


+ 




Start 


4447 






End 


7885 




Name . 


OJ000250 72.0214 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


4447 






End 


7196 




GI 


none 






Score 


.77 




Exons 


4447.. 5190, 5369 


. .5548, 


5630. 


.5781, 5976. .6422, 


7157. .7196 


Seq. No. 


28505 






Seq. ID 


OJ000250_ 


_72.0214.C8 


Gene No. 


58831 






Strand 


+ 




Start 


4447 






End 


7885 




Name 


OJ000250 72.0214 


. C8 . o3 . 


gp 


Method 


AAT/GAP 




Start 


6006 






End 


6260 




GI 


none 






Score 


494 




Exons 


6006. .6260 













28355 



Seq. No. 


28505 






Seq. ID 


OJ000250_72.0214 


,C8 


Gene No. 


58831 






Strand 


+ 




btart 


4447 






End 


7885 




Name 


OJ000250 72. 


0214. 


C8 . o4 . gp 


Method 


AAT/GAP 




Start 


6381 






End 


7885 




GI 


3980 1.R1084 




Score 


751 




Exons 


6381. .6422, 


7051. 


.7122, 7278. 


;7344, 7645.. 7885 




GI Descrip. 


M973264/gb|AAD35009.1|AF144391 1 4 . Oe 


-36 (AF144391) 






thioredoxin- 


like 


5 [Arabidopsis thaliana] 1 




Seq. No. 








beq. iiJ 


UJUUUZ jU /Z.UZ14 


. to 


Gene No. 


58832 






Strand 






Start 


2852 






End 


3oZo 




Name . 


OJ000250 72. 


0214. 


C8 . o2 . gs 


Method 


r* t? vr a r* 7\ m 




Start 


2852 






T7» -J 


joZo 




GI 


none 






Score 


. o 5 




Exons 


2852. .3204, 


3583. 


.3739, 3814. 


.3828 






Seq. No. 


28505 






Seq. ID 


/■^taaaoca to aoi/i 
OJUUUzoU /Z.UZ14 


f o 
. LO 


Gene No. 


58833 






Strand 






Start 


7911 






End 


O O A T 

8201 




Name 


OJ000250 72. 


0214. 


C8 . o5> gp 


Method 


AAT / GAP 




Start 


7911 






End 


O O A 1 

o^Ul 




GI 


3766879 






Score 


481 




Exons 


7911. .8201 












Seq. No. 


28505 






Seq. ID 


OJ000250_72.0214 


. Co 


Gene No. 


58834 






Strand 






Start 


8271 






End 


8576 




Name 


OJ000250 72. 


0214. 


C8 . o4 . gs 


Method 


GENS CAN 




Start 


8271 






End 


8576 




GI 


none 






Score 


.88 




Exons 


8271. .8576 












Seq. No. 


28505 






Seq. ID 


OJ000250_72.0214 


.C8 


Gene No. 


58835 






Strand 






Start 


n "3 O A 

9ooU 






End 


12629 




Name 


OJ000250 72. 


0214. 


Co . oJ . tin 


Method 


TBLASTX: Maize 




Start 


7618 






End 


7824 




GI 


none 






Score 


190 




Exons 


7618. .7725, 


7621. 


.7764, 7641. 


.7766, 7691. .7771, 7768. .7824, 




7778. .7819 












Seq. No. 


28505 






Seq. ID 


OJ000250_72.0214 


.C8 


bene No. 


58835 






Strand 






Start 


9380 






End 


12629 




Name 


OJ000250 72. 


0214. 


C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


8343 






End 


8564 




GI 


none 






Score 


114 




Exons 


8343. .8426, 


8343. 


.8381, 8350. 


.8427, 8389. .8427, 8428.-8547, 




8430. .8564, 


8433. 


.8549 








Seq. No. 


28505 






Seq. ID 


OJ000250_72.0214 


.C8- 


Gene No. 


58835 






Strand 






Start 


9380 






End 


12629 




Name 


OJ000250 72. 


0214. 


C8 . o5 . gs 


Method 


GENSCAN 





28356 



Start* 
GI " 
Exons 

Seq. No, 
Gene No. 
Start . 
Name 
Start 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9380 End 12411 

none Score . 75 

9380.. 9558, 10249 .. 10324 , 10824 .. 11444 , 11791.. 12411 



28505 
58835 
9380 

OJ000250_72.0214.C8.ol.tm 

10814 

none 

10814. .10870, 10909. .11445, 
11173. .11448, 11778. .12050, 
12099. .12416, 12519. .12629, 
12564. .12629, 12572.. 12628 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10909. .11121, 
11788. .12414, 
12519. .12626, 



OJ000250 72. 0214. C8 



12629 

TBLASTX: Maize 
12629 
49 

10923. .11447, 
11789. .12412, 
12521. .12628, 



28505 
58835 
9380 

OJ000250_72 . 0214 .C8 .ol .np 
10815 
399940 

10815. .11444, 
HEAT SHOCK. .70 



OJ000250 72. 0214. C8 



Seq. ID 
Strand 

End 12629 
Method AAT/NAP 
End 12629 
Score 1931 
11791. .12411, 12524. .12629 
KD PROTEIN, MITOCHONDRIAL PRECURSOR 



gi 1 100004 |pir | | S25005 heat shock protein, " 70K - kidney bean 
gi|22636|emb|CAA47345| (X66874) 70 kDa heat shock protein 
[Phaseolus vulgaris] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 72. 0214. C8 



28505 
58835 
9380 

OJ000250 J72 . 0214 . C8 . 06 . gp 
10919 

18731_1.R1084 
10919. .11444, 11791.. 11845 

, 399940/sp|Q01899|HS7M_PHAVU 2.0e-81 HEAT SHOCK 70 KD PROTEIN, 

MITOCHONDRIAL PRECURSOR >gi_100004_pir S25005 heat shock 

protein, 70K - kidney bean >gi_22636_emb_CAA47345_ (X66874) 70 
kDa heat shock protein [Phaseolus vulgaris] 1 



12629 
AAT/GAP 
11845 
1114 



Seq. No. 


28505 








Seq. ID 


OJ000250_72.0214 


.C8 


Gene No. 


58835 








Strand 






Start 


9380 








End 


12629 




Name 


OJ000250 72. 


02.14. C8. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


10977 








End 


11448 




GI 


none 








Score 


483 




Exons 


10977. 


.11447 


, 11044. 


.11445, 


11182. .11448 




Seq. No. 


28505 








Seq. ID 


OJ000250_72.0214 


.C8 


Gene No. 


58835 








Strand 






Start 


9380 








End 


12629 




Name 


OJ000250 72. 


0214. C8. 


ol .tw 


Method 


TBLASTX: Wheat 




Start 


11021 








End 


12616 




GI 


none 








Score 


35 




Exons 


11021. 


.11053 


, 11067. 


.11204, 


11132. .11182, 11199. .11447, 






11215. 


.11448 


, 11788. 


.11949, 


11798. .11872, 11899. .11991, 






11936. 


.12061 


, 11992. 


.12168, 


12214. .12414, 12362. .12412, 






12521. 


.12616 


, 12522. 


.12584 









28357 




Seq. No. 


28505 


Seq. ID 


OJ000250J72.0214 


.C8 


Gene No. 


58835 


Strand 






Start 


9380 


End 


12629 




Name 


OJ000250 72.0214.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


11104 


End 


11919 




GI 


none 


Score 


376 




Exons 


11104. .11445, 11106. .11447, 


11266. .11448, 11268. .11447, 






11788. .11919, 11789. .11872 








Seq. No. 


28505 


Seq. ID 


OJ000250_72.0214 


.C8 


Gene No. 


58835 


Strand 






Start 


9380 


End 


12629 




Name 


OJ000250 72.0214.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11788 


End 


12628 




GI 


none 


Score 


122 




Exons 


11788. .11943, 11789. .11944, 


11789. .11995, 11935. .12414, 






11936. .12412, 12521. .12628, 


12522. .12620 




Seq. No. 


28505 


Seq. ID 


OJ000250_72.0214 


.C8 


Gene No. 


58835 


Strand 






Start 


9380 


End 


12629 




Name 


OJ000250 72.0214.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


11989 


End 


12628 




GI 


none 


Score 


477 




Exons 


11989. .12414, 11990. .12412, 


12004. .12414, 12093. .12422, 






12519. .12626, 12521. .12628 








Seq. No. 


28506 


Seq. ID 


OJ000250_72.0214 


.C9 


Gene No. 


58836 


Strand 


+ 




Start 


5742 


End 


11428 




Name 


OJ000250 72.0214.C9.o2.np 


Method 


AAT/NAP 




Start 


5742 


End 


11428 




GI 


6730739 


Score 


207 




Exons 


5742. .5848, 9949. .10065, 10828 .. 10910, 


11064. .11106, 






11178. .11227, 11286. .11428 








GI Descrip . 


(AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28506 


Seq. ID 


OJ000250_72.0214 


.C9 


Gene No. 


58836 


Strand 


+ 




Start 


5742 


End 


11428 




Name 


OJ000250 72.0214.C9.o4.gs 


Method 


GEN SCAN 




Start 


8969 


End 


10875 




GI 


none 


Score 


.8 




Exons 


8969.. 9168, 9954.. 10077, 10828.. 10875 






Seq. No. 


28506 


Seq. ID 


OJ000250J72.0214 


.C9 


Gene No. 


58837 


Strand 


+ 




Start 


12265 


End 


12684 




Name 


OJ000250 72.0214.C9.o4.gp 


Method 


AAT/GAP 




Start 


12265 


End 


12684 




GI 


uC-osflcyp019e07bl 


Score 


840 




Exons 


12265. .12684 








GI Descrip. 


'3540199 6.0e-30 (AC004260) 


Putative monosaccharide transport 




protein [Arabidopsis thaliana] 1 






Seq. No. 


28506 . 


Seq. ID 


OJ000250J72.0214 


.C9 



28358 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58838 Strand 

13415 End 

OJ000250_72.0214.C9.o3.np Method 

13415 End 

6721516 Score 



+ 

17366 
AAT/NAP 
17366 
644 



13415. .13639, 15104 .. 15345, 15757 .. 16108, 17341. .17366 
(AP001072) hypothetical protein [Oryza sativa] 



28506 
58839 
25379 

OJ000250_72.0214.C9.o6.gs 

25379 

none 

25379.. 25972 



Seq. ID OJ000250_72.0214.C9 

Strand + 

End 25972 

Method GEN SCAN 

End 25972 

Score . 67 : 



Seq. ID OJ000250_72.0214 .C9 
Strand 

1454 
AAT/GAP 
1454 
323 



28506 
58840 
1 

OJ000250_72.0214.C9.ol.gp 
1 

48916JL.R1084 
1..86, 1348. .1454 

'300264/bbsl 131379 1.0e-42 (S59747) HSP68=68 kda heat-stress 
DnaK homolog [Solanum tuberosum=potatoes, Peptide Mitochondrial, 
682 aa] [Solanum tuberosum] 1 



End 

Method 

End 

Score 



Seq. ID OJ000250_72.0214.C9 
Strand 

End 1454 

Method GEN SCAN 

End 1410 

Score .72 



28506 
58840 
1 

OJ000250_72.0214.C9.ol.gs 
13 

none 

13. .86, 54S..625, 1348. .1410 

28506 
58841 
3162 

OJ000250_72.XJ214.C9.o2.gs 
3162 
none 

3162. .3308, 3881. .3932, 4171. .4330, 5291. .5414, 5522. .5593, 
5686. .6057 



Seq. ID OJ000250_72.0214.C9 
Strand 

End 6057 

Method * GEN SCAN 

End 6057 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28506 
58841 
3162 

OJ000250_72.0214.C9.ol.np 

4170 

2833373 



Seq. ID OJ000250_72.0214 .C9 
Strand 

End 6057 

Method AAT/NAP 

End 5961 

Score 704 



4170. .4330, 4411. .4468, 4559.-4629, 5291. .5414, 5522. .5593, 
5686. .5961 

DNA-3-METHYLADENINE GLYCOSYLASE ( 3-METHYLADENINE DNA 
GLYCOSIDASE) gi | 429157 | emb | CAA53763 | (X76169) 3-methyladenine 
glycosylase [Arabidopsis thaliana] 



Seq. No. 



28506 



Seq. ID OJ000250_72.0214.C9 



28359 



Gene No. 58841 Strand 

Start 3162 End 6057 

Name OJ000250_72 . 0214 .C9.o2.gp Method AAT/GAP 

Start 4438 End 5801 

GI LIB3434-014-P1-K1-H7 . Score 712 

Exons 4438.. 4468, 4559.. 4629, 5291.. 5414, 5522.. 5593, 5686.. 5801 

GI Descrip. ' 2833373/sp | Q39147 | 3MG_ARATH 7.0e-63 DNA-3-METHYLADENINE 
GLYCOSYLASE (3-METHYLADENINE DNA GLYCOSIDASE) 

>gi_429157_emb_CAA53763_ (X76169) 3-methyladenine glycosylase 
[Arabidopsis thaliana] ' - 



Seq. No. 


28506 








Seq. ID 


OJ000250 


_72.0214.C9 


Gene No. 


58842 








Strand 


_ 




Start 


7384 








End 


8555 




Name 


OJ000250 72 


.0214. 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


7384 








End 


8555 




GI 


none 








Score 


.81 




Exons 


7384. .7851, 


8166. 


.8555 










Seq. No. 


28506 








Seq. ID 


OJ000250 


_72 . 0214 .C9 


Gene No . 


58843 








Strand 






Start 


11745 








End 


25380 




Name * 


OJ000250 72 


.0214. 


C9.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4170 








End 


4331 . 




GI 


none 








Score 


185 




Exons 


4170. .4331, 


4174. 


.4290 










Seq. No. 


28506 








Seq. ID 


OJ000250 


_72.0214.C9 


Gene No. 


58843 








Strand 






Start 


11745 








End 


25380 




Name 


OJ000250 72 


.0214. 


C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4173 








End 


5784 




GI 


none 








Score 


162 




Exons 


4173. .4310, 


4174. 


.4296, 


4175. 


.4306, 4400. .4471, 


4410. .4469, 




4556. .4630, 


4557. 


.4631, 


5286. 


.5414, 5287. .5412, 


5297. .5413, 




5514. .5594, 


5528. 


.5596, 


5659. 


.5784 






Seq. No. 


28506 








Seq. ID 


OJ000250 


_72.0214.C9 


Gene No. 


58843 








Strand 






Start 


11745 








End 


25380 




Name 


OJ000250 72 


.0214. 


C9.o9. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4369 








End 


4670 




GI 


none 








Score 


101 




Exons 


4369. .4485, 


4370. 


.4489, 


4376. 


.4495, 4407. .4670, 


4549. .4623, 



4550. .4630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28506 
58843 
11745 

OJ000250_72.0214.C9.o5.gs 
11745 



none 
11745. 
15249. 
22851. 



.12965, 13435. 
.15339, 15369. 
.24188, 24365. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13740, 14426 
15434, 19251 
24451 



OJ000250 72. 0214. C9 



25380 
GENSCAN 
24451 
.78 

14577, 14665. . 14737, 
19348, 19525. .22755, 



Seq. No. 



28506 



Seq. ID OJ000250_72.0214 .C9 



28360 



Gene No. 


58843 




Strand 




Start 


11745 




End 


25380 


Name 


OJOOOzoO /^.(J214.Cy. 


od . tm 


Method 


TBLASTX: Maize 


Start 


19251 




End 


24200 


GI 


none 




Score 


79 


Exons 


19251. .19337, 19253. 


.19336, 


19291. .19338, . 19331. .19360, 




22971. .23090, 22978. 


.23088, 


23184. .23291, 23196 . ..23294 , 




24093. .24176, 24109. 


.24177, 


24171.. 24200 


Seq. No. 


28506 




Seq. ID 


UJUUUZ jU /Z.U^X4.Vw.y 


Gene No . 


58843 




Strand 




Start 


11745 




End 




Name 


UJUUU^OU /<£ . Uz±4 . uy . 


o4 .np 


Method 


AAT/NAP 


Start 


19518 




End 


23905 


GI 


6466937 




Score 


2350 


Exons 


19518. .23905 








GI Descrip. 


(AC011621) putative 


retroelement pol ] 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214.C9 


Gene No. 


58843 




Strand 




Start 


11745 




End 


25380 


Name 


ujuuu^du fz . u^i4 . oy . 


o5 .np 


Method 


AAT/NAP 


Start 


19518 




•End 


25380 


GI 


" 6466937 




Score 


2345 


Exons 


19518. .24066, 25303. 


.25380 






GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214.C9 


Gene No . 


joo4 j 




Strand 




Start 


11745 




End 


25380 


Name 


OJ000250 72. 0214. C9. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


19618 




End 


19954 


GI 


none 




Score 


220 


Exons 


19618. .19953, 19619. 


.19954 






Seq. No. 


28506 




Seq. ID 


OJ000250J72.0214.C9 


Gene No . 






Strand 




Start 


11745 




End 


25380 


Name 


OJ000250 72. 0214. C9. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


20044 




End 


20625 


GI 


none 




Score 


79 


Exons 


20044. .20172, 20242. 


.20625, 


20387. .20545 


Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214.C9 


Gene No. 


COO /IO 

boo4 3 




Strand 




Start 


11745 




End 


25380 


Name 


OJ000250 72. 0214. C9. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


20245 




End 


20877 


GI 


none 




Score 


192 


Exons 


20245. .20703, 20294. 


.20740, 


20767.. 20877 


Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214.C9 


Gene No. 


58843 




Strand 




Start 


11745 




End 


25380 


Name 


OJ000250 72. 0214. C9. 


o3. ts 


Method 


TBLASTX : Soybean 



28361 




Start 


20473 




End 


20856 




GI 


none 




Score 


123 




Exons 


20473. .20703, 20549. 


.20818, 


20755. .20856 




Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214 


.C9 


bene wo . 






Strand 






Start 


11745 




End 


25380 




Name 


OJ000250 72. 0214. C9. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


20950 




. End 


21243 




GI 


none 




Score 


76 




Exons 


20950. .21114, 21097. 


.21243, 


21100. .21243 




Seq. No. 


28506 




c PfT yn 




,C9 


bene ino • 


cpp/o 
jOOt J 




uti ctilU 






Start 


11745 




r nr i 






Name 


OJ000250 72. 0214. C9. 


o4 . tw 


L v ie inoa 


1 OiinO 1 A • 1/vncdL 




Start 


21118 




EiUU 


9 1 A A A 
£ ± fi H fi 




GI 


none 




Score 


198 




Exons 


21118. .21444 










Seq. No. 


28506 




Seq. ID 


OJ000250J72.0214 


.C9 


bene jno • 


OO 0 H. J 




Strand 






Start 


11745 




End 


25380 




Name 


OJ000250 72. 0214. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


. : 21289 




End 


21505 




GI 


none 




Score 


75 




Exons 


21289. .21501, 21386. 


.21505 








Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214 


.C9 


bene mo. 


Ooo4 J 




Strand 






Start 


11745 




End 


25380 




Name 


OJ000250 72. 0214. C9. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


21295 




End 


21819 




GI 


none 




. Score 


101 




Exons 


21295. .21504, 21386. 


.21505, 


21568. .21819, 21569.. 21811 




Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214 


.C9 


bene ino . 


ooo *to 




Strand 






Start 


11745 




End 


25380 




Name 


OJ000250 72. 0214. C9. 


b3. tw 


Method 


TBLASTX: Wheat 




Start 


21445 




End 


21843 




GI 


none 




Score 


117 




Exons 


21445. .21504, 21565. 


.21843, 


21566. .21811 




Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214 


.C9 


Gene No . 


OOO ft j 




Strand 






Start 


11745 




End 


25380 




Name 


OJ000250 72. 0214. C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


21565 




End 


21882 




GI 


none 




Score 


106 




Exons 


21565. .21882, 21566. 


.21811 








Seq. No. 


28506 




Seq. ID 


OJ000250_72.0214 


.C9 


Gene No. 


58843 




Strand 






Start 


11745 




End 


25380 




Name 


OJ000250 72. 0214. C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


21838 




End 


22323 





28362 



GI 


none 


Score 


129 


Exons 


21838. .22323, 21857.. 22294 






Seq. No. 


28506 


Seq. ID 


OJ000250_72.0214. 


Gene No. 


58843 


Strand 




Start 


11745 


End 


25380 


Name 


OJ000250 72.0i214.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


21919 


End 


22374 


GI 


none 


Score 


118 


Exons 


21919. .22206, 21934 22374 , 


21953.. 22270 


Seq. No. 


28506 


Seq. ID 


OJ000250_72.0214. 


Gene No. 


58843 


Strand 




Start 


11745 


End 


25380 


Name 


OJ000250 72.0214.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


22024 


End 


22338 


GI 


none 


Score 


221 


Exons 


22024. .22338 






Seq. No. 


28506 


Seq. ID 


OJ000250_72.0214. 


Gene No. 


C O O A "5 

58843 


Strand 




Start 


11745 


. End 


25380 


Name 


OJ000250 72.0214.C9.o7.tm 


Method 


TBLASTX: Maize 


Start 


23466 


End 


23732 . . 


GI 


none 


Score 


40 


Exons 


23466.-23534, 234 94 23535, 


23526. .23732, 23527.. 23703 


Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214. 


Gene No. 


58844 


Strand 


+ 


Start 


1 


End 


1898 


Name 


OJ000250 72.0214.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1278 


GI 


6729549 


Score 


606 


Exons 


1..273, 429. .579, 855. .967, 


1105. .1278 




GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214. 


Gene No. 


C O O A A 

58844 


Strand ... 


+ . 


Start 


r 


' End 


1898 


Name 


OJ000250 72.0214.Cll.ol.gs 


Method 


GENSCAN 


Start 


96 


End 


1898 


GI 


none 


Score 


.67 


Exons 


96. .273, 429. .579, 834. .967, 


1105.. 1251, 1803.. 1898 


Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214. 


Gene No. 


58844 


Strand 


+ 


Start 


1 


End 


1898 


Name 


OJ000250 72.0214.Cll.ol.gp 


Method 


AAT/GAP 


Start 


182 


End 


990 


GI 


49071 1.R1084 


Score 


681 


Exons 


182. .273, 429. .579, 834. .990 






GI Descrip. 


, 4835757/gb|AAD30224.1|AC007202 6 2 . Oe- 


■29 (AC007202) EST 




gb_AA404 917 comes from this 


gene. [Arabidopsis thaliana] 


Seq. No. 


28507 


Seq. ID 


OJ000250J72.0214. 


Gene No. 


58845 


Strand 


+ 


Start 


6933 


End 


28713 



28363 



Name 

Start 

GI 

Exons 



OJ000250_72 . 0214 . Cll . o3 . gs Method 

6933 End 

none Score 
6933.-7592 



GEN SCAN 

7592 

1 



Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No . 


58845 


Strand 


+ 




Start 


6933 


End 


28713 




Name 


OJ000250 72.0214.Cll.o4.np 


Method 


AAT/NAP 




Start 


7108 


End 


.28713 




GI 


4584539 


Score 


181 




Exons 


7108. .7211, 18313. .18497, 19727.. 19867 


, 28497. .28713 




GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No. 


58845 


Strand 


+ 




Start 


6933 


End 


28713 




Name 


OJ000250 72.0214.Cll.o4.gp 


Method 


AAT/GAP 




Start 


9089 ■ 


End 


9575 




GI 


38533 1.R1084 


Score 


8 97 




Exons 


9089. .9575 








GI Descrip. 


1 4539324/emb|CAB38825. 1 | 4 . Oe 


-09 (AL035679) kinesin like protein 




[Arabidopsis thaliana] 1 








Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214 


-Cll 


Gene No . 


58845 


Strand 


+ 




Start 


6933 


End 


28713 




Name 


OJ000250 72.0214.Cll.o8.gs 


Method 


GENSCAN 




Start 


26301 


End 


26630 




GI 


none 


Score 


.98 




Exons 


26301. .26630 








Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No. 


58846 


Strand 






Start 


1166 


End 


1504 




Name 


OJ000250 72.0214.Cll.o2.gp 


Method 


AAT/GAP 




Start 


1166 


End 


1504 




GI 


3767107 


Score 


619 




Exons 


1166.. 1504 








Seq. No. 


28507 


Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No. 


58847 


Strand 






Start 


1617 


End 


5591 




Name 


OJ000250 72.0214.Cll.o3.gp 


Method 


AAT/GAP 




Start' 


1617 


End , 


3059 




GI 


84785 1.R1084 


Score 


976 




Exons 


1617.. 1950, 2578. .2646, 2742. 


.2805, 2922. .3059 




GI Descrip. 


, 728777/sp|P40937|ACll HUMAN 


2.0e-12 ACTIVATOR 1 36 KD 


SUBUNIT 




{REPLICATION FACTOR C 36 KD SUBUNIT) (Al 36 KD SUBUNIT) 


(RF-C 36 



KD SUBUNIT) (RFC36) >gi_1498257 (L07540) replication factor C, 
36-kDa subunit [Homo sapiens] 1 



Seq. No. 28507 Seq. ID OJ000250J72 . 0214 . Cll 

Gene No. - 58847 Strand 

Start 1617 End 5591 

Name OJ000250_72 . 0214 . Cll . o2 . np Method AAT/NAP 

Start 1854 End 5591 



28364 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6382495 Score 1101 

1854. .1950, 2578. .2646, 2742. .2805, 2922. .3051, 3437. .3518, 
3707.. 3866, 3959.. 4035, 4437.. 4653, 5408.. 5591 

(AC010704) putative replication factor C [Arabiciopsis thaliana] 



28507 

58847 . 
-1617 

OJ000250_72. 0214. Cll. o2.gs 

2532 

none 



Seq. ID OJ000250_72.0214.C11 
Strand 

End 5591 

Method GENS CAN 

End 5591 

Score .77 



2532.. 2627, 2806.. 3051, 3437.. 3518, 3707.. 3896, 3959.. 4037, 
4487. .4653, 5408. .5591 



Seq. No. 28507 

Gene No. 58848 

Start 7206 

Name OJ000250_72 . 0214 .Cll .o3.np 

Start 7206 

GI 4539324 
Exons 



Seq. ID OJ000250_72. 0214. Cll 
Strand 

End . 19008 

Method AAT/NAP 

End 19008 

Score 1369 



7206.. 7222, 9366.. 9859, 10469 .. 10627 , 10730 .. 10777, 
11437. .11487, 11575. .11688, 117.85 11925, 12395 .. 1254 0, 
13204. .13406, 13667 .. 13778, 13880 .. 13987, 14094 .. 14 198 , 
14492. .14596, 14 679 .. 14741, 14911 . .14 978, 15166 .. 1524 4 , 
15544. .15603, 15691 15744, 15818 .. 16014 , 16347 1642 1, 
16710. .16799, 17904. .17996, 18024 .. 18163, 18738. .19008 
GI Descrip. (AL035679) kinesin like protein [Arabidopsis thaliana] 



Seq. No. 28507 

Gene No. 58848 

Start 7206 

Name OJ000250_72 . 0214 . Cll . o4 .gs 

Start 8003 

GI none 

Exons 8003.. 8220, 8549.. 8666 



Seq. ID OJ000250_72. 0214 .Cll 
Strand 

End 19008 

Method GEN SCAN 

End 8666 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28507 - 

58848 

7206 

OJ000250J72. 0214. Cll. o5.gs 
9350 



OJ000250 72. 0214. Cll 



Seq. ID 
Strand 

End 19008 
Method GENSCAN 
End 18384 
none Score .84 

9350. .9868, 10424 .. 10627, 10730 .. 10777 , 11437 11487 , 
11575. .11925, 12418. .12639, 12828 12980, 13204 1338 6, 
13632. .13778, 13880 .. 13987, 14094 14 198, 14492 .. 14596, 
14679. .14741, 15544 .. 15603, 15691 .. 15744, 15836 .. 15901, 
16369. .16421, 16710 .. 16823, 17904 .. 18001, 18104.. 18384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28507 Seq. ID 

58848 Strand 

7206 End 

OJ000250 J72 . 0214 . Cll . o5 . gp Method 

11554 End 

uC-osflcyp024f08bl Score 



OJ000250_72. 0214. Cll 

19008 
AAT/GAP 
12865 
970 



11554. .11700, 11785. .11925, 12418 .. 12639, 12828.. 12865 
, 5263326/gb|AAD41428.1|AC007727_17 4.0e-14 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 



28365 



contains a PF_00225 Kinesin motor domain, 
from this gene. [Arabidopsis thaliana] ' 



EST gb_AA042507 comes 



Seq. No. 28507 

Gene No. 58848 

Start 7206 

Name OJ000250J72 . 0214 . Cll . 06 . gp 

Start . 16712 

GI uC-osroM202035b07bl 

Exons 16712. .16799, 17904. 
GI Descrip. 1 5263326/gb | AAD41428 



OJ000250 72. 0214. Cll 



Seq. ID _ 
Strand 

End 19008 
Method AAT/GAP 
End 18457 
Score 1016 
18001, 18104.. 18457 

1|AC007727_17 5.0e-25 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 
contains a PF_00225 Kinesin motor domain. EST gb_AA042507 comes 
from this gene. [Arabidopsis thaliana] 1 



Seq. No. 28507 Seq. ID 

Gene No. 58849 Strand . 

Start 24695 End 

Name OJ000250_72 . 0214 . Cll . o7 . gs Method 

Start 24695 End 

GI none Score 

Exons 24695. .24987, 24995.. 25145 



OJ000250_72. 0214. Cll 

25145 
GENSCAN 
25145 
.86 



Seq. No. 28507 ; - Seq. ID 

Gene No. 58850 Strand 

Start 28062 End 

Name OJ000250J72 . 0214 . Cll . 06 . tm Method 

Start 97 End 

GI none Score 
Exons 



OJ000250J72. 0214. Cll 
28621 

TBLASTX: Maize 
583 
249 

97. .273, 99. .278, 412. .579, 423. .578, 426. .581, 428. .583 



Seq. No. 


28507 




Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No. 


58850 




Strand 






Start 


- 28062 




End 


28621 




Name 


OJ000250 


72.0214.Cll.o5.tm 


Method 


TBLASTX: Maize 




Start 


835 




End 


1302 




GI 


none 




Score 


192 




Exons 


835.-969, 


836. .970, 842. .970 


, 1102. .1302, 1102. .1284 




Seq. No. 


28507 




Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No. 


58850 




Strand 






Start 


28062 




■End 


28621 




Name 


OJ000250 


72.0214.Cll.o4.ts 


Method 


TBLASTX: Soybean 




Start 


854 




End 


1251 




GI 


none 




Score 


124 




Exons 


854. .970, 


1102.. 1251, 1105.. 


1248 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28507 
58850 
28062 

OJ000250_72. 0214. Cll. o2.tw 

1155 

none 



Seq. ID OJ000250_72. 0214. Cll 



Strand 
End 

Method 

End 

Score 



28621 

TBLASTX: Wheat 

1483 

197 



1155. .1283, 1156. .1284, 1163. .1285, 1442. .1483 



Seq. No. 
Gene No. 



28507 
58850 



Seq. ID 
Strand 



OJ000250 72. 0214. Cll 



28366 



Start 
Name 
Start 
GI 

Exons 



28062 

OJ000250_72, 

1857 

none 

1857. .1949, 
2917. .2991 



0214.Cll.o5.ts 



End 28621 

Method TBLASTX : Soybean 

End 2991 

Score 4 9 



2568. .2645, 2574. .2645, 2732. .2803, 2745. .2804, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



28507 
58850 
28062 

OJ000250_72. 

2738 

none 

2738. .2803, 
3432. .3518, 

28507 
58850 
28062 

OJ000250_72. 

2940 

none 

2940. .3032, 
3016. .3054, 
3705. .3863, 

28507 
58850 
28062 

OJ000250_72. 

3793 

none 

3793. .3867, 
4436. .4654, 

28507 
58850 
28062 

OJ000250_72, 

4544 

none 

4544. .4654, 
5582. .5599, 

28507 
58850 
28062 

OJ000250_72. 

9362 

none 

9362. .9640, 
9649. .9861, 

28507 
58850 
28062 

OJ000250 72. 



0214.Cll.o4.tm 



2741. .2803, 2916. 
3437.. 3526, 3437. 



0214.Cll.o2.tc 



2940.. 3032, 2944, 
3431. .3520, 3434, 
3709. .3867 



0214.Cll.ol.ts 



3794.. 3874, 3960. 
4463. .4654, 4467. 



0214.Cll.o7.tm 



4545. .4652, 4547. 
5585.. 5599, 5610, 



0214.Cll.ol.tm 



9363.. 9491, 9406. 
9730.. 9870, 10447 



0214.Cll.o3.ts 



Seq. ID OJ000250_72.0214.C11 
Strand 

End 28621 
Method TBLASTX: Maize 
End 3759 
Score 107 

.3056, 2917.. 3057, 2918.. 3055, 
.3517, 3706.. 3759, 3707.. 3757 

Seq. ID OJ000250_72.0214.C11 
Strand 

End 28621 
Method TBLASTX : Cress 
End 3868 
Score 73 

.3048, 2948. .3049, 3008. .3055, 
.3520, 3435.. 3521, 3692. .3868, 



Seq. ID OJ000250_72.0214.C11 
Strand 

End 28621 

Method TBLASTX : Soybean 

End 54 90 

Score 88 
.4034, 3961.. 4035, 4398. .4652, 
.4655, 5409. .5489, 5410. .5490 

Seq. ID OJ000250_72.0214.C11 
Strand 

End 28621 
Method TBLASTX: Maize 
End 5678 
Score 170 

.4654, 5409. .5492, 5410. .5493, 
.5657, 5613.. 5654, 5640. .5678 

Seq. ID OJ000250_72.0214.C11 
Strand 

End 28621 

Method TBLASTX : Maize 

End 10575 

Score 135 

.9525, 9635.. 9862, 9639. .9776, 
. .10575 

Seq. ID OJ000250_72.0214.C11 
Strand 

End 28621 

Method TBLASTX : Soybean 



28367 



Start 


9372 




End 


9550 




GI 


none 




Score 


129 




Exons 


9372. .9488, 9375. .9530, 9380. .9493, 9380. .9550, 9394. .9495 


Seq. No. 


28507 




Seq. ID 




pi 1 


Gene No. 


58850 




Strand 






btart 


28062 




End 


9ft 691 




Name 


OJ000250 72.0214.C11 


. ol . tc 


Method 


TRT A9TY • Prp«;Q 




Start 


9603 




End 






GI 


none 




Score 


1 9ft 




Exons 


9603. .9776, 9626. .9871, 10559 .. 10630, 


10575. .10631, 






10730. .10792, 10730. 


.10789 








Seq. No. 


28507 




Seq. ID 


OJ000250J72.0214 


PI 1 


Gene No. 


58850 




Strand 






Start 






End 


28621 




Name 


OJ000250 72.0214.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10577 




End 


12515 






none 




Score 


73 




Exons 


10577. .10624, 10578. 


.10631, 


10712. .10783, 10727. .10783, 






10731. .10790, 11434. 


.11487, 


11434. .11487, 11575. .11706, 






11576. .11659, 11623. 


.11679, 


11780. .11926, 11782. .11925, 






11786. .11962, 11787. 


.11966, 


12417. .12515, 12424. .12513, 






12426. .12515 










Seq. No. 


28507 




Seq. ID 


OJ000250_72.0214 


PI 1 


bene no . 


58850 




Strand 






Start 


28062 




End 


28621 




Name 


OJ000250 72.0214.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11566 




End 


11943 




GI 


none 




Score 


80 




Exons 


11566. .11697, 11779. 


.11943, 


11783. .11938 




Seq. No. 


28507 




Seq. ID 


OJ000250J72.0214 


PI 1 


Gene No. 


coo cn 




Strand 






otart 


28062 




End 


28621 




Name 


OJ000250 72.0214.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13354 




End 


13993 




GI 


none 




Score 


128 




Exons 


13354. .13422, 13623. 


.13781, 


13626. .13781, 13877 .. 13993, 






13881. .13985 










Seq. No. 


28507 




Seq. ID 


OJ000250J72.0214 


.Cll 


Gene No. 


58850 




Strand 






Start 


28062 




End 


28621 




Name 


OJ000250 72.0214.C11 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


13686 




End 


14530 




GI 


none 




Score 


56 




Exons 


13686. .13727, 13722. 


.13778, 


13744. .13779, 13870 .. 13932, 






13877. .13933, 13934. 


.13993, 


13935. .13985, 1407 6 .. 14 198 , 






14086. .14199, 14474. 


.14530 








Seq. No. 


28507 




Seq. ID 


OJ000250_72.0214 


.Cll 


Gene No. 


58850 




Strand 






Start 


28062 




End 


28621 




Name 


OJ000250 72.0214.C11 


. o9 . gs 


Method 


GENSCAN 




Start 


28062 




End 


28621 





28368 



GI 


none 




Score 


.78 


Exons 


28062. .28113, 28536. .28621 






Seq. No. 


28508 




Seq. ID 


OJ000250 


Gene No. 


C O O C 1 

58851 




Strand 


+ 


Start 


6048 




End 


"7 C\ C C 


Name 


OJ000250 72 . 0214 . C12 . o2 


. np 


Method 


AAT/NAP 


Start 


6048 




End 


7056 


GI 


6907089 




Score 


1689 


Exons 


6048 . .7056 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28508 




Seq. ID 


OJ000250 


Gene No. 


58851 




Strand 


+ 


Start 


6048 




End 


7056 


Name 


OJ000250 72 . 0214 . C12 . o3 


. gs 


Method 


GEN SCAN 


Start 


6048 




End 


6950 


GI 


none 




Score 


.55 


Exons 


6048 . . 6950 








Seq. No. - 


28508 




Seq. ID 


OJ000250 


Gene No. 


58852 




Strand 




Start 


2839 




End 


7056 


Name 


OJ000250_72 .0214 . C12 .o2 


. gs 


" Method 


GEN SCAN 


Start 


2839 




End 


4986 


GI 


none 




Score 


.63 


Exons 


2839. .2972, 3329. .3467, 


3608. 


.3732, 4421.. 4427, 




4924. .4986 








Seq. No. 


28508 




Seq. ID 


OJ000250 


Gene No. 


58852 




Strand 




Start 


2839 




End 


7056 


Name 


OJ000250 72.0214.C12.ol 


-np 


Method 


AAT/NAP 


Start 


4611 




End 


7056 


GI 


5042454 




Score 


269 


Exons 


4611. .4664, 4924. .5107, 


5675. 


.5793, 6011.. 6173, 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


28509 




Seq. ID 


OJ000250 


Gene No. 


58853 




Strand 


+ 


Start 


1 




End 


2102 


Name 


OJ000250 72.0214.C13.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


2099 


GI 


6907089 




Score 


3161 


Exons 


1..72, 167. .2099 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28509 




Seq. ID 


OJ000250 


Gene No. 


58853 




Strand 


+ 


Start 


1 




End 


2102 


Name 


OJ000250 72.0214.C13.ol 


. gs 


Method 


GENSCAN 


Start 


73 




End 


2102 


GI 


none 




Score 


.43 


Exons 


73. .2102 








Seq. No. 


28509 




Seq. ID 


OJ000250 


Gene No. 


58854 




Strand 





72.0214.C12 



72.0214.C12 



72.0214.C12 



4490. .4558, 



72.0214.C12 



6958. .7056 
72.0214.C13 



72.0214.C13 



72.0214.C13 



28369 




Start 


2731 




End 


8378 


Name 


OJ000250 72 


. 0214 .C13.o2.gs 


Method 


GEN SCAN 


Start 


2731 


End 


6396 


GI 


none 




Score 


.73 


Exons 


2731. .3547, 


3656.. 4900, 4946. 


.6396 




Seq. No. 


28509 




Seq. ID 


OJ000250_72.0214.C13 


Gene No. 


58854 




Strand 




Start 


2731 




End 


8378 


Name 


OJ000250 72 


.0214 .C13.o2.np 


Method 


AAT/NAP 


Start 


2734 




End 


8378 


GI 


6498441 




Score 


6911 


Exons 


2734. .3015, 


3109.. 4506, 4678. 


.4974, 5167.. 5593, 5768.. 5902, 




6086. .6459, 


6523.. 6986, 7317. 


.8378 




GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


28509 








Seq. ID 


OJ000250_72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


2743 








End 


3345 




GI 


none 








Score 


127 




Exons 


2743. .2868, 


2929 


. .3345, 


3055. 


.3345 






Seq. No. 


28509 








Seq. ID 


OJ000250_72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o4 


.tw 


Method 


TBLASTX: Wheat 




Start. 


3346 








End 


3726 




GI 


none 








Score 


169 




Exons 


3346. .3726, 


3377 


. .3625 










Seq. No. 


28509 








Seq. ID 


OJ000250J72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3502 








End 


3864 




GI 


none 








Score 


98 




Exons 


3502. .3549, 


3532 


. .3744, 


3541. 


.3864, 3554.. 3835 




Seq. No. 


28509 








Seq. ID 


OJ000250_72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


4057 








End 


4369 




GI 


none 








Score 


67 




Exons 


4057. .4317, 


4193 


. .4369 










Seq. No. 


28509 








Seq. ID 


OJ000250_72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


4117 








End 


4683 




GI 


5666795 








Score 


68 




Exons 


4117. .4317, 


4372 


. .4509, 


4585. 


.4683 







28370 




GI Descrip. 4206306 2.0e-I0 (AF049110) prpol [Zea mays] 



Seq. No. 


28509 








Seq. ID 


OJ000250J72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4372 








End 


4830 




GI 


none 








Score 


82 




Exons 


4372. .4521, 


4373 


. .4510, 


4541. 


.4696, 4555. .4806, 4556. .4741, 




4576. .4830 














Seq. No. 


28509 








Seq. ID 


OJ000250 72.0214 


. C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5431 








End 


5802 




GI 


none 








Score 


90 




Exons 


5431. .5802, 


5642 


. .5785 










Seq. No. 


28509 








Seq. ID 


OJ000250_72 . 0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


. OJ000250 72 


.0214 


.C13.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5461 








End 


5881 




GI 


none 








Score 


314 




Exons 


5461. .5880, 


5468 


. .5881 










Seq. No. 


28509 








Seq. ID 


OJ000250_72 . 0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5554 








End 


5938 




GI 


none 








Score 


238 




Exons 


5554. .5937, 


5573 


. .5938 










Seq. No. 


28509 








Seq. ID 


OJ000250_72 . 0214 


, C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


5965 








End 


6321 




GI 


none 








Score 


125 




Exons 


5965. .6270, 


5965 


. .6321, 


5975. 


.6286 






Seq. No. 


28509 








Seq. ID 


OJ000250_72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5989 








End 


6451 




GI 


none 








Score 


218 




Exons 


5989. .6450, 


5995 


. .6450, 


5996. 


.6451 






Seq. No. 


28509 








Seq. ID 


OJ000250_72.0214 


.C13 


Gene No. 


58855 








Strand 






Start 


9098 








End 


9551 




Name 


OJ000250 72 


.0214 


.C13.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


6046 








End 


6411 




GI 


none 








Score 


118 





v 28371 



Exons 


6046. .6180, 


6187 


. .6411 








Seq. No. 


28509 








Seq. ID 


OJ000250 


Gene No. 


58855 








Strand 




Start 


9098 








End 


9551 


Name 


OJ000250 72 


.0214 


.C13.o3 


,tw 


Method 


TBLASTX: 


Start 


6607 








End 


7102 


GI 


none 








Score 


171 


Exons 


6607. .7101, 


6647 


. .6907, 


6929. 


.7102 




Seq. No. 


28509 








Seq. ID 


OJ000250 


Gene No. 


58855 








Strand 




Start 


9098 








End 


9551 


Name 


OJ000250 72 


.0214 


.C13.o6 


.tw 


Method 


TBLASTX: 


Start 


7838 








End 


8389 


GI 


none 








Score 


76 


Exons 


7838. .8083, 


7917 


. .8111, 


8078. 


.8164, 8079. .8159, 




8354. .8389 












Seq. No. 


28509 








Seq. ID 


OJ000250 


Gene No. 


58855 








Strand 




Start 


9098 








End 


9551 


Name 


OJ000250 72 


.0214 


.C13.o3 


.np 


Method 


AAT/NAP 


Start 


, : £9098 








End 


9551 


GI 


5042454 








Score 


226 


Exons 


9098. .9151, 


9411 


. .9551 








GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


28510 








Seq. ID 


OJ000250 


Gene No. 


58856 








Strand 


+ 


Start 


1518 








End 


6736 


Name 


OJ000250 72 


.0214 


.C14.ol 


. gs 


Method 


GENSCAN 


Start 


1518 








End 


6736 


GI 


none 








Score 


.73 


Exons 


1518. .1580, 


1741 


. .1801, 


2692. 


.2877, 2975.. 3094, 




6528. .6736 












Seq. No. 


28511 








Seq. ID 


OJ000250 


Gene No. 


58857 








Strand 




Start 


4443 








End 


4865 


Name 


OJ000250 72 


.0214 


.C15.o2 


.gs 


Method 


GENSCAN 


Start 


4443 








End 


4865 


GI 


none 








Score 


.94 


Exons 


4443. .4645, 


4799 


. .4865 








Seq. No. 


28512 








Seq. ID 


OJ000250 


Gene No. 


58858 








Strand 


+ 


Start 


4666 








End 


6020 


Name 


OJ000250 72 


.0214 


.C16.o2 


.gs 


Method 


GENSCAN 


Start 


4666 








End 


6020 


GI 


none 








Score 


.55 


Exons 


4666. .4749, 


4905 


. .5051, 


5366. 


.5533, 5913.. 6020 


Seq. No. 


28512 








Seq. ID 


OJ000250 


Gene No. 


58859 








Strand 




Start 


651 








End 


3026 


Name 


OJ000250 72 


.0214 


.C16.ol 


.gs 


Method 


GENSCAN 



28372 




Start 


651 End 


3026 






GI 


none Score 


.64 






Exons 


651. .786, 978. .1157, 1884. .1983, 2255. 


.2315, 2470. 


.2559, 






2653. .2895, 2957. .3026 








Seq. No. 


28513 Seq. ID 


OJ000250_72 


.0214. 


C17 


Gene No. 


58860 Strand 


+ 






Start 


266 End 


906 






Name 


OJ000250 72.0214 .C17 .ol.gs Method 


GEN SCAN 






Start 


266 End 


403 






GI 


none Score 


.63 






Exons 


266. .403 








Seq. No. 


28513 Seq. ID 


OJ000250_72 


.0214. 


C17 


Gene No. 


58860 Strand 


+ 






Start 


266 End 


906 






Name 


OJ000250 72.0214.C17.ol.np Method 


AAT/NAP 






Start 


302 End 


906 






GI 


6006359 Score 


61 






Exons 


302. .399, 871. .906 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28514 Seq. ID 


OJ000250_77 


.0222. 


C5 


Gene No. 


58861 Strand 


.+ 






Start 


1825 End 


4445 






Name 


OJ000250 77. 0222. C5. ol.gs Method 


GENSCAN 






Start 


1825 ~~ End 


4445 






GI 


none Score 


. 61 






Exons 


1825. .2105, 2848. .3391, 3797. .4445 








Seq. No. 


28514 Seq. ID 


OJ000250J77 


.0222. 


C5 


Gene No. 


58862 Strand 








Start 


1436 End 


4184 






Name 


OJ000250 77.0222.C5.ol.np Method 


AAT/NAP 






Start 


1436 End 


4184 






GI 


4584355 Score 


179 






Exons 


1436. .1676, 4119. .4184 








GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


28515 Seq. ID 


OJ000250_77 


.0222. 


C6 


Gene No. 


58863 Strand 


+ 






Start 


51 End 


3533 






Name 


OJ000250 77. 0222. C6. ol.gs Method 


GENSCAN 






Start 


51 End 


3533 






GI 


none Score 


.55 






Exons 


51. .135, 781. .1017," 1118. .1513, 1709.. 


1986, 2153.. 


2278, 






2757.. 2858, 3062.. 3156, 3452.. 3533 








Seq. No. 


28515 Seq. ID 


OJ000250_77 


.0222. 


C6 


Gene No. 


58864 Strand 


+ 






Start 


5155 End 


5451 






Name 


OJ000250 77.0222.C6.ol.np Method 


AAT/NAP 






Start 


5155 End 


5451 






GI 


6539588 Score 


312 






Exons 


5155. .5451 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 







28373 




Seq. No. 


28515 








Seq. ID 


OJ000250_77.0222.C6 


Gene No. 


58865 








Strand 


+ 


btart 


QCi AH 

oU4 / 








End 


9692 


Name 


OJ000250 77 


.0222. 


C6.o3. 


np 


Method 


AAT/NAP 


Start 


8047 








End 


9692 


GI 


3645899 








Score 


7 62 


Exons 


8047. .9357, 


9535. 


.9692 








GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 


Seq. No. 


28515 








Seq. ID 


OJ000250_77.0222.C6 


Gene No . 


JOOOD 








Strand 


+ 


Start 


8047 








End 


9692 


Name 


OJ000250 77 


. \JlZ2. . 


Co . Ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


8473 








End 


9029 


GI 


none 








Score 


125 


Exons 


8473. .8703, 


8 /4o . 


.8 /yy , 


8841 


..9029, 8850. .9020, 8858. .9028 


Seq. No. 


28515 








Seq. ID 


OJ000250_77.0222.C6 


Gene No . 


roocc 
jooOj 








Strand 


+ 


Start 


8047 








End 


9692 


Name 


OJ000250 77 


. 0222 . 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8698 






■ - 


End 


9332 


GI 


none 








Score 


87 


Exons 


8698. .8763, 


8703 . 


.8765, 


88.41 


..9185, 8849. .9184, 9180. .9332. 


Seq. No. 


28515 








Seq. ID 


OJ000250_77.0222.C6 


Gene No. 


c o o c c 

58865 








Strand 


+ 


Start 


8047 








End 


9692 


Name 


OJ000250 77 


. 0222 . 


C6 .ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


8871 








End 


9332 


GI 


none 








Score 


233 


Exons 


8871. .9182, 


o o o n 

8889 . 


. 9068 , 


8891 


..9175, 9210.. 9332 


Seq. No. 


28515 








Seq. ID 


OJ000250_77.0222.C6 


Gene No. 


c o o c c 
58865 








Strand 


+ 


Start 


8047 








End 


9692 


Name 


OJ000250 77 


.0222. 


C6.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


8889 








End 


"9326 


GI 


none 








Score 


146 


Exons 


8889. .9179, 


8897. 


.8974, 


9195 


. .9326 




Seq. No. 


28516 








Seq. ID 


OJ000250_77.0222.C7 


Gene No. 


58866 








Strand 


+ 


Start 


1 








End 


1546 


Name 


OJ000250 77 


.0222. 


C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1543 


GI 


6630685 








Score 


1641 


Exons 


1. .1543 












GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


28516 








Seq. ID 


OJ000250_77.0222.C7 


Gene No. 


58866 








Strand 


+ 


Start 


1 








End ' 


1546 


Name 


OJ000250 77 


.0222. 


C7.ol. 


gs 


Method ■ 


GENSCAN 


Start 


527 








End 


1546 


GI 


none 








Score 


.93 



28374 



Exons 



527. .15*8 



Seq. No. 28516 Seq. ID 

Gene No. 58867 Strand 

Start 3248 End 

Name OJ000250_77 . 0222 . C7 . o2 . gs Method 

Start 3248 End 

GI none . . Score 

Exons 3248.. 3461, 3676.. 3987, 4188. .'4384 



OJ000250_77.0222.C7 
+ 

4384 
GEN SCAN 
4384 
.74 



Seq. No. 28516 Seq. ID 

Gene No. 58867 Strand 

Start 3248 End 

Name OJ000250_77 . 0222 . C7 . o2 . np Method 

Start 3649 End 

GI 6539588 Score 

Exons 3649.. 3950 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ000250_77.0222.C7 
+ 

4384 

AAT/NAP . 
3950 
280 



Seq. No. 


28516 








Seq. ID 


OJ000250_77.0222.C7 


Gene No. 


58868 








Strand 


+ 


Start 


6312 








End 


8000 


Name 


OJ000250 77. 


0222 


-C7.o3. 


gs 


Method 


GEN SCAN 


Start 


6312 . 








End 


8000 


GI 


none 








Score 


.67 


Exons 


6312. .6334, 


6703 


. .6724, 


7436 


..7577, 7658. .7880, 7949. .8000 


Seq. No. 


28516 








Seq. . ID 


OJ000250_77.0222.C7 


Gene No. 


58869 








Strand 




Start 


8911 








End 


12155 • 


Name 


OJ000250 77. 


0222 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9 








End 


516 


GI 


5509260 








Score 


582 


Exons 


9. .206, 10.. 


516, 


11. .511 






GI Descrip. 














Seq. No. 


28516 








Seq. ID 


OJ000250_77.0222.C7 


Gene No. 


58869 








Strand 




Start 


8911 








End 


12155 


Name 


OJ000250 77. 


0222 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


31 








End 


508 


GI 


none 








Score 


83 


Exons 


31. .120, 32. 


.121 


, 101.. 


502, 


163. .492, 


329. .508 


Seq. No. 


28516 








Seq. ID 


OJ000250_77.0222.C7 


Gene No. 


58869 








Strand 




Start 


8911 








End 


12155 


Name 


OJ000250 77. 


0222 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


137 








End 


397 


GI 


none 








Score 


201 


Exons 


137. .397 












Seq. No. 


28516 








Seq. ID 


OJ000250_77.0222.C7 


Gene No. 


58869 








Strand 




Start 


8911 








End 


12155 


Name 


OJ000250 77. 


0222 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


178 








End 


643 



28375 




GI 


none 


Score 


469 




Exons 


178. .552, 179. .616, 332. .643 








Seq. No. 


28516 


Seq. ID 


OJ000250J77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


685 


End 


868 




GI 


none 


Score 


188 




Exons 


685. .822, 686. .868, . 698. .868 








Seq. No. 


28516 


Seq. ID 


OJ000250J77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


692 


End 


1123 




GI 


none 


Score 


105 




Exons 


692. .841, 866. .1123 








Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.;0222>C7.ol.tm 


Method 


TBLASTX: Maize 




Start. 


869 *W&&'J''J>~ ' 


• "End ■' v 


1525- - . V • '* * 




GI 


none ( 


Score 


745 




Exons 


869.. 1525, 877.. 1425, 1157.. 


1510, 1456 


. .1515 ' 




Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


887 


End 


1555 




GI 


none 


Score 


297 




Exons 


887. .1276, 991. .1233, 1295.. 


1555, 1309 


. .1401 




Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


1160 


End 


1507 




GI 


none 


Score 


90 




Exons 


1160.. 1291, 1313.. 1507 








Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1160 


End 


1480 




GI 


none 


Score 


97 




Exons 


1160.. 1285, 1289.. 1480, 1304 


. .1480 






Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


8899 


End 


9466 




GI 


none 


Score 


112 





28376 



Exons 


8899. .9036, 8909. .9034, 8945 


. .9043, 894 6. .9035/ 8947. .9039, 




9140.. 9256, 9141.. 9257, 9141 


..9278, 9142. .9282, 9148. .9279, 




9392. .9445, 9401. .9466 








Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o3.np 


Method 


AAT/NAP 




Start 


8904 


End 


12155 




GI 


3096910 . 


Score 


202 




Exons 


8904.. 9033, 9142.. 9327, 9590 


..9842, 10025. .10158, 10240 


. .10315 




10453. .10534, 10627 . .10705, 


11544. .11699, 12128. .12155 




GI Descrip. 


(AJ005813) neoxanthin cleavage enzyme 


[Arabidopsis thaliana] 


Seq. No. 


28516 


Seq. ID 


OJ000250J77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o4.gs 


Method 


GEN SCAN 




Start 


8911 


End 


11757 




GI 


none 


Score 


.65 




Exons 


8911.. 9033, 9379.. 9443, 9577 


..9889, 10030. .10168, 10253 


. .10315 




10453 10534. 11525 11757 








Seq: No. / 


28516 • , '>;••• 


.-.Seq. ID • 


OJ000250_77. V 0222 


. C7 " 


Gene No. 


58869 


Strand' 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


9618 


End 


9890 




GI 


none 


Score 


165 




Exons 


9618.. 9764, 9620.. 9763, 9813 


..9890, 9818. .9889 




Seq. No. 


28516 


Seq. ID 


OJ000250_77.0222 


.C7 


Gene No. 


58869 


Strand 






Start 


8911 


End 


12155 




Name 


OJ000250 77.0222.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


10027 


End 


10708 




GI 


none 


Score 


183 




Exons 


10027. .10170, 10028. .10168, 


10029. .10181, 10251. .10313, 






10252. .10314, 10252. .10317, 


10449. .10535, 10451 .. 10537, 






104*57. .10537, 10459 .. 10566, 


10459. .10566, 10624 .. 10707 , 






10628. .10708, 10629.. 10706 








Seq. No. 


28517 


Seq. ID 


OJ000250_77.0222 


.Cll 


Gene No. 


58870 


Strand 


+ 




Start . 


1 


End 


602 




Name 


OJ000250 77.0222.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


602 




GI 


6539588 


Score 


84 




Exons 


1..86, 579. .602 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28518 


Seq. ID 


OJ000250_77.0222 


.C14 


Gene No. 


58871 


Strand 






Start 


240 


End 


470 




Name 


OJ000250 77.0222.C14.ol.np 


Method 


AAT/NAP 




Start 


240 


End 


470 




GI 


6466937. . 


Score 


183 





28377 



Exons " 240. .470 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


28518 








Seq. ID 


OJ000250_77.0222 


.C14 


Gene No. 


58871 








Strand 






Start 


240 








End 


470 




Name 


OJ000250 


77.0222.C14 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


245 








End 


469 




GI 


none 








Score 


102 




Exons 


245. .466, 


251. .469 












Seq. No. 


28519 








Seq. ID 


OJ000250_77.0222 


.C16 


Gene No. 


58872 








Strand 


+ 




Start 


525 








End 


660 




Name 


OJ000250 


77.0222.C16 


.ol 


. gs 


Method 


GENS CAN 




Start 


525 








End 


660 




GI 


none 








Score 


.85 




Exons 


525. .660 















Seq. No. 28520 Seq. ID 

Gene No. 58873 Strand 

Start .276 ' End 

Name *OJ000250_77\ 0222 . C18 . ol . gs Method- 

Start' 276 End 

GI none Score 

Exons 276.. 323 



OJ000250_77.0222.C18 
323 

GENSCAN - . ■• 

323 

.62 



Seq. No. 28521 Seq. ID 

Gene No. 58874 Strand 

Start 263 End 

Name OJ000250_77 . 0222 . CI 9 . ol . gs Method 

Start 263 End 

GI none Score 

Exons 263.-388, 1279.. 1358 



OJ000250_77.0222.C19 
+ 

1423 
GENSCAN 
1358 
.5 



Seq. No. 28521 Seq. ID OJ000250_77 . 0222 . C19 

Gene No. 58874 Strand + 

Start 263' End 1423' 

Name OJ000250_77 . 0222 . C19 . ol . np Method AAT/NAP 

Start 263 End 1423 . 

GI 6322602 Score 70 

Exons 263.. 388, 1279.. 1423 

GI Descrip. Yjrl42wp gi | 1352938 fsp I P47173 I YJ9J_YEAST HYPOTHETICAL 39.7 KD 
PROTEIN IN HOM6-PMT4 INTERGENIC REGION gi | 1077920 | pir | | S57165 
hypothetical protein YJR142w - yeast (Saccharomyces cerevisiae) 
gi| 1015886|emb|CAA89675| (Z49642) ORF YJR142w [Saccharomyces 
cerevisiae] 



Seq. No. 28522 Seq. ID 

Gene No. 58875 Strand 

Start 795 End 

Name OJ000250_77 . 0222 . C20 . ol . gp Method 

Start 795 End 

GI 2312838 Score 

Exons 795.. 853 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 



OJ000250._77.0222.C20 
+ 

853 

AAT/GAP 
853 
69 



28378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28522 
58876 
4946 

OJ000250_77.0222.C20.ol.gs 
4946 
none 

4946.. 4993, 6394.. 6462 

28522 
58877 
8529 

OJ000250_77.0222.C20.o2.gs 
8529 
none 

8529.. 8634, 9593.. 9615, 9822.. 10031 



intron 1, 


•partial 


Seq. ID 


OJ000250 


Strand 


+ 


End 


6462 


Method 


GENSCAN 


End 


6462 


Score 


.62 


Seq. ID 


OJ000250 


Strand 


+ 


End 


13058 


Method 


GENSCAN 


End 


10031 


Score 


.9 


.10031 




Seq. ID 


OJ000250 


Strand 




End 


13058 


Method 


AAT/GAP 


End .' 


11761 


.Score 


,703. • 



77.0222.C20 



28522 
58877 
8529 

OJ000250_77 . 0222 . C20 . o2 . gp 
9809 
1632726 
9809. .10026, 11602. .11761 

3540199 6.0e-30 (AC004260) Putative monosaccharide transport 
protein [Arabidopsis . thaliana] 



28522 Seq. ID 

58877 Strand 

8529 End 

O J000250J77 . 0222 . C20 . ol . np Method 

9879 End 

3540199 Score 



OJ000250_77 . 0222 . C20 
+ 

13058 
AAT/NAP 
13058 
1763 



9879.. 10026, 11602 . .12554 , 12642.. 13058 

(AC004260) Putative monosaccharide transport protein 

[Arabidopsis thaliana] 



28522 Seq. ID 

58877 Strand 

8529 End 

OJ000250_7 7 . 0222 . C20 . o3 . gp Method 

11797 End 

45256JL.R1084 Score 
11797. .12256 

'3540199 6.0e-53 (AC004260) Putative monosaccharide transport 
protein [Arabidopsis thaliana] 1 



OJ000250_77.0222.C20 
+ 

;1^3p58 
'AAT/GAP 

12256 

912 



28522 Seq. ID 

58878 Strand 

12977 End 
OJ000250_77 . 0222 . C20 . o4 . gp Method 

12977 End 

none Score 
12977.. 13425 



OJ000250_77 . 0222 . C20 
+ 

13425 
AAT/GAP 
13425 
883 



Seq. No. 



28522 



Seq. ID OJ000250_77.0222.C20 



28379 



Gene No. 


58879- * 




Strand 






Start 


11553 




End 


ZZoUo 




Name 


OJ000250 77.0222.C20 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


9936 




End 


12449 




GI 


none 




Score 


104 




Exons 


9936. .10019, 9956. .10051, 11598 12449, 


11600. .11830, 






11918. .12448 










Seq. No. 


28522 


- 


Seq. ID 


OJ000250_77.0222. 


C20 


Gene No. 


58879 




Strand 






Start 


11553 




End 


22808 




Name 


OJ000250 77.0222.C20 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


9936 




End 


11927 




GI 


none 




Score 


69 




Exons 


9936.. 10019, 11598.. 


11660, 


11658. .11927 




Seq. No. 


28522 




Seq. ID 


OJ000250_77.0222. 


C20 


Gene No. 


58879 




Strand 






Start 


11553 




End 


22808 




Name 


OJ000250 77.0222.C20 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


9942 




End 


13060 




GI 


none 




Score 


81 




Exons 


9942.. 10019, 11598.. 


11654, 


11600. .11653, 11688. .12053, 






11 fVZ . . 1 , l^Ubo. 


i'O 1 CO 

. 1Z loo., 


..12162. .12323, 12318. .. 12560, 




" - 


12678. .13049, 12698. 


.13060 








Seq. No. 


28522 




Seq. ID 


OJ000250J77.0222. 


C20 


Gene No. 


58879 




Strand 






Start 


11553 




End 


22808 




Name 


OJ000250 77.0222.C20 


.o3.gs 


Method 


GENSCAN 




Start 


11553 




End 


22808 




GI 


none 




Score 


.86 




Exons 


11553. .12563, 12750. 


.13117, 


13854. .13896, 15452 .. 154 97, 






15794. .15872, 17493. 


.17622, 


17885. .18001, 18191. .18269, 






18865. .18973, 19837. 


.19948, 


21535. .21658, 22720. .22808 




Seq. No. 


28522 




Seq. ID 


OJ000250_77.0222. 


C20 


Gene No . 


• 58879 




Strand 






Start 


11553 




End 


22808 




Name 


OJ000250_77.0222.C20 


. o2 . tm 


Method 


TBLASTX -Maize 




Start 






End 


12323 




GI 


none 




Score 


373 




Exons 


11976. .12323, 11990. 


.12316 








Seq. No. 


28522 




Seq. ID 


OJ000250_77.0222. 


C20 


Gene No. 


58879 




Strand 






Start 


11553 




End 


22808 




Name 


OJ000250 77.0222.C20 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


12357 




End 


13052 




GI 


none 




Score 


169 




Exons 


12357. .12560, 12359. 


.12565, 


12678. .12998, 12695 .. 13021, 






12993. .13052 










Seq. No. 


28522 




Seq. ID 


OJ000250_77.0222. 


C20 


Gene No. 


58879 




Strand 






Start 


11553 




End 


22808 




Name 


OJ000250 77.0222.C20 


.o2.ts 


Method 


TBLASTX: Soybean 





28380 



Start 


12495 


End 


13043 




GI 


none 


Score 


65 




Exons 


12495. .12557, 12678 13001, 


12683. .13021, 13008.. 13043 




Seq. No. 


28522 


beq. ID 


UJUUU^jU / / . uzzz 


.C20 


Gene No. 


CQQ7Q 


btrana 






Start 


11553 


17--, -J 

bna 


O O Q fiQ 




Name 


OJ000250 77.0222.C20.ol.tw 


Metnoa 


i dLiAo i a i wneau 




Start 


12698 




1 jUDj 




GI 


none 


Score 


ODD 




Exons 


12698. .13033, 12699.. 13055 








Seq. No. 


28522 


Seq. ID 


OJ000250_77.0222 


.C20 


Gene No. 


58879 


r Strand 






Start 


11553 


End 


22808 




Name 


OJ000250 77.0222.C20.o5.gp 


Method 


AAT/GAP 




Start 


17265 


End 


17622 




GI 


37281 1.R1084 


Score 


527 




Exons 


17265. .17622 








GI Descrip. 


, 4006890/emb|CAB16820.1| 2. 


Oe-27 (Z99708) ubiquitin — protein 




ligase-like protein [Arabiciopsis thaliana] 1 




Seq. No. 


28522 


Seq. ID 


OJ000250_77.0222 


.C20 


Gene No.; 


58879' ■ . : 


Strand 






Start 


11553 


End 


22808 




Name 


OJ000250 77.0222.C20.o6.gp 


Method 


AAT/GAP 




Start 


17465 


End 


18001. 




GI 


37281 1.R1084 


Score 


457 




Exons 


17465. .17622, 17885.. 18001 








GI Descrip. 


, 4006890/emb|CAB16820.1| 2. 


Oe-27 (Z99708) ubiquitin — protein 




ligase-like protein [Arabidopsis thaliana] 1 




Seq. No. 


28522 


Seq. ID 


OJ000250_77.0222 


.C20 


bene no. 


58879 


Strand 






Start 


11553 


End 


22808 




Name 


OJ000250 77.0222.C20.o2.tw 


Method 


TBLASTX: Wheat 




Start 


17485 


End 


17920 




GI ' 


none 


Score 


157 




Exons 


17485. .17622, 17486 .. 17602, 


17888. .17920 




Seq. No. 


28522 


Seq. ID 


OJ000250J77.0222 


.C20 


Gene No. 


58879 


Strand 






Start 


11553 


End 


22808 




Name 


OJ000250 77.0222.C20.o2.np 


Method 


AAT/NAP 




Start 


17488 


End 


19945 




GI 


6635457 


Score 


574 




Exons 


17488. .17622, 17885 .. 18001, 


18191. .18269, 18865. .18973, 






19837. .19945 








GI Descrip. 


(AF202771) RUB1 conjugating 


enzyme [Arabidopsis thaliana] 


Seq. No. 


28522 


Seq. ID 


OJ000250_77.0222 


.C20 


Gene No. 


58879 


Strand 






Start 


11553 


End 


22808 




Name 


OJ000250 77.0222.C20.o2.tc 


Method 


TBLASTX: Cress 




Start 


17491 


End 


19918 




GI 


none 


Score 


68 




Exons 


17491. .17535, 17535 .. 17621, 


17542. .17622, 17888 18001, 





28381 



17904. .18002, 17931, .18002, 18191 .. 1&274, 18867 .. 18974, 
18868. .18978, 19838.. 19918 



Seq. No. 28522 

Gene No. 58879 

Start 11553 

Name OJ000250 J77. 0222 . C20 . o4 . tm 

Start 17491 

GI none 
Exohs 



Seq. ID OJ000250_77.0222.C20 
Strand 

End 22808 

Method TBLASTX : Mai ze 

End . 19972 

Score 94 



17491. .17622, 174 92 .. 17602, 17886 .. 17993, 17888 .. 18004 , 
17888. .18001, 18188. .18274, 18837 .. 18974 , 18864 .. 18974 , 
18868. .18978, 19838 .. 19972, 19845. .19970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28522 Seq. ID 

58879 Strand 

11553 End 

OJ000250_77 . 0222 . C20 . o7 . gp Method 

18817 End 

35290 1.R1084 Score 



OJ000250_77.0222.C20 

22808 
AAT/GAP 
21679 
636 



18817. .18973, 19837 .. 19948, '21535 .. 21679 
, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



28523 Seq. ID' 

58880 Strand 
13681 End 
OJ000250_77 . 0222 . C2 1 . ol . np Method 
13681 End 
6907087 Score 
13681. .14054, 14100. .14879 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000250_77 ; 0222 . C2 1 
+ 

14879 
AAT/NAP 
14879 
371 



28523 Seq. ID 

58881 Strand 

8100 End 
OJ000250_77 . 0222 . C21 . o2 . gs Method 

8100 End 

none Score 

8100.. 8224, 8325.. 8538 



OJ000250_77.0222.C21 

8538 
GENSCAN 
8538 
.92 



28524 Seq. ID 

58882 Strand 
1 End 
OJ000250_77 . 0222 . C22 . ol . np Method 
1 End 
6907087 Score 
1..131 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000250_77.0222.C22 
+ 

131 

AAT/NAP 

131 

137 



28524 Seq. ID 

58883 Strand 

668 End 

OJ000250_77 . 0222 . C22 . o2 . np Method 



OJ000250_77.0222.C22 

1448 
AAT/NAP 



28382 




Start 


526 


End 


1448 




GI 


4680186 


Score 


124 




Exons 


526.. 722, 1406.. 1448 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


28524 


Seq. ID 


OJ000250_77.0222. 


C22 


Gene No. 


58883 


Strand 






Start 


668 


End 


1448 




Name 


OJ000250 77.0222.C22.ol.gs 


Method 


GENSCAN 




Start 


668 


End 


826 




GI 


none 


Score 


•6 




Exons 


668. .826 








Seq. No. 


28525 


Seq. ID 


OJ000250J77.0222. 


C24 


Gene No. 


58884 


Strand 


+ 




Start 


518 


End 


908 




Name 


OJ000250_77 . 0222.C24 .ol .gs 


Method 


GENSCAN 




Start 


518 


End 


908 




GI 


none 


Score 


.95 




Exons 


518. .631, 743. .908 








Seq. No. 


28525 


Seq. ID 


OJ000250_77.0222. 


C24 


Gene No. 


58885 • 


Strand 






Start- 


662 


End 


,717 ■ 




Name 


OJ000250_77. 0222.C24 .ol.gp 


Method 


AAT/GAP 




Start 


662 


End 


717 




GI 


2312838 


Score 


70 




Exons 


662. .717 








GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene. 


intron 1, 


partial sequence 




Seq. No. 


28526 


Seq. ID 


OJ000250_77.0222. 


C26 


Gene No. 


58886 


Strand 


+ 




Start 


78 


End 


435 




Name 


OJ000250_77. 0222.C26.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


435 




GI 


none 


Score 


.77 




Exons 


78. .132, 299. .435 








Seq'. No. 


28526 


Seq. ID 


OJ000250_77.0222. 


C2 6 


Gene No. 


58887 


Strand 






Start 


1083 


End 


5604 




Name 


OJ000250_77. 0222 .C26.o2.gs 


Method 


GENSCAN 




Start 


1083 


End 


5604 




GI 


none 


Score 


.4 




Exons 


1083.. 1256, 1477.. 1565, 2592. 


.2826, 3283. .3387, 4423. .4470, 












Seq. No. 


28526 


Seq. ID 


OJ000250_77.0222. 


C26 


Gene No. 


58888 


Strand 






Start 


5884 


End 


13258 




Name 


OJ000250 77.0222.C26.o7.tm 


Method 


TBLASTX: Maize 




Start 


2407 


End 


2733 




GI 


none 


Score 


235 




Exons 


2407.. 2733 








Seq. No. 


28526 


Seq. ID 


OJ000250_77.0222. 


C26 



28383 



VJC11C liv • 


58888 

<J W \J U (J 




• 




' Strand 




Start 


5884 








End 


13258 


Name 


OJ000250 77. 


0222. 


C26.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


2977 








End 


3345 


GI 


none 








Score 


58 




2977 3084. 


2978 . 


. 3079, 


3094 . 


.3153, 3148.. 3246, 3148.. 3246, 




3214 .3345. 


3242 . 


. 3307 








Qprr NO » 


28526 








Seq. ID 


OJ000250_77 . 0222 .C26 


Gene No. 


58888 








Strand 


- 


Start 


5884 








End 


13258 


Name 


OJ000250 77. 


0222 . 


C2 6.o5 . 


tw 


Method 


TBLASTX : Wheat 


Start 


3025 ~~ 








End 


3303 


GI 


none 








* Score 


92 


F.3£ on s 


3025 3246, 


3026. 


. 3259, 


3217 . 


.3303 




S^a No 


28526 








Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 








Strand 




Start 


5884 








End 


13258 


Name 


OJ000250 77. 


0222 . 


C26.o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


3346 ~ 








End 


4255 


GI 


none 








Score 


246 


TT von 


3346 3465, 


3484 . 


.3711, 


3750 . 


.3866, 3866. .4255 


Cpn No 


28526 








Seq. ID 


OJ000250_77 . 0222 . C26 


Gene No. 


58888 








Strand 




Start 


5884 








End 


13258 


Name 


OJ000250 77 


0222 . 


C26 06 


tw 


Method 


TBLASTX: Wheat 


Start 


4013 ~~ 








End 


4348 


GI 


none 








Score 


160 


T? vnn o 


4013 4132 


4106 . 


. 4348 








Sea No 


28526 








Seq. ID 


OJ000250_77.0222.C26 


Rpnp No 


58888 

*+j \j \J \J \J 








Strand 




Start 


5884 








End 


13258 


Name 


OJ000250 77. 


0222. 


C26.o3. 


gs 


Method 


GENS CAN 


Start 


5884 ' 








End 


13258 


GI 


none 








Score 


.41 


TT von 


5884 5986. 


6155. 


.6344, 


6494. 


.6631, 6756.. 6854, 6995.. 7225, 




8867 8975. 


9161. 


.10267, 


10487. .10724, 


11847. .12013, 




12086. 12607 


, 12767. .13258 






Sea No 


28526 








Seq. ID 


OJ000250_77 . 0222. C26 


f^cariP No 


58888 








Strand 




Start 


5884 








End 


13258 


Name 


OJ000250 77. 


0222. 


C26.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8571 








End 


9328 


GI 


none 








Score 


37 




8571 8621, 


8718. 


.9074, 


8965. 


.9045, 9062.. 9289, 9066.. 9194, 




9308 . . 9328 












JCVji IN U • 


28526 








Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 








Strand 




Start 


5884 








End 


13258 


Name 


OJ000250 77. 


0222. 


C26.ol. 


np 


Method 


AAT/NAP 


Start 


8632 








End ■ 


12921 


GI 


6466937 








Score 


2121 



28384 




Exons- 8632. .12269, 12304 12921 *- '-' 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 




Strand 


- 


Start 


5884 




End 


13258 


Name 


OJ000250 77. 


0222.C26.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9128 




End 


9712 


GI 


none 




Score. 


i Aft 
IUU 


Exons 


9128. .9268, 


9320.. 9712, 9333. 


.9620 




Seq. No. 


28526 




Seq. ID 


OJ000250 77.0222.C26 


Gene No. 


58888 




Strand 


- 


Start 


5884 




End 


13258 


Name 


OJ000250 77. 


0222.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


9332 




End 


9967 


GI 


none 




Score 




Exons 


9332. .9967, 


9333. .9965 






Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 




Strand 


- 


Start 


5884 




End 


13258 


Name 


OJ000250 77. 


0222.C26.ol.ts 


Method. 


TBLASTX : Soybeafh* 


Start 


9560 




End ■ 


9943 


GI 


none 




Score 


188 


Exons 


9560. .9943, 


9585. .9932 






Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 




Strand 


- 


Start 


5884 




End 


13258 


Name 


OJ000250 77. 


0222.C26.ol.tw 


Method 


TBLASTX: Wheat 


Start, 


9800 




End 


10219 


GI 


none 




Score 


121 


Exons 


9800. .10219, 


9801.. 9971, 10023.. 10202 




Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 




Strand 




Start 


5884 




End 


13258 


Name 


OJ000250 77. 


0222.C26.o6.tm 


Method 


TBLASTX: Maize 


Start 


9968 




End 


10379 


GI 


none 




Score 


79 


Exons 


9968. .10198, 


10214. .10378, 10221.. 10379 


Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 




Strand 




Start 


5884 




End 


13258 


Name 


OJ000250 77. 


0222.C26.o3.ts 


Method 


TBLASTX : Soybean 


Start 


10374 




End 


10630 


GI 


none 




Score 


90 


Exons 


10374. .10616 


, 10376.. 10630 






Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222.C26 


Gene No. 


58888 




Strand 




Start 


5884 




. End 


13258 


Name 


OJ000250 77. 


0222.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


10391 




End 


10918 



28385 



GI 


none 




Score 


304 




Exons 


10391. .10918, 10392. 


.10910 








Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222 


.C26 


Gene No. 


58888 




Strand 






Start 


5884 




End 


13258 




Name 


OJ000250 77.0222.C26 


. o4 .tw 


Method 


TBLASTX: Wheat 




Start 


10541 




End 


10942 




GI 


none 




Score 


116 




Exons 


10541. .10942, 10578. 


.108.53 








Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222 


.C26 


Gene No. 


58888 




Strand 






Start 


5884 




End 


13258 




Name 


OJ000250 77.0222.C26 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


10667 




End 


11014 




GI 


none 




Score 


99 




Exons 


10667. .11014, 10668. 


.10853, 


10908. .11006 




Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222 


.C26 


Gene No. 


58888 




Strand 






Start 


5884 




End 


13258 




Name 


OJ000250 77.0222.C26 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10937 




End 


11409 




GI 


none 




Score 


150 




Exons 


10937. .11218, 10941. 


. 11216, 


11215. .11409, 11218. .11409 




Seq. No. 


28526 




Seq. ID 


OJ000250_77.0222 


.C26 


Gene No. 


58888 




Strand 






Start 


5884 




End 


13258 




Name 


OJ000250 77.0222.C26 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10991 




End 


11472 




GI 


■ none 




Score 


77 




Exons 


10991. .11215, 11028. 


.11234, 


11218. .11472, 11219. .11371 




Seq. No. 


28526 




Seq. ID 


OJ000250J77.0222 


.C26 


Gene No. 


58888 




Strand 






Start 


5884 




. : End 


13258 




Name 


OJ000250 77.0222.C26.o8.tm 


Method 


TBLASTX: Maize 




Start 


11680 




End 


12238 




GI 


none 




Score 


114 




Exons 


11680. .11769, 11864. 


.12055, 


12071. .12238 




Seq. No. 


28527 




Seq. ID 


OJ000250_77.0222 


.C28 


Gene No. * 


58889 




Strand 


+ 




Start 


50 




End 


667 




Name 


OJ000250 77.0222.C28 


. ol .gs 


Method 


GENSCAN 




Start 


50 




End 


667 




GI 


none 




Score 


.7 . 




Exons 


50.. 102, 661.. 667 










Seq. No. 


28528 




Seq. ID 


OJ000250J77.0222 


.C29 


Gene No. 


58890 




Strand 






Start 


1399 




End * 


1744 




Name 


OJ000250 77.0222.C29 


.ol.gs 


Method 


GENSCAN 




Start 


1399 




End 


1744 




GI 


none 




Score 


.54 





28386 




Exons 


1399., 1516, 1683. .1744 












Seq. No. 


28529 




Seq. ID 


OJ000250 


1 7. 022.2 


.C30 


Gene No. 


58891 




Strand 


+ 






Start 


53 




End 


2482 






Name 


OJ000250 77.0222.C30.ol 


.gs 


Method 


GEN SCAN 






Start 


53 




End 


1153 






GI 


none 




Score 


.54 . 






Exons 


53. .191, 928. .1153 












Seq. No. 


28529 




Seq. ID 


OJ000250 


_77.0222 


.C30 


Gene No. 


58891 




Strand 


+ 






Start 


53 




End 


2482 






Name 


OJ000250 77.0222.C30.ol 


.np 


Method 


AAT/NAP 






Start 


653 




End 


2482 






GI 


4680203 




Score 


515 






Exons 


653.-679, 1947. .2482 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


28529 




Seq. ID 


OJ000250 


_77.0222 


.C30 


Gene No. 


58891 




Strand 


+ 






Start 


53 




End 


2482 






Name 


OJ000250_77 . 0222 .C30 .ol 


.gp 


Method 


AAT/GAP 






Start 


1477 . 




End 


2065 






GI 


2310235 




Score 


301 






Exons 


1477.. 1514, 1926. .2065 












GI Descrip. 


5852182 /emb | CAB55420 . 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


28529 




Seq. ID 


OJ000250 


_77.0222 


.C30 


Gene No. 


58891 




Strand 


+ 






Start 


53 




End 


2482 






Name 


OJ000250 77.0222.C30.o2 


.gs 


Method 


GENSCAN 






Start 


1926 




End 


2385 






GI 


none 




Score 


.71 






Exons 


1926. .2385 












Seq. No. 


28529 




Seq. ID 


OJ000250 


_77.0222 


.C30 


Gene No. 


58891 




Strand 


+ 






Start 


53 




End 


2482 






Name 


OJ000250 77.0222.C30.ol 


.tw 


Method 


TBLASTX :1 


Wheat" 




Start 


2277 




End 


2481 






GI 


none 




Score 


103 






Exons 


2277. .2384, 2367. .2480, 


2375. 


.2470, 2376. .2480, 


2377. .2481 


Seq. No. 


28530 




Seq. ID 


OJ000250 


_77.0222 


.C31 


Gene No. 


58892 




Strand 


+ 






Start 


1 




End 


3546 






Name 


OJ000250 77.0222.C31.ol 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


3410 






GI 


342 1.R1084 




Score 


5682 






Exons 


1..2695, 2731. .2750, 2833. .2930, 3040. 


.3410 






GI Descrip. 


• 4574406/gb | AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Ory 




sativa] 1 












Seq. No. 


28530 




Seq. ID 


OJ000250_ 


_77.0222 


-C31 


Gene No. 


58892 




Strand 


+ 







28387 



Start 


i 






End 


3546 




Name 


OJ000250 77.0222.C31 


.06. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


3546 




GI 


342 1.R1084 






Score 


5919 




Exons 


1..2695, 2731.. 2750, 


2833.. 2930, 3040. 


.3546 




GI Descrip. 


'4574406/gb|AAD24042 


.11 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] ' 












'Seq. No. 


28530 






Seq. ID 


OJ000250J77.0222 


.C31 


Gene No. 


58892 






Strand 


+/ . 




Start 


1 






End 


354 6 




Name 


OJ000250 77.0222.C31 


.o2. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


3413 




GI 


342 1.R1084 






Score 


5688 




Exons 


1..2695, 2731. .2750, 


2833.. 2930, 3040. 


.3413 




GI Descrip. 


'45744Q6/gb|AAD24042 


.11 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 












Seq. No. 


28530 






Seq. ID 


OJ000250_77.0222 


.C31 


Gene No. 


58892 






Strand 


+ 




Start 


1 






End 


3546 




Name 


OJ000250 77.0222.C31 


.ol. 


np 


Method 


AAT/NAP 




Start 


132 






End 


2091 




GI 


6742729 






Score 


3161 




Exons 


132. .2091 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


28530 






Seq. ID 


OJ000250 77.0222 


.C31 


Gene No. 


58893 






Strand 






Start 


2269 






End 


2686 




Name 


OJ000250 77.0222.C31 


.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


125 






End 


419 




GI 


none 






Score 


269 




Exons 


125. .256, 126. .419, 


296. 


.391 








Seq. No. 


28530 






Seq. ID 


OJ000250_77.0222 


.C31 


Gene No. 


58893 






Strand 






Start 


2269 






End 


2686 




Name 


OJ000250 77.0222.C31 


.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


126 






End 


371 




GI 


none 






Score 


233 




Exons 


126.. 371, 129.. 353 












Seq. No. 


28530 






Seq. ID 


OJ000250J77.0222 


.C31 


Gene No. 


58893 






Strand 






Start 


2269 






End 


2686 




Name 


OJ000250 77.0222.C31 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


240 






End 


708 




GI 


none 






Score 


72 




Exons 


240. .293, 248. .292, 


294. 


.398, 


305. .394 


, 412. .498, 413.. 


499, 




479. .703, 499. .708, 


501. 


.704, 


502. .708 






Seq. No. 


28530 






Seq. ID 


OJ000250J77.0222 


.C31 


Gene No. 


58893 






Strand 






Start 


2269 






End 


2686 




Name 


OJ000250 77.0222.C31 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


285 






End 


742 





28388 




GI 


none 




Score 


108 


Exons 


285. .413, 297. .419, 413. 


.538, 


419. .538 


, 548. .742 


Seq. No. 


28530 




Seq. ID 


OJ000250_77.0222.C31 


Gene No. 


58893 




Strand 




Start 


2269 




End 


2686 


Name 


OJ000250 77.0222.C31.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


572 




End 


814 


GI 


none 




Score 


216 


Exons 


572. .814 








Seq. No. 


28530 




Seq. ID 


OJ000250_77.0222.C31 


Gene No. 


58893 




Strand 




Start 


2269 




End 


2686 


Name 


OJ000250 77.0222.C31.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


848 




End 


1257 


GI 


none 




Score 


84 


Exons 


848. .910, 850. .897, 916. 


.1137 


, 920. .1138, 1166. .1255, 




1171. .1257, 1172. .1255 








Seq. No. 


28530 




Seq. ID 


OJ000250_77.0222.C31 


Gene No. 


58893 




Strand 




Start 


2269 




End 


2686 


Name - 


OJ000250 77.0222.C31.ol. 


tw - 


Method. 


TBLASTX: Wheat 


Start 


1258 




End 


2575 


GI 


none 




Score 


879 


Exons 


1258. .2160, 1259. .2176, 


2171. 


.2215, 2175.. 2210, 2218.. 2313, 




2222. .2281, 2260. .2400, 


2261. 


.2401, 2414. .2494, 2483. .2575 


Seq. No. 


28530 




Seq. ID 


OJ000250_77.0222.C31 


Gene No. 


58893 




Strand 




Start 


2269 




End 


2686 


Name 


OJ000250 77.0222.C31.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1301 




End 


1615 


GI 


none 




Score 


316 


Exons 


1301. .1615, 1312. .1587, 


1385. 


.1615 




Seq. No. 


28530 




Seq. ID 


OJ000250_77.0222.C31 , 


Gene No. _ 


58893 




Strand 




Start 


2269 




End 


2686 


Name 


OJ000250 77.0222.C31.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1542 




End 


1993 


GI 


none 




Score 


154 


Exons 


1542. .1724, 1546. .1881, 


1546. 


.1989, 1550.. 1993, 1844. .1993 


Seq. No. 


28530 




Seq. ID 


OJ000250_77.0222.C31 


Gene No. 


58893 




Strand 




Start 


2269 




End 


2686 


Name 


OJ000250 77.0222.C31.o3. 


gp 


Method 


AAT/GAP 


Start 


2269 


End 


2686 


GI 


LIB34 31-028-P1-N1-A10 




Score 


836 


Exons 


2269. .2686 








GI Descrip. 


'4680203/gb|AAD27566. 1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 






Seq. No. 


28531 




Seq. ID 


OJ000250_77 . 0222 . C32 


Gene No. 


58894 




Strand 


+ 



28389 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_77.0222.C32.ol.np 

1 

3845248 
1. .190 

(AE001410) hypothetical protein [Plasmodium falciparum] 



End 

Method 
End 
Score 



190 

AAT/NAP 
190 
92 



28532 Seq. ID 

58895 Strand 

1 End 

OJ000250_77 . 0222 .C33 .ol ,np Method 

1 * End 

4680204 Score 



OJ000250_77.0222.C33 
+ 

3134 
AAT/NAP 
3134 
821 



1..873, 948. .2047, 2157. .2330, 2427. .2646, 2997. .3134 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28532 
58895 
1 

OJ000250_77.0222.C33.ol.gs 

133 

none 



Seq. ID OJ000250_77.0222.C33 

Strand + 

End 3134 

Method GENSCAN 

End 2562 

Score .75 



133. .296, 543. .708, 754. .873, 948. .1089, 1215. .1360, 1362. .1569, 
1771. .2047, '.'21-57. .2330, 2427.. 2562 



Seq. No. 28532 Seq. ID 

Gene No. 58896 Strand 

Start 3501 End 

Name 0 J000250_77 . 0222 . C33 . ol . tw Method 

Start 91 End 

GI none Score 

Exons 91.. 231, 94.. 318, 183.. 350, 313.. 483 



OJ000250_77.0222.C33 
3644. 

TBLASTX: Wheat 

483 

199 



28532 
58896 
3501 

OJ000250_77 . 0222 . C33 . o2 . tw 

1974 

none 

1974.. 2054, 2143. .2325, 2193. 



OJ000250_77.0222.C33 
3644 

TBLASTX: Wheat 
2496 
60 

2318, 2425.. 2496 

OJ000250 77.0222.C33 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28532 Seq. ID 

58896 Strand 

3501 End 3644 

OJ000250_77 . 0222 . C33 . ol . gp Method AAT/GAP 

3501 End " 3644 

21474_1.R1084 Score 247 
3501. .3644 

•3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



28533 
58897 
890 

OJ000250_77.0222.C34.ol.gs 

890 

none 



Seq. ID OJ000250_77.0222.C34 

Strand + 

End 4899 

Method GENSCAN 

End 4899 

Score .56 



28390 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



890. .1175, 2080. .2237, 3502. .3616, 4384. .4533, 4805. .4899 



28533 Seq. ID 

58897 Strand 
890 End 
OJ000250_77 . 0222 . C34 . ol . gp Method 
2532 End 
LIB3475-007-P1-K1-E8 Score 
2532.. 2594, 2670.. 3061 

•4512233/dbj | AB014743 . 1 | AB014743 1.0e-176 Oryza sativa 
copia-type retrotransposon RIRE7 DNA, partial sequence' 



OJ000250_77.0222.C34 
+ 

4899 
AAT/GAP 
3061 
683 



28533 Seq. ID 

58898 Strand 

9177 End 
OJ000250_77 . 0222 . C34 . ol . np Method 

9093 End 

6498441 Score 
9093. .9374, 



OJ000250_77.0222.C34 

18004 
AAT/NAP 
14470 
5128 



9468.. 10870, 11057 .. 11699, 11875. . 12009, 
12193. .12566, 12630 .. 13080, 13407.. 14470 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] . 



Seq. No. 


28533 


Seq. ID 


OJ000250_77.0222. 


C34 


Gene No. 


58898 


Strand 






Start 


9177 


End 


18004 




Name 


OJ000250 77. 


0222.C34.o6.tw Method 


TBLASTX: Wheat 




Start 


9102 


End 


18004 




GI 


none 


Score 


76 




Exons 


9102. .9227, 


9106. .9228, 9287. .9565, 9414. .9689, 9421. .9561, 




9601. .9678, 


9601. .9690, 17942. .18004 






Seq. No. 


28533 


Seq. ID 


OJ000250J77.0222. 


C34 


Gene No. 


58898 


Strand 






Start 


9177 


End 


18004 




Name 


OJ000250 77. 


0222.C34 .o3.gs Method 


GENSCAN 




Start 


9177 


End 


14906 




GI 


none 


Score 


.5 




Exons 


9177. .10669, 


10831. .11191, 11255. .11571, 118 64 .. 12012, 






12193. .12505, 12620. .13151, 13208 .. 13477, 13508 .. 13920, 






14133.. 14318, 14394.. 14564, 14584 .. 14708, 14710. .14906 




Seq. No. 


28533 


Seq. ID 


OJ000250_77.0222. 


C34 


Gene No. 


58898 


Strand 






Start 


9177 


End 


18004 




Name 


OJ000250 77. 


0222 .C34 .o4 .tw Method 


TBLASTX: Wheat 




Start 


9691 


End 


10086 




GI 


none 


Score 


180 




Exons 


9691. .9984, 


9705.. 10085, 10030.. 10086 






Seq. No. 


28533 


Seq. ID 


OJ000250_77.0222. 


C34 


Gene No. 


58898 


Strand 






Start 


9177 


End 


18004 




Name 


OJ000250 77. 


0222 . C34 . o2 . tm Method 


TBLASTX: Maize 




Start 


9889 


End 


10223 




GI 


none 


Score 


174 





28391 




Exons 


9889.. 10029, 9900.. 10223, 9913.. 10104 






Seq. No. 


28533 




Seq. ID 


OJ000250_77.0222 


.C34 


Gene No. 


coono 
30030 




Strand 






Start 


9177 




End 


18004 




Name 


OJOOUzdU //.U^<£^.Co4 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


luooy 




bna 


10679 




GI 


* none 




Score 


197 




Exons 


10389 . . 10b /y 










Seq. No. 


'28533 




Seq. ID 


OJ000250_77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250 77.0222.C34 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10494 




End 


11062 




GI 


5666795 




Score 


61 




Exons 


10494. .10676, 10736. 


.10873, 


10964. .11062 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


28533 




Seq. ID 


OJ000250_77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250_77 . 0222 .C34 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


10736 




End 


11185 




GI 


none 




Score 


94 




Exons 


10736. .10888, 10737. 


. 10877, 


10941. .11117, 10961.. 11185 




Seq. No. 


28533 




Seq. ID 


OJ000250_77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250_77 . 0222 .C34 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


11537 




End 


11909 




GI 


none 




Score 


77 




Exons 


11537. .11767, 11763. 


.11909, 


11767. .11895 




Seq. No. 


28533 




Seq. ID 


-OJ000250_77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name ' 


OJ000250 77.0222.C34 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


11567 




End 


11987 




GI 


none 




Score 


77 




Exons 


11567. .11749, 11567. 


.11773, 


11583. .11771, 11763. .11987, 






11764. .11982 










Seq. No. 


28533 




Seq. ID 


OJ000250J77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250 77.0222.C34 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


11660 




End 


12045 




GI 


none 




Score 


52 




Exons 


11660. .11770, 11664. 


.11774, 


11766. .12044, 11767.. 12045 




Seq. No. 


28533 




Seq. ID 


OJ000250J77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250 77.0222.C34 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12072 




End 


12428 





28392 




GI 


none 




Score 


198 




Exons 


12072. .12428, 12082. 


.12387 








Seq. No. 


28533 




Seq. ID 


OJ000250_77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250 77.0222.C34 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12096 




End 


12558 




GI 


none 




Score 


191 




Exons 


12096. .12557, 12096. 


.12557, 


12097. .12558 




Seq. No. 


28533 




Seq. ID 


OJ000250J77.0222 


.C34 


Gene No. 


c o o o o 

58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250 77.0222.C34 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12666 




End 


13175 




GI 


none 




Score 


168 




Exons 


12666. .13157, 12768. 


.13175 








Seq. No. 


28533 




Seq. ID 


OJ000250_77.0222 


.C34 


Gene No. 


58898 




Strand 






Start 


9177 




End 


18004 




Name 


OJ000250 77.0222.C34 


,o7 . tw 


Method..-. 


TBLASTX: Wheat 




Start 


13931 




-End 


14324 




GI 


none 




Score 


56 




Exons 


13931. .14104, 13965. 


.14075, 


14049. .14105, 14110. .14202, 






14170. .14268, 14171. 


.14272, 


14244. .14324 




Seq. No. 


28534 




Seq. ID 


OJ000250J77.0222 


.C35 


Gene No. 


58899 




Strand 


+ 




Start 


1 




End 


2515 




Name 


OJ000250 77.0222.C35 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


269 




GI 


6539588 




Score 


156 




Exons 


1..269 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28534 




Seq. ID 


OJ000250_77.0222 


.C35 


Gene No. 


58899 




Strand 


+ 




Start 


1 




End 


2515 




Name 


OJ000250 77.0222.C35 


.ol.gs 


Method 


GENSCAN 




Start 


52 




End 


2515 




GI 


none 




Score 


.81 




Exons 


52. .240, 2368. .2515 










Seq. No. 


28534 




Seq. ID 


OJ000250_77.0222 


.C35 


Gene No. 


58900 




Strand 


+ 




Start 


8728 




End 


9132 




Name 


OJ000250 77.0222.C35 


.o3 . gs 


Method 


GENSCAN 




Start 


8728 




End 


9132 




GI 


none 




Score 


.78 




Exons 


8728. .9132 










Seq. No. 


28534 




Seq. ID 


OJ000250_77.0222 


.C35 


Gene No. 


58901 




Strand 






Start 


3936 




End 


8218 




Name 


OJ000250_77.0222.C35.o2.gs 


Method 


GENSCAN 





28393 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



3936 End 8218 

none Score .46 

3936.. 4042, 5957.. 6018, 6057.. 6144, 8167.. 8218 



28535 
58902 
432 

OJ000250_77.0222.C36.ol.gs 

432 

none 

432.. 626, 1221.. 1307 



Seq. ID OJ000250_77.0222.C36 
Strand 

End 1307 

Method 1 GENSCAN 



End 
Score 



1307 
.97 



28536 
58903 
1 

OJ000250_69 . 0214 . CI . ol . np 
1 

5545339 
1. .33, 120. .527, 622. .755 

(AB030083) lectin-like protein kinase [Populus nigra] 



Seq. ID OJ000250_69.0214.C1 
Strand' + 

755 

AAT/NAP 
755 
355 



End 

Method 

End 

Score 



28536 
58903 
1 

OJ000250_69.0214.Cl.ol.gs 
58 

none 
58. .540 



Seq. ID OJ000250_69. 0214 .CI 

Strand + 

End 755 

Method GENSCAN 

End 540 . 

Score .78 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28536 
58903 
1 

OJ000250_69.0214.Cl.ol.tc 

151 

none 

151. .336, 331. .495, 620. .754 



28536 
58903 
1 

OJ000250_69.0214.Cl.ol.tm 

219 

none 



Seq. ID OJ000250_69.0214.C1 

Strand + 

End 755 

Method TBLASTX : Cress 

End 754 

Score 133 



Seq. ID OJ000250_69.0214.C1 

Strand + 

End 755 

Method ' TBLASTX: Maize 

End 754 

Score 64 



219. .278, 220. .279, 334. .498, 378. .497, 620. .754, 665. .742, 
694. .753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28536 
58903 
1 

OJ000250_69 . 0214 . CI . ol . ts 

265 

none 



Seq. ID OJ000250_69.0214.C1 

Strand + 

End 755 

Method TBLASTX : Soybean 

End 754 

Score 51 



265. .321, 331. .52.8, 417. .536, 617. .754, 617. .754 



28536 
58903 
1 



Seq. ID OJ000250_69.0214.C1 
Strand + 
End 755 



28394 



Name 


OJ000250 69.0214.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


325 


End 


715 






GI 


none 


Score 


153 






Exons 


325.-528, 336. .536, 605. .715 










Seq. No. 


28537 


Seq. ID 


OJ000250_69. 


0214 


.C2 


Gene No. 


58904 


Strand 


+ 






Start 


1 


End 


604 






Name 


OJ000250 69.0214.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


604 . 






GI 


50915i3 


Score 


1048 






Exons 


1. .604 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


28537 


Seq. ID 


OJ000250_69. 


0214 


.C2 


Gene No. 


58904 


Strand 


+ 






Start 


1 


End 


604 






Name 


OJ000250 69.0214 .C2 .ol.gs 


Method 


GENS CAN 






Start 


89 


End 


594 






GI 


none 


Score 


.96 






Exons 


89. .594 










Seq. No. 


28538 


Seq. ID 


OJ000250_69. 


0214 


.C6 


Gene No. 


58905 


Strand 


+ 






Start 


1 


End 


199 






Name 


OJ000250 6.9. 0214 ,C6. ol .gp 


Method 


AAT/GAP 






Start 


1 


End 


199 






GI 


none 


Score 


378 






Exons 


1. .199 










Seq. No. 


28539 


Seq. ID 


OJ000250_69. 


0214 


.C7 


Gene No. 


58906 


Strand 








Start 


603 


End 


1564 






Name 


OJ000250 69. 0214. C7. ol.gs 


Method 


GENS CAN 






Start 


603 


End 


1564 






GI 


none 


Score 


.68 






Exons 


603. .704, 1457. .1564 










Seq. No. 


28540 


Seq. ID 


OJ000250_69. 


0214 


.C8 


Gene No. 


58907 


Strand 


+ 






Start 


399 


End 


556 






Name 


OJ000250 69. 0214. C8. ol.gs 


Method 


GEN SCAN 






Start 


399 


End 


556 






GI 


none 


Score 


.59 






Exons 


399. .556 










Seq. No. 


28540 


Seq. ID 


O"J000250_69. 


0214 


.C8 


Gene No. 


58908 


Strand 


+ 






Start 


1165 


End 


1315 






Name 


OJ000250 69.0214.C8.ol.np 


Method 


AAT/NAP 






Start 


1165 


End 


1315 






GI 


6721512 


Score 


50 






Exons 


1165.. 1315 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28541 


Seq. ID 


OJ000250_69. 


0214 


.C9 


Gene No. 


58909 


Strand 









28395 



Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



968 End 6070 

OJ000250_69.0214.C9.ol.np Method AAT/NAP 

968 End 5358 

5091513 Score 2415 

968. .1056, 1929. .2550, 2688. .3324, 4067. .4922, 5301.. 5358 

(AB023482) Hypothetical protein [Oryza sativa] 



28541 . 

58909 

968 

OJ000250_69.0214.C9.ol.gs 

1126 

none 

1126.. 1452, 1757.. 2010, 
5285.. 5345, 5886.. 6070 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_69.0214.C9 
6070 

GENSCAN ' 

6070 

.71 



2145. .2625, 2640. .3360, 3996. .4987, 



Seq. No. 28542 Seq. ID OJ000250_69 . 0214 .C10 

Gene No. 58910 Strand + 

Start 1 End 3806 

Name OJ000250_69. 0214 .C10 .o2 .np Method AAT/NAP 

Start 1 End 3806 

GI 6063554 Score 168 

Exons 1..32, 2238.. 2475, 3632.. 3806 

GI Descrip.. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28542 




Seq. ID 


OJ000250_69.0214 


Gene No. 


58910 




Strand 


+ 


Start 


1 




End 


3806 


Name 


OJ000250 69. 0214. C10. ol 


.np 


Method 


AAT/NAP 


Start 


204 




End 


1464 


GI 


4680179 




Score 


1971 


Exons 


204. .1464 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


28542 




Seq. ID 


OJ000250_69.0214 


Gene No. 


58910 




Strand 


+ 


Start 


1 




End 


3806 


Name 


OJ000250 69. 0214. C10. ol 


.gs 


Method 


GENSCAN 


Start 


265 


End 


1467 


GI 


none 




Score 


.59 


Exons 


265. .1467 








Seq. No. 


28542 




Seq. ID 


OJ000250_69.0214 


Gene No. 


58911 




Strand 




Start 


1731 




End 


2594 


Name 


OJ000250 69. 0214. C10. o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


202 




End 


453 


GI 


none 




Score 


391 


Exons 


202. .453, 204. .449 








Seq. No. 


28542 




Seq. ID 


OJ000250_69.0214 


Gene No. 


58911 




Strand 




Start 


1731 




End 


2594 


Name 


OJ000250 69. 0214. C10. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


241 




End 


501 



28396 




GI 


none 


Score 


301 




Exons 


241. .501, 252. .500 








Seq. No. 


28542 


Seq. ID 


OJ000250_69.0214 


.CIO 


Gene no . 


CQQ1 1 


Strand 






Start 


1731 


End 


2594 




Name 


OJ000250 69.0214.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


299 


End 


591 




GI 


none 


Score 


145 




Exons 


299. .502, 300. .587, 300. .587, 


301. .591 






Seq. No. 


28542 


Seq. ID 


OJ000250_69.0214 


.C10 


Gene No. 


58911 


Strand 






Start 


1731 


End 


2594 




Name 


OJ000250 69.0214.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


460 


End 


1086 




GI 


none 


Score 


723 




Exons . 


460. .1086, 519. .965, 1026. .1085 






Seq. No. 


n q c A O 


oeq . id 


OJ000250_69.0214 


.C10 


Gene No . 


bo yii 


btrana 






Start 


mi 
1 / Jl 


T7 -} 


2594 




Name 


ojuuu^ou by . u^i4 . Liu . 01 . rm 


Metnoa 


TBLASTX: Maize 




Start 


c o o 




1224 




GI 


none 


Score 


229 




Exons 


639. .794, 640. .801, 798. .962, 


799. .122 


4, 1026. .1223 




Seq. No. 


28542 


Seq. ID 


OJ000250_69.0214 


.C10 


Gene No. 


58911 


Strand 






Start 


1731 


End 


2594 




Name 


OJ000250 69.0214.C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1086 


End 


1419 




GI 


none 


Score 


314 




Exons 


1086.. 1367, 1087.. 1419 








Seq. No. 


28542 


Seq. ID 


OJ000250_69.0214 


.CIO 


Gene No . 


58911 


Strand 






Start 


1731 


End 


2594 




Name 


OJ000250 69.0214.C10.o2.gs 


Method 


GENS CAN 




Start 


1731 


End 


2594 




GI 


none 


Score 


. 69 




Exons 


1731.. 2594 








Seq. No. 


28543 


Seq. ID 


OJ000250 69.0214 


.Cll 


bene no. 


58912 


Strand 


+ 




Start 


10624 


End 


11521 




Name 


OJ000250 69.0214.Cll.o3.gs 


Method 


GENSCAN 




Start 


10624 


End 


11521 




GI 


none 


Score 


.52 




Exons 


10624. .10957, 11016 11153, 11202.. 11521 




Seq. No. 


28543 


Seq. ID 


OJ000250 69.0214 


.Cll 


Gene No. 


58913 


Strand 


+ 




Start . 


21644 


End 


26045 




Name 


OJ000250 69.0214.Cll.ol.gp 


Method 


AAT/GAP 




Start 


21439 


End 


21882 




GI 


2428769 


Score 


830 





28397 




Exons 


21439. .21882 








Seq. No. 


28543 


Seq. ID 


OJ000250 


_69.0214.C11 


Gene No. 




Strand 


+ 




Start 


21644 


End 


26045 




Name 


OJ000250 69.0214.Cll.o6.gs 


Method 


GENS CAN 




Start 


21644 


End 


26045 




GI 


none 


Score 


.75 




Exons 


21644. .25895, 25912.. 26045 








Seq. No. 


28543 


Seq. ID 


OJ000250 


_69.0214.C11 


Gene No. 


58913 • 


Strand 


+ 




OLalL 


21644 


End 


26045 




Name 


OJ000250 69.0214.Cll.o2.np 


Method 


AAT/NAP 




Start 


21683 


End 


25933 




GI 


5734736 


Score 


2843 




Exons 


21683. .22262, 22305 .. 22599, 


22654. .24001, 24140 


. .'25933 


GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28543 


Seq. ID 


OJ000250 


_69.0214.C11 


bene no. 


58914 


Strand 


+ 




Start 


26190 


End 


26681 




Name 


OJ000250 69.0214.Cll.o2.gp 


Method 


. AAT/GAP 




Start 


26190 


End 


26681 




.GI 


2428769 


Score 


309 




Exons 


26190. .26355, 26646.. 26681 








Seq. No. 


28543 


Seq. ID 


OJ000250 


_69.0214.C11 


Gene No. 


58915 


Strand 






Start 


1312 


End 


10782 




Name 


OJ000250 69.0214.Cll.ol.np 


Method 


AAT/NAP 




otart 


281 


End 


10782 




GI 


6729489 


Score 


759 




Exons 


281.. 401, 1389.. 1981, 2076. 


.2500, 3244. 


..3450, 8494.. 9205, 




10683. .10782 








GI Descrip. 


(AL132966) receptor lectin 


kinase-like protein 


[Arabidopsis 




thaliana] 








Seq. No. 


28543 


Seq. ID 


OJ000250 


_69.0214.C11 


Gene No. 


58915 


Strand 






otart 


1312 


End 


10782 




Name 


OJ000250 69.0214.Cll.ol.gs 


Method 


GENSCAN 




Start 


1312 


End 


5752 




GI 


none 


Score 


.52 




Exons 


1312. .1981, 2076. .2514, 2520. .3595, 4733.. 4831, 


5279. .5473, 




5664. .5752 








Seq. No. 


28543 


Seq. ID 


OJ000250 


_69.0214.C11 


Gene No. 


58915 


Strand 






Start 


1312 


End 


10782 




Name 


OJ000250 69.0214.Cll.o2.gs 


Method 


GENSCAN 




Start 


7148 


End 


9341 




GI 


none 


Score 


.78 




Exons 


7148. .7817, 7915. .9341 








Seq. No. 


28543 


Seq. ID 


OJ000250_ 


_69.0214.C11 


Gene No. 


58916 


Strand 







28398 



Start 
Name 
Start 
GI 

Exons 



11621 End 13248 

OJ000250_69 . 0214 . Cll . o4 . gs Method GEN SCAN 

11621 End 13248 

none Score .69 

11621. .11683, 11755. .11900, 12187 .. 12345, 12409 .. 12539, 

12544. .12968, 12994.. 13248 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



28543 Seq. ID 

58917 Strand 

13568 End 

OJ000250_69 . 0214 . Cll . o5 . gs Method 

13568 End 

none Score 



OJ000250_69. 0214. Cll 

21154 
GEN SCAN 
21154 
.72 



13568. .13945, 14457 14478 , 15663 .. 15714 , 1684 9 .. 16994 , 
17748. .17764, 19384 .. 19558 , 19612 .. 20076, 20193. .21154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 69. 0214. Cll 



26711 

TBLASTX: Maize 

20287 

70 



28543 
58918 
24905 

OJ000250_69. 0214. Cll. ol.tm 
1402 
none 

1402. .1635, 1415..1633, 1450. .1635, 1621. .1734, 1672 
1673. .1789, 1822. .2004, 1823. .1909, 2072. .2164, 7238 
7286. .7471, 7497. .7625, 7508. .7636, 7658. .7780, 7658 
7905. .8003, 19509. .19730, 19545 .. 19721 , 19756 .. 19884 , 
19764. .19895, 19912 .. 20079, 19917 .. 20093, 20190 .. 20282, 
20192. .20287 



1800, 
7471, 
7819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28543 
58918 
24905 

OJ000250_69. 0214. Cll. o2.tc 

1432 

none 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Cress 

End 20842 

Score 90 



1432. .1641, 1663. .1800, 1673. .1789, 1804. .1983, 1822. .1986, 
2108. .2272, 2267. .2452, 2698. .2808, 2932. .3057, 7268. .7492, 
7508. .7636, 7509. .7640, 7640. .7819, 7658. .7822, 7947. .8105, 
8106. .8291, -8562. .8672, 8796. .8921, 19527 .. 19736, 19767 19895, 
19768. .19899, 19899 .. 20093, 19921 .. 20079, 20076 .. 20105, 
20225. .20383, 20384 .. 20569, 20741.. 20842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28543 
58918 
24905 

OJ000250_69. 0214. Cll. o3.ts 
1672 



. Seq. ID OJ000250_69. 0214. Cll 
Strand 

26711 

TBLASTX : Soybean 
20548 
78 



End 

Method 
End 

none Score 
1672. .1800, 1676. .1813, 1831. .1986, 2099. .2260, 2315. .2410, 
7508. .7636, 7512. .7646, 7667. .7822, 7733. .7786, 7938. .8099, 
8154. .8249, 19764 .. 19895, 19771 .. 19905, 19926 .. 20093, 
20216. .20377, 20432.. 20548 



Seq. No. 
Gene No. 
Start 
Name 



28543 Seq. ID 

58918' Strand 

24905 End 

OJ000250 69.0214.Cll.o4.tw Method 



OJ000250_69. 0214. Cll 
26711 

TBLASTX: Wheat 



28399 



Start 
GI 

Exons 



1756 
none 

1756.. 1983, 2090.. 2239, 7592. 
20207. .20356 



End 20356 
Score 86 

.7819, 7929.. 8078, 19851 20093, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28543 
58918 
24905 

OJ000250_69.0214.Cll.o9.tm 

2171 

none 



Seq. ID OJ000250_69.0214.C11 
Strand 

End 26711 
Method TBLASTX : Maize 
End 20533 
Score 111 

2171. .2269, 2172. .2261, 2304. .2399, 2315. .2416, 8010. .8108, 
8011. .8100, 8143. .8238, 8154. .8255, 20288 .. 2038 6, 20289. . 20378 , 
20418. .20513, 20432.. 20533 



Seq. No. 28543 

Gene No. 58918 

Start 24905 

Name OJ000250_69. 0214 .Cll .o6.ts 

Start 2704 

GI none 
Exons 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Soybean 

End 26534 

Score 88 



2704. .2823, 2935. .3024, 3088. .3186, 3220. .3282, 8547. .8687, 
8799.-8888, 8952.. 9050, 9084 .. 9167 , -20753 .. 20872 , 20975 .. 21031, 
: 21047. .21085, 21119 .. 21181, 26391 .. 2 6429, 26436 .. 26534 



Seq. No. 28543 - 

Gene No. 58918 

Start 24905 

Name OJ000250_69. 0214. Cll. o8.tm 

Start 2839 

GI none 
Exons 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Mai ze 

End 21086 

Score 131 



2839. .3033, 2879. .3028, 8703. .8897, 8710. .8892, 20888 .. 21037, 
20895. .21044, 21041 . . 21085, 21057. .2108 6 



Seq. No. 


28543 




Seq. ID 


OJ000250_69.0214 


.Cll 


Gene No. 


58918 




Strand 






Start 


- 24905 




End 


26711 




Name 


OJ000250 69. 0214. Cll 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


21639 




End 


- 21924 




GI 


none 




Score 


55 




Exons 


21639. .21680, 21707. 


.21922, 


21712. .21924 




Seq. No. 


28543 




Seq. ID 


OJ000250_69.0214 


.Cll 


Gene No. 


58918 




Strand 






Start 


24905 




End 


26711 




Name 


OJ000250 69. 0214. Cll 


,o5. tw 


Method 


TBLASTX: Wheat 




Start 


21818 




End 


22213 




GI 


none 




Score 


229 




Exons 


21818. .22213, 22091. 


.22189 








Seq. No. 


28543 




Seq. ID 


OJ000250_69.0214 


.Cll 


Gene No. 


58918 




Strand 






Start 


24905 




End 


26711 




Name 


. OJ000250 69. 0214. Cll 


. o5 . tm 


Method 


TBLASTX: Maize- 




Start 


21938 




End 


22336 




GI 


none 




Score 


194 




Exons 


21938. .22141, 21943. 


.22137, 


21950. .22147, 22153 .. 22242 , 





28400 



22154. .22264, 22244.. 22336 



Seq. No. 


28543 




Gene No. 


58918 




Start 


24905 




Name 


OJ000250 69.0214.C11 


.06 . tm 


Start 


22738 




GI 


none 




Exons 


22738. .22914, 22739. 


.22957, 




23050. .23145 




Seq. No. 


28543 




Gene No. 


58918 




Start 


24905 




Name 


OJ000250 69.0214.C11 


. o3 . tw 


Start 


22759 




GI 


none 




Exons 


22759. .22962, 22760. 


.23005, 


Seq. No. 


28543 




Gene No. 


58918 




Start 


24905 




Name 


OJ000250 69.0214.C11 


. o5 . ts 


Start ■ 


23153 




GI 


• none 




Exons 


23153. .23482, 23194. 


.23346, 


Seq. No. 


28543 




Gene No . 


58918 




Start 


24905 




Name 


OJ000250 69.0214.C11 


. ol . tw 


Start 


23288 




GI 


none 




Exons 


23288. .23749, 23290. 


.23742, 


Seq. No. 


28543 




Gene No. 


58918 




Start 


24905 




Name 


OJ000250 69.0214.C11 


.o2 . tm 


Start 


. 23495 




GI 


none 




Exons 


23495. .23836, 23506. 


.23835, 


Seq. No. 


28543 




Gene No. 


58918 




Start 


24905 




Name 


OJ000250 69.0214.C11 


. ol . ts 


Start 


23522 




GI 


none 




Exons 


23522. .24022, 23530. 


.23817 


Seq. No. 


28543 




Gene No. 


58918 




Start . 


24905 




Name 


OJ000250 69.0214.C11 


. o3 . tc 


Start 


23537 




GI 


none 





Seq. ID OJ000250_69.0214 .Cll 
Strand 

End 26711 

Method TBLASTX : Mai ze 

End 23149 

Score 204 
22739. .22939, 23018 .. 2314 9, 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Wheat 

End 23215 

Score 176 
23021. .23128, 23129.. 23215 

Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Soybean 

End 23*82" ■ 

Score 245 
23249.-23329 

Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Wheat 

End 23854 

Score 356 
23753. .23854 

Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX: Maize 

End 23920 

Score 389 
23858. .23920 

Seq. ID OJ000250_69. 0214 .Cll 
Strand 

End 26711 

Method TBLASTX : Soybean 

End 24022 

Score 420 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Cress 

End 23986 

Score 310 



28401 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



23537. .23986, 23539. .23619, 23540 .. 23704 , 23647.. 23817 

28543 Seq. ID OJ000250_69 . 0214 . Cll 

58918 Strand 

24905 End 26711 

OJ000250_69 . 0214 . Cll . o2 . ts Method TBLASTX : Soybean 

24377 End 24886 

5509260 Score 412 

24377. .24886, 24430 .. 24672, 24709.. 24885 



28543 
58918 
24905 

OJ000250__69. 0214. Cll. o3.tm 

24416 

none 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Maize 

End 24730 

Score 380 



24416. .24730, 24422 .. 24631, 24430. .24729 



28543 
58918 
24905 

OJ000250_69. 0214. Cll. o4..tc 

24508 

none 

24508. .24750, 24509. .24769 

28543 
58918 
24905 

OJ000250_69 . 02 14 . Cll . o2 . tw 

24550 

none 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_69. 0214. Cll 
26711 

TBLASTX: Cress 
24769 
.267 



OJ000250_69. 0214. Cll 
26711 

TBLASTX: Wheat 

25090 

314 



24550. .24891, 24551 .. 24895, 24695 .. 24895, 24881.. 25090 

OJ000250 69. 0214. Cll 



28543 Seq. ID 

58918 Strand 

24905 End 
OJ000250_69 . 02 14 . Cll . o7 . tm Method 

24731 End 

none Score 

24731. .25084, 24733.. 24987 



26711 

TBLASTX: Maize 

25084 

213 



28543 
58918 
24905 

OJ000250_69. 0214. Cll. o3.np 
24905 
478433 

24905. .24926, 26337.. 26633 

galactose-specif ic isolectin A chain - Erythrina variegata 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method AAT/NAP 

End 26633 

Score 144 



28543 
58918 
24905 

OJ000250_69. 0214. Cll. o4.tm 
25199 



Seq. ID OJ000250_69. 0214. Cll 
Strand 

End 26711 

Method TBLASTX : Maize 

End 25585 



28402 



GI 


none 




Score 


349 






Exons 


25199. .'25585, 25207. 


.25578 










Seq. No. 


28543 




Seq. ID 


OJ000250 


_69.0214 


.Cll 


Gene No. 


58918 




Strand 








O 4 4 v<4- 

otart 


OA Qfi 

yuo 




End 


26711 






Name 


OJ000250 69.0214.C11 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


25238 




End 


25900 






GI 


none 




Score 


251 






Exons 


25238. .25519, 25238. 


.25339, 


25396. .25506, 25535 


. .25585, 






25649. .25900, 25684. 


.25809 










Seq. No. 


28543 




Seq. ID 


OJ000250 


_69.0214 


-Cll 


Gene No. 


58918 




Strand 








btart 


z. h y uo 




End 


26711 






Name 


OJ000250 69.0214.C11 


.o4 . ts 


Method 


TBLASTX: 


Soybean 




Start - 


25259 




End 


25909 






GI 


none 




Score 


131 






Exons 


25259. .25420, 25288. 


.25386, 


25433. .25585, 25532 


. .25831, 






25649. .25909, 25720. 


.25908 










Seq. No. 


28543 




Seq. ID 


OJ000250 


_69.0214 


.Cll 


Gene No . 


CQQ1 Q 

oo y i o 




Strand 








Start 


24905 




End 


26711 






Name 


OJ000250 '69.0214.C11 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


25427 




End 


25870 






GI 


none 




Score 


113 






Exons 


25427. .25585, 25451. 


.25630, 


25676. .25870, 25678 


. .25869 




Seq. No. 


28543 




Seq. ID 


OJ000250 


_69.0214 


.Cll 


Gene No . 


CQQ1 Q 

do y lo 




Strand 








Start 


24905 




End 


26711 






Name 


OJ000250 69.0214.C11 


. o7 . gs 


Method 


GEN SCAN 






Start 


26232 




End 


26711 






GI 


none 




Score 


.96 






Exons 


26232. .26711 












Seq. No. 


28544 




Seq. ID 


OJ000250 


_69.0214 


.C12 


Gene No . 


CQQ1 Q 




Strand 


+ 






Start 


220 




End 


304 






Name 


OJ000250 69.0214.C12 


.ol . gs 


Method 


GENSCAN 






Start 


220 




End 


304 






GI 


none 




Score 


.71 






Exons 


220. .304 












Seq. No. 


28545 




Seq. ID 


OJ000250 


_69.0214 


.C13 


Gene No. 


58920 




Strand 


+■ 






Start 


763 




End 


13608 






Name 


ujuuuzou oy.uzi^.^xo 


. ol * gs 


Method 


GENSCAN 






Start 


763 




End 


13608 






GI 


none 




Score 


.63 






Exons 


763. .828, 4978.-6496 


, 6598. 


.7048, 7102 


..7241, 9531.. 9610, 




11441. .11592, 12336. 


.12384, 


12632. .12735, 12810 


. .13002, 






13592.. 13608 












Seq. No. 


28545 




Seq. ID 


OJ000250 


_69.0214 


-C13 


Gene No. 


58920 




Strand 


+ 







28403 




Start 


763 


End 


13608 




Name 


OJ000250 69.0214.C13.ol.np 


Method 


AAT/NAP 




Start 


4666 


End 


7174 




GI 


1418331 


Score 


726 




Exons 


4666. .4774, 5284. .6054, 6112 


..6496, 6598. .7174 




GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana 


Seq. No. 


28545 


Seq. ID 


OJ000250 


69 .0214. C13 


Gene No. 


58921 


Strand 


+ 




Start 


15890 


End 


20563 




Name 


OJ000250_69 . 0214.C13.o3.gs 


Method 


GENSCAN 




Start 


15890 


End 


17542 




GI 


none 


Score 


.61- 




Exons 


15890. .16063, 16260 .. 16383, 


16407. .16448, 16590 


. .16655, 




17169. .17258, 17277. .17542 








Seq. No. 


28545 


Seq. ID 


OJ000250 


69.0214. C13 


Gene No. 


58921 


Strand 


+ 




Start 


15890 


End 


20563 




Name 


OJ000250 69.0214.C13.o2.np 


Method 


AAT/NAP 




Start 


15988 


End 


20563 




GI 


5042463 


Score 


99 




Exons 


15988. .16034, 17 617 .. 17787 , 


18493. .18647, 18696 


1 O O A C 

. . 18805 , 




20541.. 20563 








GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


28545 


Seq. ID 


OJ000250 


69 . 0214 .C13 


Gene No. 


58921 


Strand 


+ 




Start 


15890 


End 


20563 




Name 


OJ000250 69.0214.C13.o4.gs 


Method 


GENSCAN 




Start 


18843 


End 


19163 




GI 


none 


Score 


.95 




Exons 


18843. .19163 








Seq. No. 


28545 


Seq. ID 


OJ000250 


69 . 0214 . C13 


Gene No. 


58922 


Strand 






Start 


14080 


End 


14328 




Name 


OJ000250 69.0214.C13.o2.gs 


Method 


GENSCAN 




Start 


14080 


End 


14328 




GI 


none 


Score 


.95 




Exons 

- 


14080. .14328 








Seq. No. 


28545 


Seq. ID 


OJ000250 


69 . 0214 . C13 


Gene No. 


58923 


Strand 






Start 


19390 


End 


20817 




Name 


OJ000250 69.0214.C13.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


5354 


End 


5696 




GI 


none 


Score 


149 




Exons 


5354.. 5494, 5355.. 5537, 5538 


..5639, 5585.. 5638, 


5649. .5696 


Seq. No. 


28545 


Seq. ID 


OJ000250 


_69.0214.C13 


Gene No. 


58923 


Strand 






Start 


.19390 


End 


20817 




Name 


OJ000250 69.0214.C13.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


5589 


End 


7123 




GI 


none 


Score 


71 




Exons 


5589.. 5690, 5832.. 5927, 6120 


..6305, 6306.. 6464, 


6593. .6748, 



28404 



















6596. .6757, 


6610 


. .6753, 


6775. 


.6906, 6779.. 6907, 6923.. 7123 


Seq. No. 


28545 








Seq. ID 


OJ000250_69.0214.C13 


Gene No. 


58923 








Strand 




CM i v-4- 

b tar l 










T-l _ J 

End 


onoi t 
ZUol / 


Name 


OJ000250 69. 


0214 


.C13.o2 


. tm 


Method 


IBLASTX : Maize 


Start 


5589 








bna 


OoU4 


GI 


none 








Score 




Exons 


5589. .5804, 


5594 


. .5764 








Seq. No. 


28545 








Seq. ID 


OJ000250_69.0214 .C13 


Gene No. 


58923 








Strand 




Start 


19390 








End 


20817 


Name 


UUUUU^ jU 0:7. 




• Ks±J . Ol 


• tm 


Method 


TBLASTX: Maize 


Start 


6189 








End 


7123 


GI 


none 








Score 


84 


Exons 


6189. .6275, 


6312 


. .6500, 


6596. 


.6745, 6613. .6906, 6779.. 6907, 




6928. .6972, 


6989 


. .7123, 


7063. 


.7101 




Seq. No. 


28545 








Seq. ID 


OJ000250_69.0214.C13 


Gene No. 


58923 








Strand 




Q4- -.4- 










End 


20817 


Name 


OJ000250 69. 


0214 


.C13.ol 


•ts . 


Method 


TBLASTX : Soybean 


Start 


6312 








End 


6901 


GI 


none 








Score 


126 


Exons 


6312. .6476, 


6596 


. .6745, 


6613. 


.6894, 6779.. 6901 


Seq. No. 


28545 








Seq. ID 


OJ000250_69.0214.C13 


Gene No. 


58923 








Strand 




btart 










End 


20817 


Name 


OJ000250 69. 


0214 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


. 6596 








End 


6910 


GI 


none 








Score 


128 


Exons 


6596. .6745, 


6778 


. .6906, 


6779. 


.6910 




Seq. No. 


28545 








Seq. ID 


OJ000250_69.0214.C13 


Gene No. 


58923 








Strand 




Start 


19390 








End 


20817 


Name 


OJ000250 69.0214 


,C13.o5 


.gs 


Method 


GENSCAN 


Start 


19390 








End 


20730 


GI 


none 








Score 


.47 


Exons 


19390. .19609 


, 19670. .19907, 20011 20225, 20342 20435, 



20475. .20730 



Seq. No. 28545 Seq. ID 

Gene No. 58923 Strand 

Start 19390 End 

Name OJ000250_69. 0214 .C13 . o3 . np Method 

Start 19752 End 

GI 6691193 Score 

Exons 19752. .20347, 20766.. 20817 
GI Descrip. (AC007534) F7F22.17 [Arabidopsis thaliana] 



OJ000250_69.0214.C13 

20817 
AAT/NAP 
20817 
264 



Seq. No. 28545 Seq. ID OJ000250_69 . 0214 . C13 

Gene No. 58923 Strand 

Start 19390 End 20817 

Name - OJ000250 69 . 0214 ,C13 . o2 . tw Method TBLASTX : Wheat 



28405 



Start 


19921 


End 


20301 


GI 


none 


Score 


62 


Exons 


19921. .20076, 19922 .. 20077, 


20158. .20301 


Seq. No. 


28546 


Seq. ID 


OJ000250 


Gene No. 


58924 


Strand 


+ 


Start 


4185 


End 


6183 


Name 


OJ000250 69.0214.C14.o2.gs 


Method 


GEN SCAN 


Start 


4185' 


End 


5942 


GI 


none 


Score 


.95 


Exons 


4185. .5611, 5857. .5942 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28546 
58924 
4185 

OJ000250_69.0214.C14.o2.np 
4212 
3193302 
4212. .5195, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6183 

(AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 166.20) and to legume lectins beta domain 
(Pfam: lectin_legB.hmm, score: 139.32) [Arabidopsis thaliana] 



OJ000250_69.0214.C14 
+ 

6183 
AAT/NAP 
6183 
533 



5250.. 5611, 5710. 



28546 - Seq. ID 

58925 * Strand 

1 End 
OJ000250_69 . 0214 . C14 . ol . np Method 

1 End 

1666236 Score 
1. .534 

(U76261) unknown [Hordeum vulgare] 

28546 Seq. ID 

58925 Strand 

1 End 
OJ000250_69.0214.C14 .ol.tw Method 

19 End 

none Score 

19.. 231, 250.. 366 



Seq. No. 28546 Seq. ID 

Gene No. 58925 Strand 

Start 1 End 

Name OJ000250_69 . 0214 . C14 . ol . gs Method 

Start 37 End 

GI none Score 

Exons 37.. 672 



Seq. No. 28546 

Gene No. 58926 

Start 4158 

Name OJ000250_69. 0214 . C14 . o2 . ts 

Start 4158 

GI none 

Exons 4158.. 4313, 4325 
4652.. 4741, 4713 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_69.0214.C14 
672 

AAT/NAP 

534 

282 



OJ000250_69.0214.C14 
672 

TBLASTX: Wheat 

366 

105 



OJ000250_69.0214.C14 
672 

GENSCAN 

672 

.9 



OJ000250_69.0214.C14 
4961 

TBLASTX : Soybean 

4961 

54 



4366, 4398. .4553, 4415. .4552, 4644. .4700, 
4760, 4881. .4961 



28406' 




Seq. No. 


28546 








Seq. ID 


OJ000250_69.0214 


.C14 


Gene No. 


c o n o c 
3 0 926 








Strand 






Start 


4158 








End 


4961 




Name 


OJ000250 69. 


0214 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4340 








End 


4653 




GI 


none 








Score 


225 




Exons 


4340. .4606, 


4404 


. .4652, 


4422. 


.4652, 4522. .4653 




Seq. No. 


28546 








Seq. ID 


OJ000250_69.0214 


.C14 


Gene No. 


coon 








Strand 






Start 


bill 








End 


5947 




Name 


OJ000250 69. 


0214 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5271 








End 


5857 




GI 


none 








Score 


102 




Exons 


5271. .5393, 


5303 


. .5392, 


5412. 


.5588, 5708.. 5857 




Seq. No. 


28546 






- 


Seq. ID 


OJ000250_69.0214 


.C14 


Gene No . 


c o o o h 








Strand . 






Start 


5271 








End 


5947 




Name 


OJ000250 69. 


0214 


.C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5322 








End 


5941 




GI 


none 








Score 


69 




Exons 


5322. .5399, 


5403 


. .5597, 


5708. 


.5941, 5749.. 5931 




Seq. No. 


28546 








Seq. ID 


OJ000250_69.0214 


.C14 


Gene No. 


58927 








Strand 






Start 


5271 








End 


5947 




Name 


OJ000250 69. 


0214 


.C14.ol 


.ts 


Method - 


TBLASTX : Soybean 




Start 


5349 








End 


5947 




GI 


none 








Score 


53 




Exons 


5349. .5405, 


5421 


. .5615, 


5704. 


.5865, 5705. .5869, 5891. .5947, 



5891. .5947 



Seq. No. 28546 Seq. ID 

Gene No. 58927 Strand 

Start 5271 End 

Name OJ000250_69 . 0214 . C14 . o2 . tw Method 

Start 5448 End 

GI none Score 

Exons 5448.. 5597, 5708.. 5935 



OJ000250_69.0214.C1^ 
5947 

TBLASTX: Wheat 

5935- 

84 



Seq. No. 28547 Seq. ID 

Gene No. . 58928 Strand 

Start 1 End 

Name OJ000250_69. 0214 .C15.ol.np Method 

Start 1 End 

GI 6729489 Score 

Exons 1 . .441 

GI Descrip. (AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



OJ000250_69.0214.C15 
+ 

441 

AAT/NAP 

441 

124 



Seq. No. 28547 Seq. ID OJ000250_69 . 0214 . C15 

Gene No. 58928 Strand + 

-Start 1 End 441 

Name OJ000250_69 . 0214 . C15 . ol . gs Method GEN SCAN 

Start 20 End 382 

GI none Score . 92 



28407 



_ 

tiXons 


90 ^ft 9 






Coo* Mo 


9ft S4 ft 








JO .7^ _7 


Strand 




Start 


357 


End 


12469 


Name 


OJ000250 69.0214.C17.ol.gs 


Method 


GEN SCAN 


OlQiL 




End 


7080 




t\ on o 


Score 


.68 


Exons 


3S7 1 '-IS? 1 3Q7 1 SI 1 "1 S7H 


4670, 5085.. 5113, 5152.. 5917, 




701 S 70R0 






Qarr Mo 
Ocvj . INU . 


9ft S4ft 


Seq. ID 


OJ000250_69.0214.C17 




SftQ?Q 


Strand 


- 


Start 


357 


End 


12469 


Name 


OJ000250 69.0214.C17.ol.np 


Method 


AAT/NAP 


O L. Cti. L. 


360 


End 


1 9 4 £Q 




4 fiftfil 7Q 


Score 


5433 


Exons 


^fifl "3761 "37QS 4790 1 99ft9 


.12469 






\nc in / u puxy^>i ULcu.ii Lwi.yz.ci 


sativa 


subsp. indica] 


Can Mo 


9ft S4ft 


Seq. ID 


OJ000250_69.0214.C17 


Cono Mo 


SftQ9Q 


Strand 


- 


Start 


357 


End 


12469 


Name 


OJ000250 69.0214.C17.ol.gp 


Method 


AAT/GAP 


Start 


5188 


End 


5642 




95437 1.R1084 


Score 


770 


? Exons 


5188.. 5642 






cui uescrxp. 


'4512226/dbj | AB014738 . 1 1 AB014738 l.Oe 


-134 Oryza sativa 




gypsy-type retrotransposon RIRE3 DNA, 


internal region, complete 


r 
I 


sequence 1 






Seq. No. 


28548 


Seq. ID 


OJ000250_69.0214 .C17 


feene No. 


58929 


Strand 




Start 


357 


End 


12469 


Same 


OJ000250 69.0214.C17.o2.gp 


Method 


AAT/GAP 


Start 


6800 


End 


7185 


51 


uC-osflcyp033a04bl 


Score 


641 



Sxons 6800.. 7185 

51 Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
L DNA, chromosome 1, clone : P0711E10 ' 



: Seq. No. 28548 

: Gbne No. 58930 

Start 12691 

Name OJ000250_69. 0214 .C17 .06. tw 

Start 405 

GI none 

Exons 405.. 737, 426.. 734, 469.. 738 



Seq. ID OJ000250_69.0214 .C17 
Strand 
End 

Method 
End 
Score 



13479 

TBLASTX: Wheat 

738 

120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28548 Seq. ID 

58930 Strand 

12691 End 

OJ000250_69 . 0214 . C17 . ol . tm Method 

585 End 

none Score 



OJ000250_69.0214.C17 
13479 

TBLASTX: Maize 

1184 

122 



585. .1025, 600.. 863, 601. .1023, 1023.. 1184, 1030.. 1176 



28408 




Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start 


12691 








End 


. 13479 




Name 


OJ000250 69 


.0214 


.C17.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


738 








End 


1364 




GI 


none 








Score 


67 




Exons 


738.. 1364, 


741. . 


863, 850 


i. .1308 






Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start 


12691 








End 


13479 




Name 


OJ000250 69 


.0214 


.C17.04. 


tm 


Method 


TBLASTX: Maize 




Start 


1233 








End 


1524 




GI 


none 








Score 


206 




Exons 


1233. .1523, 


1237 


. .1524 










Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start 


12691 








End 


13479 




Name 


OJ000250 69 


.0214 


.C17.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1323 








End 


1583 




GI 


none 








Score 


159 




Exons 


1323. .1583, 


1324 


. .1578 










Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start 


12691 








End 


13479 




Name 


OJ000250 69 


.0214 


,C17.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1371 








End 


9484 




GI 


none 








Score 


336 




Exons 


1371. .1907, 


1375 


. .1938, 


9249. 


.9410, 9254.. 9484, 9255.. 9368 


Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start . 


12691 








End 


13479 




Name 


OJ000250 69 


.0214 


.C17.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1929 








End 


11023 




GI 


none 








Score 


168 




Exons 


1929. .2291, 


1938 


. .2291, 




.2292, 10670. .11023, 10677 


. .11' 


Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start 


12691 








End 


13479 




Name 


OJ000250 69 


.0214 


.C17.o3. 




Method 


. TBLASTX: Wheat 




Start 


1941 








End 


11095 




GI 


none 








Score 


364 




Exons 


1941. .2363, 


1942 


. .2331, 


10670 


. .11095, 


10677. .11093 




Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 








Strand 






Start 


12691 








End 


13479 




Name 


OJ000250 69 


.0214 


.C17.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2112 








End 


11089 




GI 


none 








Score 


93 




Exons 


2112. .2357, 


2113 


. .2340, 


10841 


. .11089 






Seq. No. 


28548 








Seq. ID 


OJ000250_69.0214 


.C17 



28409 



Gene No. 

Start 

Name 

Start, 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



58930 
12691 

OJ000250_69 . 0214 . C17 . o3 . tm 

2328 

none 



Strand 

End 13479 

Method TBLASTX: Maize 

End 11560 

Score 50 



2328. .2642, 2371. .2421, 2449. .2502, 2649.-2828, 2674. .2820, 
11060. .11362, 11181. .11309, 11423 .. 11560, 11427.. 11552 



28548 
58930 
12691 

OJ000250_69.0214 .C17.o5.tw 

2364 

none 



Seq. ID OJ000250_69.0214.C17 
Strand 

End 13479 

Method TBLASTX : Wheat 

End 11359 

Score 192 



2364.-2666, 2370. .2663, 2380. .2664, 2585. .2665, 11096 11359, 
11097. .11357 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exoris 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28548 
58930 
12691 

OJ000250_69.0214.C17.ol.ts 

2379 

none 



Seq. ID OJ000250_69.0214.C17 
Strand 

End 13479 

Method TBLASTX : Soybean 

End 11506 

Score 193 



2379. .2738, 2380. .2670, 2698. .2736, 2742. .2774, 2743.-2772, 
11111. .11362, 11114. .11263, 11121 11354 , 11327 114 67 , 
11417. .11470, 11474. .11506, 11474. .11506 



28548 
58930 
12691 

OJ000250_69. 0214 .C17 .o4 . tw 

2715 

none 



Seq. ID OJ000250_69.0214.C17 
Strand 

End 13479 

Method TBLASTX : Wheat 

End 11930 

Score 290 



2715. .3092, 2758. .3201, 3147. .3197, 11447 .. 11929, 11450 11926, 
11490. .11930 



Seq. No. 


28548 




Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 




Strand 






Start 


12691 




End 


13479 




Name 


OJ000250 69.0214. 


C17.o4.ts 


Method 


TBLASTX : Soybean 




Start 


2847 




End 


11893 




GI 


none 




Score 


198 




Exons 


2847.. 3092, 11579 


i. .11893 








Seq. No. 


28548 




Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 




Strand 






Start 


12691 




End 


13479 




Name 


OJ000250 69.0214. 


C17.o5.tm 


Method 


TBLASTX: Maize 




Start 


2896 




End 


11920 




GI 


none 




Score 


215 




Exons 


2896.. 3186, 2898. 


.,3185, 11628 


. .11918, 


11630. .11920 




Seq. No. 


28548 . 




Seq. ID 


OJ000250_69.0214 


-C17 


Gene No. 


58930 




Strand 






Start 


12691 




End 


13479 




Name 


OJ000250 69.0214. 


C17.o8.tw 


Method 


TBLASTX: Wheat 




Start 


3312 




End 


12211 





28410 




GI none Score 69 

Exons 3312.. 3479, 3367.. 3480, 3525.. 3734, 3526.. 3678, 12092 12211, 

12093.. 12206 



Seq. No. 


28548 




Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 




Strand 


- 




Start 


12691 




End 


13479 




Name 


OJ000250 69.0214.C17.o7. 


tm . 


Method 


TBLASTX: Maize 




Start 


3417 




End 


12211 




GI 


none 




Score 


1 Z 




Exons 


3417.. 3692, 12149.. 12211 








Seq. No. 






Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


jo y ju 




Strand 


- 




Start 


iz by l 




End 


13479 




Name 


OJUUU^OU by . UZ14 . LI / . O / . 


tw 


Method 


TBLASTX : Wheat 




Start 






End 


4417 




GI 


none 




Score 


1 1 o 

LS.Z 




Exons 


.4053. .4403, 4210. .4404, 


4235. 


.4417 






Seq. No. 


o O C Jl o 




Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


c o ft o ft 

58 930 




Strand 


- 




Start 


lzb91 




End 


13479 




Name 


OJ000250 b9 . 0214 . C17 . ob . 


tm 


Method 


TBLASTX: Maize 




Start' 


a n o o 




End " 


4403 




GI 


none 




Score 


90 




Exons 


4098. .4403, 4273.-4389 










Seq. No. 


zoo4o 




Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


CQQ'JA 

ooy^u 




Strand 






Start 


12691 




End 


13479 




Name 


ojuuuzdu by . uzi4 . li / . oy . 


tw 


Method 


TBLASTX: Wheat 




Start 


4 4oo 




End 


4810 




GI 


none 




Score 


107 




Exons 


A A1Q A d C A A A C\ A C^l 

44Jo..4boo, 444U..4bo/, 


4748. 


.4780, 4766. .4810 




Seq. No. 


28548 




Seq. ID 


OJ000250_69.0214 


.C17 


Gene No. 


58930 . 




Strand 






Start 


12691 ' 




End 


13479 




Name 


OJ000250 69.0214.C17.o2. 


np 


Method 


AAT/NAP 




Start 


12691 




End 


13479 




GI 


4512231 




Score 


1258 




Exons 


12691. .13479 










GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 






Seq. No. 


28549 




Seq. ID 


OJ000250_69.0214 


.C18 


Gene No. 


58931 




Strand 


+ 




Start 


1 




End 


505 




Name 


OJ000250 69.0214.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


505 




GI 


5103193 




Score 


858 




Exons 


1. .505 











GI Descrip. (AP000342) transposase of TnlO [Plasmid R100] 

gi|5738084|gb|AAD50242.1|AF162223_l (AF162223) ISlO-left 
transposase [Shigella flexneri] 

Seq. No. 28549 Seq. ID OJ000250_69 . 0214 . C18 



28411 



Gene No. 58931 Strand + 

Start 1 End 505 

Name OJ00.0250_69 . 0214 .C18 . ol . gs Method GENSCAN 

Start 75 End 326 

GI none Score . 4 6 

Exons 75. . 326 



Seq. No. 28550 Seq. ID 

Gene No. 58932 Strand 

Start 119 End 

Name OJ000250_69 . 0214 . C20 . ol . gs Method 

Start 119 End 

GI none Score 

Exons 119.. 833 



OJ000250_69.0214.C20 
+ 

864 

GENSCAN 

833 

.97 



Seq. No. 28550 
Gene No. 58932 
Start 119 

Name OJ000250_69. 0214 .C20 . ol .np 

Start 127 
GI 6573436 
Exons 127.. 864 

GI Descrip. Chain A, Lectin 

Chain B, Lectin 

Chain C Lectin 

Chain D, Lectin 

Chain A, Lectin 

Chain B, Lectin 

Chain 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

864 

AAT/NAP 

864 

305 



69.0214.C20 



Ii From Ulex Europaeus gi 
Ii From Ulex Europaeus gi 
Ii From Ulex Europaeus gi 
Ii From Ulex Europaeus gi 
Uea-Ii Complexed With Nag 
Uea-Ii Complexed With Nag 



6573437|pdb|lQNW|B 
6573438|pdb|lQNW|C 
65734 39 | pdb | 1QNW| D 
6573440|pdb|lQOO|A 
gi I 6573441 Ipdb | 1QOOIB 
gi| 6573442 |pdb| 1QOOIC 



Seq. No. 


28550 








Seq. ID 


OJ000250_69.0214 


.C20 


Gene No. 


58932 








Strand 


+ 




Start 


119 








End 


864 




Name 


OJ000250 


69.0214.C20 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


253 








End 


495 




GI 


none 








Score 


101 




Exons 


253. .357, 


261. .356, 


358. 


.429, 


366. .461 


, 367. .495 




Seq. No. 


28550 








Seq. ID 


OJ000250_69.0214 


.C20 


Gene No. 


58932 








Strand 


+ 




Start 


119 








End 


864 




Name 


OJ000250 


69.0214.C20 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


259 








End 


810 




GI 


none 








Score 


102 




Exons 


259. .375, 


370. .474, 


481. 


.555, 


568. .615 


, 730. .810 




Seq. No. 


28550 








Seq. ID 


OJ000250_69.0214 


.C20 


Gene No. 


58932 








Strand 


+ 




Start 


119 








End 


864 




Name 


OJ000250 


69.0214.C20 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


498 








End 


717 




GI 


none 








Score 


54 




Exons 


498. .527, 


499. .531, 


543. 


.677, 


544. .717 






Seq. No. . 


28551' 








Seq. ID 


OJ000250_68.0211 


.C5 


Gene No. 


58933 








Strand 


+ 




Start 


57 








End 


805 





28412 




Name 


OJ000250 68. 


0211.C5.ol. 


gs 


Method 


GEN SCAN 








Start 


57 






End 


805 








GI 


none 






Score 


.59 








Exons 


57. .262, 750 


. .805 














Seq. No. 


28551 






Seq. ID 


OJ000250_ 


68 


.0211 


.C5 


Gene No. 


58934 






Strand 


+ 








Start 


1035 


- 




End 


1320 








Name 


OJ000250 68. 


0211.C5.ol. 


gp 


Method 


AAT/GAP 








Start 


1035 






End 


1320 








GI 


none 






Score 


549 








Exons 


1035. .1320 
















Seq. No. 


28551 






Seq. ID 


OJ000250_ 


68 


.0211 


.C5 


Gene No. 


58935 






Strand 


+ 








Start 


4267 






End 


4795 








Name 


OJ000250 68. 


0211.C5.o3. 




Method 


GENSCAN 








Start 


4267 






End 


4795 








GI 


none 






Score 


.82 








Exons 


4267. .4301, 


4588. .4795 














Seq. No. 


28551 






Seq. ID 


OJ000250_ 


68 


.0211 


.C5 


Gene No. 


58936 






Strand 


+ 








Start 


5431 






End 


5662 








Name 


OJ000250 68. 


0211.C5.o4. 


gs 


Method 


GENSCAN 








Start 


5431 






End 


5662 








GI 


none 






Score 


.56 








Exons 


5431. .5662 
















Seq. No. 


28551 






Seq. ID 


OJ000250_ 


68 


.0211 


.C5 


Gene No. 


58937 






Strand 










Start 


1206 






End 


5765 








Name 


OJ000250 68. 


0211.C5.ol. 


np 


Method 


AAT/NAP 








Start 


1191 






End 


5765 








GI 


1352681 






Score 


329 








Exons 


1191. .1350, 


1414. .1564, 


4253. 


.4358, 5740.. 5765 








GI Descrip. 


PROTEIN PHOSPHATASE 2C 


(PP2C) 


gi|1076391|pir| IS55457 





phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
thaliana gi | 633028 | dbj | BAA07287 | (D38109) protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb | AAF00655 . 1 1 AC008153J7 
(AC008153) protein phosphatase 2C (PP2C) [Arabidopsis thaliana] 



Seq. No. 


28551 








Seq. ID 


OJ000250_68.0211.C5 


Gene No. 


58937 








Strand 




Start 


1206 








End 


5765 


Name 


OJ000250 68. 


0211 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


1206 








End 


1604 


GI 


none 








Score 


.47 


Exons 


1206. .1604 












Seq. No. 


28551 








Seq. ID 


OJ000250_68.0211.C5 


Gene No. 


58937 








Strand 




Start 


1206 








End 


5765 


Name 


OJ000250 68. 


0211 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1212 








End 


4361 


GI 


none 








Score 


106 


Exons 


1212. .1262, 


1413 


. .1565, 


1414. 


.1566, 4248. .4361, 4252. .4359 



28413 




Seq. No. 


28551 








Seq. ID 


OJ000250_68.0211.C5 


Gene No. 


. 58937 








Strand 




Start 


1206 








End 


5765 


Name 


OJ000250 68. 


0211 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1218 








End 


4361 


GI 


none 








Score 


44 


Exons 


1218. .1316, 


1221 


. .1289, 


1398. 


.1565, 1399. .1566, 4248. .4361, 




4252. .4359 












Seq. No. 


28551 








Seq. ID 


OJ000250_68.0211.C5 


Gene No. 


58937 








Strand 




Start 


1206 








End 


5765 


Name 


OJ000250 68. 


0211 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1398 








End 


4361 


GI 


none 








Score 


117 


Exons 


1398. .1565, 


1414 


. .1566, 


4248. 


.4361, 4252.-4359 


Seq. No. 


28551 








Seq. ID 


OJ000250_68.0211.C5 


Gene No. 


58937 








Strand 




Start 


1206 








End 


5765 


Name 


'OJ000250 68. 


0211 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1413 








End 


4361 


GI 


none 








Score 


71 


Exons 


1413. .1562, 


1414 


. .1566, 


1416. 


.1565, 4248. .4361, 4252. .4359 


Seq. No. 


28552 








Seq. ID 


OJ000250_68.0211.C6 


Gene No. 


58938 








Strand 




Start 


5886 








End 


5960 


Name 


OJ000250 68. 


0211 


.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


5886 








End 


5960 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


105 


Exons 


5886. .5960 












GI Descrip. 


, 2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] T 












Seq. No. 


28552 








Seq. ID 


OJ000250_68.0211.C6 


Gene No. 


58939 








Strand 




Start 


10912 








End 


14222 


Name 


OJ000250 68. 


0211 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6731 








End 


7202 


GI 


none 








Score 


309 


Exons 


6731. .6919, 


6732 


. .7103, 


6969. 


.7103, 7116. .7202, 7133. .7201 


Seq. No. 


28552 . 








Seq. ID 


OJ000250_68.0211.C6 


Gene No. 


58939 








Strand 




Start 


10912 








End 


14222 


Name 


OJ000250 68. 


0211 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6927 








End 


7295 


GI 


none 








Score 


331 


Exons 


6927. .7295, 


6984 


. .7091, 


7128. 


.7178 




Seq. No. 


28552 








Seq. ID 


OJ000250_68.0211.C6 


Gene No. 


58939 








Strand 




Start 


10912 








End 


14222 


Name 


OJ000250 68. 


0211 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 



28414 




Start 


7373 




End 


7671 




GI 


none 




Score 


198 




Exons 


7373. .7555, 7374. .7571, 7609. .7671 






Seq. No. 


28552 




Seq. ID 


OJ000250_68.0211 


.C6 


Gene No. 


58939 




Strand 






Start 


10912 




End 


14222 




Name 


-T J*\ /*\ rt rt t~ rt S~ rt rt /"\ ^ s~ 

OJ000250 68 . 0211 ,C6. 


o2 .gs 


Method 


GEN SCAN 




Start 


10912 




End 


13898 




GI 


none 




Score 


. 63 




Exons 


10912. .11096, 12305. 


.12448, 


13766. .13898 




Seq. No. 


28552 




Seq. ID 


OJ000250_68.0211 


.C6 


Gene No. 


58939 




Strand 






Start 


10912 




End 


14222 




Name 


-I- f\ rt rt rt ^ rt rt rt rt *1 *1 /""I /" 

OJ000250 68. 0211. C6. 


ol .np 


Method 


AAT/NAP 




Start 


13638 




End 


14222 




GI 


rt j m rt rt rt rt 

2443320 




Score 


912 




Exons 


13638. .14222 










GI Descrip. 


(D85597) polyprotein 


. [Oryza 


australiensis] 




Seq. No. 


28552 




Seq. ID 


OJ000250_68.0211 


.C6 


Gene No. 


58939 




Strand 






Start 


10912 




End 


14222 




Name 


OJ000250_68 . 0211. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13677 




End 


14165 




GI 


none 




Score 


324 




Exons 


13677. .14165, 13678. 


.14160, 


13943. .14164 




Seq. No. 


28552 




Seq. ID 


OJ000250_68.0211 


.C6 


Gene No. 


58939 




Strand 






Start 


10912 




End 


14222 




Name 


y-v -r rt rt rt rt f~ rt rt rt rt i -1 /** 

OJ000250_68 . 0211 . C6 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13689 




End 


14222 




GI 


none 




Score 


132 




Exons 


13689. .13883, 13902. 


.14222 








Seq. No. 


28552 




Seq. ID 


OJ000250_68.0211 


.C6 


Gene No. 


58939 




Strand 






Start 


10912 




End 


14222 




Name 


jrt\ -r rt rt rt rt ^ rt y* rt rt rt ^ ^ ^ 

OJ000250_68 . 0211 .C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


13773 




End 


14213 




GI 


none 




Score 


64 




Exons 


13773. .13877, 13905. 


.14213, 


13966. .14073 




Seq. No. 


28553 




Seq. ID 


OJ000250_68.0211 


.C7 


Gene No. 


58940 




Strand 






Start 


1 




End 


3136 




Name 


OJ000250 68. 0211. CI. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


3136 




GI 


2443320 




Score 


4208 




Exons 


1. .3136 










GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 




Seq. No. 


28553 




Seq. ID 


OJ000250_68.0211 


.C7 


Gene No. 


58941 




Strand 






Start 


8020 




End 


13519 





28415 



Name 

Start 

GI 

Exons 



OJ000250_68 . 0211 . C7 , o2 . tw Method 
1 End 
none Score 
1..195, 1..195, 3. .224, 107. .196, 149. 
217. .561 



TBLASTX: Wheat 

561 

186 

,550, 210. .557, 210. .560, 



Seq. No. 28553 Seq. ID 

Gene No. 58 941 Strand 

Start 8020 End 

Name OJ000250_68 . 0211 . C7 . ol . tm Method 

Start 123 End 

GI none Score 

Exons 123.. 536, 190.. 555 



OJ000250_68.0211.C7 
13519 

TBLASTX: Maize . 

555 

161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28553 
58941 
8020 

OJ000250_68 . 0211 . C7 . ol . ts 
249 

5509260 

249. .689, 262. .399, 433. .636 



28553 
58941 
8020 

OJ000250_68 . 0211 . C7 . ol . tc 

342 

none 

342.. 599, 424.. 600 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_68.0211.C7 
13519 

TBLASTX : Soybean 

689 

92 



OJ000250_68.0211.C7 
13519 

TBLASTX: Cress 

600 

103 



Seq. No. 28553 Seq. ID 

Gene No. 58941 Strand 

Start 8020 End 

Name OJ000250_68 . 0211 . C7 . o5 . tw Method 

Start 562 End 

GI none Score 

Exons 562.. 720, 563.. 718, 564.. 725 



OJ000250_68.0211.C7 
13519 

TBLASTX: Wheat 

725 

142 



Seq. No. 28553 Seq. ID 

Gene No. 58941 Strand 

Start 8020 End 

Name OJ000250_68 . 0211 . C7 . o2 . tc Method 

Start 893 End 

GI none Score 

Exons 893.. 1105, 1211.. 1417 



OJ000250_68.0211.C7 
13519 

TBLASTX: Cress 

1417 

121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28553 Seq. ID 

58941 Strand 

8020 End 

OJ000250_68 . 0211 . C7 . o2 . tm Method 

980 End 

none . Score 

980.. 1135, 1121.. 1198, 1217. .1525 



OJ000250_68.0211.C7 
13519 

TBLASTX: Maize 

1525 

212 



Seq. No, 
Gene No. 



28553 
58941 



Seq. ID 
Strand 



OJ000250 68. 0211. C7 



28416 




Start 


8020 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


998 






End 


1663 


GI 


none 






Score 


570 


Exons 


998. .1663, 


1017. 


.1637, 1055.. 


1639 




Seq. No. 


28553 






Seq. ID 


OJ000250_68.0211.C7 


Gene No. 


Do 94 1 






Strand 




Start 


8020 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


998 






End 


1429 


GI 


none 






Score 


90 


Exons 


998. .1135, 


1121. 


.1201, 1202.. 


1429, 1203.. 1427 


Seq. No. 


28553 






Seq. ID 


OJ000250_68.0211.C7 


bene no. 








Strand 




Start 


8020 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1439 






End 


1822' 


GI 


none 






Score 


97 


Exons 


1439. .1663, 


1649 


. .1822 






Seq. No. 


28553 






Seq. ID 


OJ000250_68.0211.C7 


Gene No. 


58941 






Strand 




Start 


oUzU 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7 .o3.tw 


Method 


TBLASTX: Wheat 


Start 


1664 






End 


2132 


GI 


none 






Score 


119 


Exons 


1664. .1885, 


1683 


..1829, 1693. 


.1839, 1818. .2096, 1883. .2095, 




1885. .2100, 


1887 


. .2132 






Seq. No. 


28553 






Seq. ID 


OJ000250_68.0211.C7 


Gene No. 


COO/11 

Do 94 1 






Strand 




Start 


8020 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2592 






End 


2938 


GI 


none 






Score 


68 


Exons 


2592. .2804, 


2609 


. .2938 






Seq. No. 


28553 






Seq. ID 


OJ000250_68.0211.C7 


Gene No. 








Strand 




Start 


8020 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7.o2.gs 


Method 


GEN SCAN 


Start 


8020 






End 


13301 


GI 


none 






Score 


.4 


Exons 


8020. .8114, 


9573 


..10079, 13106.. 13301 




Seq. No. 


28553 






Seq. ID 


OJ000250_68.0211.C7 


Gene No. 


58941 






Strand 




Start 


8020 






End 


13519 


Name 


OJ000250 68 


.0211 


.C7.o2.np 


Method 


AAT/NAP 


Start 


9727 






End 


10063 


GI 


4567313 






Score 


.130 


Exons 


9727. .9885, 


9919 


..10063 






GI Descrip. 


(AC005956) 


putative SUPERMAN- 


like C2H2 


zinc finger transcription 



factor [Arabidopsis thaliana] 



28417 




Seq. No. 


28553 


Seq. ID 


OJ000250_ 


68 


.0211 


.C7 


Gene No. 


58941 


Strand 










Start 


8020 


End 


l jo i y 








Name 


OJ000250 68.0211.C7.o3.np 


Method 


AAT/NAP 








Start 


12497 


End 


13519 








GI 


6815099 


Score 


84 








Exons 


12497. .12609, 13437. .13519 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


28554 


Seq. ID 


OJ000250_ 


68 


.0211 


.C8 


Gene No. 


58942 


Strand 










Start 


130 


End 


1970 








Name 


OJ000250_68 . 0211.C8 .ol ,gs 


Method 


GENSCAN 








Start 


130 


End 


1970 








GI 


none 


Score 


.61 








Exons 


130. .247, 253.-395, 1105.. 


1172, 1763 . . 


1970 








Seq. No. 


28555 


Seq. ID 


OJ000250_ 


68 


.0211 


.C9 


Gene No. 


58943 


Strand 


+ 








Start 


2764 


End 


3409 








Name 


OJ000250_68 . 0211 .C9.o2 ,gs 


Method 


GENSCAN 








Start 


2764 


End 


3409 








GI 


none 


Score 


.55 








Exons 


2764 . .2871, 3350. .3409 












Seq. No. 


28555 


Seq. ID 


OJ000250_ 


68 


.0211 


.C9 


Gene No. 


58944 


Strand 


+ 








Start 


9976 


End 


11499 








Name 


OJ000250 68.0211.C9.o4.gs 


Method 


GENSCAN 








Start 


9976 


End 


11333 








GI . 


none 


Score 


.47 








Exons 


9976.. 10471, 11251.. 11333 












Seq. No. 


28555 


Seq. ID 


OJ000250_ 


68 


.0211 


.C9 


Gene No. 


58944 


Strand 


+ 








Start 


9976 


End 


11499 








Name 


OJ000250 68.0211.C9.o3.np 


Method 


AAT/NAP 








Start 


10042 


End 


11499 








GI 


1628482 


Score 


136 








Exons 


10042. .10425, 11456. .11499 












GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


28555 


Seq. ID 


OJ000250_ 


68 


.0211 


;c9 


Gene No. 


58945 


Strand 


+ 








Start 


14073 


End 


16420 








Name 


OJ000250 68.0211.C9.o6.gs 


Method 


GENSCAN 








Start 


14073 


End 


16420 








GI 


none 


Score 


.63 








Exons 


14073. .14178, 14643. .14772 


, 14816. .14880, 16205. 


.16227, 






16385. .16420 












Seq. No. 


28555 


Seq. ID 


OJ000250 


68 


.0211 


.C9 


Gene No. 


58946 


Strand 


+ 








Start 


26017 


End 


29953 








Name 


OJ000250 68.0211.C9.o8.gs 


Method 


GENSCAN 








Start 


26017 


End 


29947 








GI 


none 


Score 


.5 









28418 



Exons 



26017. .26104, 26703 27117 , 27122 .. 27388 , 27 610 .. 2804 1, 
28185. .28257, 28619 28774 , 28817 .. 29665, 29801. .29947 



Seq. No. 


28555 


Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58946 


Strand 


+ 






Start 


26017 


End 


29953 






Name 


OJ000250 68. 0211. C9. 


o4 . np Method 


AAT/NAP 






Start 


26754 


End 


29953 






GI 


6907089 


Score 


1851 






Exons 


26754. .27695, 27732,. 


.28129, .28171. .29953 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28555 


Seq. ID 


OJ000250 


_68.0211 


.C9 


bene no . 


58947 


Strand 


+ 






Start 


33679 


End 


34244 






Name 


OJ000250 68. 0211. C9. 


ol.gp Method 


AAT/GAP 






Start 


33679 


End 


34244 






GI 


4879016 


Score 


837 






Exons 


33679. .34244 










GI Descrip. 


6041757/gb|AC011806. 


1IAC011806 0.0e+00 


Genomic , 


Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 










Seq. No. 


28555 


Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58948 


Strand 


+ 






Start 


42512 


- End 


52287 






Name 


OJ000250 68. 0211. C9. 


o7.np Method 


AAT/NAP 






Start 


42512 


End 


48620 






GI 


4680203 


Score 


1310 






Exons 


42512. .42534, 43958. 


.44165, 44230. .44801, 44836 


. .45763, 






45923. .46146, 46423. 


.47060, 48583.. 48620 






GI Descrip. 


(AF114171) TNP2-like protein [Sorghum bicolor] 






Seq. No. 


28555 


Seq. ID 


OJ000250 


_68.0211 


-C9 


Gene No. 


58948 


Strand 


+ 






Start 


42512 


End 


52287 






Name 


OJ000250 68. 0211. C9. 


o8.np Method 


AAT/NAP 






Start 


47161 


End 


52287 






GI 


4680203 


Score 


485 






Exons 


47161. .47192, 48524. 


.49443, 52212.. 52287 






GI Descrip. 


(AF114171) TNP2-like 


; protein [Sorghum bicolor] 






Seq. No. 


28555 


Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58948 


Strand 


+ 






Start 


42512 


End 


52287 






Name 


OJ000250 68. 0211. C9. 


oll.gs Method 


GENSCAN 






Start 


48432 


End 


49241 






GI 


none 


Score 


.51 






Exons 


48432. .49241 










Seq. No. 


28555 


Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58949 


Strand 








Start 


1 


End 


769 . 






Name 


OJ000250 68:0211. C9. 


ol.np Method 


AAT/NAP 






Start 


1 


End 


769 






GI 


6907086 


Score 


453 






Exons 


1. .769 











28419 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28555 


Seq. ID 


OJ000250_ 


633 . 0211 . C9 


Gene No. 


58950 


Strand 






Start 


6616 


End 


9268 




Name 


OJ000250_68 . 0211 .C9.o3.gs 


Method 


GENSCAN 




Start 


6616 


End 


9268 




GI 


none 


Score 


.88 




Exons 


6616. .6683, 7544. .7669, 7818 


..7876, 8755. .8884, 


9235. .9268 


Seq. No. 


28555 


Seq. ID 


OJ000250_ 


68. 0211. C9 


Gene No. 


58951 


Strand 






Start 


12661 


End 


13467 




Name 


OJ000250 68 . 0211 .C9. o5 . gs 


Method 


GENSCAN 




Start 


12661 


End 


13467 




GI 


none 


Score 


.72 




Exons 


12661 .. 12815, 12926. . 13046, 


13106. .13303, 13375. 


.13467 


Seq. No. 


28555 


Seq. ID 


OJ000250_ 


68. 0211. C9 


Gene No. 


58952 


Strand 






Start 


18845 


End 


22361 




Name 


OJ000250 68.0211.C9.o7.gs 


Method 


GENSCAN 




Start 


18845 


End 


22361 




GI 


none 


Score 


.44 




Exons 


18845. .18999, 19060 19085, . 


19836. .19888, 20780. 


.21033, 



21945. .21982, 22309.. 22361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28555 Seq. ID OJ000250_68 . 0211 . C9 

58953 Strand 

30736 End 36797 

OJ000250_68.0211.C9.o5.np Method AAT/NAP 

30706 End 36797 

6498441 Score 2464 

30706. .30987, 31081 .. 32478, 32665 .. 33158, 36769.. 36797 

(AP000815) EST C72786 (E2258) corresponds to a region of the 

predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28* 55 5 
58953 
30736 

OJ000250_68.0211.C9.o9.gs 

30736 

none 

30736. .31545, 31579. . 31697, 
34062. .34182 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_68.0211.C9 

36797 
GENSCAN 
34182 
.63 



31743. .31944, 32257 .. 32720, 



Seq. No. 28555 

Gene No. 58954 

Start 39773 

Name OJ000250_68.0211.C9.o6.np 

Start 39773 

GI 862343 

Exons 39773. .39823, 40123 
GI Descrip. (L10908) Gcapl gene 



OJ000250 68. 0211. C9 



Seq. ID _ 
Strand 

End 43673 
Method AAT/NAP 
End 43673 
Score 111 
43526.. 43673 
[Mus musculus] 

gi| 1092097 |prf | I2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 | prf | I2022315A granule cell marker protein 



40178, 
product 



28420 




[Mus mus cuius] 

28555 Seq. ID . OJ000250_68 . 0211 . C9 

58955 Strand 

43580 End 43668 

OJ000250_68 . 0211 . C9 . o2 . gp Method AAT/GAP 

43580 End 43668 

LIB3477-003-P1-K1-E9 Score 138 

43580. .43668 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



-Seq. No. 


28555 








Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 








Strand 




Start 


50663 








End 


51300 


Name 


OJ000250 68 


.0211. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5146 








End . 


5993 


GI 


none 








Score 


405 


Exons 


5146. .5706, 


5157. 


.5414, 


5487. 


.5594, 5619. .5705, 5704. .5952 




5718. .5780, 


5817. 


.5993 








Seq. No. 


28555 








Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 








Strand 




Start 


50663 








End 


51300 


Name 


OJ000250_68 


.0211. 


C9.o6. 


tw . 


Method 


TBLASTX: Wheat 


Start 


5182 








End 


5430 


GI 


. none 








Score 


270 


Exons 


5182. .5430, 


5208. 


.5402 








Seq. No. 


28555 








Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 








Strand 




Start 


50663 








End 


51300 


Name 


OJ000250_68 


.0211. 


C9.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


5844 








End 


6396 


GI 


none 








Score 


58 


Exons 


5844. .6218, 


5845. 


.5949, 


6025. 


.6219, 6298.. 6396 


Seq. No. 


28555 








Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 








Strand 




Start 


50663 








End 


51300 


Name 


OJ000250 68 


.0211. 


C9.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


6016 








End 


6264 


GI 


none 








Score 


228 


Exons 


6016. .6264, 


6090. 


.6233 








Seq. No. 


28555 








Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 








Strand 




Start 


50663 








End 


51300 


Name 


OJ000250 68 


.0211. 


C9.'o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6297 








End 


6753 


GI 


none 








Score 


298 


Exons 


6297. .6659, 


6298. 


.6666, 


6697. 


.6753, 6702.. 6752 


Seq. No. 


28555 








Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 








Strand 




Start 


50663 








End 


51300 



28421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




Name 


OJ000250 68. 0211. C9. 


o7.tw 


Method 


TBLASTX: 


Wheat 




Start 


6484 






End 


6862 






GI 


none 






Score 


200 






Exons 


6484. . 


6756, 6615.. 6752, 6732. .6860, 6743.-6862 






Seq. No. 


28555 






Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58956 






Strand 








Start 


50663 






End 


51300 






Name 


OJ000250 68. 0211. C9. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


-30715 






End 


31314 






GI 


none 






Score 


71 






Exons 


30715. 


.30840, 30719. 


.30841, 


30871. .30957, 31027 


. .31314, 






31034 . 


.31174, 31214. 




31275. .31313 






Seq. No. 


28555 






Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58956 






Strand 








Start 


50663 






End 


51300 






Name 


OJ000250 68. 0211. C9. 


_ O +- T I 

Oc . tw 


Method 


TBLASTX : 


Wheat . 




Start 


31345 






End 


31698 






GI 


none 






Score 


186 






Exons 


31345. 


.31698, 31349. 




31642. .31695 






Seq-. No. 


28555 






Seq. ID 


OJ000250 


_68.0211 


-C9 


Gene No. 


58956 






Strand 








Start 


50663 






End 


51300 






Name 


OJ000250 68. 0211. C9. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


31513 






End 


31827 






GI 


none 






Score 


199 






Exons 


31513. 


.31827, 31526. 


. 31807 










Seq. No. 


28555 






Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58956 






Strand 








Start 


50663 






End 


51300 






Name 


OJ000250 68. 0211. C9. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


32344 






End 


32793 






GI 


none 






Score 


109 






Exons 


32344. 


.32496, 32345. 


O O A O C 

. oz4oo, 


32555. .32725, 32569 


. .32793 




Seq. No. 


28555 






Seq. ID 


OJ000250 


_68.0211 


.C9 


Gene No. 


58956 






Strand 








Start 


50663 






End 


51300 






Name 


OJ000250 68. 0211. C9. 


ob . tm 


Method 


TBLASTX: 


Maize 




Start 


35545 






End 


36674 






GI 


none 






Score 


40 






Exons 


35545. 


.3564.3, 35560. 


OC/TOC 

. jobob, 


35587. .35700, 35620 


. .35679, 






35654. 


.35788, 35674. 




35707. .35805, 35709 


. .35792, 






35715. 


.35798, 35715. 


.35813, 


35718. .35798, 35719 


. .35799, 






35720. 


.35833, 35821. 


.35931, 


35828. .35950, 35832 


. .35984, 






35838. 


.35945, 35840. 


.35953, 


35846..359S9, 35849 


. .35959, 






35850. 


.35984, 35983. 


.36105, 


35993. .36112, 36008 


. .36169, 






36093. 


.36158, 36096. 


.36158, 


36158. .36343, 36195 


. .36329, 






36195. 


.36353, 36195. 


.36329, 


36207. .36335, 36215 


. .36334, 






36222. 


.36323, 36227. 


.36334, 


36376. .3641 


36, 36378 


. .36455, 






36379. 


.36522, 36379. 


.36462, 


36385. .36528, 36385 


. .36483, 






36391. 


.36477, 36391. 


.36462, 


36494. .36619, 36509 


. .36616, 






36531. 


.36632, 36533. 


.36616, 


36540. .36617, 36540 


. .36674, 





36543. .36650 

28422 




Seq. No. 


28555 




Seq. ID 


OJ000250_68.0211 


.C9 


Gene No. 


58956 




Strand 






Start 


DUDD J 




End 


51300 




Name 


OJ000250 68. 0211. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


44491 




End 


49438 




GI 


none 




Score 


188 




Exons 


44491. .44781,. 44861. 


.44980, 


44885. .44986, 44 978 .. 45106, 






44987. .45121, 48789. 


.49151, 


48878. .48922, 4 9013 .. 4 9126, 






49160. .49204, 49217. 


.49339, 


49343. .49438 




Seq. No. 


28555 




Seq. ID 


OJ000250_68.0211 


.C9 


Gene No . 


do yoo 




Strand 






Start 


50663 




End 


51300 




Name 


OJ000250 68. 0211. C9. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


44509 




End 


49195 




GI 


none 




Score 


260 




Exons 


. 44509. .4.4799, 44511. 


.44717, 


48866. .48910, 48879 .. 48908, 






48910. .49071, 48914. 


.49132, 


48915. .49154, 49151. .49195 




Seq. No. 


28555 




Seq. ID 


OJ000250_68.0211 


.C9 


Gene No . 


do y D D 




Strand 






Start 


50663 




End 


51300 




Name 


- OJ000250 68. 0211. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


44716 




End 


49450 




GI 


none 




Score 


73 




Exons 


44716. .44820, 44936. 


.44980, 


44966. .45247, 44998 .. 45177, 






49352. .49450 










Seq. No. 


28555 




Seq. ID 


OJ000250_68.0211 


.C9 


Gene no . 


D O y D D 




Strand 






Start 


50663 




■ End 


51300 




Name 


OJ000250 68. 0211. C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


44858 




End 


49450 




GI 


none 




Score 


279 




Exons 


44858. .45202, 44860. 


.45006, 


45046. .45102, 4 9214 .. 4 9450, 






49222. .49371 










beq. no. 


ZODDD 




Seq. ID 


OJ000250_68.0211 


• L,y 


Gene No. 


58956 




Strand • 






Start 


50663 




End 


51300 




Name 


OJ000250 68. 0211. C9. 


o2 .ts 


Method 


TBLASTX : Soybean 




Start 


44881 




End 


49444 




GI 


none 




Score 


207 




Exons 


44881. .45120, 44882. 


.45121, 


49214. .49444, 49228. .49434 




Seq. No. 






Seq. ID 


OJ000250_68.0211 


c q 


Gene No. 


58956 




Strand 






Start 


50663 




End 


51300 




Name 


OJ000250 68. 0211. C9. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


45152 




End 


45394 




GI 


none 




Score 


146 




Exons 


45152. .45250, 45154. 


.45252, 


45296. .45394 




Seq. No. 


28555 




Seq. ID 


OJ000250_68.0211 


.C9 


Gene No. 


58956 




Strand 






Start 


50663 




End 


51300 





28423 




Name 


OJ000250 68.0211.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


46012 


End 


46395 


GI 


none. 


Score 


55 


Exons 


46012. .46080, 46080 .. 46394, 


46080. .46394, 46081.. 46395 


Seq. No. 


28555 


Seq. ID 


OJ000250_68.0211.C9 


Gene No. 


58956 


Strand 




Start 


jUdoj 


End ' 


51300 


Name 


OJ000250 68.0211.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


46036 


End 


46905 


GI 


none 


Score 


542 


Exons 


46036. .46752, 4 6083 .. 46220, 


46281. .46589, 4 6771 .. 4 6905, 




46803. .46904 






Seq. No. 


28555 


Seq. ID 


OJ000250_68.0211.C9 


Gene No. 




Strand 




Start 


50663 


End 


51300 


Name 


OJ000250 68.0211.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


46327 


End 


46752 


GI 


none 


Score 


293 


Exons 


46327. .46752, 46335. .46589 






Seq. No. 


28555 


Seq. ID 


OiJ.000250_68.0211.C9 


Gene No. 


c o o c c 

oo yob 


Strand 




Start 


50663 


End 


51300 


Name 


OJ000250 68.0211.C9.ol2.gs 


Method 


GENSCAN 


Start 


50663 


End 


51300 


GI 


none 


Score 


1 


Exons 


50663. .50948, 50981 .. 51110, 


51139.. 51300 


Seq. No. 


28556 


Seq. ID 


OJ000250 68. 0211. C10 


Gene No . 


oo9o / 


Strand 


+ 


Start 


2670 


End 


5945 


Name 


OJ000250 68.0211.C10.ol.gp 


Method 


AAT/GAP 


Start 


2670 


End 


3316 


GI 


none 


Score 


' 774 


Exons 


2670. .2896, 3120. .3316 






Seq. No. 


28556 


Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58957 


Strand 


+ 


o LdiC 


2670 


End 


5945 


Name 


OJ000250 68.0211.C10.ol.np 


Method 


AAT/NAP 


Start 


2880 


End 


5945 


GI 


4877653 


Score 


1731 


Exons 


2880. .2974, 3381. .5032, 5403 


. .5945 




GI Descrip. 


(AF118844) ethylene receptor homolog 


[Lycopersicon esculentum] 


Seq. No. 


28556 


Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58957- 


Strand 


+ 


Start 


2670 


End 


5945 


Name 


OJ000250 68.0211.C10.o2.gp 


Method 


AAT/GAP 


Start 


4515 


End 


5581 


GI 


18348 1.R1084 


Score 


1288 


Exons 


4515.. 5032, 5403. .5581 







GI Descrip. 1 5733831/gb | AAC31213 . 3 | 7.0e-33 (AF026267) ethylene receptor 
homolog [Nicotiana tabacum] 1 



28424 




Seq. No. 


28556 








Seq. -ID 


OJ000250_68. 0211. C10 


Gene No..- 


58958 








Strand 


+ 


Start. 


10786 








End 


11402 


Name 


OJ000250 68 


.0211 


.C10.o3 


.gs 


Method 


GENSCAN 


Start 


10786 








End 


11402 


GI 


none 








Score 


.41 


Exons 


10786. .10933,. 11334.. 11402 






Seq. No. 


28556 








Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58959 








Strand 




Start 


2861 








End 


5990 


Name 


OJ000250_68 


. 0211 


. C1U . Ol 


.gs 


Method 


GENSCAN 


Start 


2861 








End 


3864 


GI 


none 








Score 


.95 


Exons 


2861 . . 3748, 


3814 


. .3864 








Seq. No. 


28556 








Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58959 








Strand 




Start 


2861 








End 


' 5990 


Name 


OJ000250 68 


.0211 


.C10.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


3373 








End 


3900 


GI 


none 








Score 


785 


Exons 


3373. .3900, 


3374 


. .3898, 


3781 . 


.39.00 




Seq. No. 


28556 








Seq. ID 


"OJ000250_68. 0211. C10 


Gene No. 


58959 








Strand 




Start 


2861 








End 


5990 


Name 


OJ000250_68 


. 0211 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3392 








End 


5921 


GI 


none 








Score 


129 


Exons 


3392. .3508, 


3400 


. .3501, 


3512. 


.3592, 3590.. 3958, 3595.. 3969, 




4084 . .4197, 


4085 


. .4798, 


4100 . 


.4567, 4309.. 4770, 5400.. 5480, 




5543 . . 5818, 


5553 


. .5819, 


5786. 


.5905, 5787.. 5921 


Seq. No. 


28556 








Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58959 








Strand 




Start 


2861 








End 


5990 


Name 


OJ000250 68 


.0211 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 1 


3398 








End 


4573 


GI 


none 








Score 


147 


Exons 


3398 . . 3508, 


3400 


. . 3501, 


3511 . 


.3945, 3512. .3955, 3521. .3955, 




3983. .4087, 


4006 


. .4086, 


4093. 


.4197, 4094. .4207, 4226. .4573, 




4226. . 4567, 


4309 


. . 4572 








Seq. No. 


28556 








Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58959 








Strand 




Start 


2861 








End 


5990 


Name 


OJ000250 68 


.0211 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3755 








End 


3958 


GI 


none 








Score 


213 


Exons 


3755. .3958, 


3778 


. .3927 








Seq. No. 


28556 








Seq. ID 


OJ000250_68. 0211. C10 


Gene No. 


58959 








Strand 




Start 


2861 








End 


5990 


Name 


OJ000250 68 


.0211 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3901 








End 


5990 



28425 




GI 


none 








Score 


1473 




Exons 


3901. .4197, 


3902 


. .5035, 


3905. 


.4801, 4309. .5031, 


4656. .5042, 




5396. .5818, 


5400 


. .5690, 


5679. 


.5984, 5681. .5959, 


5686. .5985, 




5694. .5990 














Seq. No. 


28556 








Seq. ID 


OJ000250 


_68. 0211. C10 


Gene No. 


58959 








Strand 


— 




Start 


2861 








End 


.5990 




Name 


OJ000250 68 


.0211 


.C10.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4280 . 








End 


4783 




GI 


none 








Score 


189 




Exons 


4280. .4783 














Seq. No. 


28556 








Seq. ID 


OJ000250 


_68. 0211. C10 


Gene No. 


58959 








Strand 






Start 


2861 








End 


5990 




Name 


OJ000250 68 


.0211 


.C10.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5573 








End 


5918 


GI 


none 








Score 


200 




Exons 


5573. .5770, 


5574 


. .5822, 


5786. 


.5917, 5787.. 5918 




Seq. No. 


28557 








Seq. ID 


OJ000250 


_68.0211.C11 


Gene No. 


58960 








Strand 


+ 




Start 


412 








End 


4165 




Name 


OJ000250 68 


.0211 


.Cll.ol 


. gs 


Method 


GENS CAN 




Start 


412 






End 


4165 




GI 


none 








Score 


.58 




Exons 


412. .536, 1617.. 


1755, 2114.. 2207, 2727 


..2861, 3017.. 3072, 




3464. .3607, 


4160 


. .4165 










Seq. No. 


28557 








Seq. ID 


OJ000250 


_68.0211.C11 


Gene No. 


58960 








Strand 


+ 




Start 


412 








End 


4165 




Name 


OJ000250 68 


.0211 


.Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


1517 






End 


1924 




GI 


2428230 








Score 


753 




Exons 


1517. .1924 














Seq. No. 


28557 








Seq. ID 


OJ000250 


_68.0211.C11 


Gene No. 


58961 








Strand 


+ 




Start 


5391 








End 


5793 




Name 


OJ000250 68 


.0211 


.Cll.o2 


. gs 


Method 


GENSCAN 




Start 


5391 






End 


5793 




GI 


none 








Score 


.43 




Exons 


5391. .5456, 


5779 


. .5793 










Seq. No. 


28558 








Seq. ID 


OJ000250 


_68.0211.C12 


Gene No. 


58962 








Strand 






Start 


1 








End 


87 




Name 


OJ000250 68 


.0211 


.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


87 




GI 


4714118 








Score 


163 




Exons 


1. .87 














Seq. No. 


28559 








Seq. ID 


OJ000250_ 


_68.0211.C13 


Gene No. 


58963 








Strand 






Start 


23 








End 


62 





28426 




Name 


OJ000250 


68.0211.C13.ol.gs 


Method 


GENSCAN 


Start • 


23 




End 


62 


GI 


none 




Score 


.62 


Exons 


23. .62 








Seq. No. 


28560 




Seq. ID 


OJ000250_68.0211.C18 


Gene No. 


58964 




Strand 


+ 


Start 


63 




End ' 


122. 


Name 


OJ000250 


68.0211.C18.ol.gs 


Method 


GENSCAN 


Start 


63 




End 


122 


GI 


none 




Score 


.84 


Exons 


63. .122 








Seq. No. 


28561 




Seq. ID 


OJ000250_68 . 0211 .C29 


Gene No. 


58965 




Strand 


+ 


Start 


1 




End 




Name 


OJ000250 


68.0211.C29.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


394 


GI 


3540178 




Score 


179 


Exons 


1. .394 








GI Descrip. 


(AC004122) calcium-transporting ATPase 


[Arabidopsis thaliana] 


Seq. No. 


28561 




Seq. ID 


OJ000250_68.0211.C2-9 


Gene No. 


58965 




Strand 


+ 


Start 


1 




End 


394 


Name 


OJ000250 


68.0211.C29.ol.tc 


Method 


TBLASTX: Cress 


Start 


143 




End 


299 


GI 


none 




Score 


176 


Exons 


143. .298, 


150. .266, 172. .291, 


177 . .299 




Seq. No. 


28562 




Seq. ID 


OJ000250_68.0211.C31 


Gene No. 


58966 




Strand 


+ 


Start 


224 




End 


312 


Name 


OJ000250 


68.0211.C31.ol.gs 


Method 


GENSCAN 


Start 


224 




End 


312 


GI 


none 




Score 


.85 


Exons 


224. .312 








Seq. No. 


28563 




Seq. ID 


OJ000250_65.0217.C2 


Gene No. 


58967 




Strand 


+ 


Start 


598 




End 


835 


Name 


OJ000250 


65.0217.C2.ol.gs 


Method 


GENSCAN 


Start 


598 




End 


835 


GI 


none 




Score 


.93 


Exons 


598. .709, 


786. .835 






Seq. No. 


28564 




Seq. ID 


OJ000250_65.0217.C4 


Gene No. 


58968 




Strand 


+ 


Start 


432 




End 


713 


Name 


OJ000250 


65.0217.C4.ol.gp 


Method 


AAT/GAP 


Start 


432 




End 


713 


GI 


569680 




Score 


556 


Exons 


432. .713 








Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217.C5 ' 


Gene No. 


58969 




Strand 


+ 


Start 


376 




End 


556 



28427 




Name 


OJ000250 65.0217 


.C5.ol. 


gs 


Method 


GENSCAN 








Start 


376 






End 


556 








GI 


none 






Score 


.73 








Exons 


376. .556 
















Seq. No. 


28565 






Seq. ID 


OJ000250_ 


_65 


.0217 


.C5 


Gene No. 


58970 






Strand 


+ 








Start 


1704 






End 


2071 . 








Name 


OJ000250 65.0217 


.C5.ol. 


gp 


Method 


AAT/GAP 








Start 


1704 






End 


2071 








GI 


none 






Score 


672 








Exons 


1704. .2071 
















Seq. No. 


28565 






Seq. ID 


OJ000250 


_65 


.0217 


.C5 


Gene No. 


58971 






Strand 


+ 








Start 


3986 






End 


4893 








Name 


OJ000250 65.0217 


.C5.o3. 


gs 


Method 


GENSCAN 








Start 


3986 






End 


4893 








GI 


none 






Score 


.88 








Exons 


3986.. 4209, 4232 


. .4330, 


4776. 


.4893 










Seq. No. 


28565 






Seq. ID 


OJ000250 


_65 


.0217 


,C5 


Gene No. 


58972 






Strand 


+ 








Start 


17189 






End 


17920 








Name 


OJ000250 65.0217 


. C5 . 08 . 


gs 


Method 


GENSCAN 








Start 


17189 






End 


17920 








GI 


none 






Score 


.86 








Exons 


17189. .17920 
















Seq. No. 


28565 






Seq. ID 


OJ000250 


_65 


.0217 


.C5 


Gene No. 


58973 






Strand 










Start 


2058 






End 


6267 








Name 


OJ000250 65.0217 


.C5.o2. 


gs 


Method 


GENSCAN 








Start 


2058 






End 


2926 








GI 


none 






Score 


.85 








Exons 


2058. .2808, 2907 


. .2926 














Seq. No. 


28565 






Seq. ID 


OJ000250 


_65 


.0217 


.C5 


Gene No. 


58973 






Strand 










Start 


2058 






End 


6267 








Name 


OJ000250 65.0217 


.C5.ol. 


np 


Method 


AAT/NAP 








Start 


2061 






End 


6267 








GI 


5777631 






Score 


1329 








Exons 


2061.. 2808, 2907 


. .3039, 


5618. 


.5705, 5902.. 6267 








GI Descrip. 


(AJ245900) CAA303719.1 


protein [Oryza 


sativa] 








Seq. No. 


28565 






Seq. ID 


OJ000250 


_65 


.0217 


.C5 


Gene No. 


58973 






Strand 










Start 


2058 






End 


6267 








Name 


OJ000250 65.0217 


.C5.o2. 


gp 


Method 


AAT/GAP 








Start 


2296 






End 


5937 








GI 


11838 1.R1084 






Score 


1450 








Exons 


2296.. 2808, 2907 


. .3039, 


5618. 


.5705, 5902.. 5937 









GI Descrip. * 5777631/emb | CAB53492 . 1 | 3.0e-82 (AJ245900) CAA303719.1 protein 
[Oryza sativa] ' 

Seq. No. 28565 Seq. ID OJ000250_65 . 0217 . C5 



28428 



Gene No. 




Strand 




Start 


2058 


End 


6267 


Name 


OJ000250 65.0217.C5.o4.gs 


Method 


GENSCAN 


Start 


5387 


End 


6267 


GI 


none 


Score 


.87 


Exons 


5387.. 5397, 5618.. 5705, 5902. 


.6267 




Seq. No. 


28565 


Seq. ID 


OJ000250 


Gene No. 


58974 


Strand 


- 


Start 


10796 


End 


11701 


Name 


OJ000250 65.0217.C5.o3.gp 


Method 


AAT/GAP 


Start 


10796 


End 


11701 


GI 


67996 1.R1084 


Score 


872 


Exons 


10796. .11156, 11595.. 11701 






GI Descrip. 


•5441876/dbj | AP000367 . 1 | AP000367 l.Oe- 


160 Oryza 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


28565 


Seq. ID 


OJ000250 


Gene No. ' 


58975 


Strand 




Start 


15466 


End 


17846 


Name 


OJ000250 65.0217.C5.o4.gp 


Method ■ 


AAT/GAP 


Start 


15466 


End 


16168 


GI 


6062507 


Score 


1323 


Exons 


15466.. 16168 






GI Descrip. 


2244928/emb ICAB10350.il 2.0e- 


22 (Z97339) hypoth 




[Arabidopsis thaliana] 






Seq. No. 


28565 


Seq. ID 


OJ000250 


Gene No. 


58975 


Strand 




Start 


15466 


End 


17846 


Name 


OJ000250 65.0217.C5.o7.gs 


Method 


GENSCAN 


Start 


15969 


End 


17057 


GI 


none 


Score 


.94 


Exons 


15969. .17057 







65. 0217. C5 



65. 0217. C5 



Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58975 


Strand 




Start 


15466 


End 


17846 


Name 


OJ000250 65.0217.C5.o2.np 


Method 


AAT/NAP 


Start 


15972 


End 


17846 


GI 


2244928 


Score 


1227 


Exons 


15972. .16468, 16511. .17846 






GI Descrip. 


(Z97339) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58975 


Strand 




Start 


15466 


End 


17846 


Name 


OJ000250 65.0217.C5.o5.gp 


Method 


AAT/GAP 


Start 


16251 


End 


16640 


GI 


6062506 


Score 


780 


Exons 


16251. .16640 






GI Descrip. 


3482916 3.0e-14 (AC003970) 


Hypothetical protein [Arabidopsis 




thaliana] 






Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58976 


Strand 




Start 


20630 


End 


22836 



28429 




Name 


OJ000250 65. 0217. C5, 


. o9.gs 


Method 


GENSCAN 




Start 


20630 




End 


22540 




GI 


none 




Score 


.81 




Exons 


20630. .20695, 21149, 


. .21771, 


22231. .22540 




Seq. No. 


28565 




Seq. ID 


OJ000250_ 


65.0217 


Gene No. 


58976 




Strand 






Start 


20630 




End 


22836 




Name 


OJ000250 65. 0217. C5. 


, o3.np 


Method 


AAT/NAP 




Start 


20633 




End 


22836 




GI 


6103623 




Score 


1798 




Exons 


20633. .20695, 21149, 


.".21771, 


22231. .22624, 22777. 


.22836 



GI Descrip. (AF172094) actin [Picea rubens] 



Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250_65. 


0217. 


C5.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


2029 








End 


2195 


GI 


none 








Score 


170 


Exons 


2029. .2190, 


2049. 


.2195 








Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 - 








End 


28219 


Name 


OJ000250 65. 


0217. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2031 








End 


2603 


GI 


none 








Score 


134 


Exons 


2031. .2195, 


2056. 


.2190, 


2061. 


.2195, 2259.. 2393, 2260.. 2388, 




2434. .2520, 


2444. 


.2497, 


2532. 


.2603, 2533.. 2595 


Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250_65. 


0217. 


C5.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


2047 








End 


2195 


GI 


none 








Score 


150 


Exons 


2047. .2184, 


2057. 


.2191, 


2057. 


.2191, 2058. .2195, 2058. .2192 


Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250 65. 


0217. 


C5.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


2058 








End 


2537 


GI 


none 








Score 


128 


Exons 


2058. .2195, 


2059. 


.2190, 


2248. 


.2379, 2259.. 2387, 2259.-2393, 




2269. .2394, 


2433. 


.2537 








Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250 65. 


0217. 


CS.olO 


.tw 


Method 


TBLASTX: Wheat 


Start 


2259 








End 


2381 


GI 


none 








Score 


125 


Exons 


2259. .2375, 


2259. 


.2381, 


2263. 


.2379 




Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 



28430 




Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250_65 


.0217. 


C5 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


2259 








End 


6069 


GI 


none 








Score 


243 


Exons 


2259. .2414, 


2260. 


.2418, 


2420. 


.2746, 2421. .2732, 2427. .2747 




2429. .2746, 


2431. 


.2748, 


2727. 


.2810, 2749. .2811, 2906. .3040 




2906. .3040, 


2907. 


.3041, 


5609. 


.5707, 5619.. 5723, 5623.. 5706 




5902. .6069, 


5903. 


.6028 








Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250 65 


.0217. 


C5.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


2424 








End 


2705 


GI 


none 








Score 


46 


Exons 


2424. .2468, 


2480. 


.2506, 


2491. 


.2700, 2502.. 2705, 2514.. 2705 


Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End- 


28219 


Name 


OJ000250_65 


.0217. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2540 








End 


6277 


GI 


none 








Score 


127 


Exons 


2540. .2722, 


2541. 


.2723, 


2541. 


.2723, 2542.. 2724, 2718.. 2810 




2731. .2811, 


2745. 


.2813, 


2902. 


.2928, 2906.. 3040, 2907.. 3041 




5622. .5723, 


5623. 


.5706, 


5902. 


.6111, 5903.. 6136, 6139.. 6270 




6140. .6277 












Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No . 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250 65 


.0217. 


C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2604 








End 


3041 


GI 


none 








Score 


108 


Exons 


2604. .2756, 


2605. 


.2724, 


2746. 


.2811, 2751.. 2810, 2906.. 3040 




2907. .3041 












Seq. No. 


' 28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250 65 


.0217. 


C5.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


5902 








End 


6277 


GI 


none 








Score 


82 


Exons 


5902. .6108, 


5924. 


.6028, 


6190. 


.6276, 6191.. 6277 


Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 


Name 


OJ000250 65 


.0217. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5921 








End 


6268 


GI 


none 








Score 


192 


Exons 


5921. .6136, 


5923. 


.6111, 


6139. 


.6267, 6140.. 6268 


Seq. No. 


28565 








Seq. ID 


OJ000250_65.0217.C5 


Gene No. 


58977 








Strand 




Start 


25173 








End 


28219 



28431 



Name 


OJ000250 65.0217.C5.ol2.tm 


Method 


TBLASTX: Maize 




Start 


6070 


End 


6268 




GI 


none 


Score 


65 




Exons 


6070. .6111, 6071.. 6136, 6139.. 6267, 6140. .6268 




Seq. No. 




beq. iu 


UJUUUZOU DD.Uzl/ 


.C5 


Gene No. 


CiQ Ql *7 

Do y / / 


Strand 






Start 


c. O X i J 


cjnu. 


OQOI Q 




Name 


UJUUUZDU oj.U^I / .Lj.Oll.tm 


Method 


rnrj T 7\ O HP V • M -i -! -> /-s 

1 dLiAo 1 a : jyia x z e 




Start 


9764 


End 


9955 




GI 


none 


Score 


112 




Exons 


9764.. 9955, 9764.. 9955 








Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 


Strand 






b tar z 


25173 


End 


28219 




Name 


OJ000250 65.0217 .C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9770 


End 


10614 




GI 


none 


Score 


60 




Exons 


9770. .9976, 9800. .10012, 9829. .9909, 9924. .9974, 10062. 


.10 




10223. .10600, 10277. .10612, 


10284. .10613, 10306. .10614 




Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 


Strand 






Start 


25173 


End 


28219 




Name 


OJ000250 65.0217.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


9956 


End 


10597 




GI 


none 


Score 


54 




Exons 


9956.. 10006, 9966.. 10004, 9995.. 10132, 


10002. .10076, 






10012. .10128, 10012. .10134, 


10141. .10563, 10144. .10209, 






10226. .10564, 10268 .. 10564 , 


10565. .10597, 10566.. 10595 




Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217 


.C5 


Gene No . 


58977 


Strand 






Start 


25173 


End 


28219 




Name 


OJ000250 65.0217.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10268 


End 


10613 




GI 


none 


Score 


313 




Exons 


10268. .10606, 10269. .10613 








Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217 


,C5 


Gene No. 


58977 


Strand 






o tart 


25173 


End 


28219 




Name 


OJ000250 65.0217.C5.o8.tm 


Method 


■TBLASTX: Maize 




Start 


10599 


End 


11116 




GI 


none 


Score 


266 




Exons 


10599. .10832, 10599 .. 10835, 


10628. .10840, 10799. .11023, 






10905. .11021, 11032. .11106, 


11066. .11116 




Seq. No. 


28565 


Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 


Strand 






Start 


25173 


End 


28219 




Name 


OJ000250 65.0217.C5.o7.ts 


Method 


TBLASTX : Soybean 




Start 


15948 


End 


16208 




GI 


none 


Score 


216 




Exons 


15948. .16208 









28432 




Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 




Name 


OJ000250 65. 0217. C5. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


15969 




End 


16187 




GI 


none 




Score 


79 




Exons 


15969. .16187, 15969. 


.16187 








Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 ,: " 




Name 


OJ000250 65. 0217. C5. 


06. tc 


Method 


TBLASTX: Cress 




Start 


15969 




End 


16328 




GI 


none 




Score 


57 




Exons 


15969. .16208, 16272. 


.16328 








Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 




Name 


OJ000250 65. 0217. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


16266 




End 


16577 




GI 


none 




Score 


221 . 




Exons 


16266. .16526, 16266. 


.16526, 


16528. .16575, 16530.. 16577 




Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 




Name 


OJ000250 65. 0217. C5. 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


16347 




End 


16844 




GI 


none 




Score 


148 




Exons 


16347. .16613, 16635. 


.16844 








Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 




Name 


OJ000250 65. 0217. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16689 




End 


16959 




GI 


none 




Score 


145 




Exons 


16689. .16880, 16689. 


.169.52, 


16708. .16953, 16717.. 16959 




Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 




Name 


OJ000250 65. 0217. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16710 




End 


17680 




GI 


none 




Score 


97 




Exons 


16710. .17120, 16726. 


.16905, 


16770. .16886, 17253 .. 17459, 






17255. .17458, 17513. 


.17680 








Seq. No. 


28565 




Seq. ID 


OJ000250_65.0217 


.C5 


Gene No. 


58977 




Strand 






Start 


25173 




End 


28219 




Name 


OJ000250 65. 0217. C5. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


16731 




End 


17737 




GI 


none 




Score 


103 




Exons 


16731. .16841, 16839. 


.17114, 


16854. .17120, 17153. .17248, 






17258. .17416, 17261. 


.17458, 


17513. .17737, 17519 .. 17587, 





28433 



17525. .17626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28565 

58977 

25173 

OJ000250 

17159 

none 



65.0217.C5.ol3.tm 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ000250_65.0217.C5 
28219 

TBLASTX: Maize 

17626 

102 



17159. .17464, 17184 174 62 , 17516.. 17626 



28565 
58977 
25173 

OJ000250_65.02i7.C5.o3.tw 

20622 

none 

20622. .20708, 20624 .. 20701, 
21150. .21473 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_65.0217.C5 
28219 

TBLASTX: Wheat 

21475 

113 



21146. .21463, 2114 6 .. 21475 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28565 Seq. ID 

58977 Strand 

25173 End 

OJ000250_65 . 0217 . C5 . ol . tm Method 

20625 End 

none Score 



OJ000250_65.0217.C5 
28219 

TBLASTX: Maize 
22839 • 
101 



20625. .20699, 20630 20701, 2114 6 21208, 21146 21520, 

21150. .21479, 21260. .21481, 21539 21772, 21585 21 653, 

21717. .21773, 22227.-22625, 22229 22630, 22777 22839, 

22783. .22836, 22787.. 22837 



28565 Seq. ID 

58977 Strand 

25173 End 

OJ000250_65 . 0217 . C5 . ol . ts Method 

20627 End 

none Score 



OJ000250_65.0217.C5 
28219 

TBLASTX : Soybean 

22842 

102 



20627. .20701, 20628 .. 20699, 2114 6 .. 21205, 2114 6 .. 21520, 

21150. .21479, 21260. .21481, 21539 .. 21772, 21585 .. 21653, 

21714. .21773, 22244. .22342, 22245 .. 22328, 22325 .. 22630, 

22334. .22489, 22392 22625, 22777. . 22839, 22783. .22842 



28565 Seq. ID 

58977 Strand 

25173 End 

OJ000250_65 . 0217 . C5 . ol . tc Method 

20630 End 

none Score 



OJ000250_65.0217.C5 
28219 

TBLASTX: Cress 

22836 

88 



20630. .20701, 20631 20699, 21136 .. 21201, 2114 6 .. 21520, 
21150. .21479, 21539. .21772, 21585 .. 21653, 21717 21773, 
22225. .22314, 22227 .. 22625, 22229 .. 22630, 22777.-22836 



28565 Seq. ID 

58977 Strand 

25173 End 

OJ000250_65 . 0217 . C5 . o5 . tw Method 

21476 End 

none Score 



OJ000250_65.0217.C5 
28219 

TBLASTX: Wheat 

21773 

90 



28434 



Exons 



21476. .21520, 21539 21772, 21585 .. 21653, 21717.. 21773 



Seq. No. 28565 

Gene No. 58977 

Start 25173 

Name OJ000250_65 . 02 17 . C5 . ol . tw 

Start 22224 

GI none 
Exons 



Seq. ID OJ000250_65.0217.C5 
Strand 

End 28219 

Method TBLASTX : Wheat 

End 22636 

Score 102 



22224. .22328, 22225 .. 22314 , 22227 .. 22625, 22229 .. 22636, 
22574. .22633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



28565 Seq. ID 

58977 Strand 

25173 End 

OJ000250_65.0217.C5.o4.np Method 

24345 End 

3367596 Score 

24345. .24381, 25388 25556, 25676 



OJ000250 65.0217. C5 



26675. .26770, 26981, 
27877. .27949 



,27156, 27407. 



28219 
AAT/NAP 
27949 
616 

25726, 25822. 
27480, 27686. 



.25902, 
.27793, 



GI Descrip. (AL031135) putative protein [Arabidopsis thaliana] 



28565 
58977 
25173 

OJ000250_65.0217.C5.ol0.gs 

25173 

none 

25173. .25226, 25413. .25514, 
26675. .26770, 26981. .27156, 

28565 
58977 
25173 

OJ000250_65.0217.C5.o5.tm 

25404 

none 

25404. .2.5556, 25413 .. 25556, 

25675. .25728, 25819 .. 25902, 

26672. .26752, 26673 .. 26741, 

26736. .26768, 26742 .. 26774 , 

26980. .27159, 26981. .27172 



Seq. No. 28565 

Gene No. 58977 

Start 25173 

Name OJ000250_65 . 0217 . C5 . oil . tw 

Start 25455- 

GI none 

Exons 25455. .25568, 25676. . 25726, 
25834. .25905, 26672 .. 26770, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28565 

58977 

25173 

OJ000250 

25683 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25676 

27407 



OJ000250 65. 0217. C5 



28219 ■ 
GENSCAN 
28019 ' 
.91 

25726, 25822, 
27480, 27877, 



.25902, 
.28019 



Seq. ID OJ000250_65.0217.C5 
Strand 

End 28219 

Method TBLASTX : Mai ze 

End 27172 

Score 119 
25661. .25732, 25671 .. 25727, 
25821. .25904, 25822 .. 25905, 
26674. .26742, 26675 .. 26764 , 
26961. .27158, 26979 .. 27164 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_65.0217.C5 
28219 

TBLASTX: Wheat 

26774 

64 

25903, 



65.0217.C5.o6.ts 



25819. .25902, 25820 
26673.-26774 



Seq. ID OJ000250_65.0217.C5 
Strand 

End 28219 

Method TBLASTX : Soybean 

End 27458 



28435 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



lone 



Score 



51 



25683. .25709, 25685 .. 25729, 25685 .. 2572 6, 25817 .. 25897 , 

25819. .25902, 25821 25895, 25822 .. 25896, 26659.-26754, 

26672. .26770, 26673 26771, 26961 .. 27158, 26978 .. 27163, 

26979. .27182, 27408.. 27458 



28565 
58977 
25173 

OJ000250_65 . 0217 . C5 . o7 . tc 
25813 
none 

25813. .25902, 26672 . .26770, 
26974. .27159, 26978 .. 27172, 
27411. .27491, 27876.. 27941 

28565 
58977 
25173 

OJ000250_65.0217.C5.o6.tw 
27047 
none 

27047. .27157, 27047 .. 27163, 27048 .. 27164 , 27049 .. 27159, 

27408. .27494, 27409 .. 27486, . 27410. .27520/ .2741l\ .27494, 

27685. .27792, 27686 .. 27787, 27686.-27793, 27874 .. 28014 , 

27875. .28015, 27876.. 28016 



Seq. ID OJ000250_65.0217.C5 
Strand 

End 28219 
Method TBLASTX : Cress 
End 27941 
Score 95 
26672. .26770, 26973 .. 27158, 
27408. .27494, 27409 .. 27483, 



Seq. ID OJ000250_65.0217.C5 
Strand 

End 28219 

Method TBLASTX : Wheat 

End 28016 

Score 159 



28565 
58977 
25173 

OJ000250_65.0217.C5.o6.tm 
27408 
none 
27408. 
27685. 
27876. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 65. 0217. C5 



.27494, 27410. .27520, 
.27792, 27873. .28016, 
.28025, 28172.. 28219 



28219 

TBLASTX: Maize 
28219 
120 

27411. .27479, 27653 27793, 
27875. .28027, 27875 .. 28024 , 



28566 
58978 
89 

OJ000250_65.0217.C6.ol.gs 
89 

none 
89. .225 



Seq. ID OJ000250_65.0217.C6 

Strand + 

End 225 

Method GEN SCAN 

End 225 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



28566 Seq. ID OJ000250_65 . 0217 . C6 

58979 Strand 

1 End 3539 

OJ000250_65 . 0217 . C6 - ol . np Method AAT/NAP 

1 End 3539 

6598802 Score 216 

1..237, 386. .539, 1417. .1483, 2418. .2558, 3350. .3464, 3506. 
(AF024504) putative protein kinase [Arabidopsis thaliana] 



.3539 



28566 
58979 
1 



Seq. ID 

Strand 

End 



OJ000250 65. 0217. C6 



3539 



28436 




Name 


OJ000250 65. 


0217 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


100 








End 


3439 


GI 


none 








Score 


133 


Exons 


100. .249, 109. .234, 113 


. .238, 


380. .460, 


386. .460, 387. .467 




1413. .1493, 


1415 


. .1492, 


1417. 


.1500, 1418. .1495, 2425. .2559 




2438. .2560, 


2438 


. .2560, 


2443. 


.2583, 3350.. 3439, 3352.. 3438 


Seq. No. 


28566 








Seq.' ID 


OJ000250_65.0217.C6 


Gene No. 


58979 








Strand 




Start 


1 








End 


3539 


Name 


OJ000250 65. 


0217 


,C6.o2. 


as 


Method 


GEN SCAN 


Start 


1418 








End 


3444 


GI 


none 








Score 


.74 


Exons 


1418 . . 1545, 


1768 


. . 1822, 


2444 . 


.2558, 3350.. 3444 


Seq. No. 


28567 








Seq. ID 


OJ000250_65.0217.C7 


Gene No. 


58980 








Strand 


+ 


Start 


12880 








End 


17053 


Name 


OJ000250 65. 


0217 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6230 








End 


6628 


GI 


none 








Score 


92 


Exons 


6230. . 6628, 


6408 


. . 6521 








Seq. No. 


28567. 








Seq. ID 


OJ000250_65.021T.C7 


4: Gene No; 


58980 








Strand 


+ 


'-.J Start 


12880 








End 


17053 


Ell Name 


OJ000250 65. 


0217 


.C7 . o3 . 


tm 


Method 


TBLASTX: Maize 


y\\ Start 


6251 








End 


6631 


GI 


none 








Score 


93 


. - Exons 


6251 . . 6475, 


6473 


. . 6631 








l iJ Seq. No. 


28567 








Seq. ID 


OJ000250_65 . 0217 . C7 


| s LI Gene No. 


58980 








Strand 


+ 


Start 


12880 








End 


17053 


.:->. Name 


OJ000250 65. 


0217 


.C7 .o3. 


tw 


Method 


TBLASTX: Wheat 


!*""^ Start 


6356 








End 


6649 


GI 


none 








Score 


140 


! : - : Exons 


6356. . 6460, 


6485 


. .6649 








r'i Seq. No. 


28567 








Seq. ID 


OJ000250_65.0217.C7 


Gene No. 


58980 








Strand 


+ 


Start 


12880 








End 


17053 


Name 


OJ000250 65. 


0217 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


7293 








End 


7750 


GI 


none 








Score 


70 


Exons 


7293. . 7424, 


7469 


. .7750"> 


7620. 


.7712 




Seq. No. 


28567 








Seq. ID 


OJ000250_65.0217.C7 


Gene No. 


58980 




c 




Strand 


+ 


Start 


12880 






End 


17053 


Name 


OJ000250 65. 


0217 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7430 








End 


7765 


GI 


none 








Score 


76 


Exons 


7430. .7765, 


7485 


. .7748 








Seq. No. 


28567 








Seq. ID 


OJ000250_65.0217.C7 


Gene No. 


58980 








Strand 


+ 



28437 




Start 


12880 








End 


17053 " 




Name 


OJ000250 65. 


0217 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7436 








End 


7897 




GI 


none 








Score 


88 




Exons 


7436. .7897, 


7437 


. .7580, 


7620 


..7748, 7628. .7897 




Seq. No. 


28567 








Seq. ID 


OJ000250_65.0217 


.C7 


Gene No. 


58980 








Strand 


+ 




Start 


12880 








End 


17053 




Name 


OJ000250 65. 


0217 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7769 








End 


8170 




GI 


none 








Score 


194 




Exons 


7769. .8119, . 


7772 


. .8110, 


7971 


..8111, 8114. .8170, 8124. .8165 


Seq. No. 


28567 








Seq. ID 


OJ000250_65 .0217 


• C7 


Gene No. 


58980 








Strand 


+ 




Start 


12880 








End 


17053 




Name 


OJ000250 65. 


0217 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7898 








End 


8116 




GI 


none 








Score 


146 




Exons 


7898. .8116, 


7971 


. .8111 










Seq. No. 


28567 








Seq. ID * 


OJ000250_65.0217 


.C7 


Gene No. 


58980 








Strand . . 


+ 




Start 


12880 








End 


17053 




Name 


OJ000250 65. 


0217 


.C7 .o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


7967 








End 


8332 




GI 


none 








Score 


61 




Exons 


7967. .8101, 


8108 


. .8332, 


8114 


. .8311 






Seq. No. 


28567 








Seq. ID 


OJ000250_65.0217 


-C7 


Gene No. 


58980 








Strand 


+ 




Start 


12880 








End 


17053 




Name 


OJ000250 65. 


0217 


,C7 .o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8742 








End 


9080 




GI 


none 








Score 


202 




Exons 


8742. . 9080 














Seq. No. 


28567 








- Seq. ID 


OJ000250_65.0217 


.C7 


Gene No . 


58980 








Strand 


+ 




Start 


12880 








End 


17053 




Name 


OJ000250 65. 


0217 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


12880 








End 


17053 




GI 


none 








Score 


.48 




Exons 


12880. .13003, 13124. .13176, 


13656. .14507, 14 658 15113, 






15421.. 15552 


, 15705. .16283, 


16321. .16460, 16812. .16899, 






16958. .17053 












Seq. No. 


28568 








Seq. ID 


OJ000250_65.0217 


.C8 


Gene No. 


58981 








Strand 


+ 




Start 


1 








End 


390 




Name 


OJ000250 65. 


0217 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


390 




GI 


4680183 








Score 


80 




Exons 


1..21, 301.. 


390 













GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



28438 




Seq. No. 


28568 






Seq. ID 


OJ000250_65.0217 


.C8 


Gene No. 


58982 






Strand 






Start 


1052 






End 


2101 




Name 


OJ000250 65 


.0217 


.C8 ,o2 .np 


Method 


AAT/NAP 




Start 


1003 




End 


2101 




GI 


4584539 






Score 


198 




Exons 


1003. .2101 












GI Descrip. 


(AL04 9608) 


extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


28568 






Seq. ID 


OJ000250_65. 02.17 


.C8 


Gene No. 


58982 






Strand 






Start 


1052 






End 


2101 




Name 


OJ000250 65 


. 0217 


. C8 . ol . gs 


Method 


GENSCAN 




Start 


1052 






End 


1658 




GI 


none 






Score 


.67 




Exons 


1052. .1081, 


1109 


. . 1153, 1347 . 


.1440, 1535. .1658 




Seq. No. 


28569 






Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58983 






Strand 






Start 


1008 






End 


7950 




Name 


OJ000250 65 


.0217 


.C9.o2.gs 


Method 


GENSCAN 




Start 


1008 






End 


5174 




GI 


none 






Score 


. .54 




Exons 


1008. .1111, 


1867 


. .2133, 2179. 


.2287, 2391.. 2590, 2636.. 2932 




2990. .3275, 


3537 


. . 4312, ' 4409. 


.5174 






Seq. No. 


28569 






Seq. ID 


OJ000250_65.0217 


,C9 


Gene No. 


58983 






Strand 






Start 


1008 






End 


7950 




Name 


OJ000250 65 


.0217 


.C9.ol.np 


Method 


AAT/NAP 




Start 


1349 






End 


6284 




GI 


4206306 






Score 


3004 




Exons 


1349. .5192, 


6204 


..6284 








GI Descrip. 


(AF049110) 


prpol 


[Zea mays] 








Seq. No. 


28569 






Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58983 






Strand 






Start 


1008 






End 


7950 




Name 


OJ000250 65.0217 


.C9.o3.gs 


Method 


GENSCAN 




Start 


5439 






End 


7950 




GI 


none 






Score 


.63 




Exons 


5439. .6025, 


6230 


..6684, 6760. 


.6835, 6945. .7457, 7824. .7950 



Seq. No. 


28569 










Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 










Strand 






Start 


11029 










End 


11106 




Name 


OJ000250 65 


.0217 


.C9. 


o4 


,tm 


Method 


TBLASTX: Maize 




Start 


1667 










End 


1909 




GI 


none 










Score 


195 




Exons 


1667. .1909 
















Seq. No. 


28569 










Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 










Strand 






Start 


11029 










End 


11106 




Name 


OJ000250 65 


.0217 


.C9. 


o2 


ts 


Method 


TBLASTX: Soybean 




Start 


1925 










End 


2300 




GI 


none 










Score 


96 





28439 




Exons 


1925. .2032, 


2028. 


.2150, 


2157. 


.2300 






Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2073 








End 


2462 




GI 


none 








Score 


246 




Exons 


2073. .2462 














Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2112 








End 


2573 




GI 


none 








Score 


367 




Exons 


2112. .2573 














Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2631 








.End 


2837 




GI 


none 








Score 


100 




Exons 


2631. .2837, 


2632. 


.2835, 


2709. 


.2837 






Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2772 








End 


3203 




GI 


none 








Score 


38 




Exons 


2772. .3203, 


2779. 


.2826, 


' 2857. 


.3057, 3088. .3195 




Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3390 








End 


3854 




GI 


none 








Score 


81 




Exons 


3390. .3854, 


3697. 


.3804 










Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3475 








End 


3900 




GI 


none 








Score 


235 




Exons 


3475. .3900, 


3480. 


.3899 










Seq. No. 


28569 








Seq. ID 


OJ000250_65.0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65 


.0217. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3573 








End 


3956 




GI 


none 








Score 


215 




Exons 


3573.-3956, 


3586. 


.3933, 


3642. 


.3935 







28440 




Seq. No. 


28569 








Seq. ID 


OJ000250_65 .0217 


. C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65. 


0217 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3984 








End 


4341 




GI 


none 








Score 


130 




Exons 


3984. .4298, 


3984 


. .4340, 


3985. 


.4341 






Seq. No. 


28569 . 








Seq. ID 


OJ000250 65.0217 


. C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65. 


0217 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4014 








End 


4469 




GI 


none 








Score 


256 




Exons 


4014. .4469, 


4015 


. .4443, 


4140. 


.4226 






Seq. No. 


28569 








Seq. ID 


OJ000250 65.0217 


. C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65. 


0217 


.C9.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


4680 








End 


5027 




GI 


none 








Score 


74 




Exons 


4680. .4850, 


4687 


. .4896, 


4902. 


.'5027 






Seq. No. 


28569 








Seq. ID 


OJ000250_65 .0217 


.C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65. 


0217 


.C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


5880 








End 


6254 




GI 


' none 








Score 


53 




Exons 


5880. .6254, 


5905 


. .6060 










Seq. No. 


28569 








Seq. ID 


OJ000250_65 .0217 


. C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65. 


0217 


.C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5967 








End 


6236 




GI 


none 








Score 


183 




Exons 


5967. .6236 














Seq. No. 


28569 








Seq. ID 


OJ000250 65.0217 


. C9 


Gene No. 


58984 








Strand 






Start 


11029 








End 


11106 




Name 


OJ000250 65. 


0217 


.C9.o4. 


gs 


Method 


GENS CAN 




Start 


11029 








End 


11106 




GI 


none 








Score 


, .55 




Exons 


11029. .11106 












Seq. No. 


28570 








Seq. ID 


OJ000250_65.0217 


.C10 


Gene No. 


58985 








Strand 


+ 




Start 


1 








End 


207 




Name 


OJ000250 65. 


0217 


.ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


207 




GI 


LIB3477-003- 


P1-K1-E9 




Score 


137 




Exons 


1..87, 178.. 


207 












GI Descrip. 


'2498586/sp|Q40638 IMPOl 


_ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



28441 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


28570 






Seq. ID 


OJ000250_ 


_65 


.0217 


-C10 


Gene No. 


58986 






Strand 


+ 








Start 


2907 






End 


12006 








Name 


OJ000250 65. 


0217. C10. ol 


. gs 


Method 


GENSCAN 








Start 


2907 






End 


12006 








GI 


none 






Score 


.74 








Exons 


2907. .2961, 


3549. .3664, 


4214 


..4251, 5042. .5069, 


5479. .6666, 




7086. .7286, 


9950. .10102 


, 10306. .10354, 


10972. .11082, 






11384. .12006 














.Seq. No. 


28570 






Seq. ID 


OJ000250_ 


65 


.0217 


.C10 


Gene No . 


58986 






Strand 


+ 








Start 


2907 






End 


12006 








Name 


OJ000250 65. 


0217. C10. o3 


. gp 


Method 


AAT/GAP 








Start 


4873 






End 


5648 








GI 


2428658 






Score 


699 








Exons 


4873. .5069, 


5479. . 5648 














Seq. No. 


28570 






Seq. ID 


OJ000250_ 


65 


.0217 


.C10 


Gene No. 


58986 






Strand 


+ 








Start 








End 


12006 








!s - 3 Name 


OJ000250 65. 


0217. C10. o4 


. gp 


Method 


AAT/GAP 








hi Start 


6002 






End 


6466 








Ul GI 


none 






"Score 


815 








ry Exons 


6002. . 6466 
















Seq. No. 


28570 






Seq. ID 


OJ000250_ 


65 


.0217 


-C10 


' : =- Gene No. 


58986 






Strand 


+ 








□ Start 


2907 






End 


12006 








fij Name 


OJ000250 65. 


0217. C10. o5 


• gp 


Method 


AAT/GAP 








Start 


6570 






End 


7324 








' n GI 


none 






Score 


810 








Exons 


6570. .6666, 


6981. .7324 














H 5 Seq. No. 


28570 






Seq. ID 


OJ000250_ 


65 


.0217 


-C10 


O Gene No . 


58987 






Strand 


+ 








p\ Start 


13536 






End ' 


13802 








s =si Name 


OJ000250 65. 


0217. C10. o2 


. gs 


Method 


GENSCAN 








i: ~ Start 


13536 




End 


13802 








GI 


none 






Score 


.51 








Exons 


13536. .13589 


, 13689.. 13802 












Seq. No. 


28570 






Seq. ID 


OJ000250_ 


65 


.0217 


.C10 


Gene No. 


58988 






Strand 


+ 








Start 


15516 






End 


16691 








Name 


OJ000250 65. 


0217. C10. o3 


.gs 


Method 


GENSCAN 








Start 


15516 






End 


16691 








GI 


none 






Score 


.49 ■ 








Exons 


15516. .15579, -16368 .. 16511, 


16516. .16691 








Seq. No. 


28570 






Seq. ID 


OJ000250_ 


65 


.0217 


.C10 


Gene No. 


58989 






Strand 


+ 








Start 


17936 






End 


18359 








Name 


OJ000250 65. 


0217. C10. 08 


.gp 


Method 


AAT/GAP 









28442 



Start 


17936 


End 


18155 




GI 


none 


Score 


407 




Exons 


17936. .18155 








Sea. No. 


28570 


Seq. ID 


OJ000250 


65. 0217. C10 


Gene No. 


58989 


Strand 


+ 




Start 


17936 


End 


18359 




Name 


OJ000250 65.0217.C10.ol.np 


Method 


AAT/NAP 




Start 


17951 


End 


18359 




GI 


5777630 


Score 


134 




Exons 


17951. .18124, 18155. .18359 










(AJ245900) CAA303718.1 protein [Oryza 


sat iva ] 




Seq. No. 


28570 


Seq. ID 


OJ000250 


65. 0217. C10 


Gene No. 


58990 


Strand 






Start 


9691 


End 


9767 




Name 


OJ000250 65.0217.C10.o6.gp 


Method 


AAT/GAP 




Start 


9691 


End 


9767 




GI 


5867 1.R1084 


Score 


103 




Exons 


9691. .97 67 








GI Descrip. 


•464986/spl P35132 IUBC9 ARATH 


5.0e-58 


UBIQUITIN-- 


CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN- 


•PROTEIN 


LIGASE 9) 


(UBIQUITIN 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



CARRIER PROTEIN 9) (UBCAT4B) >gi__421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. ID OJ000250_65. 0217. CIO 
Strand 

End 10434 

Method AAT/GAP 

End 10434 

Score 240 



28570 
58991 
10281 

OJ000250_65. 0217 .C10. o7.gp 
10281 

LIB3474-009-P1-K1-F11 
10281. .10434 

, 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



28570 
58992 
17855 

OJ000250_65. 0217. C10. o4 .gs 

17855 

none 

17855. .18316 



Seq. ID OJ000250_65. 0217. C10 
Strand 

End 18358 

Method GENSCAN 

End 18316 

Score . 95 



OJ000250 65. 0217. C10 



Seq. No. 28570 Seq. ID 

Gene No. 58992 Strand 

Start 17855 End 

Name OJ000250_65 . 0217 . C10 . ol . tm Method 

Start 18064 End 

GI none Score 

Exons 18064. .18102, 18173 .. 18274 , 18174 18245, 18 182 .. 18277, 
18254. .18358 



18358 

TBLASTX: Maize 

18358 

71 



Seq. No. 
Gene No. 



28571 
58993 



Seq. ID OJ000250_65.0217.C11 
Strand + 



28443 




Start 


1 








End 


54 0 




Name 


OJ000250 65 


.0217 


.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


540 




GI 


5777630 








Score 


444 




Exons 


1. .540 














GI Descrip. 


(AJ245900) 


CAA303718.1 


protein [Oryza 


sativa] 




Seq. No. . 


28571 








Seq. ' ID 


OJ000250_ 


_65.0217.C11 


Gene No. 


58993 








Strand 


+ 




Start 


1 








End 


540 




Name 


OJ000250 65 


.0217 


.Cll.ol 


.gs 


Method 


GEN SCAN 




Start * 


91 








End 


537 




GI 


none 








Score 


.76 




Exons 


91. .537 














Seq. No. 


28571 








Seq. ID 


OJ000250_ 


_65.0217.C11 


Gene No. 


58994 








Strand 


+ 




Start 


586 








End 


789 




Name 


OJ000250 65 


.0217 


.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


586 








End 


789 




GI 


none 








Score, 


388 




Exons 


586. .789 














Seq. No. 


28571 








Seq. ID 


OJ000250_ 


_65.0217.C11 


Gene No. 


58995 








Strand 


+ 




Start 


2450 








End 


2849 




Name 


OJ000250 65 


.0217 


.Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


2450 








End 


2849 ' 




GI 


none 








Score 


761 




Exons 


2450. .2849 














Seq. No. 


28571 








Seq. ID 


OJ000250_ 


_65.0217.C11 


Gene No. 


58996 








Strand 


+ 




Start 


7707 








End 


9175 




Name 


OJ000250 65 


.0217 


.Cll.o4 


. gs 


Method 


GENSCAN 




Start 


7707 








End 


9175 ' 




GI 


none 








Score 


.46 




Exons. 


7707. .7796, 


7962 


. .8375, 


8377. 


.8694, 8750.. 8894, 


9060. .9175 


Seq. No. 


28571 








Seq. ID 


OJ000250_ 


_65.0217.C11^ 


Gene No. 


58997 








Strand 






Start 


1196 








End 


2306 




Name 


OJ000250 65 


.0217 


.Cll.o2 


. gs 


Method 


GENSCAN 




Start 


1196 








End 


2306 




GI 


none 








Score 


.9 




Exons 


1196. .1323, 


1393 


. .1553, 


1918. 


.1996, 2081.. 2306 




Seq. No. 


28571 








Seq. ID 


OJ000250_ 


_65.0217.C11 


Gene No. 


58998 








Strand 






Start 


2876 








End 


8216 




Name 


OJ000250 65 


.0217 


.Cll.o3 


. gs 


Method 


GENSCAN 




Start 


2876 








End 


7532 




GI 


none 








Score 


.78 




Exons 


2876. .3166, 


3467 


. .3672, 


3754. 


.4047, 4145.. 4343, 


4972. .5055, 




5149. .5412, 


5966 


. .6138, 


6284. 


.6347, 6429.. 6583, 


7457. .7532 


Seq. No. 


28571 








Seq. ID 


OJ000250_ 


_65.0217.C11 



28444 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58998 Strand 

2876 End 

OJ000250_65 . 0217 . Cll . o2 . np Method 

2879 End . 

6520167 Score 



8216 
AAT/NAP 
8216 
1648 



2879. .3166, 3301. .3351, 3467. .3672, 3754. .4012, 4095. .4343, 
4430. .4493, 4609. .4785, 4922. .5064, 5212. .5393, 5877. .6138, 
6275. .6347, 6429. .6583, 7457. .7542, 8047. .8216 
(AB028199) ZW18 [Arabidopsis thaliana] 



28571 Seq. ID 

58998 Strand 

2876 End 

OJ000250_65 . 0217 .Cll . o3 . gp Method 

4 628 End 

uC-osrocyp013c07bl Score 
4628.-4785, 4922. .5055, 5149. .5225 

'3540180 2.0e-ll (AC004122) Unknown protein [Arabidopsis 
thaliana] ' 



OJ000250_65. 0217. Cll 

8216 
AAT/GAP 
5225 
626 



28571 
58998 
2876 

OJ000250_65 . 0217 . Cll . o4 . gp 
5962 

■ uC-osf lM202050d08bl 
5962. .6152, 6284. .6347, 6429. .6583, 7457. .7506 
'3540180 2.0e-38 (AC004122) Unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 65. 0217. Cll 



8216 
AAT/GAP 
7506 
823 



Seq. No. 


28571 






Seq. ID 


OJ000250_65.0217 


.Cll 


Gene No. 


58999 






Strand 






Start 


10106 






End 


24082 




Name 


OJ000250 


65. 0217. Cll. o2. 


tc 


Method 


TBLASTX: Cress 




Start 


229 






End 


629 




GI 


none 






Score 


122 




Exons 


229. .366, 


234. .317, 430. 


.516, 


438. .578 


, 603.. 629 




Seq. No. 


28571 






Seq. ID 


OJ000250_65.0217 


.Cll 


Gene No. 


58999 






Strand 






Start 


10106 






End 


24082 




Name 


OJ000250 


65. 0217. Cll. 08. 


ts 


Method 


TBLASTX : Soybean 




Start 


229 






End 


510 




GI 


none 






Score 


130 




Exons 


229. .366, 


430. .510 










Seq. No. 


28571 






Seq. ID 


OJ000250_65.0217 


.Cll 


Gene No. 


58999 






Strand 






Start 


10106 






End 


24082 




Name 


OJ000250 


65. 0217. Cll. 06. 


tm 


Method 


TBLASTX: Maize 




Start 


229 






End 


521 




GI ■ 


none 






Score 


133 




Exons 


229. .366, 


232.. 498, 237. 


.521, 


430. .513 






Seq. No. 


28571 






Seq. ID 


OJ000250_65.0217 


.Cll 


Gene No. 


58999 






Strand 






Start 


10106 






End 


24082 





28445 




Name 


OJ000250 65 


. 0217 


.Cll.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2682 








End 


3509 




GI . 


none 








Score 


75 




Exons 


2682. .2768, 


2689 


. .2760, 


2769. 


.2828, 2770. .2829, 


2861. .3169, 




2865. .3167, 


2875 


. .3168, 


2875. 


.3174, 3280.. 3369, 


3282. .3353, 




3299. .3385, 


3301 


. .3369, 


3464. 


.3508, 3468.. 3509 




Seq. No. 


28571 








Seq. ID 


OJ000250 


_65. 0217. Cll 


Gene No. 


58999 








Strand 






Start - 


10106 








End 


24082 




Name 


OJ000250 65 


.0217 


.CII.06 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2830 








End 


3029 




GI 


none 








Score 


41 




Exons 


2830. .2862, 


2852 


. .30.25, 


2876. 


.3028, 2877.. 3029 




Seq. No. 


28571 








Seq. ID 


OJ000250 


_65. 0217. Cll 


Gene No. 


58999 








Strand 






Start 


10106 








End 


24082 




Name 


OJ000250 65 


. 0217 


. Cll . ol 


. tw 


Method 


TBLASTX : 


wneat 


Start 


2852 








End 


3496 




GI 


none 








Score 


54 




Exons 


2852.. 2908, 


2875 


. .2907, 


2882. 


.3169, 2883. .3167, 


2914 . .3174, 




2915. .3169, 


3296 


. .3367, 


3299. 


.3370, 3300.. 3371, 


3301. .3369, 




3467. .3496 














Seq. No. 


28571 








Seq.. ID 


OJ000250 


_65. 0217. Cll 


Gene No. 


58999 








Strand 






Start 


10106 








End 


24082 




Name 


OJ000250 65 


. 0217 


.Cll.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3030 








End 


4022 




GI 


none 








Score 


114 




Exons 


3030. .3167, 


3032 


. .3169, 


3039. 


.3182, 3252.. 3347, 


3301. .3366, 




3305. .3352, 


3465 


. .3704, 


3466. 


.3624, 3467.. 3673, 


3519. .3680, 




3741. .4022, 


3758 


. .4015 










Seq. No. 


28571 








Seq. ID 


OJ000250 


_65. 0217. Cll 


Gene No. 


58999 








Strand 






Start 


10106 








End 


24082 




Name 


OJ000250 65 


.0217 


.Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3467 








End 


3953 




GI 


none 








Score 


200 




Exons 


3467. .3712, 


3468 


. .3659, 


3750. 


.3953, 3755.. 3952 




Seq. No. 


28571 








Seq. ID 


OJ000250 


_65. 0217. Cll 


Gene No. 


58999 








Strand 






Start 


10106 








End 


24082 




Name 


OJ000250_65 


.0217 


.Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3549 








End 


4481 




GI 


none 








Score 


102 




Exons 


3549. .3656, 


3554 


. .3655, 


3570. 


.3656, 3586.. 3657, 


3753. .3869, 




3755. .4036, 


3756 


. .4013, 


4080. 


.4127, 4083. .4154, 


4096. .4137, 




4113. .4328, 


4130 


. .4327, 


4137. 


.4331, 4138. .4341, 


4392. .4481, 




4415. .4480 














Seq. No. 


28571 








Seq. ID 


OJ000250 


_65. 0217. Cll 


Gene No. 


58999 








Strand 






Start 


10106 








End 


24082 





28446 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_65 . 0217 . Cll . o7 . ts Method 
4 641 End 
none Score 
4641. .4823, 4684. .4788, 4945. .5061 



TBLASTX : Soybean 

5061 

77 



28571 
58999 
10106 

OJ000250_65. 0217. Cll. oS.tm 

4981 

none 

4981. .5061, 5148. .5177, 5150. 



OJ000250_65. 0217. Cll 
24 082 

TBLASTX: Maize 

7545 

45 • 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5230, 5169.. 5411, 5203.. 5442, 



5254. .5412, 5954. .6151, 5957. .6154, 6249. .6350, 6283. .6348, 
6297. .6350, 6427. .6585, 6429. .6596, 6429. .6596, 6430. .6597, 
7437. .7541, 7437. .7541, 7459. .7542, 7459. .7545 



28571 
58999 
10106 

OJ000250_65. 0217. Cll. o5.gs 
10106 
none 
10106. 
14061. 
16546. 
19869. 
21364. 



.10296, 10721. 

,14154, 15337. 

.16641, 17098. 

.19966, 20105. 

.21428, 21740. 



.10749, 
.15689, 
.17253, 
.20398, 
.21908, 



Seq. ID OJ000250_65. 0217. Cll 
Strand 

End 24082 

Method GEN SCAN 

End 24082 

Score .69 
10854. .10926, 1238 6 .. 12569, 
15947. .16081, 16394. .16459, 
17409. .17529, 17661 .. 17696, 
20649. .20711, 21087 .. 21245, 
22206. .22282, 23837.. 24082 



OJ000250 65. 0217. Cll 



28571 Seq. ID 

58999 Strand 
10106 End 24082 

OJ000250_65 . 0217 . Cll . o5 . gp Method AAT/GAP 
10832 End 15487 

14590_1.R1084 Score 2364 

10832. .11646, 12390. .12569, 14061 .. 14154 , 15337.. 15487 
, 3892150/emb| CAA86338.il 1.0e-09 (Z46242) similar to WD domain, 
G-beta repeat; cDNA EST yk283e3.3 comes from this gene; cDNA EST 
yk238e2.3 comes from this gene; CDNA EST yk283e3.5 comes from 
this gene; cDNA EST yk238e2.5 comes from this gene 
[Caenorhabditis ' 



28571 
58999 
10106 

OJ000250_65. 0217. Cll. o3.np 

11551 

6729019 

11551. .11646, 12350. .12565, 
15947. .16081, 16161. .16199, 
17166. .17334, 17409 .. 17529, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14057 

16394 



OJ000250 65. 0217. Cll 



24082 
AAT/NAP 
21462 
1964 

14154, 15337. .15689, 
16459, 16546. .16667, 



19869. .19966, 20105 .. 20398 , 



20487. .20576, 20649. .20711, 21087 .. 21251, 21364.. 21462 
GI Descrip. (AC009177) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 28571 

Gene No. 58999 

Start 10106 

Name OJ000250 65 . 0217 .Cll .o4 . tm 



Seq. ID OJ000250_65. 0217. Cll 
Strand 

End 24082 

Method TBLASTX : Mai ze 



28447 



Start 


15288 








End 


19973 




GI 


none 








Score 


34 




Exons 


T C O O O 

15288 . 




15 312. . 




looly . . 


lobyu, loy44 


. . IbU to. 




15944. 


.16081, 


15948. 


.16082, 


15949. . 


16083, 16158 


. .16208, 




16159. 


.16200, 


16388. 


.16462, 


16391. . 


16459, 16392 


. .16463, 




16522. 


.16641, 


16534. 


.16641, 


16538. . 


16642, 17095 


. .17334, 




17096. 


.17335, 


17406. 


.17558, 


17407. . 


17532, 17660 


. .17698, 




17661. 


.17699, 


19821. 


.19973, 


19865. . 


19966 




Seq. No. 


28571 








Seq. 


ID OJ000250 


_65.0217 


Gene No. 


58999 








Strand 




Start 


10106 








End 


24082 




Name 


OJ000250 65.0217.C11 


.oS.ts 


Method TBLASTX : ; 


Soybean 


Start 


15411 








End 


16644 




GI 


none 








Score 


106 




Exons 


15411. 


.15536, 


15412. 


.15504, 


15475. . 


15645, 15516 


. .15641, 




15627. 


.15692, 


15637. 


.15687, 


15944 . . 


16081, 15945 


. .16082, 




15945. 


.16082, 


15946. 


.16083, 


16158. . 


16202, 16388 


. .16432, 




16421. 


.16459, 


16541. 


.16642, 


16546. . 


16644, 16546 


. .16644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28571 
58999 
10106 

OJ000250_65. 0217. Cll. o6.gp 

15637 

2311999 

15637. .15689, 15947 .. 16081, 



Seq. ID 

Strand 

End 

Method- 
End 
Score 



OJ000250_65.0217.C11 

24082 
AAT/GAP 
16459 
544 



16161. .16199, 16394. 



16459 

3892150/embl CAA86338.il 1.0e-09 (Z46242) similar to WD domain, 
G-beta repeat; cDNA EST yk283e3.3 comes from this gene; cDNA'EST 
yk238e2.3 comes from this gene; cDNA EST yk283e3.5 comes from 
this gene; cDNA EST yk238e2.5 comes from this gene 
[Caenorhabditis 



28571 
58999 
10106 

OJ000250_65. 0217. Cll. o7.gp 
16557 

uC-osflcyp013h04bl 



OJ000250 65.0217.C11 



Seq. ID _ 
Strand 

End 24082 
Method AAT/GAP 
End 17705 
Score 854 

16557. .16641, 17098 .. 17334 , 17409 .. 17529, 17661.. 17705 
, 3892150/emb|CAA86338.1| 7.0e-14 (Z46242) similar to WD domain, 
G-beta repeat; cDNA EST yk283e3.3 comes from this gene; cDNA EST 
yk238e2.3 comes from this gene; cDNA EST yk283e3.5 comes from 
this gene; cDNA EST yk238e2.5 comes from this gene 
[Caenorhabditis 1 



Seq. No. 28571 
Gene No. 58999 
Start 10106 

Name OJ000250_65 . 0217 .Cll .o2.ts 

Start 17180 
GI none 
Exons 17180. 

17416. 

19869. 



17332, 17185. 
17532, 17660. 
19970 



,17340, 
,17698, 



Seq. ID OJ000250_65. 0217. Cll 
Strand 

End 24082 

Method TBLASTX : Soybean 

End 19970 

Score 145 
17406. .17558, 174 15 .. 17525, 
17661. .17699, 19865 .. 19966, 



Seq. No. 



28571 



Seq. ID OJ000250_65. 0217. Cll 



28448 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



58999 Strand 

10106 End 

OJ000250_65 . 02 17 . Cll . o3 . ts Method 

20082 End 

none Score 



24082 

TBLASTX; Soybean 

20410 

125 



20082. .20204, 20095 .. 20199, 20099 .. 20266, 20105 .. 20266, 
20273. .20398, 20274 .. 20402, 20294.. 20410 



28571 
58999 
10106 

OJ000250_65. 0217. Cll. o3.tm 

20134 

none 



Seq. ID OJ000250_65. 0217. Cll 
Strand 

End 24082 

Method TBLASTX : Mai ze 

End 21472 

Score 270 



20134. .20352, 20134 20301 , 20138 .. 20398 , 20139 .. 20399, 

20474. .20581, 20487 .. 20579, 20646 .. 20711, 20647 .. 20712, 

21084. .21248, 21085 .. 2124 6, 21086 .. 21247 , 21364 .. 214 65, 

21374. .21466, 21380.. 21472 



Seq. No. 28571 Seq. ID 

Gene No. 58999 Strand 

Start 10106 End 

Name OJ000250_65 . 0217 . Cll . o4 . ts Method 

Start 20487 End 

GI none Score 
Exons 



OJ000250_65. 0217. Cll 
24082 

TBLASTX: Soybean 

21465 

106 



20487. .20579, 20488 .. 20589, 20628 .. 20699, 20653 .. 20679, 
21084. .21263, 21085 .. 2124 6, 21373 .. 214 65 , 21374. .21463 



Seq. No. 28572 Seq. ID OJ000250 

Gene No. 59000 « Strand + 

Start 1 End 124 

Name OJ000250_60 . 0214 . CI . ol . gp Method AAT/GAP 

Start 1 End 124 

GI 1629_2.R1084 Score 216 
Exons 1..124 

GI Descrip. 1 1245217/gb | U4 9840 | OSU4 9840 1.0e-170 Oryza 

large ribosomal RNA gene, chloroplast gene 
rRNA, partial sequence 1 



60. 0214. CI 



sativa subsp. indica 
encoding chloroplast 



Seq. No. 


28572 






Seq. ID 


OJ000250_60.0214 


.CI 


Gene No. 


59001 






Strand 






Start 


32 






End 


175 




Name 


OJ000250 


60.0214. 


Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


120 




GI 


none 






Score 


114 




Exons 


1..57, 3. 


.59, 3.. 


56, 44. .118, 


58. .120, 


58. .117 




Seq. No. 


28572 






Seq. ID 


OJ000250_60.0214 


.CI 


Gene No. 


59001 






Strand 






Start 


32 






End 


175 




Name 


OJ000250 


60.0214. 


Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


14 






End 


120 




GI 


none 






Score 


183 




Exons 


14. .118, 


14. .118, 


15. .119, 16 


. .120 






Seq. No. 


28572 






Seq. ID 


OJ000250_60.0214 


.CI 


Gene No. 


59001 






Strand 







28449 



Start 


32 




End 


175 


Name 


OJ000250 60.0214 .CI. ol. as 




Method 


GENSCAN 


Start 


32 ~ 




End 


175 


GI 


none 




Score 


. 92 


Exons 


32 . . 175 








Sea. No. 


28573 




Seq. ID 


0 JO 00250 60 . 0214 .C2 


Gene No . 


59002 




Strand 




Start' 


1 




End 


642 


Name 


OJ000250 60.0214 .C2.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


642 


GI 


2498930 




Score 


728 


Exons 


1..406, 574. .642 








GI Descrip. 


DORSAL -VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GAS T RULAT ION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


28574 




Seq. ID 


OJ000250_60.0214 .C3 


Gene No. 


59003 




Strand 


+ 


Start 


1 




End 


266 


Name 


OJ000250 60.0214.C3.ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


266 


GI 


2653 1.R1084 




Score 


508 


Rxon s 

L-J 4i \J X X- w 


1. .266 








GI Descrip. 


, 11998/emb|CAA33959| 5 . Oe- 


■35 


(X15901) 


ORF85 [Oryza sativa] 




>gi_226619_prf 1603356AR 


ORF 


85A [Oryza- sativa] ' 


Sf^rr Mo 


28574 




Seq. ID 


OJ000250 60. 0214. C3 


Gene No. 


59004 




Strand 


+ 


Start 


270 




End 


757 


Name 


OJ000250 60.0214.C3.o2.gp 




Method 


AAT/GAP 


Start 


270 




End 


757 


GI 


7528 2.R1084 




Score 


894 


Exons 


270. .757 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



■ 140291/sp|P12206| YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



28574 / Seq. ID 

59005 ' Strand 
1 End 
OJ000250_60 . 0214 . C3 . ol . np Method 
1 End 
11998 Score 
1. .113 

(X15901) ORF85 [Oryza sativa] 
[Oryza sativa] 

28574 Seq. ID 

59006 Strand 
144 End 
OJ000250_60 . 0214 . C3 . ol . tm Method 
126 End 
none Score 



OJ000250_60.0214.C3 
113 

AAT/NAP 

113 

184 



gi|226619|prf | | 1603356AR ORF 85A 



OJ000250_60.0214.C3 
710 

TBLASTX: Maize 

545 

641 



126. .530, 126. .527, 128. .535, 513. .545 

28574 Seq. ID OJ000250_60 . 0214 . C3 



28450 



Gene No. 


59006 




Strand 


- 


Start 


144 




End 


710 


Name 


OJ000250 60. 0214. C3. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


126 




End 


710 


GI 


none 




Score 


56 


Exons 


126. .203, 144 . .203, 


225. .281, 


230. .292 


, 230. .289, 312. .527, 




315. .527, 358. .561, 


515. . 652, 


549. .710 


, 565. .705 


Seq. No. 


28574 




Seq. ID 


OJ000250_60.0214.C3 


Gene No. 


59006 




Strand 




Start 


144 




End 


710 


Name 


OJ000250 60. 0214. C3. 


ol . tc 


Method 


TBLASTX : Cress 


Start 


143 




End 


704 


GI 


none 




Score 


109 


Exons 


143. .232, 144. .227, 


211. .279, 


213. .701 


, 219. .704 


Seq. No.' 


28574 




.Seq. ID 


OJ000250_60.0214.C3 


Gene No. 


59006 




Strand 




Start 


144 




End 


710 


Name 


OJ000250 60. 0214. C3. 


ol . gs 


Method 


GENSCAN 


Start 


144 




End 


701 


GI 


none 




Score 


.76 


Exons 


144. .484, 569. .610, 


644. .701 






Seq. No. 


28574 




Seq. ID 


OJ000250_60. 0214 .C3 


Gene No. 


59006 




Strand 




Start 


144 




End 


710 


Name 


OJ000250 60. 0214. C3. 


o2 .np 


Method 


AAT/NAP 


Start 


147 




End 


701 


GI 


140291 




Score 


977 


Exons 


147. .701 








GI Descrip. 


HYPOTHETICAL 21.5 KD PROTEIN 


(ORF 185) 


gi |82541|pir | IS05116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical protein 185 - rice chloroplast 

gi 1 11997 |emb|CAA33958 | (X15901) ORF185 [Oryza sativa] 

gi 1226618 Iprf M 1603356AQ ORF 185 [Oryza sativa] 



OJ000250_60.0214.C4 
+ 

-214 

AAT/NAP 

214 

112 



28575 Seq. ID 

59007 Strand 
104 End 
OJ000250_60 . 0214 .C4 . ol . np Method 
104 End 
6723799 Score 
104. .214 

(AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 
gi| 6723824 | emb | CAB67235.il (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 

28575 Seq. ID OJ000250_60 . 0214 . C4 

59008 Strand 

1 End 248 

OJ000250_60 . 0214 . C4 . ol . gp Method AAT/GAP 
1 End 248 

183_5.R1084 , Score 4 53 

1..248 

'133999/sp|P05424 |RR7_0RYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 



28451 




S7 [Oryza sativa] >gi_12065_emb__CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



Seq. No. 


28575 . 


Seq. ID 


OJ000250_60.0214.C4 


Gene No. 


59009 


Strand 




Start 


442 


End 


727 


Name 


OJ000250 60.0214.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


246 


GI 


. none 


Score 


212 


Exons 


1..129, 1..129, 2. .130, 3. .206, 118. .246, 130. .246 


Seq. No. 


28575 


Seq. ID 


OJ000250_60.0214.C4 


Gene No. 


59009 


Strand 




Start 


442 


End 


727 


Name 


OJ000250 60.0214.C4.o2.np 


Method 


AAT/NAP 


Start 


442 


End 


727 


GI 


225268 


Score 


402 


Exons 


442. .727 






GI Descrip. 


NADH dehydrogenase 2-like ORF 


1 180 [Nicotiana tabacum] 


Seq. No. 


28576 


Seq. ID 


OJ000250_60.0214 .C6 


Gene No. 


59010 


Strand 


+ 


Start . 


562 


End 


685 


Name 


OJ000250 60.0214.C6.o2.gp 


Method 


AAT/GAP 


Start 


562 


End 


685 


GI 


57581 1.R1084 


Score 


216 


Exons 


562. .685 






GI Descrip. 


'1785675/emb|CAA69780| 1.0e-23 (Y08501) 


orf 107a [Arabidopsis 




thaliana] ' 






Seq. No. 


28576 


Seq. ID 


OJ000250_60.0214 .C6 


Gene No. 


59011 


Strand 


+ 


Start 


741 


End 


926 


Name 


OJ000250 60.0214.C6.o3.gp 


Method 


AAT/GAP 


Start 


741 


End 


926 


GI 


57581 2.R1084 


Score 


328 


Exons 


741. .926 






GI Descrip. 


' 1 343690/gb | M37274 | WHTMT26SRR 


0.0e+00 Wheat mitochondrial 2'6S 




rRNA gene,, complete cds' 






Seq. No. 


28576 


Seq. ID 


OJ000250_60.0214.C6 


Gene No. 


59012 


Strand 




Start 


1 


End 


902 


Name 


OJ000250 60.0214.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


273 


GI 


1785675 


Score 


283 


Exons 


1. . 273 






GI Descrip. 


(Y08501) orfl07a [Arabidopsis 


thaliana] 




Seq. No. 


28576 


Seq. ID 


OJ000250_60.0214.C6 


Gene No. 


59012 


Strand 




Start 


1 


End 


902 


Name 


OJ000250 60.0214.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


94 


End 


384 


GI 


none 


Score 


115 


Exons 


94. .168, 110. .169, 110. .169, 


166. .249, 


167. .229, 180. .269, 



28452 




231. .290, 231. .290, 232. .294, 233. .313, 281. .352, 285. .353, 
290. .355, 291. .353, 294. .383, 352.-384, 352. .384 





Seq. No. 


28576 






Seq. ID 


OJ000250_60.0214 


.C6 




Gene No. 


59012 






Strand 








Start 


1 






End 


902 






Name 


OJ000250 60. 0214. C6 


.ol.gp 




Method 


AAT/GAP 






Start 


99 






End . 


524 






GI 


57581 1.R1084 






Score 


782 






Exons 


99. .524 














GI Descrip. 


•1785675/emb|CAA69'780| 1. 


Oe-23 (Y08501) 


orfl07a [Arabidopsi 






thaliana] 1 














Seq. No. 


28576 






Seq. ID 


OJ000250_60.0214 


.C6 




Gene No. 


59012 






Strand 








Start 


1 






End 


902 






Name 


OJ000250 60. 0214. C6 


.ol.tc 




Method 


TBLASTX: Cress 






Start 


114 






End 


902 






GI 


none 






Score 


104 






Exons 


114. .170, 115. .171, 


116. . 


172, 


116. .172, 


167. .367, 170.. 


364, 






171. .365, 366. .413, 


366. . 


413, 


367. .414, 


367. .414, 368.. 


415, 






523. .684, 524. .682, 


746. . 


796, 


747. .800, 


748.-795, 782.. 


889, 






792. .902, 807. .884, 


808 . . 


888 








"3 
~? 


Seq. No. 


28576 






Seq. ID 


OJ000250_60.0214 


.C6 




Gene No. 


59012 






Strand 


_ 




Ti 


^ Start 


1 






End 


902 




! i 


Name 


OJ000250 60. 0214. C6 


.ol . ts 




Method 


TBLASTX : Soybean 






Start 


133 






End 


261 






GI 


none 






Score 


63 




(J 


Exons 


133. .171, 134. .172, 


134. . 


172, 


166. .261, 


167. .259, 172.. 


261 


ri 


Seq. No. 


28576 






Seq. ID 


OJ000250_60 .0214 


. C6 




Gene No. 


59012 






Strand 








Start 


1 






End 


902 






Name 


OJ000250 60. 0214. C6 


.ol.gs 




Method 


GENSCAN 




J 


Start 


312 






End 


838 




sis 


GI 


none 






Score 


.49 






• ■ Exons 


312. .446, 830. .838 














Seq. No. 


28576 






Seq. ID 


OJ000250_60.0214 


.C6 


31? 


Gene No. 


59012 






Strand 








Start 


1 






End 


902 






Name 


OJ000250 60. 0214. C6 


. ol . tw 




Method 


TBLASTX: Wheat 






Start 


385 






End 


875 






GI 


none 






Score 


70 






Exons 


385.-423, 386. .424, 


386. . 


424, 


394. .684, 


404. .682, 741.. 


785, 






741. .785, 742. .786, 


742. . 


786, 


743. .784, 


790. .873, 791.. 


871, 






792. .875 














Seq. No. 


28577 






Seq. ID 


OJ000250_60.0214 


.C7 




Gene No. 


59013 






Strand 


+ 






Start 


2017 






End 


2114 






Name 


OJ000250 60. 0214. C7 


. o2 . gp 




Method 


AAT/GAP 






Start 


2017 






End 


2114 






GI 


57581 1.R1084 






Score 


172 






Exons 


2017. .2114 













28453 



GI Descrip. 1 1785675/emb | CAA69780 | 1.0e-23 (Y08501) orfl07a [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28577 
59014 
2196 

OJ000250_60.0214.C7.o3.gp 
2196 

57581_2.R1084 
2196. .2381 

' 343690/gb | M37274 | WHTMT26SRR 
rRNA gene, complete cds 1 



Seq. ID OJ000250_60.0214.C7 

Strand + 

End 2381 

Method AAT/GAP 

End 2381 

Score 308 

0.0e+00 Wheat mitochondrial 26S 



OJ000250_60.0214.C7 
+ 

7263 
AAT/NAP 
7263 
1747 



28577 Seq. ID 

59015 Strand 
6283 End 
OJ000250_60.0214 .C7.o3.np Method 
6253 End 
486791 Score 
6253. .7263 

H+-transporting ATP synthase (EC 3.6.1.34) protein 6 - rice 
mitochondrion gi | 629789 | pir | | S42860 ATPase chain 6 - rice 
gi I 299525 |bbs 1 129615 (S59890) N-atp6 [Oryza sativa subsp. 
japonica]. gi | 299527 |bbs 1 129618 (S59393) B-atp6 [Oryza sativa 
subsp. japonica] gi | 440859 | dbj | BAA03271 | (D14339) ATPase subunit 
6 [Oryza sativa] 



Seq. No. 28577 Seq. ID 

Gene No. 59015 Strand 

Start 6283 End 

Name OJ000250_60 . 0214 .C7 .o2 .gs Method 

Start 6283 End 

GI none Score 

Exons 6283.. 6720, 6887.. 6967 



OJ000250_60.0214^.C7 
+ 

7263 
GENSCAN 
6967 
.61 



Seq. No. 
Gene No. 
Start 
Name' ■ ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28577 Seq. ID OJ000250_60 . 0214 . C7 

59016 Strand 

1 , • End 2357 • . . \ . 

-OJ00025'0_60:0214.G7;ol.np : ^ Method' AAT/NAP 
1 ' ' J End 2298 

128732 Score 290 

1..81, 402.. 623, 2272.. 2298 

NADH - PLAS TOQU I NONE OXIDOREDUCTASE CHAIN 4, CHLOROPLAST 
gi I 66181 Ipir I I DER2N4 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - rice chloroplast gi | 12050 | emb | CAA33953 | 
(X15901) NADH dehydrogenase ND4 [Oryza sativa] 

gi | 226670 | prf || 1603356CX NADH dehydrogenase ND4 [Oryza sativa] 



28577 
59016 
1 

OJ000250_60.0214.C7.o2.ts 

432 

none 

432. .617, 432. .632, 439. .624 



Seq. ID OJ000250_60.0214.C7 
Strand 

End 2357 

Method T BLAST X : Soybean 

End 632 

Score 148 



Seq. No. 



28577 



Seq. ID OJ000250_60.0214.C7 



28454 




Gene No. 


59016 








Strand 






Start 


1 








End 


2357 




Name 


OJ000250 60 


.0214 


.C7.o3. 


tc 


Method 


TBLASTX : 


Cress 


Start 


432 








End 


640 




GI 


none 








Score 


133 




Exons 


432.. 620, 432.. 632, 433 


. .624, 


458. .640 






Seq. No. 


28577 








Seq. ID 


OJ000250 


_60.0214.C7 


Gene No. 


59016 








Strand 






Start 


1 








End 


O O C "7 

2357 




Name 


OJ000250 60 


.0214 


.C7.o2. 


np 


Method 


AAT/NAP 




Start 


539 








End 


1728 




GI 


1785675 








Score 


256 




Exons 


539. .641, 1504.. 


1728 










GI Descrip. 


(Y'08501) orfl07a 


[Arabidopsis 


thaliana] 






Seq. No. 


28577 








Seq. ID 


OJ000250 


_60.0214.C7 


Gene No. 


59016 








Strand 






Start 


1 








End 


2357 




Name 


OJ000250 60 


. 0214 


.C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1553 








End 


1839 




GI 


none 








Score 


133 




Exons 


1553. .1624, 


1556 


. . 1624, 


1557. 


.1625, 1558.. 1626, 


1621. .1704, 




1622. .1687, 


1625 


. .1705, 


1635. 


.1709, 1689. .1715, 


1690. .1716, 




1785. .1838, 


1785 


. .1838, 


1786. 


.1839 






Seq. No. 


28577 








Seq. ID 


OJ000250 


_60.0214.C7 


Gene No. 


59016 








Strand 






Start 


1 








End 


2357 




Name 


OJ000250 60 


.0214 


.C7 .ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1569 








End 


2357 




GI 


none 








Score 


104 




Exons 


1569. .1625, 


1570 


. .1626, 


1571. 


.1627, 1571.. 1627, 


1621. .1716, 




1622. .1717, 


1821 


. .1868, 


1821. 


.1868, 1822.. 1869, 


1822. .1869, 




1823. .1870, 


1978 


. .2112, 


1979. 


.2113, 2200. .2250, 


2201. .2251, 










o o "3 ^ 


.2344, 2247.. 2357, 


2263. .2343 


Seq. No. 


28577 . ■ . . 








Seq. ID 


OJ000250 


_60.0214.C7- 


Gene No. 


59016 - ■ - ' 








■Strand 






Start 


1 








End 


2357 




Name 


OJ000250 60 


.0214 


.C7.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1588 








End 


1716 




GI 


none 








Score 


63 




Exons 


1588. .1626, 


1589 


. .1627, 


1589. 


.1627, 1621.. 1716, 


1622. .1714, 




1627. .1716 














Seq. No. 


28577 








Seq. ID 


OJ000250 


_60.0214.C7 


Gene No. 


59016 








Strand 






Start 


1 








End 


2357 




Name 


OJ000250 60 


.0214 


.C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1840 








End 


2330 




GI 


none 








Score 


70 




Exons 


1840. .1*878, 


1841 


. .1879, 


1841. 


.1879, ,1849. .2112, 


1849. .2112, 




1859. .2113, 


2196 


. .2240, 


2196. 


.2240, 2197. .2241, 


2198. .2239, 




2245. .2328, 


2246 


. .2326, 


2247. 


.2330 






Seq. No. 


28577 








Seq. ID 


OJ000250 


_60.0214.C7 



28455 



Gene No. 


59017 


Strand 






Start 


5167 


End 


5416 




Name 


OJ000250 60.0214.C7.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


5167 


End 


5416 




GI 


none 


Score 


54 




Exons 


5167. .5202, 5171. .5212, 5217. 


.5276, 5254.. 5385, 


5259. .5387, 




5264.. 5383, 5285. .5416, 5293. 


.5388 






Seq. No. 


28577 


Seq. ID 


OJ000250 


_60.0214.C7 


Gene No. 


59018 


Strand 






Start 


5460 


End 


5724 




Name 


OJ000250 60.0214.C7.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


5460 


End 


5721 




GI 


none 


Score 


65 




Exons 


5460. .5510, 5461. .5514, 5462. 


.5512, 5513. .5716, 


5515. .5721 


Seq. No. 


28577 


Seq. ID 


OJ000250 


_60.0214.C7 


Gene No. 


59018 


Strand 






Start 


5460 


End 


5724 




Name 


OJ000250 60.0214.C7.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5471 


End 


5724 






none 


Score 


321 




Exons 


5471. .5716, 5473. .5724, 5473. 


.5721 ' 






Seq. No. 


28578 


Seq. ID 


OJ000250 


_60.0214.C8 


Gene No. 


59019 


Strand 


+ 




Start 


2650 


End 


3291 




Name 


OJ000250 60.0214.C8.o2.gp 


Method 


AAT/GAP 




Start 


2650 


End 


3291 




GI 


24824 1.R1084 


Score 


1196 




Exons 


2650. .3291 








GI Descrip. 


'476752 5.0e-87 (L24073) rubisco large 


subunit 


[Oryza sativa] 




>gi 1583954 prf 2121489A 










RuBisCO : SUBUNIT=large : ISOTYPE 


=truncated [Oryza 


sativa] ■ 


Seq. No. 


28578 


Seq. ID 


OJ000250 


_60.0214.C8 


Gene No. 


59019 


Strand 


+ 




Start 


2650 


End 


3291 . 




Name 


OJ000250- .60 . 0214 . C8 . 62 . rip 


Method- 


'AAT/NAP ' 


• 


btart 


2701 


End 


3276 




GI 


476752 


Score 


983 




Exons 


2701. .3276 








GI Descrip. 


(L24073) rubisco large subunit [Oryza 


sativa] 






gi| 1583954 I prf I I2121489A RuBisCO : SUBUNIT=large : 


ISOTYPE=truncated 




[Oryza sativa] 








Seq. No. 


28578 


Seq. ID 


OJ000250 


_60.0214.C8 


Gene No. 


59020 


Strand 






Start 


1 


End 


2186 




Name 


OJ000250 60.0214.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1903 




GI 


6815115 


Score 


305 




Exons 


1..94, 1708. .1903 








GI Descrip. 


(AB037543) ATP synthase beta 


subunit [Oryza sativa] 


Seq. No. 


28578 


Seq. ID 


OJ000250 


_60.0214.C8 


Gene No. 


59020 


Strand 







28456 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_60 . 0214 . C8 . ol . gp 
1670 

uC-osflM202083hl2bl 
1670. .2186 

! 552857 3.0e-25 (M31464) atpB gene product [Oryza sativa]' 



End 

Method 
End 
Score 



2186 
AAT/GAP 
2186 
912 



28578 
59021 
3322 

OJ000250_60.0214 .C8.o3.np 



Seq. ID OJ000250_60.0214.C8 
Strand 

End 4 029 

Method AAT/NAP 

End 4029 

Score 1222 



3322 
133912 
3322. .4029 

CHLOROPLAST' 30S RIBOSOMAL PROTEIN S2 gi | 70859 | pir | | R3RZ2 
ribosomal protein S2 - rice chloroplast gi | 11974 | emb I CAA3398 9 | 





(X15901) ribosomal protein S2 


[Oryza sativa] 




gi|226692|prf | I1603356T ribosomal protein S2 [Oryza sativa] 


Seq. No. 


28578 


Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 


Strand 




Start 


4362 


End 


5265 


Name 


OJ000250 60.0214 .C8.o7 .tm 


Method 


TBLASTX: Maize 


Start 


192 


End' 


414 


GI 


none 


Score 


346 


Exons 


192. .410, 192. .410, 193. .411, 


■193. .414 




Seq. No. 


28578 


Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 


Strand 




Start 


4362 


End 


5265 


Name 


OJ000250_60 .0214 .C8 .o4 . ts 


Method 


TBLASTX : Soybean 


Start 


1679 


End 


2394 


GI 


none 


Score 


176 


Exons 


1679.. 1903, 1703.. 1903, 1710. 


.1904, 2338.-2394 


Seq. No. 


28578 


Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 


Strand 




Start 


4362 , . 


End 


5265 


Name 


** OJ000250 60.0214.C8.o4.tc 


Method 


TBLASTX: Cress 


Start 


1691 


End 


1907 


GI 


none 


Score 


199 


Exons 


1691. .1906, 1710.. 1907 






Seq. No. 


28578 


Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 


Strand 




Start 


4362 


End 


5265 


Name 


OJ000250 60.0214.C8.o5.tm 


Method 


TBLASTX: Maize 


Start 


1691 


End 


2001 


GI 


none 


Score 


307 


Exons 


1691. .1927, 1703.. 1912, 1708. 


.1959, 1710.. 1955, 1950.. 1979, 




1950. .1979, 1984. .2001 






Seq. No. 


28578 


Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 


Strand 




Start 


4362 


End 


5265 


Name 


OJ000250 60.0214.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1777 


End 


2209 



28457 




GI 


none 








Score 


215 


Exons 


1777. .1926, 


1777. 


.1872, 


1779. 


.1916, 1878. .1988, 1923. .2009 




1924. .1998, 


1987. 


.2208, 


1996. 


.2175, 2000.. 2209 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214. 


C8 .08 . 


tin 


Method 


TBLASTX: Maize 


Start 


2002 








End 


2192 


GI 


none 








Score 


204 


Exons 


2002. .2139, 


2002. 


.2139, 


2003. 


.2164, 2004.. 2141, 2132.. 2188 




2136. .2192, 


2137. 


.2175, 


2138. 


.2191 




Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214. 


C8.06. 


tm 


Method 


TBLASTX: Maize 


Start 


2334 








End 


2643 


GI 


none 








Score 


186 


Exons 


2334. .2456, 


2338. 


.2457, 


2433. 


.2543, 2442..2498, 2444. .2521 




2446. .2541, 


2447. 


.2551, 


2516. 


.2641, 2518. .2643, 2560. .2643 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214 .C8 


Gene No. 


59022 








Strand 




Start 


4362 








End ' 


5265 


Name 


OJ000250 60 


.0214. 


C8.0I. 


tw 


Method 


TBLASTX: Wheat 


Start 


2377 








End 


3062 


GI 


none 








Score 


203 


Exons 


2377. .2538, 


2379. 


.2522, 


2496. 


.2594, 2525. .2587, 2550. .2624 




2588. .3016, 


2608. 


.3060, 


2608. 


.3060, 2637. .3062, 2879. .3061 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. * 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214. 


C8.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2617 








End 


3279 


GI 


none 








Score 


959 


Exons 


2617.. 3279, 


2617. 


.3270, 


2805. 


.3272 




Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2626 








End 


3102 


GI 


none 








Score 


41 


Exons 


2626. .2658, 


2660. 


.3010, 


2661. 


.3083, 2662.. 3102, 2665.. 3102 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214. 


C8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


2644 








End 


3279 


GI 


none 








Score 


854 


Exons 


2644. .3273, 


2655. 


.3272, 


2656. 


.3279 




Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 





28458 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3063 








End 


3245 


GI 


none 








Score 


319 


Exons 


3063. .3245, 


3064 


. .3243 








Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start' 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


,C8.o2. 


ts 


Method . 


TBLASTX : Soybean 


Start 


3306 








End 


4031 


GI 


none 








Score 


307 


Exons 


3306. .3758, 


3311 


. .4027, 


3316. 


.4026, 3333.. 4031, 3340.. 4029 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


- OJ000250 60 


.0214 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3538 








End 


3822 


GI 


none 








Score 


452 


Exons 


3538. .3822, 


3538 


. .3822 








Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


,C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3542 








End 


4164 


GI 


none 








Score 


118 


Exons 


3542. .3655, 


3544 


. .3657, 


3652. 


.4026, 3653.. 4027, 3655.. 4029, 




4144. .4164, 


4146 


. .4163 








Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start ' 


3823 








End 


4484 


GI 


none 








Score 


47 


Exons 


3823. .3849, 


3823 


. .3849, 


3843. 


.3971, 3844. .4029, 3844. .4026, 




3863. .4039,' 


4078 


. .4161, 


4079. 


.4171, 4101. .4163, 4133. .4177, 




4163. .4228, 


4163 


. .4228, 


4236. 


.4277, 4236. .4271, 4275. .4313, 




4282. .4314, 


4283 


. .4315, 


4310. 


.4438, 4311. .4430, 4312. .4431, 




4420. .4482, 


4423 


. .4482, 


4425. 


.4484 




Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8.o4. 


np 


Method 


AAT/NAP 


Start 


4304 








End 


5265 


GI 


133446 








Score 


1584 


Exons 


4304. .5265 













GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA" CHAIN qi | 66986 | pir || RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta' -2 chain - rice 
chloroplast gi 1 11973 | emb | CAA339.88 | (X15901) RNA polymerase beta 1 
subunit-2 [Oryza sativa] 

Seq. No. 28578 Seq. ID OJ000250_60 . 0214 . C8 

Gene No. 59022 Strand 



28459 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4319 








End 


4728 


GI 


none 








Score 


123 


Exons 


4319. .4405, 


4319 


. .4438, 


4320. 


.4430, 4324. .4431, 4324. .4467, 




4326. .4481, 


4420 


. . 4719, 


4423. 


.4728, 4424. .4720, 4425. .4724 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


526.5 


Name 


OJ000250 60 


.0214 


.C8 .ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


4359 








End 


5264 


GI 


none 








Score 


84 


Exons 


4359. .4460, 


4363 


. .4461, 


4363. 


.4437, 4422. .4550, 4456. .4788, 




4458. .5210, 


4486 


. .5211, 


4834. 


.5211, 5220. .5261, 5220. .5264 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8 .o2 . 


as 


Method 


GENSCAN 


Start 


4362 








End 


5179 


GI 


none 








Score 


.49 


Exons 


4362. .5179 












Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


* 59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


,C8 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


4364 ~~ 








End 


5264 


GI 


none 








Score 


69 


Exons 


4364 . . 4474, 


4365 


. .4460, 


4460. 


.4558, 4' 


179. .4682, 4479. .5210, 




4486. .5211, 


4510 


. .5211, 


5219. 


.5260, 5223.. 5264, 5233.. 5259 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8 .o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4485 








End 


4779 


GI 


none 




. ■ - 




Score 


256 


Exons 


4485. .4685, 


4485 


. .4742, 


4486. 


.4743, 4690. .4779, 4724. .4771 


Seq. No. 


28578 








Seq. ID 


OJ000250_60.0214.C8 


Gene No. 


59022 








Strand 




Start 


4362 








End 


5265 


Name 


OJ000250 60 


.0214 


.C8 .o9. 


tm 


Method 


TBLASTX: Maize 


Start 


4968 








End 


5105 


GI 


none 








Score 


212 


Exons 


4968. .5105, 


4968 


. . 5105 








Seq. No. 


28579 








Seq. ID 


OJ000250_60.0214.C9 


Gene No. 


59023 








Strand 


+ 


Start 


756 








End 


1292 


Name 


OJ000250 60 


.0214 


.C9.o2. 


np 


Method 


AAT/NAP 


Start 


756 








End 


1289 


GI 


552858 








Score 


825 


Exons 


756. .1289 












GI Descrip. 


(M15955) cytochrome f [Oryza 


sativa] gi | 225534 |prf 1 1 1305268A 



28460 



cytochrome f [Oryza sativa] 

Seq. No. 28579 Seq. ID 

Gene No. 59023 Strand 

Start 756 End 

Name OJ000250_60 . 0214 . C9 . ol . gs Method 

Start 850 End 

GI none Score 

Exons 850.. 1292 



OJ000250_60.0214 ..C9 
+ 

1292 
GEN SCAN 
1292 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. . 
Start 
-Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28579' Seq. ID OJ000250_60 . 0214 .C9 

59024 Strand + 

2649 End 3114 

OJ000250_60.0214.C9.o6.np Method AAT/NAP 

2649 End 3114 

128690 Score 200 

2649. .2723, 2975. .3114 

NADH- PLASTOQUINONE OXIDOREDUCTASE CHAIN 3, CHLOROPLAST 

gi I 66161 1 pir | | DERZN3 NADH dehydrogenase (ubiquinone) (EC 

1.6.5.3) chain 3 - rice chloroplast gi 1 11989 | emb I CAA34001 1 

(X15901) ndhC; NADH dehydrogenase ND3 [Oryza sativa] 

gi I 226610 Iprf | 1 1603356AG NADH dehydrogenase ND3 [Oryza sativa] 



OJ000250_60.0214.C9 
+ 

3114 
AAT/GAP 
3114 
251 



28579 " Seq. ID 

59024 Strand 
2649 End 
OJ000250_60 . 0214 . C9 . ol . gp Method 
2979 End 
2409JL.R1084 Score 
2979. .3114 

, 128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH- PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 

28579 Seq. ID OJ000250_60 . 0214 . C9 

59025 Strand - 

1 End 3114 

OJ000250_60 . 0214 . C9 . ol . np Method AAT/NAP 

1 End 3114 

133446 Score 1212 

1..762, 3048. .3114 

DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta 1 -2 chain - rice 
chloroplast gi | 11973 | emb | CAA33988 | (X15901) RNA polymerase beta' 
subunit-2 [Oryza sativa] 



28579 
59025 
1 

OJ000250_60.0214 .C9.o2.tc 
68 

none 



Seq. ID OJ000250_60.0214.C9 



Strand 
End 

Method 

End 

Score 



3114 

TBLASTX: Cress 

753 

49 



68. .160, 112. .168, 238. .573, 239. .382, 247. .384, 442. .573, 
470. .574, 540. .749, 568. .750, 587. .751, 589. .753 



28461 



Seq. No. 28579 

Gene No. 59025 

Start 1 

Name OJ000250_60 . 0214 . C9 . o2 . tw 

Start 402 

GI none 

Exons 402. .749, 403. .747, 436. .759 



Seq. ID OJ000250_60.0214.C9 
Strand 

End 3114 

Method TBLASTX : Wheat 

End 759 

Score 4 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28579 
59025 
1 

OJ000250_60 . 0214 . C9 . o2 . tm 

475 

none 

475. .744, 476. .745, 477. .743 

28579 
59025 
1 

OJ000250_60.0214 .C9.o3.tc 

757 

none 

757. .858, 777. .887, 783. .905, 
1215. .1271, 1215. .1271, 1216. 

28579 
59025 
1 

OJ000250_60.0214 .C9.ol.ts 

783 

none 

783. .887, 784. .858, 786. .905, 

28579 
59025 
1 

OJ000250_60 . 0214 . C9 . o4 . tw 

856 

none 

856. .972, 858. .971 



Seq. ID OJ000250_60.0214.C9 
Strand 

End 3114 

Method TBLASTX: Maize 

End 745 

Score 376 



Seq. ID OJ000250_60.0214 .C9 
Strand 

End 3114 

Method TBLASTX : Cress 

End 1273 

Score 113 

831. .1118, 856. .1092, 977. .1096, 
.1272, 1223. .1273 

Seq. ID OJ000250_60.0214.C9 
Strand 

End 3114 

Method TBLASTX : Soybean 

End 1313 

Score 107 

795. .1304, 831. .1313, 857. .1312 

Seq. ID OJ000250_60.0214.C9 
Strand 

End 3114 

Method TBLASTX : Wheat 

End 972 

Score 205 



Seq. No. 28579 

Gene No. 59025 

Start 1 

Name OJ000250_60 . 0214 . C9 . o3 . tw 

Start 1091 

GI none 

Exons 1091.. 1354, 1098.. 1418, 1098. 



Seq. ID OJ000250_60.0214.C9 
Strand 

End 3114 

Method TBLASTX : Wheat 

End 1418 

Score 377 
.1418 



Seq. .No. 28579 

Gene No. 59025 

Start 1 

Name OJ000250_60 . 0214*. C9 . o4 . tc ' 

Start 2242 

GI none 

Exons 2242.-2487, 2245.. 2487, 2526. 



Seq. ID OJ000250_60.0214.C9 
Strand 

End 3114 

Method TBLASTX : Cress 

End 257 9 

Score 273 
.2579, 2527. .2577 



28462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_60.0214.C9 
Strand 
End 

Method 
End 
Score 

2296. .2511, 2296. .2550, 2511. .2579, 2512. .2577, 2513. .2578 



28579 
59025 
1 

OJ000250_60.0214.C9.ol.tm 

2296 

none 



3114 

TBLASTX: Maize 

2579 

364 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 60. 0214. C9 



3114 
AAT/NAP 
2420 
204 



28579 
59025 
1 

OJ000250_60.0214.C9.o3.np 
2301 
131350 
2301. .2420 

PHOTOSYSTEM II REACTION CENTER J PROTEIN gi | 72721 | pir | | F2RZ J 
photosystem. II protein psbJ - rice chloroplast 
gi|12001|emb|CAA33962| (X15901) ORF40; pot. PSII component 
[Oryza sativa] gi | 226622 | prf | 1 1603356AV photosystem II component 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28579 
59025 
1 

OJ000250 

2531 

none 



60.0214.C9.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2531.. 2938, 2531.. 2974, 2533.. 2973 



OJ000250_60.0214.C9 
3114 

TBLASTX: Wheat - 

2974 

649 



OJ000250 60. 0214. C9 



28579 Seq. ID 

59025 Strand 
1 End 3114 

OJ000250_60.0214.C9.o4.np Method AAT/NAP 
2550 End 2663 

131368 . Score 198 

2550. .2663 

PHOTOSYSTEM II REACTION CENTER L PROTEIN (PSII 5 KD PROTEIN) 
gi I 72696 | pir | | F2RZL photosystem II protein psbL - rice 
chloroplast gi | 72697 | pir | | F2WTL photosystem II protein psbL - 
wheat chloroplast gi | 82.447 Ipir | | S04064 photosystem II protein 
psbL - barley chloroplast gi | 82559 | pir | | S03193 photosystem II 
protein psbL - rye chloroplast gi | 483158 | pir | | C48310 photosystem 
I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28579 
59025 
1 

OJ000250_60.0214.C9.ol.tc 
2618 



none 

2618. 

2678. 



Seq. ID OJ000250_60.0214.C9 
Strand 

3114 

TBLASTX: Cress 
2974 
74 



End 

_ Method 

End 
Score 

2671, 2619. .2675, 2619. .2675, 2620. .2676, 2677. .2805, 
2806, 2678. .2806, 2679. .2807, 2811 .. 2972, 2812 .. 2973, 



2813. .2974 



Seq. No. 
Gene No. 



28579 
59025 



Seq. ID 
Strand 



OJ000250 60. 0214. C9 



28463 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000250_60.0214.C9.o2.qs 

2686 

none 

2686.-2847, 2953. .3023 



End 

Method 

End 

Score 



28579 Seq. ID 

59025 Strand 

1" * End 
OJ000250_60 . 02 14 . C9 . o5 . np Method 
2689 End 
224159 Score 
2689. .3070 

cytochrome b559 [Spinacia ^oleracea] 

28579 Seq. ID 

59025 Strand 
1 End 
OJ000250_60 . 0214 . C9 . o2 . ts Method 
2978 End 
none Score 
2978. .3112, 2979. .3113, 2980. .3114, 3016. .3114 



3114 
GENSCAN 
3023 
.58 



OJ000250 60. 0214. C9 



3114 
AAT/NAP 
3070 
400 



OJ000250_60.0214 .C9 
3114 

TBLASTX: Soybean 
3114 
198 



28579 Seq. ID 

59025 Strand 

1 End 

OJ000250_60 . 0214 . C9 . o3 . tm Method 

2978 End 

none Score 

2978. .3112, 2979. .3113, 3016. .3114 

28579 Seq. ID 

59025 Strand 

1 End 

OJ000250_60 . 0214 . C9 . o5 . tc Method 

2978 End 

none Score 

2978. .3112, 2979. .3113, 2980. .3114, 3016. .3114 



OJ000250_6.0.0214.C9 
3114 

TBLASTX: Maize 
3114 
219 



OJ000250_60.0214.C9 
3114 

TBLASTX: Cress 
3114 
203 



Seq. ID OJ000250_60. 0214. C10 

Strand + ' - 

End 196 

Method AAT/NAP 

End 196 

Score 314 



28580 
59026 
1 

OJ000250_60. 0214. C10. ol.np 
1 

131323 
1. .196 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi | 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi | 11988 | emb | CAA34000 | (X15901) 
psbG; PSII G protein [Oryza sativa] gi | 226609 | prf | | 1603356AF 
photosystem II G protein [Oryza sativa] 



28580 
59027 
297 

OJ000250_60. 0214. C10. ol.tm 
2 

none 



Seq. ID OJ000250_60. 0214 .C10 

Strand + 

End 996 

Method TBLASTX : Maize 

End 996 

Score 39 ' 



28464 



Exons 2. .40, 3. . 35, ' 6. . 197, 13. .228, 23. .232, 25. .189, 26. .196, 

201. .239, 219. .878, 237. .872, 875.-943, 876. .947, 904. .933, 
936.. 995, 945.. 995, 946.. 996, 946.. 996 



Seq. No. 


28580 


Seq. ID 


OJ000250_60.0214 


.C10 


Gene No. 


59027 


Strand 


+ 




Start 


297 


End 


996 




Name 


OJ000250 60.0214.C10.o2.tc 


Method . 


TBLASTX: Cress 




Start* 


36 


End 


2QD . 




GI 


none 


Score 


14 9 




Exons 


36. .197, 36. .200, 38. .199 








Seq. No. 


28580 


Seq. ID 


OJ000250_60.0214 


.C10 


Gene No. 


59027 


Strand 


+ 




Start 


297 


End 


996 




Name 


OJ000250 60.0214.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


287 


End 


737 




GI 


none 


Score 


r o o 
DO 9 




Exons 


287.. 661, 303.. 737, 303. .737 








Seq. No. 


28580 


Seq. ID 


OJ000250_60.0214 


.C10 


Gene No. 


59027 


Strand 


+ 




Start 


297 


End 


996 




Name 


OJ000250 60.0214. C10. ol.gs 


Method 


GEN SCAN 




Start 


297 


End 


776 




GI 


none 


Score 


.4 




Exons 


297. .776 








Seq. No. 


28580 


Seq. ID 


OJ000250_60.0214 


.C10 


Gene No. 


59027 


Strand 


+ 




Start 


297 


End 


996 




Name 


OJ000250 60.0214.C10.o2.np 


Method 


AAT/NAP 




Start 


297 


End 


773 




GI 


128857 


Score 


876 




Exons 


297. .773 








GI Descrip. 


NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORF 159) 





gi| 82539|pir I | S05106 hypothetical protein 159 - rice chloroplast 
gi 111987 |emb|CAA33999| (X15901) ORF159 [Oryza sativa] 
gi I 226608 | prf | 1 1603356AE ORF 159 [Oryza" sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28580 
59027 
297 

OJ000250 

312 

none 



Seq. ID OJ000250_60. 0214. C10 



60.0214;C10.ol.tc 



Strand 
End 

Method 

End 

Score 



+ 

996 

TBLASTX: Cress 

789 

703 



312. .788, 314. .658, 321. .788, 322. .789, 577. .789 



28581 
59028 
748 

OJ000250_60.0214.Cll.o2.tc 

525 

none 

525. .620, 534. .620, 539. .628, 
862. .984, 866. .991, 867. .989 



Seq. ID OJ000250_60.0214.C11 

Strand + 

End 1661 

Method TBLASTX : Cress 

End 991 

Score 82 

541. .660, 544. .621, 778. .849, 



28465 



OJ000250_60.0214.C11 
+ 

1661 
AAT/GAP 
1661 
1293 



Seq. No. 28581 Seq. ID 

Gene No. 59028 Strand 

Start . 748 End 

Name OJ000250_60 . 0214 .Cll.o2.gp Method 

Start 748 End 

GI 183_1.R10.84 Score 

Exons 748.. 772, 993.. 1661 

GI Descrip. » 131251/sp I P12094 | PSBAJDRYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406_prf 15 1 



Seq. No. 


28581 


Seq. ID 


OJ000250_60.0214.C11 


Gene No. 


59028 


Strand 


+ 


Start 


748 


End 


1661 


Name 


OJ000250 60.0214.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


749 


End 


990 


GI 


none 


Score 


116 


Exons 


749.-874, 750. .860, 769. .900, 


860. .988, 


876. .989, 886. .990 


Seq. No. 


28581 


Seq. ID 


OJ000250_60.0214.C11 


Gene No. 


59028 * 


Strand 


+ 


Start 


748 


End 


1661 


Name 


OJ000250 60.0214.Cll.ol.gp 


Method 


AAT/GAP 


Start 


871 


End 


986 


GI 


LIB3431-013-P1-K1-B3 


Score 


181 


Exons 


871. .986 






GI Descrip. 


' 60020 93/emb | X84 14 9 . 1 1 CHZLRPS4G 9.0e-21 


. Zizania latifolia 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



cloroplast rps4 gene for ribosomal protein S4 1 



OJ000250_60.0214.C11 
+ 

1661 
AAT/NAP 
1395 
639 



28581 Seq. ID 

59028 Strand 
748 End 
OJ000250_60 . 0214 . Cll . ol . np Method 
924 End 
133999 Score 
924.. 1395 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S7 gi | 70904 | pir | | R3RZ7 
ribosomal protein S7 - rice chloroplast gi 112037 | emb | CAA33942 | 
(X15901) ribosomal protein S7 [Oryza sativa] 
gi|12065|emb|CAA33919| (X15901) ribosomal protein S7 [Oryza 
sativa] gi | 226657 | prf | | 1603356CH ribosomal protein S7 [Oryza 
sativa] 



Seq. No. 28581 

Gene No. 59028 

Start 748 

Name OJ000250_60 . 0214 . Cll . ol . tc 

Start 992 

GI none 

Exons 992.. 1087, 992.. 1051, 1019 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1117, 1023. .1163, 1024. .1164, 
1025. .1165, 1170. .1415, 1187. .1414, 1189. .1419, 1415. .1450, 
1418.. 1447 



OJ000250_60. 0214 .Cll 
+ 

1661 

TBLASTX: Cress 
1450 
70 



28466 



Seq. No. 28581 Seq. ID 

Gene No. 59028 Strand 

Start 748 End 

Name OJ000250_60 . 0214 . Cll . ol . ts Method 

Start 993 End 

GI none Score 
Exons 



993. .1034, 994. .1032, 996. .1034, 1028. 



OJ000250_60.0214.C11 
+ 

1661 

TBLASTX : Soybean 

1462 

54 

.1162, 1028. .1117, 



1030. .1161, 1170. 
1418. .1459 



,1415, 1175. .1414, 1189. .1419, 1415. .1462, 



Seq. No. 


28581 


Seq. ID 


OJ000250_60.0214.C11 


Gene No. 


59028 


Strand 


+ 


Start 


748 


End 


1661 


Name 


OJ000250 60.0214.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


994 


End 


1517 


GI 


none 


Score 


69 


Exons 


994. .1032, 996. .1034, 1020. .1445, 1022, 


..1489, 1029. .1517, 




1030. .1491, 1175. .1492 






Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59029 


Strand 


+ 


Start 


249 


End 


4286 


Name 


OJ000250 60.0214.C12.ol.np 


Method 


AAT/NAP 


Start 


249 . ■ 


End 


2028 


GI 


225269 


Score 


363 


Exons 


249..496, 1964. .2028 






GI Descrip. 


NADH dehydrogenase 2-like ORF 


260 [Nicotiana tabacum] 


Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214 .C12 


Gene No. 


59029 


Strand 


+ 


Start 


249 


End 


4286 


Name 


OJ000250 60.0214.C12.o3.np 


Method 


AAT/NAP 


Start 


1154 


End 


1453 


GI 


82515 


Score 


513 


Exons 


1154. .1453 






GI Descrip. 


hypothetical 12. 5K (psbl-psbD 


intergenic region) - rice 




chloroplast gi 1 11963 | emb | CAA34012 | (X15901) ORF100 [Oryza 




sativa] gi | 226681 | prf | | 1603356F ORF 100 [Oryza sativa] 


Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59029 


Strand 


+ 


Start 


249 


End 


4286 


Name 


OJ000250 60.0214.C12.o2.gs 


Method 


GENSCAN 


Start 


1705 


End 


4139 


GI 


none 


Score 


.58 


Exons 


1705. .2749, 3240. .3424, 3600., 


.4139 




Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214 .C12 


Gene No. 


59029 


Strand 


+ 


Start 


249 


End 


4286 


Name 


OJ000250 60.0214.C12.o4.np 


Method 


AAT/NAP 


Start 


2714 


End 


4136 


GI 


131283 


Score 


2517 


Exons 


2714. .4136 






GI Descrip. 


PHOTOS YSTEM II 44 KD REACTION 


CENTER PROTEIN (P6 PROTEIN) (CP43) 


gi I 72710 |pir| | F2RZ44 photosystem II chlorophyll a-binding 



protein psbC - rice chloroplast gi 1 11965 | emb | CAA34014 | (X15901) 



28467 



PSII 43kDa protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip. 



28582 
59029 
249 

OJ000250_60 . 0214 . C12 . ol . gp 
2841 

2231_2.R1084 
2841. .3298 

, 11957/emb|X15901|CHOSXX 1; 
genome ' 



Seq. ID OJ000250_60.0214.C12 

Strand + 

End 4286 

Method AAT/GAP 

End 3298 

Score 828 

Oe-145 Rice complete chloroplast 



OJ000250_60 . 0214 . C12 
+ 

4286 
AAT/GAP 
4286 
1665 



28582 Seq. ID 

59029 Strand 
249 End 
OJ000250_60 . 0214 . C12 . o2 . gp Method 
3394 End 
7587_1.R1084 Score 
3394.-4286 

'131283/sp|P12158 |PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59030 


Strand 


+ 


Start 


4393 


End 


4722 


Name 


OJ000250 60.0214.C12.o3.gp 


Method 


AAT/GAP 


Start 


4393 


End 


4722 


GI 


5607533 


Score 


485 


Exons 


4393. .4722 






GI Descrip. 


11957/emb|X15901|CHOSXX 1 . Oe- 


145 Rice 


complete chloroplast 




genome 






Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59031 


Strand 


+ 


Start 


4722 


End 


4931 


Name 


OJ000250 60.0214.C12.o5.np 


Method 


AAT/NAP 


Start 


4722 


End 


4931 


GI 


1022811 


Score 


336 


Exons 


4722. .4931 






GI Descrip. 


(U37703) ORF 62 [Hordeum vulgare] 




Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214 .C12 


Gene No. 


59032 


Strand 


+ 


Start 


5453 


End 


5630 


Name 


OJ000250 60.0214.C12.o5.gp 


Method 


AAT/GAP 


Start 


5453 


End 


5630 


GI 


306 9.R1084 


Score 


219. 


Exons 


5453. .5630 






GI Descrip. 


, 287391/dbj | D13111 | RICMT15 1. 


0e-178 Oryza sativa mitochondrial 




rpoB pseudogene' 






Seq. No. 


28582 


Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59033 


Strand 


+ 


Start 


7425 


End 


8197 



28468 



Name OJ000250_60 . 0214 .C12 . o7 .np Method AAT/NAP 

Start 7129 End 7254 

GI 82529 Score 171 

Exons 7129.. 7254 

GI Descrip. hypothetical 5K protein (rbcL-psal intergenic region) - rice 

chloroplast gi 1 11993 | emb | CAA34 005 | (X15901) ORF42; homology to 
rpl23 [Oryza sativa] gi | 226614 |prf | | 1603356AL rpl23-like ORF 44 
[Oryza sativa] 

Seq. No. 28582 Seq. ID OJ000250_60 . 0214 . C12 

Gene No. 59033 Strand + 

Start 7425 End 8197 

Name OJ000250_60 . 0214 .C12 . 08 .np Method AAT/NAP 

Start 7281 End 7679 

GI 82520 Score 681 

Exons 7281.. 7679 

GI Descrip. hypothetical 16K protein (rbcL-psal intergenic region) - rice 
chloroplast gi | 11994 | emb | CAA34006 I (X15901) ORF133 [Oryza 
sativa] gi I 226615 Iprf | 1 1603356AM ORF 133 [Oryza sativa} 



Seq. No. 


28582 


Seq. ID 


OJ000250_60. 


0214. C12 


Gene No. 


59033 


Strand 


+ 




Start 


7425 


End 


8197 




Name 


OJ000250 60.0214.C12.o3.gs 


Method 


GENSCAN 




Start 


7425 


End 


8197 




GI 


none 


Score 


.4 




Exons 


7425. .7625, 8102. .8197 








Seq. No. 


28582 


Seq. ID 


OJ000250_60. 


0214. C12 


Gene No. 


59033 


Strand 


+ 




Start 


7425 


End 


8197 




Name 


OJ000250 60.0214.C12.o9.np 


Method 


AAT/NAP 




Start 


7877 


End 


8194 




GI 


140473 


Score 


557 




Exons 


7877. .8194 








GI Descrip. 


ACETYL-COENZYME A CARBOXYLASE 


CARBOXYL 


TRANSFERASE 


SUBUNIT BETA 



(ACCASE BETA CHAIN) gi | 82516 | pir | J JQ0234 hypothetical 12 . 5K 
protein (rbcL-psal intergenic region) - rice chloroplast 
gi|11995|emb|CAA33956| (X15901) ORF106 [Oryza sativa] 
gi I 226616 Iprf | I1603356AN ORF 106 [Oryza sativa] 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_60 . 0214 .C12 
+ 

10625 
AAT/GAP 
8975 
910 



28582 Seq. ID 

59034 Strand 
8783 End 
OJ000250_60 . 0214 . C12 . 06 . gp Method 
84 68 End 
7528JL.R1084 Score 
8468.. 8975 

, 131205/sp|P12186|PSAI_ORYSA 9.0e-13 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT VIII (PSI-I) >gi_72677_pir A1RZI photosystem I 

protein psal - rice chloroplast >gi_11996_emb_CAA33957_ (X15901) 

ORF36 [Oryza sativa] >gi_226617jprf 1603356AP photosystem I 

small peptide [Oiryza sativa] 1 



Seq. No. 
Gene No. 
Start 



28582 
59034 
8783 



Seq. ID OJ000250_60.0214.C12 
Strand + 
End 10625 



28469 



Name OJ000250_60 . 0214 . C12 . olO . np Method AAT/NAP 

Start 8535 End 8642 

GI 131205 Score 178 

Exons 8535.-8642 

GI Descrip. PHOTOS YSTEM I REACTION CENTRE SUBUNIT VIII (PSI-I) 

gi I 72677 |pir | | A1RZI photosystem I protein psal - rice 
chloroplast gi | 11996 | emb | CAA33957 | (X15901) ORF36 [Oryza sativa] 
gi I 226617 |prf | 1 1603356AP photosystem I small peptide [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_60.0214.C12 

Strand + 

End 10625 

Method GENSCAN 

End 10625 

Score .54 



28582 
59034 
8783 

OJ000250_60.0214.C12.o4.gs 
8783 
none 

8783.-8833, 10337 .. 10387 , 10503.. 10625 

28582 Seq. ID OJ000250_60 . 0214 . C12 

59035 Strand 

564 End 2114 

OJ000250_60 . 0214 . C12 . o2 . np Method AAT/NAP 

564 End 2114 

114559 Score 522 

564. .923, 2082. .2114 

ATP SYNTHASE BETA CHAIN gi | 67836 | pir | | PWRZB H+-transporting ATP 
synthase (EC 3.6.1.34) beta chain - rice chloroplast 
gi|11991|emb|CAA34003| (X15901) atpB; ATPase beta subunit [Oryza 
sativa] gi | 344014 | dbj | BAA00334 | (D00432) ATP synthetase beta 
subunit [Oryza sativa] gi | 226612 | prf | | 1603356AJ ATPase beta 
[Oryza sativa] 



Seq. No. 


28582 




Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59035 




Strand 




Start 


564 




End 


2114 


Name 


OJ000250 60.0214 


.C12 .ol.gs 


Method 


GENSCAN 


Start 


583 




End 


877 


GI 


none 




Score 


.81 ' 


Exons 


583.'. 877 








Seq. No. 


28582 




Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59036 




Strand 




Start 


4604 




End 


5062 


Name 


OJ000250 60.0214 


.C12.o4.gp 


Method 


AAT/GAP 


Start 


4604 




End 


5062 


GI 


45273 1.R1084 




Score 


850 


Exons 


4604. .5062 








GI Descrip. 


, 1022811 4.0e-21 


(U37703) ORF 62 [Hordeum vulgare] 1 


Seq. No. 


28582 




Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59037 




Strand 




Start 


6884 




End 


7150 


Name 


OJ000250 60.0214 


.C12.o6.np 


Method 


AAT/NAP 


Start 


6884 




End 


7150 


GI 


82514 




Score 


465 


Exons 


6884. .7150 








GI Descrip. 


hypothetical 10. 


6K protein 


(psl2a-trnC 


intergenic region) - rice 



28470 




chloroplast gi | 11967 | emb | CAA33982 | (X15901) 0RF91 [Oryza sativa] 





gi|226685|prf | | 1603356K 


ORF 


91 [Oryza 


sativa] 


Seq. No. 


28582 




Seq. ID 


OJ000250 60.0214.C12 


Gene No. 


59038 




Strand 




Start 


9674 




End 


10057 


Name 


OJ000250 60.0214.C12.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


561 




End 


908 


GI 


none 




Score 


505 


Exons 


561. .908, 563. .907,. 573. 


.908 






Seq. No. 


28582 




Seq. ID 


r\ ta a a a c r\ fz c\ r\ o i a /-mo 

OJ000250 60.0214.C12 


Gene No. 


59038 




Strand 




Start 


9674 




End 


10057 


Name 


OJ000250 60.0214.C12.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


561 




End 


907 


GI 


none 




Score 


267 


Exons 


561. .905, 563. .907 








Seq. No. 


28582 




Seq. ID 


OJ000250 60.0214.C12 


Gene No. 


59038 




Strand 




Start 


9674 




End 


10057 


Name 


OJ000250 60.0214.C12.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


561 




End 


908 


GI 


none 




Score 


486 


Exons 


561. .908, 563. .907, 576. 


.908 






Seq. No. 


28582 




Seq. ID 


OJ000250 60.0214.C12 


Gene No. 


59038 




Strand 




Start 


9674 




End 


10057 


Name 


OJ000250 60.0214.C12.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


563 




End 


868 


GI 


none 




Score 


237 


Exons 


563.-868, 573. .851, 689. 


.868 






Seq. No. 


28582 




Seq. ID 


OJ000250_60.0214.C12 


Gene No . , 


59038 




Strand 




Start 


9674 




End 


10057 


Name 


OJ000250 60.0214.C12.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


887 




End 


1389 


GI 


none 




Score 


100 


Exons 


887. .964, 912. .980, 912. 


.980 


, 913. .981, 955. .1026, 973. .101 




975. .1064, 975. .1025, 984. .1058, 1000. 


.1071, 1063. .1188, 




1065. .1178, 1157. .1351, 


1175 


..1351, 1275. .1361, 1321. .1389 



Seq. ID OJ000250_60.0214.C12 
Strand 



Seq. No. 28582 

Gene No. 59038 

Start 9674 

Name OJ000250_60 . 0214 .C12 . o9. tm 

Start 910 

GI none 

Exons 910.. 1014, 912.. 1016, 913.. 1038, 918. 

996. .1058, 997. .1059, 1065. .1160, 1067. .1162, 1067. .1162 



End 

Method 

End 

Score 



10057 

TBLASTX: Maize 

1162 

120 

1040, 996.. 1058, 



Seq. No. 
Gene No. 
Start 



28582 
59038 
9674 



Seq. ID 

Strand 

End 



OJ000250 60.0214.C12 



10057 



28471 




Name 


OJ000250 60 


.0214 


.C12.oll.tm 


. Method 


TBLASTX: Maize 


Start 


1164 








End 


1389 


GI 


none 








Score 


181 


Exons 


1164. .1301, 


1175 


. .1300, 


1175. 


.1303, 1306.. 1377, 1309.. 1350, 




1339. .1389 












Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250_60 


.0214 


.C12 .06 


. tw 


Method 


TBLASTX: Wheat 


Start 


1391 








End 


1767 


GI 


none 








Score 


53 


Exons 


1391. .1414, 


1392 


. .1427, 


1399. 


.1440, 1412. .1444, 1416. .1445, 




1417. .1446, 


1437 


. .1493, 


1447. 


.1494, 1451. .1495, 1452. .1496, 




1483. .1509, 


1488 


. .1523, 


1494. 


.1616, 1495. .1623, 1496. .1618, 




1609. .1653, 


1612 


. .1635, 


1647. 


.1763, 1651. .1767, 1651. .1767 


Seq. No. 


28582 




•> 




Seq. ID 


OJ000250 60.0214.C12 


Gene No. 


59038 








Strand 


- 


Start 


9674 








End 


10057 


Name 


OJ000250 60 


.0214 


.C12.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1645 








End 


2466 


GI 


none 








Score 


1355 


Exons 


1645. .2466, 


1659 


. .2465 








Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 • 








End 


10057 


Name 


OJ000250 60 


.0214 


.C12.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1707 








End 


2079 


GI 


none 








Score 


440 


Exons 


1707. .2078, 


1707 


. .2078, 


1708. 


.2079 




Seq. No. 


28582 








beq. ID 


nTnrinoRn cri noi a ri o 

UJUUUZOU OU . U^l^ .LlZ 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60 


.0214 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2014 








End 


2441 


GI 


none 








Score 


671 


Exons 


2014. .2439, 


2019 


. .2441, 


2020. 


.2439 




Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60 


.0214 


.C12.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


2162 








End 


2492 


GI 


none 








Score 


521 - 


Exons 


2162. .2491, 


2163 


. .2492, 


2167. 


.2490 




Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60 


.0214 


.C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start • 


2233 








End 


2676 


GI 


none 








Score 


43 


Exons , 


2233. .2268, 


2254 


. .2676, 


2260. 


.2676 





28472 




Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60. 


0214 


.C12.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


2674 








End 


4172 


GI 


none 








Score 


1099 


Exons 


2674. .3615, 


2674 


. .3189, 


3023. 


.3190, 3036. .3614, 3611. .4135, 




3612. .4172, 


3612 


. .4154 








Seq. No. . 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


ft n *i A 

9674 








End 


10057 


Name 


OJ000250 60. 


0214 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2694 








End 


4209 


GI 


none 








Score 


889 


Exons 


2694. .3530, 


2694 


. .2981, 


2698. 


.3189, 3040.. 3603, 3238.. 3615, 




3245. .3613, 


3611 


. .4138, 


3612. 


.4139, 3612. .4139, 4180. .4209 


Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


C ft A *3 O 

b90io 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60. 


0214 


.C12.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2735 








End 


3186 


GI 


none 








.Score 


738 


Exons 


2735. .2986, 


2737 


. .3186, 


2738. 


.3184 




Seq. No. * 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60. 


0214 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2839 








End 


3237 


GI 


none 








Score 


562 


Exons 


2839. .3180, 


2840 


. .3235, 


3023. 


.3184, 3036.. 3236, 3040.. 3237 


Seq. No. 


28582 








Seq. ID 


OJ000250_60 . 0214 .C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


/"\TftftAftCA /"ft 

OJ000250 60. 


0214 


. C12 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3237 








End 


3873 ■ 


GI 


none 








Score 


390 


Exons 


3237. .3530, 


3238 


. .3615, 


3245. 


.3613, 3608.. 3628, 3611. 13775, 




3612. .3776, 


3612 


. .3776, 


3676. 


.3780, 3682.. 3795, 3695.-3796, 




3739. .3873, 


3756 


. .3872, 


3775. 


.3873 




Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


C ft ft o o 

59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60. 


0214 


,C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3238 








End 


3712 


GI 


none 








Score 


641 


Exons 


3238. .3615, 


3245 


. .3613, 


3611. 


.3712, 3612.. 3710 


Seq. No. 


28582 








Seq. ID 


OJ000250_60.0214.C12 


Gene No. 


59038 








Strand 




Start 


9674 








End 


10057 


Name 


OJ000250 60. 


0214 


.C12.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3713 








End 


4175 



28473 




GI 


none 








Score 


668 




Exons 


3713. .4132, 


3713. 


.4147, 


3714. 


.4148, 4143. .4175, 


4144. .4173 


Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 


Gene No. 


59038 








Strand 






Start 


n ti t a 

9674 








End 


10057 




Name 


OJ000250 60 


.0214. 


C12.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3874 








End 


4238 




GI 


none 








Score 


• 394 




Exons 


3874. .4173, 


3874. 


.4173, 


3876. 


.4175, 4144. .4227, 


4166. .4237, 




4167. .4238 














Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 


Gene No. 


59038 








Strand 






Start 


9674 








End 


10057 




Name 


OJ0U0250 60 


. 0214 . 


C12 . o5 . 


tm 


Method 


TBLASTX : 


Maize 


Start 


4412 








End 


5042 




GI 


none 








Score 


77 




Exons 


4412. .4501, 


4412. 


.4459, 


4413. 


.4460, 4472. .4510, 


4599. .4697, 




4613. .4699, 


4614. 


.4697, 


4618. 


.4716, 4654. .4968, 


4664. .4969, 




4698. .4970, 


4700. 


.4972, 


4983. 


.5027, 4 


988. .5026, 


5001. .5042 


Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 


Gene No. 


59038 








Strand 






Start 


9674 








End 


10057 




Name 


OJ000250 60 


.0214. 


C12.o5. 


tc 


Method. 


TBLASTX : 


Cress 


Start 


4413 








End 


4942 




GI 


none 








Score 


45 




Exons 


4413. .4451, 


4492. 


.4560, 


4523. 


.4555, 4621.. 4668, 


4621. .4650, 




4713. .4937, 


4718. 


.4942, 


4718. 


.4930, 4719.. 4931, 


4726. .4941 


Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 


Gene No. 










Strand 






Start 


9674 








End 


10057 




Name 


OJ000250 60 


.0214. 


C12.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4619 








End . 


4942 




GI 


none 








Score 


44 




Exons 


4619. .4666, 


4710. 


.4934, 


4718. 


.4942, 4718. .4930 




Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 


Gene No. 


c c\ r\ n o 

59038 








Strand 






Start 


9674 








End 


10057 




Name 


OJ000250 60 


.0214. 


C12.O10 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5440 








End 


5803 




GI 


none 








Score 


44 




Exons 


5440. .5466, 


5586. 


.5663, 


5590. 


.5745, 5591.. 5749, 


5744. .5803 


Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 


Gene No. 


59038 








Strand 






Start 


ft C "J A 

96/4 








End 


10057 




Name 


OJ000250 60 


.0214. 


C12.o8. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6276 








End 


6548 




GI 


none 








Score 


86 




Exons 


6276. .6344, 


6277. 


.6366, 


6326. 


.6430, 6334.. 6471, 


6334. .6474, 




6336. .6515, 


6463. 


.6546, 


6464. 


.6547, 6465.. 6548 




Seq. No. 


28582 








Seq. ID 


OJ000250 


_60.0214.C12 



28474 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



59038 Strand 

9674 End 

OJ000250_60 . 0214 . C12 . 06 . tm Method 

8501 End 

none Score 



10057 

TBLASTX: Maize 

8932 

273 



8501. .8680, 8507. .8680, 8683. .8781, 8683.-8772, 8685. .8780, 
8778. .8849, 8781. .8849, 8783. .8869, 8839.-8892, 8842. .8907, 
8868. .8918, 8869. .8916, 8894. .8932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28582 Seq. ID 

59038 Strand 
9674 End 
OJ000250_60 . 0214 . C12 . o7 . gp Method 
9674 End 
uC-osflcyp033a04bl Score 
9674. .10057 

' 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000250_60.0214.G12 

10057 
AAT/GAP 
10057 
653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



28583 Seq. ID 

59039 Strand 
1 End 
OJ000250_60 . 0214 . C15 . ol . np Method 
1 End 
122779 '-^ Score 

1..351 

POTENTIAL HEME-BINDING PROTEIN (ORF 230) gi | 82542 | pir | | S05118 
hypothetical protein 230 - rice chloroplast 
gi|11999|emb|CAA33960| (X15901) ORF230 [Oryza sativa] 
gi | 226620 Iprf | | 1603356AT ORF 230 [Oryza sativa] 



OJ000250_60.0214 .C15 
+ 

488 

AAT/NAP 

351 

543 



OJ000250_60.0214 .C15 
+ 

488 

AAT/GAP 

488 

288 



28583 Seq. ID 

59039 Strand 
1 End 
OJ000250_60 . 0214 . C15 . ol . gp Method 
27 End 
5005167 Score 
27.. 47, 337..;488 

140281/sp|P09363| YCX1_S0YBN 1.0e-32 HYPOTHETICAL 16.8 KD PROTEIN 

(ORF 143) >gi_81821_pir S05717 hypothetical protein 143 - 

soybean chloroplast >gi_11577_emb_CAA30522_ (X07675) ORF 143 
[Glycine max] 

28583 Seq. ID OJ000250_60 . 0214 . C15 

59040 Strand 

130 End 640 

OJ000250_60.0214.C15.o2.np Method AAT/NAP 
130 End 640 

140281 Score 319 

130. .229, 307. .640 

HYPOTHETICAL 16.8 KD PROTEIN (ORF 143) gi | 81821 | pir | | S05717 
hypothetical protein 143 - soybean chloroplast 
gi|11577|emb|CAA30522| (X07675) ORF 143 [Glycine max] 



28583 
59041 
755 



Seq. ID 

Strand 

End 



OJ000250 60.0214.C15 



1230 



28475 




Name 


OJ000250 60.0214.C15.o2.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


297 


GI 


none 


Score 


213 


Exons 


1..213, 1..39, 3. .212, 212. .295, 217.. 


297, 247. .297 


Seq. No. 




beq. id 


OJ000250_60.0214.C15 


Gene No. 


oyu4 i 


Strand 




Start 


/ JJ 




1230 


Name 


UJUUUzoU bU . UZ14 . ClO . Oj . ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


331 


GI 


none 


Score 


211 


Exons 


1 9 1 Q 0 O 1 1 "3 OIO 1 


329, 212. 


.331, 217. .330, 224. .331 


Seq. No. 


Zojoj 


Seq. ID 


OJ000250_60.0214.C15 


Gene No. 




Strand 




Start 


/ JJ 


End 


1230 


Name 


UJUUUZDU bU . Uz 14 . tlo . Ol . Lltl 


Method 


TBLASTX: Maize 


Start 


Q 1 1 
, Oil 


End 


1230 


GI 


none 


Score 


99 


Exons 


311. .400, 334. .840, 339. .1229 


, 381. .1229, 895. .1230 


Seq. No.. 


O O C O *3 


Seq. ID 


OJ0UU^o0_dU . U214 . Clb 


Gene No. 


c fi n a i 
59U4 1 


Strand 




Start 


TEE 


End ' 


1230 


Name 


OJUUU^oU bU . U^14 . Clo . Ol . tS 


Method 


TBLASTX : Soybean 


Start 


334 


End 


"7 O 1 

732 


GI 


none 


Score 


159 


Exons 


334. .453, 343. .453, 465. .578, 


465. .578 


E C 1 "7 O C "7 "7 TOO 

, 551. .730, 577. .732, 




579. .731 






Seq. No. 


28583 


Seq. ID 


OJ000250_60.0214.C15 


Gene No . 


59041 


Strand 




Start 


755 


End 


1230 


Name 


OJ000250 60.0214.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


600 


End 


1010 


GI 


none 


Score 


42 


Exons 


600. .659, 651. .1010, 666. .1007 




Seq. No. 


28583 


Seq. ID 


OJ000250_60. 0214. CIS 


Gene No. 


59041 


Strand 




btart 


755 


End 


1230 


Name 


OJ000250 60.0214.C15.ol.tc 


Method 


TBLASTX: Cress ' 


Start 


619 


End 


1217 


GI 


none 


Score 


740 


Exons 


619. .1107, 620. .1141, 621. .1097, 621.. 


1142, 1092.. 1208, 




1096. .1209, 1101. .1217 






Seq. No. 


28583 


Seq. ID 


OJ000250_60.0214.C15 


Gene No. 


59041 


Strand 




Start 


755 


End 


1230 


Name 


OJ000250 60.0214.C15.o3.np 


Method 


AAT/NAP 


Start 


741 


End 


1111 


GI 


133748 


Score 


342 


Exons 


741. .1111 






GI Descrip. 


CHLOROPLAST 3 OS RIBOSOMAL PROTEIN SI 2 


gi|70961|pir| IR3RZ12 




ribosomal protein S12 - rice 


chloroplast 



gi | 1213603 | emb | CAA33929 | (X15901) ribosomal protein S12 [Oryza 



28476 



sativa] gi | 226658 | prf | | 1603356CJ ribosomal protein S12 [Oryza 
sativa] 



Seq. No. 28583 Seq. ID 

Gene No. 59041 ~" Strand 

Start 755 End 

Name OJ000250_60 . 0214 . C15 . ol . gs Method 

Start 755 End 

GI none Score 

Exons 755.. 1033, 1068.. 1199 



OJ000250_60.0214.C15 

1230 
GENSCAN 
1199 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28583 Seq. ID OJ000250_60 . 0214 . C15 

59041 Strand ■ - 

755 End 1230 

OJ000250_60 . 0214 . C15 . o2 . gp Method AAT/GAP 

766 End 1230 

183_5.R1084 Score 897 

766.. 1230 

'133999/sp|P05424 |RR7_0RYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] ' 



28583 
59041 
755 

OJ000250_60.0214.C15.o2.ts 
890 
none 

890. .1090, 891. .1097, 895. .1173, 1074. 
1107. .1196, 1111. .1203, 1160. .1207 



Seq. ID OJ000250_60.0214.C15 



Strand 
End 

Method 

End 

Score 



1230 

TBLASTX: Soybean 

1207 

308 

.1196, 1106. .1201, 



Seq. No. 28584 Seq. ID OJ000250_60 . 0214 . C16 

Gene No. 59042 Strand 

Start 1 End 98 6 

Name OJ000250_60. 0214 .C16 .ol .np Method AAT/NAP. 

Start 1 - . End 986 

GI >12865.7 Score 1313 

Exons 1..88, 210.. 986 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 

gi I 66149 | pir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi I 669085 | emb | CAA33941 1 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi|669089|emb|CAA33920| (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | 1 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



Seq. No. 28584 

Gene No. 59043 

Start 1023 

Name OJ000250_60 . 0214 . C16 . o2 . ts 

Start 430 

GI none 

Exons 430.. 654, 430.. 654, 432.. 656 



Seq. ID OJ000250_60.0214.C16 
Strand 

End 1318 

Method TBLASTX: Soybean 

End 656- 

Score 347 



28477 



Seq. No. 28584 

Gene No. 59043 

Start 1023 

Name OJ000250_60 . 02 14 . CI 6 . ol . ts 

Start 657 

GI none 

Exons 657 
992 



OJ000250 60.0214.C16 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

974, 658. .975, 661. .975, 962. .1039, 962. .1036, 979. .1038, 
1108, 994. .1107, 1023. .1109, 1023. .1109 



1318 

TBLASTX : Soybean 

1109 

448 



Seq. No. 28584 Seq. ID OJ000250_60 . 0214 . C16 

Gene No. 59043 Strand 

Start 1023 End 1318 

Name OJ000250_60 . 0214 . C16 . ol . gp Method AAT/GAP 

Start 1023 End 1318 

GI 183_1.R1084 Score 547 

Exons 1023.. 1318 

GI Descrip. ' 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) {PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 1 



Seq. No.- 


28584 - 


Seq. ID 


OJ000250_60.0214.C16 


Gene No. 


59043 


Strand 




Start 


1023 


End 


1318 


Name 


OJ000250 60.0214 .C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


1054 


End 


1316 


GI 


none 


Score 


132 


Exons 


1054. .1131, 1055. .1141, 1058. 


.1315, 1059. .1316, 1236. .1316 


Seq. No. 


28585 


Seq. ID 


OJ000250_60.0214.C17 


Gene No. 


59044 


Strand 




Start 


2743 


End 


2887 


Name 


OJ000250 60-0214. C17.ol.gp 


Method 


AAT/GAP 


Start 


2743 


End 


2887 


GI 


427402 


Score 


133 


Exons 


2743.. 2887 






GI Descrip. 


14277/emb 1X57968 | TSNADA l.Oe- 


105 Triticum aestivum mitochondrial 




nadl gene, exon 1 (and joined 


CDS) 




Seq. No. 


28586 


Seq. ID 


OJ000250_60.0214.C18 


Gene No. 


59045 


Strand 


+ 


Start 


861 


End 


990 


Name 


OJ000250 60.0214.C18.ol.np 


Method 


AAT/NAP 


Start 


861 


End 


990 


GI 


1334366 


Score 


155 


Exons 


861. .990 






GI Descrip. 


(X02441) gtg start [Nicotiana 


tabacum] 




Seq. No. 


28586 


Seq. ID 


OJ000250_60.0214.C18 


Gene No. 


59046 


Strand -* 


+ 


Start 


990 


End 


1058 


Name 


OJ000250 60.0214.C18.o2.np 


Method 


AAT/NAP 


Start 


990 


End 


1058 


GI 


82521 


Score 


112 



28478 




Exons 990.. 1058 

GI Descrip. hypothetical 2.5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 2130153 | pir | | S58624 hypothetical protein 23 - 
maize chloroplast gi 1 12043 | emb | CAA3394 6 I (X15901) ORF23 [Oryza 
sativa] gi 1 12059 | emb | CAA33914 | (X15901) ORF23 [Oryza sativa] 
gi|902278|emb|CAA60343| (X86563) ORF23 [Zea mays] 
gi|902293|emb|CAA60357| (X86563) ORF23 [Zea mays] 
gi | 226662 Iprf | | 1 60335 6CN ORF 



Seq. No. 


28586 




Seq. ID 


OJ000250_60.0214.C18 


Gene No. 


59047 




Strand 


+ 


Start 


4248 




End 


4981 


Name 


OJ000250 60.0214.C18.o2 


. gs 


Method 


GENSCAN 


Start 


4248 




End 


4981 


GI 


none 




Score 


.59 


Exons 


4248.-4269, 4372. .4397, 


4678 


..4788, 4868. .4981 


Seq. No. 


28586 




Seq. ID 


OJ000250_60. 0214 .C18 


Gene No. 


59048 




Strand 




Start 


626 




End 


3705 


Name 


OJ000250 60.0214.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


339 


GI 


none 




Scor.e. . 


84 


Exons 


2.. 133, 3.. 62, ll v .127, 


42. . 


323, 123 . . 


314, 124. .339, 125.. 334 


Seq. No. 


28586 




Seq. ID 


OJ000250_60. 0214 .C18 


Gene No. 


59048 




Strand 




Start 


626 




End 


3705 


Name 


OJ000250 60.0214.C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


109 




End 


328 


GI 


none 




Score 


355 


Exons 


109. .327, 110.. 328 








Seq. No. 


28586 




Seq. ID 


OJ000250 60.0214.C18 


Gene No. 


59048 




Strand 




Start 


626 




End 


3705 


Name 


OJ000250 60.0214.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


276 




End 


781 


GI 


none 




- Score 


55 


Exons 


276.. 323, 276.. 314, 371 


. .478 


, 375.. 452 


, 391. .453, 435. .629, 




453. .632, 454.. 630, 665 


. .715 


, 666. .716 


, 704. .778, 725. .781 


Seq. No. 


28586 




Seq. ID 


OJ000250_60.0214.C18 


Gene No. 


59048 




Strand 




Start 


626 




End 


3705 


Name 


OJ000250 60.0214.C18.ol 


.gs 


Method 


GENSCAN 


Start 


626 




End 


3705 


GI 


none 




Score 


.6 


Exons 


626.. 801, 1679.. 1840, 2333.. 


2488, 2515 


..3378, 3537.. 3705 


Seq. No. 


28586 




Seq. ID 


OJ000250_60.0214 .C18 


Gene No. 


59048 




Strand 




Start 


626 




End 


3705 


Name 


OJ000250 60.0214.C18.o4 


.np 


Method 


AAT/NAP 


Start 


664 




End 


3293 


GI 


3282505 




Score 


582 


Exons 


664. .781, 2564. .3293 









28479 



GI Descrip. (AF020786) polyphenol oxidase precursor [Prunus armeniaca] 



Seq. No. 28586 

Gene No. 59048 

Start 626 

Name OJ000250_60 . 0214 .C18 . o2 . ts 

Start 713 

GI none 

Exons 713.. 763, 713.. 763, 715.. 765, 
864. .950, 953. .1036, 954. .1034 



Seq. ID OJ000250_60.0214.C18 
Strand 
End 

Method 
End 
Score 
858. .947, 



3705 

TBLASTX : Soybean 

1036 

78 

860. . 949, 863.-949, 



Seq. No. 28586 Seq. ID 

Gene No. 59048 Strand 

Start 626 End 

Name OJ000250_60 . 0214 . C18 . o2 . tm Method 

Start 742 End 

GI none Score 
Exons 



OJ000250_60.0214.C18 
3705 

TBLASTX: Maize 

1022 

367 



742. .969, 742. .951, 744. .968, 947. .1021, 948. .1022, 950. .1021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28586 
59048 
626 

OJ000250_ 
1157 
82227 
1157. .138 
hypotheti 
g± | 11786 | 
75 [Nicot 
hypotheti 
75; put at 
(Z00044) 
gi|225251 



60.0214.C18.o3.np 



Seq. ID 

Strand 

End 

Method 
,End 
Score 



OJ000250_60.0214 .C18 

3705 
AAT/NAP 
1381 
219 



cal protein 75 - common tobacco chloroplast 

emb | CAA26288 | (X02441) unidentified reading frame ORF 

iana tabacum] gi 1 11880 | emb | CAA77393 | (Z00044) 

cal protein [Nicotiana tabacum] gi 1473681 (M23767) ORF 

ive [Nicotiana tabacum] gi | 122367 9 | emb | CAA77400 | 

hypothetical protein [Nicotiana tabacum] 

Iprf | I1211235CK ORF 75 [Ni 



Seq. No. 


28586 








Seq. ID 


OJ000250_60.0214.C18 


Gene No. 


59048 








Strand 




Start 


626 








End 


3705 


Name 


OJ000250 60. 


0214 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2567 








End 


2965 


GI 


none 








Score 


280 


Exons 


2567. .2611, 


2610 


. .2960, 


2624. 


.2965 




Seq. No. 


28586 








Seq. ID 


OJ000250_60.0214.C18 


Gene No. 


59048 








Strand 




Start 


626 








End 


3705 


Name 


OJ000250 60. 


0214 


.C18.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2666 








End 


3118 


GI 


none 








Score 


107 


Exons 


2666. .2728, 


2711 


. .2866, 


2712. 


.2867, 2726.. 2872, 2891.. 3061, 




-2910. .3050, 


3077 


. .3118 








Seq. No. 


28587 








Seq. ID 


. OJ000250_60.0214.C19 


Gene No. 


59049 








Strand 


+ 


Start 


1 








End 


700 


Name 


OJ000250 60. 


0214 


.C19.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


697 


GI 


3367521 . 








Score 


645 



28480 



Exons 1..697 

GI Descrip. (AC004392) Similar to gb|U08285 membrane-associated 

salt-inducible protein from Nicotiana tabacum. ESTs gb|T44131 
and gb|T04378 come from this gene. [Arabidopsis thaliana] 



Seq.' No. 28587 Seq. ID 

Gene No. 5904 9 Strand 

Start 1 End 

Name OJ000250_60 . 0214 . CI 9 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59.. 700 



OJ000250_60.0214 .C19 
+ 

700 

GEN SCAN 

700 

.77 



Seq. No. 


28587 




Seq. ID 


OJ000250_60. 


0214 


.C19 


Gene No. 


59050 




Strand 


+ 






Start 


613 




End 


2756 






Name 


OJ000250 60.0214.C19.ol. 


gp 


Method 


AAT/GAP 






Start 


613 




End 


2756 






GI 


3761563 




Score 


718 






Exons 


DlJ. . Z4bU..^/OD 












Seq. No. 


28587 




Seq. ID 


OJ000250_60. 


0214 


-C19 


Gene No. 


59051 




Strand 


+ 






Start 


3454 




End 


4253 






Name 


OJ000250 60.0214.C19.o2. 


gs 


Method 


GENSCAN 






Start 


3454 




End 


4253 






GI 


none 




Score 


.81 






Exons 


34S4..3752, 3812. .3985, 


4082. 


.4253 








Seq. No. 


28587 




Seq. ID 


OJ000250_60. 


0214 


.C19 


Gene No. 


59052 




Strand 


+ 






Start 


15089 




End 


15535 






Name 


OJ000250 60.0214.C19.o2. 


gp 


Method 


AAT/GAP 






Start 


15089 




End 


15535 






GI 


34211 1.R1084 




Score 


853 






Exons 


15089. .15535 












GI Descrip. 


M455225/emb|CAB36548. 1 | 


2.0e 


-57 (AL035440) putative protein 




[Arabidopsis thaliana] 1 












Seq. No. 


28587 




Seq. ID 


OJ000250_60. 


0214 


.C19 


Gene No. 


59053 




Strand 








Start 


4708 




End 


11037 






Name 


OJ000250 60.0214.C19.o3. 


gs 


Method 


GENSCAN 






Start 


4708 




End 


8025 






GI 


none 




Score 


.59 






Exons 


4708.. 4888, 4961.. 5322, 


7084. 


.7905, 7957.. 8025 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28587 Seq. ID 

59053 Strand 
4708 End 
OJ000250_60 . 0214 . C19 . o2 . np Method 
7045 End 
1172587 Score 
7045. .7905, 10109.. 11037 

POLYPHENOL OXIDASE PRECURSOR (PPO) (CATECHOL OXIDASE) 
gi|1076272|pir| IS52629 catechol oxidase (EC 1.10.3.1) precursor 
- grape gi | 510234 | emb | CAA8 1798 | (Z27411) polyphenol . oxidase 



OJ000250_60 . 0214 . C19 

11037 
AAT/NAP 
11037 
1038 



28481 



[Vitis vinifera] 



Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214.C19 


Gene No. 


59054 




Strand 


- 


Start 


12756 




End 


16073 


Name 


OJ000250 60.0214.C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


704 


GI 


none 




Score 


1064 


Exons 


2. .703, 7. .696, 363. .704 






Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214.C19 


Gene No. 


d y uo4 




Strand 


- 


Start 


LZ /DO 




End 


16073 


Name 


UJUUUZOU DU . \JZ ±4 . LI y . Ol . 


L.S 


Method 


TBLASTX : Soybean 


Start 


9 

z 




End 


724 


GI 


none 




Score 


694 


Exons 


9 "701 9 T9» 

Z . . / ZL f Z . . /Z4 








Seq. No. 


ZODO 1 




Seq. ID 


OJ000250_60.0214.C19 


Gene No. 


59054 




Strand 


- 


Start 


12756 




End 


16073 


Name 


UJUUUZOU DU . UZ ±4 . tiy . Ol . 


4- r-> 

tc 


Method 


TBLASTX: Cress 


Start 


9 r* n 
zUU 




End 


732 


GI 


none 




Score 


101 


Exons 


onn 9/iq >i99 9c;rt 


>i 9 1 
. 4zl , 


404 . .709 


, 418;. 732 


Seq. No. 


O O C O T 

28587 




Seq. ID 


OJ000250_60.0214.C19 


Gene No . 


C O A C » 

59054 




Strand 




Start 


12756 




End 


16073 


Name 


OJ000250 60.0214.C19.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7075 




End 


10508 


GI 


none 




Score 


71 


Exons 


7075. .7191, 7085. .7192, 


7201. 


.7308, 7228. .7374, 7315. .7437, 




7324. .7443, 7495. .7659, 


7510. 


.7656, 7657. .7773, 7669. .7761, 




7774. .7923, 7805. .7876, 


10175 


. .10507, 


10245. .10508 


Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214.C19 


Gene No. 


59054 




Strand 




Start 


12756 




End 


16073 


Name 


OJ000250 60.0214.C19.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7524 




End 


10657 


GI 


none 




Score 


58 


Exons 


7524. .7640, 7531. .7590, 


7567. 


.7659, 7669.. 7755, 7669.. 7767, 




7741. .7845, 7781. .7828, 


10175 


. .10201, 


10220. .10273, 




10221. .10247, 10253. .10411, 10272 .. 10427 , 10442 .. 10606, 



10458. .10577, 10490 .. 10606, 10622.. 10657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28587 
59054 
12756 

OJ000250_60.0214.C19.o5.gs 

12756 

none 



Seq. ID OJ000250_60.0214.C19 



Strand 
End 

Method 

End 

Score 



16073 
GENSCAN 
16055 
.45 



12756. .13034, 14 978 .. 15008, 15431 .. 15600 , 15855. .16055 



Seq. No. 
Gene No. 



28587 
59054 



Seq. ID 
Strand 



OJ000250 60.0214.C19 



28482 






1 0*7 c; c 




End 


16073 




Name 


OJ000250 60.0214.C19 


. o2 . tm 


' Method 


TBLASTX: Maize 




Start 


15269 




End 


16058 




GI 


none 




Score 


189 




Exons 


15269. .15292, 15385. 


.15600, 


15402. .15599, 15422 .. 15601, 






15850. .16041, 15852. 


.16058, 


15856. .16056 




Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214 


.C19 


Gene No. 


59054 




Strand 






bear z 


X£ /DO 




End 


16073 




Name 


OJ000250 60.0214.C19 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


15367 




End 


16058 




GI 


none 




Score 


173 




Exons 


15367. .15600, 15377. 


.15601, 


15387. .15602, 15837 .. 16055, 






15852. .16058, 15856. 


.16056 








Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214 


.C19 


Gene No . 


d yuD4 




Strand 






Start 


12756 




End 


16073 




Name 


OJ000250 60.0214.C19 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


15382 




End 


15601 




GI 


none 




Score 


85 




Exons 


15382. .15600, 15386. 


.15601, 


15387. .15596, 15436.. 15597 




Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214 


.C19 


Gene No. 


59054 




Strand 






o tar u 


/ 3D 




End 


■16073 




Name 


OJ000250 60.0214.C19 


. o3 . np 


Method 


AAT/NAP 




Start 


15388 




End 


16055 




GI 


4455225 




Score 


534 




Exons 


15388. .15600, 15855. 


.16055 








GI Descrip. 


(AL035440) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214 


.C19 


Gene No . 






Strand 






Start 


12756 




End 


16073 




Name 


OJ000250 60.0214.C19 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


15834 




End 


16058 




GI 


none 




Score 


87 




Exons 


15834. .16016, 15852. 


.16058, 


15856. .16053 




Seq. No. 


28587 




Seq. ID 


OJ000250_60.0214 


.C19 


Gene No. 


59054 




Strand 






Start 


12756 




End 


16073 




Name 


OJ000250 60.0214.C19 


. o3 . gp 


Method 


AAT/GAP 




Start 


15862 




End 


16073 




GI 


3107375 




Score 


345 




Exons 


15862. .16073 










GI Descrip. 


4455225/emb|CAB36548 


.11 2.0e 


-57 (AL035440) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


28588 




Seq. ID 


OJ000250_60.0214 


.C20 


Gene No. 


59055 




Strand 






Start 


1 




End 


5234 




Name 


OJ000250 60.0214.C20 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5173 




GI 


4455225 




Score 


1405 





28483 



Exons * 1..54, 315. .408, 648. .893, 1718. .2083, 2170. .2310, 4853. .5173 

GI Descrip. (AL035440) putative protein [Arabidopsis thaliana] 



Seq. No. 


28588 




Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 




Strand 




Start 


1 




End 


5234 


Name 


OJ000250 60.0214.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


306 




End 


4951 


GI 


none 




Score 


140 


Exons 


306. .407, 316. .408, 316. 


.408, 


636. .896, 642. .896, 1704. .208 




1716.. 2066, 1718.. 2083, 


2162. 


.2311, 2166.. 2312, 2167.. 2313, 




2167. .2316, 2875... 3000, 


2924. 


.2974, 48 


43. .4899, 4853. .4951, 




4854 . .4946 








Seq. No. 


oocoo 




Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 




Strand 




Start 


1 




End 


5234 


Name 


OJ000250 60.0214.C20.ol. 


gp 


Method 


AAT/GAP 


Start 


310 




End 


756 


GI 


3107375 




Score 


363 


Exons 


310. .408, 648. .756 








GI Descrip. 


4455225/emb I CAB36548 . 1 | 


2.0e- 


57 (AL035440) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


28588 




Seq; ID 


OJ000250_60.0214.C20 


Gene No. 


59055 




Strand 




Start 


1 




End 


5234 


Name 


OJ000250 60.0214.C20.ol. 


gs 


Method 


GEN SCAN 


Start 


316 




End 


3147 


GI 


none 




Score 


.81 


Exons 


316.. 408, 648.. 893, 1288 


..1346, 1981.. 


2083, 2170.. 2225, 




3000. .3147 








Seq. No. 


28588 




Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 




Strand 




Start 


1 




End 


, 5234 


Name 


OJ000250 60.0214.C20.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


316 




End 


2006 


GI 


none 




Score 


71 


Exons 


316. .408, 316. .408, 320. 


.409, 


636. .836 


, 646. .828, 651. .836, 




82S..896, 831.. 896, 1695 


..2006, 1716.. 


1994, 1724.. 2005 


Seq. No. 


28588 




Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 




Strand 




Start 


1 




End - 


5234 


Name 


OJ000250 60.0214 .C20.O2. 


ts 


Method 


TBLASTX: Soybean 


Start 


636 




End 


866 


GI 


none 




Score 


181 


Exons 


636.. 836, 646.. 828, 646. 


.843, 


825. .866 




Seq. No. 


28588 




Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 




Strand 




Start- 


1 




End 


5234 


Name 


OJ000250 60.0214 .C20.O2. 


gp 


Method 


AAT/GAP 


Start 


1677 




End 


4988 


GI 


4715775 




Score 


1202 


Exons 


1677. .2083, 2170.. 2310, 


4853. 


.4988 





28484 




GI Descrip. 4455225/emb | CAB36548 . 1 | 6.0e-82 (AL035440) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


28588 








Seq. ID 


OJ000250 60.0214.C20 


Gene No. 


59055 








Strand 


- 


Start 


1 








End 


5234 


Name 


OJ000250 60 


.0214 


.C20.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1694 








End 


1909 


GI 


none 








Score 


223 


Exons 


1694. .1909, 


1695 


. .1892, 


1718. 


.1894 




Seq. No. 


28588 








Seq. ID. 


OJ000250_60.0214.C20 


Gene No. 


59055 








Strand 




Start 


1 








End 


5234 


Name 


OJ000250 60 


.0214 


.C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1910 








End 


4951 


GI 


none 








Score 


79 


Exons 


1910. .2086, 


1910 


. .2083, 


1911. 


.2087, 2166.. 2312, 2167.. 2316, 




91 £7 9^1 £ 
Z 1 D / . . Z JlO, 


9 Q9 Q 

z yz y 


9 Qi n 
. . z y / u , 


a am 
4 y u / . 


.4951 




Seq. No. 


28588 








Seq. ID 


OJ000250_60 . 0214 .C20 


Gene No. 


59055 








Strand 




Start 


1 








End 


5234 


Name 


OJ000250 60 


.0214 


.C20.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2009 








End 


2301 


GI 


none 








Score 


71 


Exons 


zUUy . . iUoo, 


ZU1U 


0 r\ q "7 
. . ZUo / , 


Zlo / . 


.2298, 2167.. 2301 


Seq. No. 


28588 








Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 








Strand 




Start 


1 








End 


5234 


Name 


OJ000250 60 


.0214 


.C20.O2 


. gs 


Method 


GENSCAN 


Start 


4583 






End 


5080 


GI 


none 








Score 


.79 


Exons 




A Q R Q 
4 OOO 


. . jUoU 








Seq. No. 


28588 








Seq. ID 


OJ000250_60.0214.C20 


Gene No. 


59055 








Strand 




Start 


, 1 








End 


5234 


Name 


OJ000250 60 


.0214 


.C20.O3 


.gp 


Method 


AAT/GAP 


Start 


4998 








End 


5234 


GI 


4878326 








Score 


444 


Exons 


4 y y 0 . . oz.34 












Seq. No. 


28589 








Seq. ID 


OJ000250_60.0214.C21 


Gene No. 


59056 








Strand 


+ 


Start 


810 








End 


1115 


Name 


OJ000250 60 


.0214 


.C21.ol 


. gs 


Method 


GENSCAN 


Start 


810 






End 


1115 


GI 


none 








Score 


.83 


Exons 


810. .1115 












Seq. No. 


28589 








Seq. ID 


OJ00025Q_60 . 0214 . C21 


Gene No. 


59057 








Strand 


+ 


Start 


1829 








End 


2620 


Name 


OJ000250 60 


.0214 


,C21.ol 


.gp 


Method 


AAT/GAP 


Start 


1829 








End 


2620 



28485 



GI 24403_1.R1084 Score 1532 

Exons 1829. ,2620 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


28589 






Seq. ID 


OJ000250 


Gene No. 


59058 






Strand 


- 


Start 


2130 






End 


2468 


Name 


OJ000250 60 


.0214.C21.o2 


. gs 


Method 


GEN SCAN 


Start 


2130 






End 


2468 


GI 


none 






Score 


.62 


Exons 


2130. .2468 










Seq. No. 


28589 






Seq. ID 


OJ000250 


Gene No. 


59059 






Strand 




Start 


4752 






End 


5505 


Name 


OJ000250 60 


.0214.C21.pl 


.tm 


Method 


TBLASTX:! 


Start 


2131 






End 


2468 


GI 


none 






Score 


64 


Exons 






2133. . 


2198, 2187. .2255, 




2231. .2293, 


2264. .2350, 


2265. . 


2339, 226S..2363, 


Seq. No. 


28589 






Seq. ID 


OJ000250 


Gene No. 


59059 






Strand 




Start 


4752< 






End 


5505 7 


Name 


OJ000250 60 


.0214.C21.ol 


.np 


Method 


AAT/NAP 


Start 


3829 






End 


5505 


GI 


6907086 






Score 


1284 


Exons 


3829. .4208, 


4435. .4666, 


4727. . 


5505 




GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28589 






Seq. ID 


OJ000250 


Gene No. 


59059 






Strand 




Start 


4752 






End 


5505 


Name 


OJ000250 60 


.0214.C21.o3 


.gs 


Method 


GENSCAN 


Start 


4752 






End 


5197 


GI 


none 






Score 


.98 


Exons 


4752. .5197 










Seq. No. 


28590 






Seq. ID 


OJ000250 


Gene No. 


59060 






Strand 


+ 


Start 


1 






End 


10802 


Name 


OJ000250 60 


.0214.C22.o3 


.np 


Method 


AAT/NAP 


Start 


1 






End 


10802 


GI 


5420387 • 






Score 


116 


Exons 


1..42, 3354 


..3647, 7629 


. .7910, 


10635. . 


10802 



GI Descrip. (AJ243459) proteophosphoglycan [Leishmania major] 



Seq. No. 28590 Seq. ID 

Gene No. 59060 Strand 

Start 1 End 

Name OJ000250_60 . 0214 . C22 . ol . gs Method 

Start 830 End 

GI none Score 

Exons 830.. 884, 925.. 972, 1350.. 1423 



OJ000250_60.0214 .C22 
+ 

10802 
GENSCAN 
1423 
.84 



Seq. No. 



28590 



Seq. ID OJ000250 60.0214.C22 



28486 



Gene No. 59061 Strand 

Start 1 End 199 

Name OJ000250_60 . 0214 .C22 . ol . gp Method AAT/GAP 

Start 1 End 88 

GI 5667165 Score 168 

Exons 1. .88 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


28590 


Seq. ID 


OJ000250_60.0214 


.C22 


Gene No. 


59061 


Strand 






OLdl L 


1 


End 


j. j j 




Name 


OJ000250 60.0214.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


199 




GI 


6069659 


Score 


103 




Exons 


1..39, 85. .199 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28590 


Seq. ID 


OJ000250_60.0214 


.C22 


Gene No . 


59062 


Strand 






Start 


315 


End 


898 




Name 


OJ000250 60.0214.C22.o2.np 


Method ' 


AAT/NAP 




Start 


315 


End 


898 




GI 


6907088 


Score 


494 




Exons 


315. .585, 761. .898 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




beq. No. 


28590 


Seq. ID 


OJ000250_60.0214 


POO 


Gene No. 


59063 


Strand 






Start 


3349 


End 


3669 




Name 


OJ000250 60.0214.C22.o2.gs 


Method 


GENSCAN 




Start 


3349 


End 


3669 




GI 


none 


Score 


.53 




Exons 


3349. .3669 








Seq. No. 


28590 


Seq. ID 


OJ000250_60.0214 


.C22 


Gene No. 


59064 


Strand 








7593 


End 


11118 




Name 


OJ000250 60.0214.C22.o3.gs 


Method 


GENSCAN 




Start 


7593 


End 


11118 




GI 


none 


Score 


.47 




Exons 


7593. .8123, 8646. .8871, 9290. 


.9385, 10509.. 11118 




Seq. No. 


28591 


Seq. ID 


OJ000250_60.0214 


.C23 


Gene No. 


59065 


Strand 


+ 




Start 


1 


End 


1108 




Name 


OJ000250 60.0214.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


390 




GI 


6907106 


Score 


298 




Exons 


1..108, 182. .390 








GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


28591 


Seq. ID 


OJ000250_60.0214 


.C23 


Gene No. 


59065 


Strand 


+ 




Start 


1 


End 


1108 




Name 


OJ000250 60.0214.C23.ol.tm 


Method 


TBLASTX: Maize 





28487 



Start 


1 


End 


293 


GI 


none 


Score 


166 


Exons 


1. .144, 3. .146, 3. .140, 161. . 


292, 229. 


.291, 234. .293 


Seq. No. 


28591 


Seq. ID 


OJ000250_60.0214 .C23 


OC11C Vi\J . 


59065 


Strand 




Start 


1 


End 


1108 


Name 


OJ000250 60.0214.C23.ol.gs 


Method 


GEN SCAN 


Start 


106 


End 


1108 


GI 


none 


Score 


.48 


Exons 


106.. 166, 766. .851, 1076.. 1108 




Seq. No. 


28592 


Seq. ID 


OJ000250_60.0214.C24 


Gene No. 


59066 


Strand 


+ 


Start 


2904 


End 


3375 


Name 


OJ000250 60.0214.C24.ol.np 


Method 


AAT/NAP 


Start 


2904 


End 


3375 


GI 


6598851 


Score 


224 


Exons 


2904. .3375 






GI Descrip. 


(AC010556) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


zoo y£ 


Seq. ID 


OJ000250_60.0214.C24 




D j\J DD 


Strand 


+ 


Start 


9 QOA 


End 


3375 


Name 


riTnnn?^^ £n c\0"\ a coa oi -hm 
ujuuut ju du . ± fi . i^z h . ox . urn 


Method 


TBLASTX: Maize 


Start 


9 QH ^ 
Z ^Uj 


End 


3235 


GI 


none 


* Score 


224 


Exons 


9QO^ "51 9QA1 Q4 
zyUD. . jIDD, Z X . . juj O, Oli7*l. 


.3235 




Seq. No. 


28593 


Seq. ID 


OJ000250_60.0214.C25 


Gene No. 


59067 


Strand 


+ 


Start 


44 


End 


6164 


in aiuc 


OJ000250 60.0214.C25.ol.gs 


Method 


GENSCAN 


Start 


44 


End 


4737 


GI 


none 


Score 


.8 


Exons 


44. .86, 481. .613, 1174. .1229, 


1363.. 1421, 1517.. 1664, 




1866.. 2149, 2212.. 2333, 2512. 


.,2653, 3460.. 4005, 4364.. 4512, 




4668. .4737 






Seq. No. 


28593 


Seq. ID 


OJ000250_60.0214 .C25 


VJC11C IN l_/ « 


59067 


Strand 


+ 


Start 


44 


End 


6164 


Name 


OJ000250 60.0214 .C25.ol.gp 


Method 


AAT/GAP 


Start 


2443 


End 


2815 


GI 


none 


Score 


746 


Exons 


2443. .2815 






Seq. No. 


28593 


Seq. ID 


OJ000250_60.0214.C25 


Gene No. 


59067 


Strand 


+ 


Start 


44 


End 


6164 


Name 


OJ000250 60-0214. C25.ol-np 


Method 


AAT/NAP 


Start 


2573 


End 


6164 


GI 


3249084 - 


Score 


269 


Exons 


2573.. 2661, 3507.. 4009, 6137. 


.6164 




GI Descrip. 


(AC004473) Similar to red-1 ( 


related to thioredoxin) gene " 




gb 1X92750 from Mus musculus. 


ESTs gb|AA712687 and gb|Z37223 



come from this gene [Arabidopsis thaliana] 



28488 




Seq. No. 


28593 








Seq. ID 


OJ000250_60.0214 .C25 




S9068 








Strand 




Start 


5538 








End 


6418 


Name 


OJ000250 60 


.0214 


.C25.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3520 








End 


3987 


GI 


none 








Score 


276 


Exons 


3520. .3822, 


3523 


. .3654, 


3525. 


.3818, 3654. .3770, 3655. .3747, 




3760. .3915, 


3841 


. .3987, 


3870. 


.3923 




O G • IN <-> • 










Seq. ID 


OJ000250_60.0214.C25 


Gene No. 


59068 








Strand 




Start 


5538 








End 


6418 


Name 


OJ000250 60 


.0214 


.C25.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3523 * 








End 


3795 


GI 


none 








Score 


423 


Exons 


3523. .3795, 


3537 


. .3794 








Seq. No. 


28593 








Seq. ID 


OJ000250_60.0214.C25 




59068 








Strand 




Start 


5538 








End 


6418 


Name 


OJ000250 60 


.0214 


.C25.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5071 








End 


5400 


GI 


none 








Score 


87 


Exons 


5071. .5175, 


5081 


. .5173, 


5083. 


.5232, 51J 


33. .5248, 5183. .5248, 




5259. .5330, 


5260 


. .5328, 


5356. 


.5400, 5368.. 5400 


Seq. No. 


28593 








Seq. ID 


OJ000250_60.0214.C25 












Strand 




Start 


5538 








End 


6418 


Name 


OJ000250 60 


.0214 


.C25.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5344 








End 


5667 


GI 


none 








Score 


44 


Exons 


5344. .5466, 


5346 


. .5369, 


5395. 


.5538, 5435. .5527, 5436. .5528, 




5443. .5532, 


5576 


. . 5665, 


5577. 


.5666, 5577.. 5666, 5578.. 5667 


Seq. No. 


28593 








Seq. ID 


OJ000250_60.0214.C25 


Gene No. 


59068 








Strand 




Start 


5538 








End 


6418 


Name 


OJ000250 60 


.0214 


.C25.o2 


. gs 


Method 


GEN SCAN 


Start 


5538 








End 


6410 


GI 


none 








Score 


.75 


Exons 


5538. .6410 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28593 Seq. ID OJ000250_60 . 0214 . C25 

59068 Strand 

5538 End 6418 

OJ000250_60 . 0214 .C25 . o2 . np Method AAT/NAP 

5541 End 6418 

6630696 Score 1464 

5541. .6418 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 
Gene No. 



28593 
59068 



Seq. ID 
Strand 



OJ000250 60.0214.C25 



28489 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5538 End 

OJ000250_60 . 0214 . C25 . ol . tw Method 

5677 End 

none Score 



6418 

TBLASTX: Wheat 

6152 

399 



5677.. 6063, 5679.. 6062, 6078.. 6152, 6079.. 6147 



28593 
59068 
5538 

OJ000250_60.0214.C25.o2.ts 

5790 

none 



Seq. ID OJ000250_60.0214.C25 
Strand 

End 6418 

Method . TBLASTX : Soybean 

End 6164 

Score 58 



5790. .6014, 5884. .6015, 6033. .6158, 6033. .6164 



28593 
59068 
5538 

OJ000250_60.0214.C25.o2.tm 

6008 

none 



Seq. ID OJ000250_60.0214.C25 
Strand 

End 6418 

Method TBLASTX: Maize 

End 6380 

Score ,80 



6008.. .6256, 6009.. 6380, 6010.. 6357 



Seq. ID OJ000250_60.0214.C26 
Strand 

End 1290 

Method AAT/NAP 

End 1290 , . 

Score 2219 



28594 
59069 
1 

OJ000250_60. 0214 .C26.ol.np 
1 

6630696 
1. .1290 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



28594 
59069 
1 

OJ000250_60 . 0214 . C26 . o2 . tw 
3 

none 

3.. 323, 142.. 306 

28594 
59069 
1 

OJ000250_60.0214.C2 6.ol.ts 
6 

5509260 

6. .458, 108. .275, 142. .363 



Seq. ID OJ000250_60.0214 .C26 
Strand 

End 1290 

Method TBLASTX : Wheat 

End 323 

S£bre 73 



Seq. ID OJ000250_60.0214.C26 
Strand 

End 1290 

Method TBLASTX : Soybean 

End 458 

Score 63 



28594 
59069 
1 

OJ000250_60.0214.C26.ol.tm 
12 

none 

12. .323, 13. .72, 108. .188, 193. .324 

28490 



Seq. ID 
Strand 
End 

Method ' 
End 
Score 



OJ000250_60.0214.C26 

1290 
^ TBLASTX: Maize 
324 
58 



Seq. No. 28594 

Gene No. 59069 

Start 1 

Name OJ000250_60 . 0214 .C26.ol. tc 

Start 105 

GI none 

Exons 105.. 365, 193.. 363 



Seq. ID OJ000250_60.0214.C26 
Strand 

End 1290 

Method TBLASTX : Cress 

End 365 

Score 116 



Seq. ID OJ000250_60.0214.C26 
Strand 

End 1290 

Method TBLASTX : Wheat 

End 1125 

Score 114 

378. .560, 378. .1118, 660. .911, 661. .1125, 718. .1125 



Seq. No. . 28594 

Gene "No. 59069 

Start 1 

Name OJ000250_60 . 0214 . C26 . ol . tw 

Start 378 

GI none 
Exons 



Seq. No. 28594 

Gene No. 59069 

Start 1 

Name OJ000250_60 . 02 14 . C26 . o2 . tc 

Start 690 

GI none 

Exons 690.. 755, 759.. 947, 966.. 1166 

Seq. No. 28594 

Gene No. 59069 

Start 1 

Name OJ000250_60 . 02 14 . C26 . o2 . ts 

Start 783 

GI none 

Exons 783.. 956, 960.. 1181, 964.. 1179 



Seq. ID OJ000250_60. 0214 .C26 
Strand 

End 1290 

Method TBLASTX: Cress 

End 1166 

Score 118 



Seq. ID OJ000250_60.0214.C26 
Strand 

End : 1290 

Method TBLASTX : Soybean 

End 1181 

Score 103 



Seq. No. 28594 

Gene No. 59069 

Start 1 

Name OJ000250_60. 0214 .C26.o2.tm 

Start 879 

GI none 
Exons 



Seq. ID OJ000250_60.0214.C26 
Strand 

End 1290 

Method TBLASTX: Maize 

End 1197 

Score 67 



879. .950, 960. .1196, 964. .1107, 1138. .1197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28594 
59069 
1 

OJ000250_60.0214 .C26.o3.tw 

1126 

none 



Seq. ID OJ000250_60.0214.C26 
Strand 

End 1290 

Method TBLASTX : Wheat 

End 1290 

Score 176 



1126.. 1290, 1126. .1275, 1128.. 1289 



Seq. No. 28595 

Gene No. 59070 

Start 2339 

Name 0 J000250_60 .0214. C27 . o2 . np 

Start 2339 

GI 4056568 

Exons 2339.. 2925, 3127.. 3200 
GI Descrip. (U90944) PDI-like protein [Zea mays] 



Seq. ID OJ000250_60.0214.C27 

Strand + 

End 3200 

Method AAT/NAP 

End 3200 

Score 338 



28491 



-Seq. No. 28595 

Gene No. 59071 

Start 6423 

Name OJ000250_60 . 0214 . C27 . o5 . gs 

Start 6423 

GI none 
Exons 



Seq. ID OJ000250_60.0214.C27 

Strand + 

End 7510 

Method GEN SCAN 

End 7510 

Score .77 



6423. .6554, 6627. .6709, 6753. .6804, 7129. .7236, 7277. .7510 



Seq. No. 28595 Seq. ID OJ000250_60 . 0214 . C27 

Gene No. 59072 Strand 

Start 1 End 1078 

Name OJ000250_60 . 0214 . C27 . ol . np Method AAT/NAP 

Start 1 End 1078 

GI 6630696 Score 1834 

Exons 1. .1078 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 28595 Seq. ID 

Gene No. 59072 Strand 

Start 1 End 

Name OJ000250_60 . 0214 . C27 . ol . gs Method 

Start 72 End . 

GI none Score 

Exons 72.. 220, 331.. 1078 



OJ000250_60.0214.C27 

1078 
GENSCAN 
1078. 
.86 



Seq. No. 28595 Seq. ID OJ000250_60 . 0214 . C27 

Gene No. 59072 Strand 

Start 1 End 1078 

Name OJ000250_60 . 0214 .C27 . ol . gp Method AAT/GAP 

Start 146 End 1036 

GI 101595_1.R1084 Score 1435 

Exons 146.. 220, 336.. 1036 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 


28595 




Seq. ID 


OJ000250_60.0214 


.C27 


Gene No. 


59073 




Strand 






Start 


3345 




End 


7429 




Name 


OJ000250 60.0214 


.C27.o4.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


244 




GI 


none 




Score 


170 




Exons 


2. .220, 2. .244, 


6. .221 








Seq. No. 


28595 




Seq. ID 


OJ000250_60.0214 


.C27 


Gene No. 


59073 




Strand 






Start 


3345 




End 


7429 




Name 


OJ000250 60.0214 


.C27.o3.tm 


Method 


TBLASTX: Maize 




Start 


728 




End 


1036 




GI 


none 




Score 


125 




Exons 


728. .1036, 731.. 


907, 793. ; >936, 


807. .989 




Seq. No. 


28595 




Seq. ID 


OJ000250_60.0214 


.C27 


Gene No. 


59073 




Strand 






Start 


3345 




End 


7429 





28492 




Name 


OJ000250 60. 


0214 


.C27.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


787 








End 


1184 


GI 


none 








Score 


157 


Exons 


787.. 969, 788.. 1072, 801 


. .998 


, 1049. .1183, 1086. .1184 


Seq. No. 


J? J 








Seq. ID 


OJ000250_60 . 0214 . C27 


Gene No. 


*j j \j * j 








Strand 




DLaiL 


j ^> *± j 








End 


7429 


Name 


o.Tfion?so fin 


0214 




ts 


Method 


TBLASTX : Soybean 


Start 


9^40 ~~ 
o i u 








End 


2942 


GI 


none 








Score 


214 


Exons 


2340. .2651, 


2346 


. .2462, 


2348. 


.2437, 2472. .2600, 2589. .2939, 




t. U V U • • -J £~ i 


2661 


2741, 


2814. 


.2942 




Seq. No. 


fj *J Zs -J 








Seq. ID 


OJ000250_60.0214.C27 


taene ino • 


59073 








Strand 




Start 


?^4 5 








End 


7429 


Name 


n.Tnon^^o fin 






tm 


Method 


TBLASTX: Maize 


Start 


?^fi7 ~~ 

<C J U ' 








End 


2942 


GI 










Score 


331 


Exons 


2367. .2579, 


2369 


. .2578, 


2567. 


.2941, 2568. .2942, 2811. .2942 


Seq. No. 


28595 








Seq. ID 


OJ000250_60.0214.C27 


Gene No. 


59073 








Strand 




Start 


3345 








End 


7429 


Name 


OJ000250 60. 


0214 


.C27.o2. 


gp 


Method 


AAT/GAP 


Start 


3345 








End 


7429 


GI 


2709 2.R1084 








Score 


1432 


Exons 


3345. .3679, 


3757 


. .3810, 


3903. 


.4114, 4424. .4527, 7328. .7429 


GI Descrip. 


'2326760/emfc 


| Y14434 | MTTANAD2X 


1.0e-53 


Triticum aestivum 




mitochondrial nad2 gene 


exons 


3, 4 and 


5, and trnY gene 1 


Seq. No. 


28595 








Seq. ID 


OJ000250_60 . 0214 . C27 


Gene No. 


59073 








Strand 




Start 


3345 








End 


7429 


Name 


OJ000250 60. 


0214 


.C27.o2. 


tm 


Method 


TBLASTX: Maize 




3443 








End 


4488 


GI 


none 








Score 


43 


Exons 


3443. .3487, 


3457 


. .3486, 


3576. 


.3608, 3577.. 3612, 3626. .3679, 




3636. .3680, 


3730 


. .3813, 


3757. 


.3813, 3761. .3841, 3900. .4115, 




3901. .3948, 


3902 


. .4114, 


3997. 


.4116, 4421. .4483, 4424. .4483, 




4425. .4487, 


4426 


. .4488 








Seq. No. 


28595 








Seq. ID 


OJ000250_60.0214.C27 


bene ino . 


59073 








Strand 




Start 


3345 








End 


7429 


Name 


OJ000250 60. 


0214 


.C27.o3. 


gs 


Method 


GEN SCAN 


Start 


3516 








End 


4460 


GI 


none 








Score 


.94 


Exons 


3516. .3539, 


3757 


. .3810, 


3903. 


.4114, 4424. .4460 


Seq. No. 


28595 








Seq. ID 


OJ000250_60.0214 .C27 


Gene No. 


59073 








Strand 




Start 


3345 








End 


7429 


Name 


OJ000250 60. 


0214 


.C27.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3593 








End 


4122 


GI 


none 








Score 


47 



28493 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



3593. .3679, 3642. .3680, 3745. .3813, 3757. .3813, 3900. .4100, 
3901. .4122, 4044. .4115 



Seq. ID 

Strand 

End 

Method 

End 

-Score 



OJ000250 60.0214.C27 



28595 
59073 
3345 

OJ000250_60.0214 .C27 .ol.tc 
3617 
none 

3617. .3679, 3642. .3680, 3757. .3813, 3761. .3829, 3900. .4100, 
3901.. 4122, 4044.. 4115 



7429 

TBLASTX: Cress 

4122 

52 



28595 
59073 
3345 

OJ000250_60.0214 .C27 .ol.tw 

3624 

none 

3624. .3680, . 3629. .3679, 3757. 
3900. .4115, 3901. .3948, 3923. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3813, 3761 
.4096, 3997 



OJ000250 60.0214.C27 



7429 

TBLASTX: Wheat 
4466 
56 

3811, 3775. 



.3819, 



,4116, 4425.-4466 



28595 
59073 
3345 

OJ000250_60.0214.C27.o3.np 

3.638 

462195 

3638.. 3679, 3757.. 3810, 3903 



OJ000250 60.0214.C27 



Seq. ID _ 
Strand 

End 7429 
Method AAT/NAP 
End 4 4 60 

Score 453 
4114, 4424. .4460 
PROTEIN TRANSLATION FACTOR SUI1 HOMOLOG (GOS2 PROTEIN) 
gi|100682|pir| IS21636 GOS2 protein - rice gi | 20238 | emb | CAA36190 | 
(X51910) GOS2 [Oryza sativa] gi 13789950 (AF094774) translation 
initiation factor [Oryza sativa] 



28595 
59073 
3345 

OJ000250_60. 0214 .C27 ,o4 ,np 

6162 

5295951 

6162.. 6362, 6390.. 6522, 



OJ000250 60.0214.C27 



Seq. ID 
Strand 

End 7429 

Method AAT/NAP 

End 6905 

Score 185 
6678.. 6905 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 60.0214.C29 



28596 
59074 
1 

OJ000250_60.0214 .C29.ol.np 
1 

3249084 
1..96, 284. .604 

(AC004473) Similar to red-1 (related to thioredoxin) gene 
gb|X92750 from Mus musculus. ESTs gb|AA712687 and gb|Z37223 
come from this gene [Arabidopsis thaliana] 



604 

AAT/NAP 

604 

177 



28596 
59074 
1 



Seq. ID 

Strand 

End 



OJ000250 60.0214.C29 



604 



28494 



Name 


OJ000250 60.0214.C29.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


263 




End 


604 


GI 


none 




Score 


81 


Exons 


263.. 595, 296.. 526, 362 


. .532, 


369. .530, 


378. .572, 527. .595, 




542. .604, 543.-596 








Seq. No. 


28596 




Seq. ID 


OJ000250_60.0214.C29 


bene wo. 


c; am a 
o y u / h 




o rrana 




Start 


1 




End 


604 


Name 


OJ000250 60.0214.C29.ol 


. gs 


Method 


GEN SCAN 


Start 


284 




End 


571 


GI 


none 




Score 


.99 


Exons 


284. .571 








Seq. No. 


28596 




Seq. ID 


OJ000250_60.0214.C29 


Gene No. 


59074 




Strand 




btan 


i 
l 








Name 


OJ000250 60.0214.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


296 




End 


604 


GI 


none 




Score 


67 


Exons 


296. .409, 302. .487, 374 


. .532, 


468. .572, 


476. .604, 530. .595, 




542. .604 








Seq. No. 


28597 




Seq. ID 


OJ000250_60.0214.C30 


Gene No. 


59075 




Strand 


+ 


Q-t- a r-+- 
OLdlL 


"*A A 




End 


2840 


Name 


OJ000250 60.0214.C30.o2 


.np 


Method 


AAT/NAP 


Start 


344 




End 


2840 


GI 


6815115 




Score 


1323 


Exons 


344. .372, 2020. .2840 








GI Descrip. 


(AB037543) ATP synthase 


beta 


subunit [Oryza sativa] 


Seq. No. 


28597 




Seq. ID 


OJ000250_60.0214.C30 


Gene No. 


59076 




Strand 


+ 


Start 


2840 




End 


3250 


Name 


OJ000250 60.0214.C30.o3 


.np 


Method 


AAT/NAP 


Start 


2840 




End 


3250 


GI 


114601 




Score 


696 


Exons 


2840. .3250 








GI Descrip. 


ATP SYNTHASE EPSILON CHAIN gi 


I 67868 |pir| | PWRZE H+-transporting 



\ 



ATP synthase (EC 3.6.1.34) epsilon chain - rice chlofoplast 
gi|11990|emb|CAA34002| (X15901) atpE; ATPase epsilon subunit 
[Oryza sativa] gi 1343204 (M314 64) atpE gene product [Oryza 
sativa] gi | 226611 | prf | | 1603356AH ATPase epsilon [Oryza sativa] 



Seq. No. 28597 Seq. ID 

Gene No. 59077 Strand 

Start 4164 End 

Name OJ000250_60 . 0214 . C30 . ol . gp Method 

Start 4164 End 

GI 3767033 Score 

Exons 4164.. 4464 

GI Descrip. 23267 60 /emb | Yl 4434 | MTTANAD2X 1.0e-53 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 



OJ000250_60.0214.C30 
+ 

4464 
AAT/GAP 
4464 
578 



Seq. No. 
Gene No. 



28597 
59078 



Seq. ID OJ000250_60.0214.C30 
Strand + 



28495 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 917 End 
0 J000250_60 . 0214 . C30 . o4 . np Method 
4917 End 
400639 Score 
4917. .6450 

NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 
dehydrogenase (ubiquinone) (EC 1.6.5. 
mitochondrion gi | 12822 | emb|CAA34728 | 
reductase subunit 2 [Beta vulgaris]. 



6450 
AAT/NAP 
6450 
1439 

2 gi| 66148 |pir| IDNETU2 NADH 
3) chain 2 - sugar beet 
(X16828) NADH: ubiquinone 



OJ000250_60 . 0214 . C30 
+ 

9451 
AAT/NAP 
9314 
1350 



28597 Seq. ID 

59079 Strand 
8528 End 
OJ000250_60 .0214. C30 . o5 . np Method 
8528 End 
132005 Score 
8528.. 9314 

RIBULOSE BISPHOSPHATE CARBOXYLASE LARGE CHAIN PRECURSOR (RUBISCO 
LARGE SUBUNIT) gi | 68145 I pir | | RKRZL ribulose-bisphosphate 
carboxylase (EC 4.1.1.39) large chain precursor - rice 
chloroplast gi | 11992 | emb | CAA34004 | (X15901) rbcL; RuBisCO large 
subunit [Oryza sativa] gi I 344017 | dbj | BAA00147 | (D00207) ribulose 
1, 5-bisphosphate carboxylase large subunit [Oryza sativa] gi|22 

28597 Seq. ID OJ000250_60 . 0214 . C30 

59079 Strand + 

8528 End 9451 

OJ000250_60 .0214. C30 . o2 . gp Method AAT/GAP 

8659 End 9451 

14384_1.R1084 Score 1337 

8659. .9392, 9415. .9451 

'5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



28597 
59080 
281 

OJ000250_60.0214.C30.ol.np 
281 

128657 

281. .1033, 1746. .1973, 3879. 



OJ000250 60.0214.C30 



Seq. ID 
Strand 

End 7063 
Method AAT/NAP 
End 3925 
Score 1597 
.3925 

NADH - P LAS T OQ U I NONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 
gi I 6614 9 1 pir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi I 669085 | emb | CAA33941 1 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi I 6690891 emb |CAA33920| (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



28597 Seq. ID 

59080 Strand 

281 End 
OJ000250_60 . 0214 . C30 . o2 . gs Method 

3071 End 

none Score 

3071.. 3245, 3909.. 4059, 5001.. 5180, 5589 
7006. .7063 



OJ000250 60.0214.C30 



7063 
GENSCAN 
7063 
.44 

5670, 6204.. 6319, 



28496 




Seq. No. 


28597 




Seq. ID 


OJ000250_60.0214 


.C30 


Gene No. 


. 59081 




Strand 






b ZS.TZ 






End 


9626 




Name 


OJ000250 60.0214 .C30.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


471 




GI 


none 




Score 


73 




Exons 


2. .64, 4. .63, 65. .121, 


65. .121, 96. .176, 101. .178, 103. 


.198 




112. .174, 138. .206, 139 


. .180, 


166. .186, 


191. .241, 191.. 


232, 




192. .284, 192.. 242, 231 


. .470, 


231. .470, 


238. .471, 238.. 


471 


Seq. No. 


28597 




Seq. ID 


OJ000250_60.0214 


.C30 


bene jno . 






Strand 






Start 


9043 




End 


9626 




Name 


OJ000250 60.0214.C30.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


267 




End 


6130 




GI 


none 




Score 


434 




Exons 


267. .587, 277. .675, 279 


. .758, 


280. .753, 


425. .760, 638.. 


760, 




5918.. 6130 










oeq. ino . 


9ft 




Seq. ID 


OJ000250_60.0214 




Gene No. 


59081 




Strand 






Start 


9043 




End 


9626 




Name 


- OJ000250 60.0214.C30.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1955 




End 


2312 




GI 


none 




Score 


354 




Exons 


1955.. 2011, 2031.. 2312, 


2037. 


.2306, 2042.. 2311 




Seq. No. 


28597 




Seq. ID 


OJ000250_60.0214 


.C30 


Gene No . 


o y Uo i 




Strand 






Start 


9043 




End 


9626 




Name 


OJ000250 60.0214.C30.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2019 




End 


3333 




GI 


none 




Score 


1254 




Exons 


2019.. 2807, 2020.. 2706, 


2021. 


.3028, 2021.. 3007, 2995.. 3078, 




2999.. 3238, 3005.. 3166, 


3009. 


.3173, 3163.. 3333 




oeq. ino . 


OQCQ7 




Seq. ID 


OJ000250_60.0214 


.C30 


Gene No. 


59081 , • 




Strand 






Start 


9043 




End 


9626 




Name 


OJ000250 60.0214.C30.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2019 




End 


3238 




GI 


none 




Score 


1260 




Exons 


2019. .2807, 2021. .3148, 


2033. 


.3238, 3163.. 3237 




oeq. jno. 


£.0 D y / 




Seq. ID 


OJ000250_60.0214 


.C30 


Gene No. 


59081 




Strand 






Start 


9043 




End 


9626 




Name 


OJ000250 60.0214.C30.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2031 




End 


2812 




GI 


none 




Score 


1011 




Exons 


2031. .2807, 2031. .2387, 


2042. 


.2812 






Seq. No. 


28597 




Seq. ID . 


OJ000250_60.0214 


.C30 


Gene No. 


59081 




Strand 






Start 


9043 




End 


9626 




Name 


OJ000250 60.0214.C30.o3 


.tw 


Method 


TBLASTX: Wheat 





284 97* 




Start 


2400 








End 


2780 




GI 


none 








Score 


437 




Exons 


2400. .2780, 


2423 


. .2779 










Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 


Gene No . 


59081 








Strand 






Of- a -rf- 
OLal U 










End 


9626 




Name 


OJ000250 60 


.0214 


.C30.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2916 








End 


3300 




GI 


none 








Score 


72 




Exons 


2916. .2963, 


2916 


. .2963, 


2917. 


.2985, 2953. .3078, 2970. .3299, 




2970. .3260, 


3163 


. .3300 










Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 












Strand 






Start 


9043 








End 


9626 




Name 


OJ000250 60 


.0214 


.C30.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8525 








End 


8865 




GI 


none 








Score 


267 




Exons 


8525. .8860, 


8529 


. .8864, 


8530. 


.8865, 8544. .8864 




Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 


belle LNO • 










Strand 






Start 


9043 








End 


9626 




Name 


OJ000250 60 


.0214 


.C30.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8571 








End 


9365 




GI 


none 








Score 


929 




Exons 


8571. .9365, 


8572 


. .9273, 


8577. 


.9323 






Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 


bene iNu • 


C Qf| ft 1 








Strand 






Start 


9043 








End 


9626 




Name 


OJ000250 60 


.0214 


,C30.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


8808 








End 


8955 




GI 


none 








Score 


156 




Exons 


8808. .8930, 


8809 


. .8955, 


8810. 


.8944 






Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 












"Strand 






Start 


9043 








End 


9626 




Name 


OJ000250 60 


.0214 


.C30.O2. 


tm 


Method 


TBLASTX: Maize 




Start 


8918 








End 


9287 




GI 


none 








Score 


310 




Exons 


8918. .9277, 


8927 


. .9133, 


8940. 


.9287, 8943.. 9287 




Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 


UCliC LNU . 










Strand 






Start 


9043 ' 








End 


9626 




Name 


OJ000250 60 


.0214 


.C30.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9038 








End 


9307 




GI 


none 








Score 


353 




Exons 


9038 . . 9169, 


9039 


. . 9305, 


9039. 


.9305, 9040.. 9306, 9206.. 9307 


Seq. No. 


28597 








Seq. ID 


OJ000250_60.0214 


.C30 


Gene No. 


59081 








Strand 






Start 


9043 








End 


9626 




Name 


OJ000250 60 


.0214 


.C30.O3. 


gp 


Method 


AAT/GAP 





28498 




Start 


9043 


End 


9626 


GI 


306 12.R1084 


Score 


249 


Exons 


9043.. 9067, 9490.. 9626 






GI Descrip. 


, 11957/emb|X15901 ICHOSXX 0.0e+00 Rice 


complete chloroplast 




genome 1 






Seq. No. 


28597 


Seq. ID 


OJ000250_60.0214.C30 


Gene No. 


59081 


Strand 




Start 


9043 


End 


9626 ' 


Name 


OJ000250 60.0214.C30.o4.tc 


Method 


TBLASTX: Cress . 


Start 


9479 


End 


9626 


GI 


none 


Score 


76 


Exons 


9479.. 9538, 9489.. 9626, 9493. 


.9624, 9587. .9625 


Seq. No. 


28597 


Seq. ID 


OJ000250_60.0214 .C30 


Gene No. 


59081 


Strand 




Start 


9043 


End 


9626. 


Name 


OJ000250 60.0214.C30.o5.tm 


Method 


TBLASTX: Maize 


Start 


9479 


End 


9609 


GI 


none 


Score 


87 


Exons 


9479. .9541, 9489. .9608, 9492. 


.9608, 9493. .9609, 9493. .9609 


Seq. No. 


28598 


beq. id 




bene no. 


59082 


Strand 


+ 


Start 


50 


End 


/CI 


Name 


OJ000250 60.0214 .C32.ol.gs 


Method 




Start 


50 


End 


461 


GI 


none 


Score 


.43 


Exons 


50.. 290, 335.. 461 






Seq. No. 


28599 


Seq. ID 


OJ000250_62.0214.C2 


Gene No. 


59083 


Strand 




Start 


762 


End 


1072 


Name 


OJ000250 62.0214.C2.ol.gs 


Method 


GENSCAN 


Start 


762 


End 


1072 


GI 


none 


Score 


.63 


Exons 


762.. 899, 905.. 1072 






Seq. No. 


28600 


Seq. ID 


OJ000250_62.0214.C3 


Gene No. 


59084 


Strand 




Start 


305 


End 


■503 


Name 


OJ000250 62.0214.C3.ol.gs 


Method 


GENSCAN 


Start 


305 


End 


503 


GI 


none 


Score 


.83 


Exons 


305. .503 






Seq. No. 


28601 


Seq. ID 


OJ000250_62.0214.C4 


Gene No. 


59085 


Strand 




Start 


1 


End 


516 


Name 


OJ000250 62.0214.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


516 


GI 


729704 


Score 


89 


Exons 


1.-.61, 89. .165, 388. .516 






GI Descrip. 


DNA-BINDING PROTEIN HEXBP (HEXAMER- BINDING PROTEIN) 



gi| 1078700|pir | IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



28499 



Seq. No. 28602 Seq. ID OJ000250_62 . 0214 . C5 

Gene No. 59086 Strand 

Start 161 End 379 

Name OJ000250_62 . 0214 . C5 . ol .np Method AAT/NAP 

Start 161 End 379 

GI 137997 Score 290 

Exons 161.. 379 

GI Descrip. GENE 30 PROTEIN gi | 540743 I pir | | S04829 gene 30 protein - phage 

phi-80 gi|14805|emb|CAA31472| (X13065) gene 30 (AA 1 - 73) 
[Bacteriophage phi-80] 



Seq. No. 


28602 








Seq. ID 


OJ000250_62.0214 


.C5 


Gene No. 


59086 








Strand 


- 




Start 


161 








End 


379 




Name 


OJ000250 


62. 0214. C5. 


ol . 


gs 


Method 


GENSCAN 




Start 


175 








End 


226 




GI 


none 








Score 


. 61 




TP \* /™v /Ti 

Lxons 


175. .226 














Seq. No. 


28603 








Seq. ID 


OJ000250_62.0214 


.C6 


Gene No. 


59087 








Strand 


+ 




Start 


1 








End 


643 




Name 


OJ000250 


62. 0214. C6. 


ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


643 




GI 


4680179 








Score 


494 




Exons 


1. .643 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


28603 








Seq. ID 


OJ000250_62.0214 


.C6 


Gene No. 


59087 








Strand 


+ 




Start 


1 








End 


643 




Name 


OJ000250 


62. 0214. C6. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


189 








End 


539 




KjX. 


none 








Score 


971 




Exons 


189. .539, 


206. .283, 


305 


. .526 








Seq. No. 


28603 








Seq. ID 


OJ000250_62.0214 


.C6 


Gene No. 


59087 








Strand 


+ 




Start 


1 








End 


643 




Name 


OJ000250 


62.0214.C6. 


ol. 


gs 


Method 


GENSCAN 




Start 


227 








End 


557 




GI 


none 








Score 


.91 




Exons 


227. .355, 


380. .557 












Seq. No. 


28604 








Seq. ID 


OJ000250_62.0214 


.C7 


Gene No. 


59088 








Strand 


+ 




Start 


105 








End 


191 




Name 


OJ000250 


62. 0214. C7. 


ol. 


gs 


Method 


GENSCAN 




Start 


105 








End 


191 




GI 


none 








Score 


.82 




Exons 


105. .191 














Seq. No. 


28605 








Seq. ID 


OJ000250_62.0214 


.C8 


Gene No. 


59089 








Strand 






Start 


1 








End 


924 




Name 


OJ000250 


62. 0214. C8. 


ol. 


np 


Method 


AAT/NAP 





28500 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 



End 
Score 



924 
989 



6907086 
1.-287, 345. .924 

(AP001129) hypothetical protein [Oryza sativa] 



28605 
59089 
1 

OJ000250_62 . 0214 . C8 . ol . gs 

484 

none 

484. .860 



Seq. ID OJ000250_62.0214.C8 

Strand 

End 924 

Method GEN SCAN 

End 8 60 

Score .89 



28606 
59090 
1 

OJ000250_62 . 0214 . C9 . ol . np 
1 

4680179 
1. .677 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_62.0214.C9 

Strand + 

End 677 

Method AAT/NAP 

End 677 

Score 732 



28606 
59090 
1 

OJ000250_62.0214.C9.ol.gs 
19 

none 

19. .83, 126. .254, 279. .672 

28606 
59090 
1 

OJ000250_62.0214 .C9.o2.tw 
70 

none 

70. .267, 87. .266, 94. .267 

28606 
59090 
1 

OJ000250_62.0214.C9.ol.tw 

316 

none 

316. .513, 319. .645 

28606 
59090 
1 

OJ000250_62.0214.C9.ol.tm 

319 

none 

319. .624, 345. .425 

28607 
59091 
1 



Seq. ID OJ000250_62.0214.C9 

Strand + 

End 677 

Method GEN SCAN 

End 672 

Score .56 



Seq. ID OJ000250_62.0214.C9 

Strand + 

End 677 

Method TBLASTX : Wheat 

End 267 

Score 193 



Seq. ID OJ000250_62.0214 ,C9 

Strand + 

End 677 

Method TBLASTX : Wheat 

End 645 

Score 287 



Seq. ID OJ000250_62.0214.C9 

Strand + 

End 677 

Method ' TBLASTX : Maize 

End 624 

Score 238 



Seq. ID OJ000250_62.0214.C11 
Strand + 
End 821 



28501 



Name 


OJ000250 62.0214.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


821 


GI 


6907087 


Score 


553 


Exons 


1..232, 441. .821 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


28608' 


Seq. ID 


OJ000250_62.0214.C14 


Gene No. 


59092 


Strand 


+ 


Start 


1 


End 


1032 


Name 


OJ000250 62.0214.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1032 


GI 


4680186 


Score 


161 ■ 


Exons 


1..91, 827. .1032 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


28608 


Seq. ID 


OJ000250 62.0214.C14 


Gene No. 


59092 


Strand 


+ 


Start 


1 


End 


1032 


Name 


OJ000250 62.0214.C14.ol.gs 


Method 


GENSCAN 


Start 


674 


End 


886 


GI 


none 


Score 


.57 


Exons 


674. .731, 881. .886 






Seq. No. 


28609 


Seq. ID 


OJ000250_62 . 0214 . C15 


Gene No. 


59093 


Strand 


+ 


Start 


2764 


End 


2968 


Name 


OJ000250 62.0214.C15.ol.np 


Method 


AAT/NAP 


Start 


2764 


End 


2968 


GI 


4680186 


Score 


209 


Exons 


2764. .2968 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


28609 


Seq. ID 


OJ000250_62 . 0214 . C15 


Gene No. 


59094 


Strand 


+ 


Start 


3691 


End 


3957 


Name 


OJ000250 62.0214.C15.o2.gs 


Method 


GENSCAN 


Start 


3691 


End 


3957 


GI 


none 


Score 


. 87 


Exons 


3691. .3733, 3742. .3957 






Seq. No. 


28609 


Seq. ID 


OJ000250_62.0214.C15 


Gene No. 


59095 


Strand 




Start 


2512 


End 


2897 


Name 


OJ000250 62.0214.C15.ol.gp 


Method 


AAT/GAP 


Start 


2512 


End 


2897 


GI 


uC-osflcyp033a04bl 


Score 


637 


Exons 


2512. .2897 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e-J 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


28609 


Seq. ID 


OJ000250_62.0214.C15 


Gene No. 


59096 


Strand 




Start 


3360 


End 


4007 


Name 


OJ000250 62.0214.C15.o2.np 


Method 


AAT/NAP 


Start 


3360 


End 


4007 



28502 



GI 6907087 Score 136 

Exons 3360.. 3461, 3945.. 4007 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 
.Gene No. 
"Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28610 
59097 
68 

OJ000250_62 . 0214 . C16 . ol . gs 
68 

none 



Seq. ID OJ000250_62.0214.C16 

Strand + 

End 4266 

Method GENSCAN 

Encl 4266 

Score . 62 



68. .210, 2443. .2458,- 2628. .3598, 3627. .4002, 4111. .4266 



28610 Seq. ID 

59097 Strand 
68 End 
OJ000250_62 . 0214 . C16 . o2 . gp Method 
988 End 
uC-osflcyp033a04bl Score 
988.. 1372 

, 6016845/dbj IAP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000250_62.0214 .C16 
+ 

4266 
AAT/GAP 
1372 
620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28610 Seq. ID 

59098 Strand 
1 End . 

OJ000250_62.0214 .C16.ol.np Method 
1 End 
5852180 Score 

1..62, 115. .232, 1221. .1268, 4639. .4723 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000250_62.0214.C16 

4723 
AAT/NAP 
4723 
214 



28611 
59099 
1 

OJ000250_62 . 0214 . C17 . ol . np 
1 

4680179 



Seq. ID OJ000250_62.0214.C17 



Strand 
End 

Method 

End 

Score 



5160 
AAT/NAP 
4690 
3582 



1..30, 1004.. 3084, 3112. .4101, 4645. .4690 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



28611 
59099 
1 

OJ000250_62 . 0214 . C17 . o2 . np 
4372 
4512231 
4372. .5160 

(AB014741) ORF0 protein [Oryza sativa] 

28611 Seq. ID 

59100 Strand 

6337 End 

OJ000250_62.0214 .C17.o7.tw Method 

1003 End 

none Score 



Seq. ID OJ000250_62.0214.C17 
Strand 

End 5160 

Method AAT/NAP 

End 5160 

Score 1253 



OJ000250_62.0214 .C17 
8186 

TBLASTX: Wheat 

1233 

192 



28503 



Exons 



1003. .1233 



Seq. No. 


28611 








Seq. ID 


. OJ000250 62.0214.C17 


Gene No. 


59100 








Strand 


- 


Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1261 








End 


1614 


GI 


none 








. Score 


195 


Exons 


1261. .1614, 


1268. 


.1609 








Seq. No. ■ 


28611 








Seq.' ID 


OJ000250 62.0214.C17 


Gene No. 


59100 








Strand 


- 


Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1261 








End 


1686 


GI 


none 








Score 


194 


Exons 


1261. .1611, 


1261. 


.1686, 


1268. 


.1684 




Seq. No. 


28611 








Seq. ID 


OJ000250 62.0214.C17 


Gene No. 


59100 








Strand 


- 


Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1432 








End 


1677 


GI 


none 








Score 


204 


Exons 


1432. .1677 












Seq. No. 


28611 








Seq. ID 


OJ000250_62 . 0'214 .C17 


Gene No. 


59100 








Strand 


- 


Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1621 








End 


1953 


GI 


none 








Score 


144 


Exons 


1621. .1953, 


1622. 


.1900 








Seq. No. 


28611 








Seq. ID 


OJ000250_62.0214.C17 


Gene No. 


59100 








Strand 


- 


Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1687 








End 


1950 


GI 


none 








Score 


250 


Exons 


1687. .1950, 


1688. 


.1948 








jclJ. IN O • 


ZODil 








Seq. ID 


OJ000250_62.0214 .C17 


Gene No. 


59100 








Strand 




Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1702 








End 


2097 


GI 


none 








Score 


189 • 


Exons 


1702. .1953, 


1712. 


.1945, 


2008. 


.2061, 2018.. 2059, 2065.. 2097, 




2065. .2097 












Seq. No. 


28611 








Seq. ID 


OJ000250_62.0214.C17 


Gene No. 


59100 








Strand 




Start 


6337 








End 


8186 


Name 


OJ000250 62 


.0214. 


C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2008 








End 


2455 


GI 


none 








Score 


64 



28504 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2008.. 2451, 2213.. 2455 



28611 
59100 
6337 

OJ000250_62. 

2038 

none 

2038. .2520, 



28611 
59100 
6337 

OJ000250_62, 

2179 

none 

2179. .2484 

28611 
59100 
6337 

OJ000250_62. 

2653 

none 

2653. .3006 

28611 
59100 
6337 

OJ000250_62. 

3340 

none 

3340. .3690, 

28611 
59100 
6337 

OJ000250_62. 

3385 

none 

3385. .3690/ 

28611 
59100 
6337 

OJ000250_62. 

3742 

none 

3742. .3939, 

28611 
59100 
6337 

OJ000250_62. 
6337 
6063554 
6337. .6509, 



0214.C17.o2.tw 



2041. .2517, 2081, 



0214.C17.o3.ts 



0214.C17.o5.tw 



0214.C17.o4.tw 
3474. .3542, 3518. 

0214.C17.o4.tm 
3534. .3611, 3584. 

0214.C17.o6.tw 
3743. .3940 

0214.C17.o3.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2521 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3691 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3664 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_62.0214.C17 
8186 

TBLASTX: Wheat 

2521 

229 



OJ000250_62.0214 .C17 
8186 

TBLASTX : Soybean 

2484 

190 



OJ000250_62.0214 .C17 
8186 

TBLASTX: Wheat 
3006 
.256 



OJ000250_62.0214.C17 
8186 

TBLASTX: Wheat 

3691 

49 



OJ000250_62 . 0214 .C17 
8186 

TBLASTX: Maize 

3690 

44 



OJ000250_62.0214.C17 
8186 

TBLASTX: Wheat 

3940 

136 



OJ000250_62 . 0214 . C17 

8186 
AAT/NAP 
8186 
194 



7563. .7626, 7725.. 7913, 8038.. 8186 



28505 



GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28612 






Seq. ID 


OJ000250_ 


62.0214 


Gene No. 


59101 






Strand 


+ 




Start 


569 






End 


841 




Name 


OJ000250 62 


.0214.C18.ol 


. gs 


Method 


GEN SCAN 




Start 


569 






End 


841 




GI 


none 






Score 


.99 






569. .841 












Seq. No. 


28612 






Seq. ID 


OJ000250_ 


62.0214 


Gene No. 


59102 






Strand 


+ 




Start 


6722 






End 


9808 




Name 


OJ000250 62 


.0214.C18.o2 


.np 


Method 


AAT/NAP 




Start 


6722 






End 


9808 




GI 


1628482 






Score 


230 




Exons 


6722. .7103, 


9735. .9808 










GI Descrip. 


(X97570) embryogenesis 


transmembrane protein [Zea mays] 


Seq. No. 


28612 






Seq. ID 


OJ000250_ 


62.0214 


Gene No. 








Strand 






Start 


1 






End 


9808 




Name 


UJUUUZOU oZ 


.0214.C18.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


9808 




GI 


ooozloU 






Score 


583 




Exons 


1 . . DO/ Z 1 3D 


..2896, 3598 


. .3652, 3817. .4173, 4225. 


.4342, 




5421. .5473, 


7533. .7600, 


9702. 


.9808 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


28612 






Seq. ID 


OJ000250_ 


62.0214 


Gene No. 


59103 






Strand 






Start 


1 






End 


9808 




Name 


OJ000250 62 


.0214.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6742 






End 


7075 




GI 


none 






Score 


82 






6742. .6813, 


6758. .6820, 


6827. 


.7075, 6898-;- .6939, 


6991. .7 


Seq. No. 


28613 






Seq. ID 


OJ000250_ 


62.0214 


Gene No. 


59104 






Strand 


+ 




Start 


5322 






End 


13414 




Name 


OJ000250 62 


.0214.C19.o2 


. np 


Method 


AAT/NAP 




Start 


5174 






End 


13414 




GI 


4680186 






Score 


161 




Exons 


5174. .5223, 


9282. .9459, 


12593 


. .12687, 


13218. .13414 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


28613 






Seq. ID 


OJ000250_ 


62.0214 


Gene No. 


59104 






Strand 


+ 




Start 


5322 






End 


13414 




Name 


OJ000250 62 


.0214.C19.o2 


. gs 


Method 


GENSCAN 




Start 


5322 






End 


6192 




GI 


none 






Score 


.81 




Exons 


5322. .5473, 


5665. .5910, 


6057. 


.6192 






Seq. No. 


28613 






Seq. ID 


OJ000250_ 


62.0214 



28506 



Gene No. 59104 Strand + 

Start 5322 End 13414 

Name OJ0Q0250_62 . 0214 . C19 . o3 . gs Method GEN SCAN 

Start 9226 End 10601 

GI none Score .75 

Exons 9226.-9894, 10416.. 10601 



Seq. No. 


28613 


Seq. ID 


OJ000250_62.0214 


.C19 


Gene No. 


59104 


Strand 


+ 




Start 


5322 


End 


13414 




Name 


OJ000250 62.0214.C19.ol.np 


Method 


AAT/NAP 




Start 


9486 


End 


13414 




GI 


1628482 


Score 


204 




Exons 


9486. .9878, 13317. .13414 








GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


28613 


Seq. ID 


OJ000250_62.0214 


.C19 


Gene No. 


59104 


Strand 


+ 




Start 


5322 


End 


13414 




Name 


OJ000250 62.0214.C19.o4.gs 


Method 


GENSCAN 




Start 


11364 


End 


12165 




GI 


none 


Score 


.42 




Exons 


11364. .11667, 11819.. 12165 








Seq. No. 


28613 


Seq. ID 


OJ000250_62.0214 


.C19 


Gene No. 


59105 


Strand 






Start 


12376 


End 


13323 




Name 


OJ000250 62.0214.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


5313 


End 


9798 




GI 


none 


Score 


126 




Exons 


5313. .5417, 5330. .5413, 5427. 


.5477, 5663. .5818, 9475. .9582, 



9598. .9798 



Seq. No. 28613 Seq. ID OJ000250_62 . 0214 . C19 

Gene No. 59105 Strand 

Start 12376 End 13323 

Name OJ000250_62 . 0214 .C19. ol . gp Method AAT/GAP 

Start 12376 End 12880 

GI 38782_1.R1084 Score 848 

Exons 12376. .12880 

GI Descrip. ■ 6069643/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 28613 Seq. ID 

Gene No. 59105 Strand 

Start 12376 End 

Name OJ000250_62 . 0214 . CI 9 . o5 . gs Method 

Start 12672 End 

GI none Score 

Exons 12672. .12745, 13269.. 13323 

Seq. No. 28614 Seq. ID 

Gene No. 59106 Strand 

Start 1 End 

Name OJ000250_62 . 0214 . C20 . o2 . np Method 

Start 1 End 

GI 6069659 Score 



OJ000250_62 . 0214 . C19 

13323 
GENSCAN 
13323 
.81 



OJ000250_62.0214 .C20 
+ 

938 

AAT/NAP 

938 

119 



28507 



Exons 


1..28, 754. .858, 904. .938 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28614 


Seq. ID 


OJ000250_62. 


0214. C20 


Gene No. 


59106 


Strand 


+ 




Start 


1 


End 






Name 


OJ000250 62.0214.C20.ol.np 


Method 


AAT/NAP 




Start 


44 


End 


631 




GI 


6907088 


Score 


512 




Exons 


44 . .181, 357. . 631 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28614 


Seq. ID 


OJ000250_62. 


0214. C20 


Gene No. 


59107 


Strand 


+ 




Start 


855 


End 


938 




Name 


OJ000250 62.0214.C20.ol.gp 


Method 


AAT/GAP 




Start 


855 


End 


938 




GI 


5667165 


Score 


160 




Exons 


855. .938 








GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-8 6 


Oryza sativa 


i subsp. 




japonica BAC clone 34K24, complete sequence 




Seq. No. 


28615 


Seq. ID 


OJ000250_62. 


0214. C21 


Gene No. 


59108 


Strand 


+ 




Start 


110 


End 


564 




Name 


OJ000250 62.0214.C21.ol.gs 


Method 


GEN SCAN 




Start 


110 


End 


564 




GI 


none 


Score 


.6 




Exons 


110. .564 








Seq. No. 


28615 


Seq. ID 


OJ000250_62. 


0214. C21 


Gene No. 


59109 


Strand 






Start 


803 


End 


806 




Name 


OJ000250 62.0214.C21.o2.gs 


Method 


GEN SCAN 




Start 


803 


End 


806 




GI 


none 


Score 


.53 




Exons 


803. .806 








Seq. No. 


28616 


.Seq. ID 


OJ000250_62. 


0214.C23 


Gene No. 


59110 


Strand 


+ 




Start 


524 


End 


696 




Name 


OJ000250 62.0214.C23.o2.np 


Method 


AAT/NAP 




Start 


524 


End 


696 




GI 


6063554 


Score 


105 




Exons 


524.. 696 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


28616 


Seq. ID 


OJ000250_62. 


0214. C23 


Gene No. 


59111 


Strand 






Start 


1 


End 


277 




Name 


OJ000250 62.0214.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


277 




GI 


4680179 


Score 


273 




Exons 


1. .277 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 





28508 



Seq. No. 28616 

Gene No. 59111 

Start 1 

Name OJ000250_62 . 0214 .C23.ol.gs 

Start 13 

GI none 

Exons 13.. 262 



Seq. ID OJ000250_62.0214.C23 

Strand 

End 277 

Method GENSCAN 

End 2 62 

Score .58 



Seq. No. 28617 

Gene No. 59112 

Start 60 

Name OJ000250_62 . 0214 . C24 . ol . gs 

Start 60 

GI none 

Exons 60. .166 



Seq. ID OJ000250_62.0214.C24 

Strand + 

End 166 

Method GENSCAN 

End 166 

Score .85 



Seq. No. 28617 
Gene No. 59113 
Start 59 

Name OJ000250_62 . 0214 . C24 . ol . np 

Start 59 
GI 6907087 
Exons 59.. 291 

GI Descrip., (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ000250_62.0214.C24 
Strand 

291 

AAT/NAP 
291 
128 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28618 
59114 
1 

OJ000250_62.0214.C25.ol.np 
1 

4680179 
1..540 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_62.0214.C25 
Strand 

End 540 

Method AAT/NAP 

End 540 

Score 388 



28618 
59114 
1 

OJ000250_62.0214.C25.ol.tw 
27 

none 



Seq. ID OJ000250_62.0214.C25 

Strand . - 

End 540 

Method TBLASTX : Wheat 

End 34 6 

Score 77 



27. .119, 29. .157, 32. .121, 206. .346, 219. .287 



28618 
59114 
1 

OJ000250_62.0214.C25.ol.gs 
29 

none 
29. .451 



Seq. ID OJ000250_62.0214 .C25 

Strand 

End 540 

Method GENSCAN 

End 451 

Score .46 



Seq. No. 28619 

Gene No. 59115 

Start 81 

Name OJ000250_62 . 0214 . C30 . ol . gs 



Seq. ID OJ000250_62.0214 .C30 

Strand 

End 253 

Method GENSCAN 



28509 




Start 


81 




End 


253 




GI 


none 




Score 


.51 




Exons 


81. .253 










Seq. No. 


28620 




Seq. ID 


OJ000250_62.0214 


.C31 


Gene No . 


o y ± i o 




otrana 


x 

T 




Start. 


62 




End 


312 




Name 


OJ000250 62 


.0214.C31.ol.gs 


Method 


GENS CAN 




Start 


62 




End 


312 




GI 


none 




Score 


.45 




Exons 


62. .312 










Seq. No. 


28621 




Seq. ID 


OJ000250_62.0214 


.C33 


Gene No. 


59117 




Strand 


+ 




atari 


j. 






1 Q"3 
lOO 




Name 


OJ000250 62 


.0214.C33.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


183 




GI 


5852180 




Score 


188 




Exons 


1. .183 










GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 






Seq. No. 


28621 




Seq. ID 


OJ000250_62.0214 


.C33 


Gene No . 


oyiio 




Of y^nrl 


i 

T 




Start 


502 




End 


508 




Name 


OJ000250 62 


.0214.C33.ol.gs 


Method 


GENSCAN 




Start 


502 




End 


508 




GI 


none 




Score 


.5 




Exons 


502. .508 










Seq. No. 


28622 




Seq. ID 


OJ000250_62.0214 


.C35 


bene no. 






0+- V > T-S 

o urana 


+ 




Start 


99 




End 


114 




Name 


OJ000250 62 


.0214.C35.ol.gs 


Method 


GENSCAN 




Start 


99 




End 


114 




GI 


none 




Score 


.68 




Exons 


99. .114 










Seq. No. 


28623 




Seq. ID 


OJ000250_62.0214 


.C37 


Gene No. 


59120 




Strand 


+ 




Start 


1 




End 


1543 




Mama 




.0214.C37.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1543 




GI 


3047086 




Score 


85 




Exons 


1..58, 1338 


. .1543 








GI Descrip. 


(AF058914) 


similar to reverse transcriptase (Pfam: 






transcript_ 


fact.hmm, score: 


72.31) [Arabidopsis thaliana] 


Seq. No. 


28623 




Seq. ID 


OJ000250_62.0214 


.C37 


Gene No. 


o y ±zu 




Strand 


+ 




Start 


1 




End 


1543 




Name 


OJ000250 62 


.0214.C37.ol.tm 


Method 


TBLASTX: Maize ■ 




Start 


1350 




End 


1511 




GI 


none 




Score 


181 




Exons 


1350. .1511, 


1358. .1510 








Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


.C38 


Gene No. 


59121 




Strand 


+ 





28510 



Start 


520 


End 


3034 




Name 


OJ000250 62.0214.C38.ol.gs 


Method 


GENSCAN 




Start 


520 


End 


3034 




GI 


none 


Score 


.73 




Exons 


520. .581, 2506. .2709, 2969. 


.3034 






Seq. No. 


28624 


Seq. ID 


OJ000250_62.0214 . 


C38 


Of? lie • 


SQT 99 


O L X. dllU. 


i 




Start 


5808 


End 


6567 




Name 


OJ000250 62.0214.C38.o2.gs 


Method 


GENSCAN 




Start 


5808 


End 


6567 




GI 


none 


Score 


.7 




Exons 


5808.. 6026, 6121. .6567 








Seq. No. 


28624 


Seq. ID 


OJ000250_62.0214. 


C38 


Gene No. 


59122 


Strand 


+ 




Start 


5808 


End 


6567 




Name 


OJ000250 62.0214.C38.o2.np 


Method 


AAT/NAP 




Start 


5895 


End 


6504 




GI 


1628482 


Score 


245 




Exons 


5895.. 6086, 6128. .6504 








GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


28624 


Seq. ID 


OJ000250_62.0214. 


C38 


Gene No. 


59123 


Strand 


+ 




Start 


15082 


End 


15162 




NT a m o 


OJ000250 62.0214.C38.ol.gp 


Method 


AAT/GAP 




Start 


15082 


End 


' 15162 




GI 


61605 1.R1084 


Score 


116 




Exons 


15082. .15162 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:t!7804 


t 


Seq. No. 


28624 


Seq. ID 


OJ000250 62.0214. 


C38 


Gene No. 


59124 


Strand 


+ 




Start 


16294 


End 


16567 






OJ000250 62.0214.C38.o2.gp 


Method 


AAT/GAP 




Start 


16294 


End 


16567 




GI. 


61605 1.R1084 


Score 


462 




Exons 


16294. .16567 








GI Descrip. 


'5852170/emb|AL117265.1|OST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 


i 


Seq. No. 


28624 


Seq. ID 


OJ000250 62.0214. 


C38 


Gene No. 


59125 


■ Strand 


+ 




Start 


16605 


End 


20655 




Name 


OJ000250 62.0214.C38.o6.np 


Method 


AAT/NAP 




Start 


16605 


End 


20655 




GI 


4680183 


Score 


128 




Exons 


16605. .16630, 20525.. 20655 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


28624 


Seq. ID 


OJ000250_62.0214. 


C38 


Gene No. 


59126 


Strand 






Start 


7733 


End 


20964 




Name 


OJ000250 62.0214.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


110 


End 


966 





28511 




GI 


none 




Score 


210 




Exons 


110. .418, 124. .417, 


447. .854, 453.-743, 859. .966, 862.. 


939 


Seq. No. 


28624 




Sea ID 


OJ000250 62.0214 


-C38 


uene no. 






Strand 






Start 


7733 




End 


20964 




Name 


OJ000250 62.0214.C38 


. o 1 * tw 




TBLASTX • Wheat 




Start 


446 




End 


824 




GI 


none 




Score 


105 




Exons 


446. .574, 447. .578, 


593. .751 


, 594. .755 


, 789. .824 




Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


.C38 


ucuc LNU . 


59126 




Strand 






Start 


7733 




End 


20964 , 




Name 


OJ000250 62.0214.C38 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


1066 




End 


1397 




GI 


none 




Score 


167 




Exons 


1066.. 1197, 1071.. 1238, 1075 


..1281, 1274. .1396, 1293. .1397 


Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


. C38 


Gene No. 


59126 




Strand 






Start 


7733 




End 


20964 




Name 


OJ000250 62.0214.C38 


.o3.gs 


Method 


GEN SCAN 




Start 


7733 




End 


14679 




GI 


none 




Score 


.53 




Exons 


7733. .7999, 9070. .9234, 10135 .. 10278 , 


10416. .10589, 






10732. .10946, 11649. 


.11823, 


12067. .12114, 12448. .12624, 






12736. .12839, 13132. 


.13230, 


14043. .14260, 14321. .14679 




Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


.C38 




59126 




Strand 






Start 


7733 




End 


20964 




Name 


OJ000250 62.0214.C38 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


10738. 




End 


10885 




GI 


none 




Score 


133 




Exons 


10738. .10884, 10739. 


.10885 








Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


.C38 


Gene No. 


59126-. 




Strand 






O L. CI J. L. 


7733 ' 




End 


20964 * 




Name 


OJ000250 62.0214.C38 


. o3 .np 


Method 


AAT/NAP 




Start 


14397 




End 


20964 




GI 


5852180 




Score 


375 




Exons 


14397. .14765, 15932. 


.16082, 


20866. .20964 




GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 






Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


.C38 


Gene No. 


59126 




Strand 






Q4- a -r-h 

o tar L 


7733 




End 


20964 




Name 


OJ000250 62.0214.C38 


.o4 .gs 


Method 


GENSCAN 




Start 


17271 




End 


20665 




GI 


none 




Score 


.81 




Exons 


17271. .18124, 18233. 


.18498, 


18963. .19138, 19309 .. 19510, 






20316. .20411, 20601. 


.20665 








Seq. No. 


28624 




Seq. ID 


OJ000250_62.0214 


.C38 


Gene No. 


59126 




Strand 







28512 



Start 7733 End 20964 

Name OJ000250_62 . 0214 .C38 .o5.np Method AAT/NAP 

Start 18472 End 20533 

GI 6721561 Score 135 

Exons 18472. .18515, 20443.. 20533 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj |BAA90372.1| (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28624 Seq, ID OJ000250_62 . 0214 . C38 

59126 Strand 

7733 End 20964 

OJ000250_62 . 0214 . C38 . o3 . gp Method AAT/GAP 

19830 End 19935 

uC-osflcyp088bl2bl Score 135 

19830. .19935 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


28625 


Seq. ID 


OJ000250_62. 


0214 


.C39 


Gene No. 


59127 


Strand 


+ ■ 






.Start 


1 


End 


201 






Name 


OJ000250 62.0214.C39.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


201 






GI 


4680183 


Score 


133 






Exons 


1. .201 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


28625 


Seq. ID 


OJ000250_62. 


0214 


. c 


Gene No. 


59128 


Strand 








Start 


960 


End 


1121 






Name 


OJ000250 62.0214.C39.ol.gs 


Method 


GENS CAN 






Start 


960 


End 


1121 






GI 


none 


Score 


.81 






Exons 


960. .1121 










Seq. No. 


28626 


Seq. ID 


OJ000250_62. 


0214 


.C40 


Gene No. 


59129 


Strand 








Start 


353 


End 


5847 






Name 


OJ000250 62.0214.C40.ol.np 


Method 


AAT/NAP 






Start 


353 


End 


5377 






GI 


4680179 


Score 


5633 






Exons 


353.. 3733, 3761.. 4777, 5332 


. .5377 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


28626 


Seq. ID 


OJ000250_62. 


0214 


.C40 


Gene No. 


59129 


Strand 








Start 


353 


End 


5847 






Name 


OJ000250 62.0214.C40.o2.np 


Method 


AAT/NAP 






Start 


5050 


End 


5847 






GI 


4512231 


Score 


1286 






Exons 


5050. .5847 










GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 








Seq. No. 


28626 


Seq. ID 


OJ000250_62. 


0214 


.C40 



28513 




Gene No . 


59130 








o Liana 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


.C40.O6. 


tw 


Method 


TBLASTX: Wheat 




Start 


398 








End 


731 




GI 


none 








Score 


86 




Exons 


398. .730, 419. .580, 450. 


.731 








Seq. No. 


98696 








Seq. ID 


OJ000250_62.0214 


.C40 


bene no. 










Strand 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


.C40.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


sen 
•j j j 








End 


1178 




GI 










Score 


98 




Exons 


J -7 J . • -L U -L O , 


yj _/ *S • ■ 


7Q1 608 


i. .898 


, 855.. 1019, 1016. .1177, 1023. 


Seq. No. 


98626 








Seq. ID 


OJ000250_62.0214 




bene wo . 










Strand 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


.C40.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7^1 








End 


1357 




GI 


none 








Score 


264 




Exons 




ft R9 


1 9 Qft 










Seq. No. 


9ft 696 








Seq. ID 


OJ000250_62.0214 




Gene No . 










Strand 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


.C40.O3. 


tm 


Method 


TBLASTX: Maize 




Start 


1996 








End 


1518 




GI 


none 








Score 


181 




Exons 


1 996 1 R1 6 




• • J. H V -7 , 


1230. 


.1517, 1231. .1518 




Seq. No. 


9R696 








Seq. ID 


OJ000250_62.0214 


p4 n 


bene ino . 


J JU 








Strand 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


.C40.O2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 °.l 6 








End 


1576 




GI 


none 








Score 


72 




Exons 


1 °,1 6 1^76 


1 °,1 7 


i 4nn 


1325. 


.1564 






Seq. No. 


9ft 696 








Seq. ID 


OJ000250_62.0214 


.C40 


uene lno . 










Strand 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


.C40.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 °.4fi 

J- J *± w 








End 


1666 




GI 


none 








Score 


90 




Exons 


■ 1340. .1483, 


1484 


. .1666 










Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 


{*** /^v XT 

bene jno . 


59130 








Strand 






Start 


7017 








End 


9337 




Name 


OJ000250 62 


.0214 


,C40.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1364 








End 


1903 




GI 


none 








Score 


193 




Exons 


1364. .1645, 


1364 


. .1903, 


1368. 


.1733 






Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 


Gene No. 


59130 








Strand 







28514 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



0214.C40.o2.tm 
1938. .2279 

0214.C40.o2.tw 
1931.. 2356, 1938, 

0214.C40.o3.ts 



7017 

OJ000250_62, 

1931 

none 

1931. .2284, 

28626 
59130 
7017 

OJ000250_62, 

1931 

none 

1931. .2281, 

28626 
59130 
7017 

OJ000250_62. 

2102 

none 

2102. .2350 



28626 
59130 
7017 

OJ000250_62.0214 .C40.o5.tm 

2291 

none 

2291.. 2623, 2292.. 2570 



28626 
59130 
7017 

OJ000250_62. 

2358 

none 

2358. .2618, 



End 

Method 

End 

Score 



9337 

TBLASTX: Maize 

2284 

212 



Seq. ID OJ000250_62.0214.C40 
Strand 

9337 

TBLASTX: Wheat 
2357 
217 



End 

Method 
End 
Score 
.2357 



28626 
59130 
7017 

OJ000250_62, 

2372 

none 

2372. .2623, 
2678. .2731, 

28626 
59130 
7017 

OJ000250_62, 

2678 

none 

2678. .3121, 

28626 
59130 



0214.C40.o5.tw 



2360.. 2620, 2366. 



0214.C40.ol.ts 



2375.. 2524, 2382. 
2688.. 2729, 2735. 



0214.C40.o4.tm 



2688. .3125 



Seq. ID OJ000250_62.0214.C40 
Strand 

End 9337 

Method TBLASTX : Soybean 

End 2350 

Score 208 



Seq. ID OJ000250_62 .0214 .C40 
Strand 

End 9337 

Method TBLASTX : Mai ze 

End 2623 

Score 148 



Seq. ID OJ000250_62.0214.C40 
Strand 

9337 

TBLASTX: Wheat 
2659 
243 



End 

Method 
End 
Score 
.2659 



Seq. ID OJ000250_62.0214.C40 
Strand 

End 9337 

Method TBLASTX : Soybean 

End 27 68 

Score 65 
.2615, 2568.. 2714, 2588.-2632, 
.2767, 2735.. 2767, 2736.-2768 

Seq. ID OJ000250_62.0214.C40 
Strand 

End 9337 

Method TBLASTX : Mai ze 

End 3125 

Score 126 



Seq. ID OJ000250_62.0214.C40 
Strand 



28515 




Start 


7017 








End 


9337 




Name 


OJ000250 62. 


0214 


.C40.O4 


.tw 


Method 


TBLASTX: Wheat 




Start 


2708 








End 


3191 




GI 


none 








Score 


208 




Exons 


2708. .3190, 


2711 


. .3130, 


2751. 


.3191 






Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 


OCllC ViKJ • 


591 30 














Start - 


7017 








End 


9337 




Name 


OJ000250 62. 


0214 


.C40.O4 


-ts 


Method 


TBLASTX : Soybean 




Start 


2840 








End 


3154 




GI 


none 








Score 


198 




Exons 


2840. .3154 














Seq. No.* 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 




59130 

•J J -L w> \J 








O L. J- GLIiU. 






Start 


7017 








End 


9337 




Name 


OJ000250 62. 


0214 


C40.O7 


. tm 


Method 


TBLASTX: Maize 




Start 


3126 








End 


3319 




GI 


none 








Score 


141 




Exons 


3126. .3272, 


3128 


.3319 










Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 




59130 








JLI CtilVJ. 






Start 


7017 








End 


9337 




Name 


OJ000250 62. 


0214 


C40.O8 


.tw 


Method 


TBLASTX: Wheat 




Start 


3323 








End 


3676 




GI 


none 








Score 


256 




Exons 


3323. .3676 














Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 


UCI1C IN \J • 


5Q1 *3f) 








C 4- yanH 
ot.1 dllU 






Start 


7017 








End 


9337 




Name 


OJ000250 62. 


0214 


C40.O7 


.tw 


Method 


TBLASTX: Wheat 




Start 


4010 








End 


4363 




GI 


none 








Score 


64 




Exons 


4010. .4360, 


4166 


.4363 










Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 




59130 








Of ranH 






Start 


7017 








End 


9337 




Name 


OJ000250 62. 


0214. 


C40.O6 


. tm 


Method 


TBLASTX: Maize 




Start 


4022 








End 


4360 




GI 


none 








Score 


240 




Exons 


4022. .4360 














Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 




59130 








q r r anH 






Start 


7017 








End 


9337 




Name 


OJ000250 62. 


0214. 


C40.O9 


.tw 


Method 


TBLASTX: Wheat 




Start 


4412 








End 


4610 




GI 


none 








Score 


67 




Exons 


4412. .4606, 


4412. 


.4609, 


4413. 


.4610 






Seq. No. 


28626 








Seq. ID 


OJ000250_62.0214 


.C40 


Gene No. 


59130 








Strand 






Start 


7017 








End 


9337 





28516 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_62 . 0214 .C40 .o3 .np Method AAT/NAP 
7017 End 9337 

6063554 . Score 153 

7017.. 7189, 8347.. 8589, 9277.. 9337 

(AP000615) ESTs AU075609 {C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28626 Seq. ID 

59130 Strand 

7017 End 
OJ000250_62 . 0214 . C40 . o2 . gs Method 

8094 End 

none Score 
8094. .8738 



OJ000250_62.0214.C40 

9337 
GENSCAN 
8738 
.86 



Seq. No. 28627 Seq. ID 

Gene No. 59131 Strand 

Start '818 End 

Name OJ000250_62 . 0214 . C4 1 . ol . gs Method 

Start 818 End 

GI none Score 

Exons 818.. 1077, 1158.. 1328 



OJ000250_62.0214.C41 
+ 

1328 
GENSCAN 
1328 
.98 



Seq. No. 28628 

Gene No. 59132 

Start 1684 

Name OJ000250_62 . 0214 .C42 . ol , 

Start 1684 

GI 27906_1.R1084 

Exons 1684.. 2218 

GI Descrip. 1 927428/emb | CAA60412 | 4. 
usitatissimum] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

2218 . 
AAT/GAP 
2218 
802 



62.0214.C42 



0e-10 (X86733) fisl [Linum 



Seq. No. 


28628 








Seq. ID 


OJ000250_62.0214 .C42 


Gene No. 


59133 








Strand 




Start 


3090 








End 


4794 


Name 


OJ000250 62 


.0214 


.C42.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1422 








End 


1885 


GI 


none 








Score 


46 


Exons 


1422. .1463, 


1429 


. .1494, 


1430. 


.1513, 1456. .1629, 1456. .1623, 




1493. .1627, 


1497 


. .1628, 


1666. 


.1884, 1667. .1885, 1676. .1885 


Seq. No. 


28628 








Seq. ID 


OJ000250_62.0214.C42 


Gene No. 


59133 








Strand 




Start 


3090 








End 


4794 


Name 


OJ000250 62 


.0214 


.C42.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1572 








End 


1886 


GI 


none 








Score 


39 


Exons 


1572. .1601, 


1666 


. .1854, 


1667. 


.1882, 1676. .1879, 1680. .1886 


Seq. No. 


28628 








Seq. ID 


OJ000250_62.0214.C42 


Gene No. 


59133 








Strand 




Start 


3090 








End 


4794 


Name 


OJ000250 62 


.0214 


.C42.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2926 








End 


3306 


GI 


none 








Score 


59 



28517 




Exons 


2926. .2988, 


2935 


. .2988, 


2937. 


.2996, 2942. .2989, 


2946. .2999, 




3090. .3137, 


3092 


. .3118; 


3132. 


.3212, 3145. .3306, 


3249. .3305 


Seq. No. 


28628 








Seq. ID 


OJ000250 


_62.0214 .C42 


Gene No. 


59133 








Strand 






Start 


3090 








End 


4794 




Name 


n.Tfinn^^o 69 


• U J- 4 


P49 ol 




Method 


TBLASTX: 


lid J_Z.tr 


Start 


2935 








End 


3883 




GI 


none 








Score 


73 




Exons 


2935. .2988, 


2937 


. .2996, 


2942. 


.2989, 3090.. 3137, 


3092. .3118, 




3132. .3212, 


3145 


. .3462, 


3178. 


.3213, 3249. .3461, 


3335. .3475, 




3456. .3881, 


3457 


. .3846, 


3746. 


.3883 






Seq. No. 


28628 








Seq. ID 


OJ0002 SO 


_62.0214.C42 


Gene No. 


59133 








Strand 






Start 


3090 








End 


4794 




Mam*-* 


h.tooo^so 6? 


.0214 


.C42.ol 


.np 


Method 


AAT/NAP 




Start 


3067 








End 


4794 




GI 


6729489 








Score 


1064 




Exons 


3067. .4794 














GI Descrip. 


(AL132966) 


receptor lectin kinase-like 


protein 


[Arabidopsis 




thaliana] 














Seq. No. 


28628 








Seq. ID 


OJ000250 


_62.0214 .C42 




j"i JO 








Strand 






Start 


3090 








End 


4794 




Name 


OJ000250 62 


.0214 


.C42.o2 


.gs 


Method 


GENSCAN 




Start 


3090 








End 


4712 




GI 


none 








Score 


1 




Exons 


3090. .4712 














Seq. No. 


28628 








Seq. ID 


OJ000250 


_62.0214.C42 


Gene No. 


59133 








Strand 






Cf art- 










End 


4794 




Name 


OJ000250 62 


.0214 


.C42.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3249 








End 


4730 




GI 


none 








Score 


70 




Exons 


3249. .3800, 


3697 


. .3777, 


3804. 


.3980, 3823.. 3846, 


3901. .3957, 




3972. .4133, 


4000 


. .4134, 


4392. 


.4532, 4393.. 4527, 


4635. .4730 


Seq. No. 


28628 








Seq. ID 


OJ000250 


_62.0214.C42 












Strand 






Start 


3090 








End 


4794 




Name 


OJ000250 62 


.0214 


.C42.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3474 








End 


3825 




GI 


none 








Score 


59 




Exons 


3474 . .3797, 


3478 


. .3621, 


3697. 


.3825 






Seq. No. 


28628 








Seq. ID 


OJ000250 


_62.0214.C42 


bene ino • 


D _7 J. jj 








Strand 






Start 


3090 








End 


4794 




Name 


OJ000250 62 


.0214 


.C42.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


3513 








End 


4022 




GI 


none 








Score 


73 




Exons 


3513. .4022, 


3532 


. .3630, 


3696. 


.3797, 3901.. 3993 




Seq. No. 


28628 








Seq. ID 


OJ000250 


_62.0214.C42 



28518 




Gene No. 


59133 




Strand 






Start 


3090 




End 


4794 




Name 


OJ000250 62.0214.C42.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3885 




End 


4142 




GI 


none 




Score 


82 




Exons 


3885. .3980, 3999. .4094, 


4000. .4113, 4086. .4142, 


4095. .4130 


Seq. No. 


28629 




Seq. ID 


OJ000250 


_62.0214.C43 


Gene No. 


59134 




Strand 






Start 


1 




End 


552 




Name 


OJ000250 62.0214.C43.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


510 




GI 


6729489 




Score 


237 




Exons 


1. .510 










GI Descrip. 


(AL132966) receptor lectin 


kinase-like protein 


[Arabidopsis 




thaliana] 










Seq. No. 


28629 




Seq. ID 


OJ000250 


_62.0214.C43 


Gene No . 


59134 




Strand 






Start 


1 




t-i _ _j 
End 


ceo 




Name 


OJ000250 62.0214.C43.ol 


.gs 


Method 


GENS CAN 




Start 


93 




End 


552 




GI 


none 




Score 


.99 




Exons 


93.-552 










Seq. No. 


28629 




Seq. ID 


OJ000250 


_62.0214.C43 


Gene No. 


59135 




Strand 






Start 


2028 




End 


^lo / 




Name 


OJ000250 62.0214.C43.o2 


.gs 


Method 


GEN SCAN 




Start 


2028 




End 


2187 




GI 


none 




Score 


.97 




Exons 


2028. .2187 










Seq. No. 


28630 




Seq. ID 


OJ000250 


_62.0214.C44 


Gene No. 


59136 




Strand 


+ 




Start 


870 




End 


1095 




Name 


OJ000250 62.0214.C44.ol 


.gs 


Method 


GENSCAN 




Start 


870 




End 


1095 




GI 


. none 




Score 


.57 




Exons 


870. .1095 










Seq. No. 


28631 




Seq. ID 


OJ000250 


_62.0214.C45 


bene no . 


59137 




Strand 






Start 


85 




End 


768 




Name 


OJ000250 62.0214.C45.ol 


. gs 


Method • . . 


GENSCAN 




Start 


85 




End 


768 




GI 


none 




Score 


.89 




Exons 


85. .188, 726. .768 










Seq. No. 


28632 




Seq. ID 


OJ000250 


_62.0214.C46 


Gene No. 


59138 




Strand 






Start 


1 




End 


450 




Name 


OJ000250 62.0214.C46.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


450 




GI 


6815109 




Score 


219 




Exons 


1. .450 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 





28519 




Seq. No. 


28632 




Seq. ID 


OJUUUzoU oZ . 


Uzl4 




Gene No. 


59138 




Strand 








Start 


1 




End 


450 






Name 


OJ000250 62.0214.C46.ol.gs 


Method 


GEN SCAN 






Start 


68 




End 


324 






GI 


none 




Score 


.87 






Exons 


.68.. 139, 187.. 324 






%. 






Seq. No. 


28633 




Seq. ID 


OJ000250_66. 


0228 


.C2 




59139 




Q+- r-a-nH 

o uiranci 








Start 


1 




End 


894 






Name 


OJ000250 66.0228.C2.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


894 






GI 


4680179 




Score 


1149 






Exons 


1. .894 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


28634 




Seq. ID 


OJ000250_66. 


0228 


.C4 


bene ino . 


59140 




Strand 








Start 


257 




End 


850 






Name 


OJ000250 66.0228.C4.ol 


np 


Method 


AAT/NAP 






Start 


257 




End 


850 






GI 


2605798 




Score 


104 






Exons 


257 ;.. 850 












GI Descrip. 


(AF027735) minor ampullate silk protein MiSpl [Nephila 


clavipes 


Seq. No. 


28634 




Seq. ID 


OJ000250_66. 


0228 


, C4 


Gene No. 


59140 




Strand 








Start 


257 




End 


850 






Name 


OJ000250 66.0228.C4.ol 


gs 


Method 


GENSCAN 






Start 


681 




End 


794 






GI 


none 




Score 


.76 






Exons 


681. .794 












Seq. No. 


28635 




Seq. ID 


OJ000250_66. 


0228 


.C5 


Gene No . 


59141 




Strand 








Start 


1 




End 


167 






Name 


OJ000250 66.0228.C5.ol 


np 


Method 


AAT/NAP 






Start 


1 




End 


167 






GI 


4680179 




Score 


203 






Exons 


1. .167 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






beq. No. 


28635 




Seq. ID 


OJ000250_66. 


0228 


• CO 


Gene No. 


59141 




Strand 








Start 


1 




End 


167 






Name 


OJ000250 66.0228.C5.ol. 


gs 


Method 


GENSCAN 






Start 


33 




End 


143 






GI 


none 




Score 


.76 






Exons 


33. .143 












Seq. No. 


28636 




Seq. ID 


OJ000250_66. 


0228 


-C6 


Gene No. 


59142 




Strand 


+ 






Start 


956 




End 


1843 






Name 


OJ000250 66.0228.C6.ol. 


gs 


Method 


GENSCAN 






Start 


956 




End 


1843 







28520 



GI none Score .75 

Exons 956.. 1843 



Seq. No. 28636 Seq. ID OJ000250_66 . 0228 . C6 

Gene No. 59142 ' Strand + 

Start 956 End 1843 

Name OJ000250_66. 0228 .C6.ol .np Method AAT/NAP 

Start 1022 End 1840 

GI 5042448 Score 1154 

Exons 1022.. 1840 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 28636 Seq. ID 

Gene No. 59143 Strand 

Start 2095 End 

Name OJ000250_66 . 0228 . C6 . o2 . gs Method 

Start 2095 End . 

GI none Score 

Exons 2095.. 6039 



OJ000250_66.0228.C6 
+ 

6605 
GENSCAN 
6039 
.94 





Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228.C6 




Gene No. 


59143 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228. 


C6.o2. 


np 


Method 


AAT/NAP 


i. _jj 


Start 


2095 








End 


6605 


r. : s 


GI 


4680179 








Score 


6730 


i \ z 


Exons 


2095. .6016, 


6566. 


.6605 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228.C6 




Gene No. 


59143 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228. 


C6.o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


3238 








End 


3558 


•-.J 


GI 


none 








Score 


184 




Exons 


3238. .3558, 


3266. 


.3373, 


3282. 


.3383 






Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228.C6 




Gene No. 


59143 








Strand • 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228. 


C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3241 








End 


3663 




GI 


none 








Score 


150 




Exons 


3241. .3450, 


3276. 


.3389, 


3450. 


.3590, 3472.. 3663, 3501.. 3656 




Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228.C6 




Gene No. 


59143 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3820 








End 


4302 




GI 


none 








Score 


546 




Exons 


3820. .4302, 


3924. 


.4259, 


3949. 


.4293 





Seq. No. 28636 Seq. ID OJ000250_66 . 0228 . C6 

Gene No. 59143 Strand + 

Start 2095 End 6605 



28521 




Name 


OJ000250 66 


.0228 


.C6.o4. 


tm 


Method 


TBLASTX : Maize 




Start 


3832 








End 


4121 




GI 


none 








Score 


318 




Exons 


3832. .4119, 


3930 


. .4121 










Seq. No. 


28636 








Seq. ID 


OJ000250 66.0228 


.06 


bene jno • 


D y x *± 3 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228 


.C6.o3. 


tm 


Method 


' TBLASTX: Maize 




Start 


4189 








End 


4689 




GI 


none 








Score 


161 




Exons 


4189. .4368, 


4354 


. .4689, 


4440. 


.4571, 4596. .4646 




Seq. No. 


28636 








Seq. ID 


OJ000250 66.0228 


.C6 


Carta KF r\ 


S Q1 4 ^ 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4243 








End 


4638 




GI 


none 








Score 


57 




Exons 


4243. .4275, 


4243 


. .4287, 


4279. 


.4638, 4279.-4422, 4383. .4637 


Seq. No. 


28636 








beq. lu 


oTnnno^n a a moo 
UJUUUZoU ob.UzZo 


. bo 


Cono NT /-\ 
OCllc LNU . 










Strand 


+ 




Start 


2095 








c*nct 


DDUj 




Name 


OJ000250 66 


.0228 


.C6.o5. 


tw 


Metnoa 


i rJLiAb i a : wneat 




Start 


4351 








End 


4 653 




GI 


none 








Score 


402 




Exons 


4351. .4653, 


4351 


. .4644, 


4383. 


A £ O 






Seq. No. 


28636 








beq. ijj 




. lb 


bene ino . 


O -7 J. fi O 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4654 








End 


5163 




GI 


none 








Score 


630 




Exons 


4654. .5163, 


4686 


. .4997, 


4732. 


.5079 






Seq. No. 


28636 








Seq. ID 


OJ000250 66.0228 


.C6 


Carta Vf ^ 

bene ino . 










Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


.0228 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4660 








End 


4905 




GI 


none 








Score 


202 




Exons 


4660. .4905 














Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228 


.C6 


Carta NT/^ 

bene ino • 


D J JL H O 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


0228 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4726 








End 


5091 




GI 


none 








Score 


488 




Exons 


4726. .5079, 


4728 


.4994, 


4780. 


.5091 






Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228 


,C6 


Gene No. 


59143 








Strand 


+ 




Start 


2095 








End 


6605 




Name 


OJ000250 66 


0228 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 





28522 




Start 


5167 








End 


5646 




GI 


none 








Score 


• 584 




Exons 


5167. .5646, 


5200 


. .5613, 


5391. 


.5645 






Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228 


.C6 












Oil dllLl 


-f. 




Start 


2095 








End 


6605 




Name 


OJ000250 66. 


0228 


.C6.o5. 


tin 


Method 


TBLASTX: Maize 




Start 


5296 








End 


5610 




GI 


none 








Score 


267 




Exons 


5296. .5610, 


5377 


. .5598, 


5406. 


.5609 






Seq. No. 


28636 








Seq. ID 


OJ000250_66. 0228 


.C6 












Of- v-anH 






Start 


2095 








End 


6605 




Name 


OJ000250 66. 


0228 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5353 








End 


5670 




GI 


none 








Score 


90 




Exons 


5353. .5526, 


5527 


. .5670, 


5529. 


.5669 






Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228 


.C6 


VJCllC INvJ • 


SQ1 A. "3 

J J 










-i- 




Start 


2095 








End 


6605 




Name 


OJ000250 66. 


0228 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5434 








End 


5694 




GI 


none 








Score 


282 




Exons 


5434. .5694, 


5445 


. .5693 










Seq. No. 


28636 








Seq. ID 


OJ000250_66.0228 


.C6 


bene lno . 


D j ± ft O 








Q +- y~ zi T\ 


1 




Start 


2095 








End 


6605 




Name 


OJ000250 66. 


0228 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5611 








End 


5931 




GI 


none 








Score 


439 




Exons 


5611. .5928, 


5622 


. .5924, 


5626. 


.5931 






Seq. No. 


28636 








Seq. ID 


OJ00025.0_66.0228 


,C6 


Vac lie IN (J • 










Cf- y- an H 


_l_ 




Start 


2095 








End 


6605 




Name 


OJ000250 66. 


0228 


.C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5652 








End 


6015 




GI 


none 








Score 


462 




Exons 


5652. .6014, 


5653 


. .6015, 


5653. 


.6015 






Seq. No. 


28637 








Seq. ID 


OJ000250_66.0228 


.C7 


ucllc INO. 


59144 








Oil a.1 ivJ. 


.(- 




Start 


229 








End 


765 




Name 


OJ000250 66. 


0228 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


229 








End 


765 




GI 


none 








Score 


.71 




Exons 


229. .400, 658. .765 










Seq. No. 


28637 








Seq. ID 


OJ000250_66.0228 


.C7 


Gene No. 


59145 








Strand 


+ 




Start 


1179 








End 


1564 




Name 


OJ000250 66. 


0228 


,C7.ol. 


gp 


Method 


AAT/GAP 




Start 


1179 








End 


1564 





28523 



GI uC-osflcyp033a04bl Score 641 

Exons 1179.. 1564 

GI Descrip. 1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28637 
59146 
1 

OJ000250_66.0228.C7.ol.np 
1 

5852180 



Seq. ID OJ000250_66.0228.C7 
Strand 

End 2538 

Method AAT/NAP 

End 2538 

Score 450 



1..253, 305. .422, 1413. .1460, 2105. .2332, 2474. .2538 
(AL117265) zhbOOOlO.l [Oryza sativa] 



28637 
59146 
1 

OJ000250_66.0228.C7.o2.gs 

1109 

none 

1109. .1252, 2466. .2513 



Seq. ID OJ000250_66.0228.C7 
Strand 

End 2538 

Method GENSCAN 

End 2513 

Score .42 



Seq. ID OJ000250_66.0228.C8 



28638 

59147 Strand + 

1 End 9368 

OJ000250_66.0228.C8.ol.np " Method AAT/NAP 

1 End 4 920 

4680179 Score 1712 
1..959, 4356. .4920 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



28638 
59147 
1 

OJ000250_66.0228.C8.ol.gs 
73 

none 

73. .604, 734. .949, 1226. .1381 



Seq. ID OJ000250_66.0228.C8 

Strand + 

End 9368 

Method GENSCAN 

End 1381 

Score .76 



28638 
59147 
1 

OJ000250_66.0228.C8.o3.gs 

4574 

none 



Seq. ID OJ000250_66.0228.C8 



Strand 
End 

Method 

End 

Score 



+ 

9368 
GENSCAN 
9368 
.65 



4574. .4793, 5494. .6128, 8088. .8157, 8439. .8564, 8749. .9368 



28638 
59148 
14192 

OJ000250_66.0228.C8.o5.gs 
14192 
none 
14192. 
15957. 
17296. 



14319, 14366. 
16334, 16521. 
17536, 17640. 



,14475, 
,16569, 
,17805, 



Seq. ID OJ000250_66.0228.C8 

Strand + 

End 18040 

Method GENSCAN 

End 18040 

Score .55 
14628. .14690, 15500 .. 15558, 
16707. .16804, 16967 .. 17177, 
17897. .18040 



28524 




Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59149 


Strand 






Start 


1111 


End . 


1221 




Name 


OJ000250 66.0228.C8.ol.gp 


Method 


AAT/GAP 




Start 


1111 


End 


1221 




GI 


uC-osflcyp088bl2bl 


Score 


135 




Exons 


1111. .1221 








GI Descrip. 


, 5257255/dbj | AP000364 . 1 1 AP0003.64 3.0e- 


36 Oryza sativa genoi 




DNA, chromosome 8, clone : P0026F07 * 






Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


.C8 


bene lno • 


^qi ^n 


J LI CI 1 1 Li. 






Start 


c. / UO 


FnrJ 


3835 




Name 


n,Tnnn?^n 66 099ft n9 


1*1 c L11UU, 


GENSCAN 




Start 


970^ ~ 


r nr J 


3835 




GI 


I1LJ11G 


OL>UI c 


.56 




Exons 




^ft ^ 

. JO J J 






Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


.C8 


VJCIIC LNU . 


j jlOl 








Start 


J. 3JU -L 


EjIIQ. 


24178 




Name 


070009^0 66 099ft PR n9 +-nr 


L v JcLnOU 


TBLASTX: Wheat 




Start 




i_i 11 LI 


514 




GI 


none 


Score 


592 




Exons 


9 ^14 1 6 ri n ' 








Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


-C8 


bene ino . 




Q+- ranH 

o urano. 






Start 




CjIIU 


24178 




Name 


UJUUUZjU DD.UZZo.Lo.O / .tin 


jMennoci 


TBLASTX: Maize 




Start 




Jii no. 


478 




GI 


none 


Score 


249 




Exons 


164 47ft 97S ^9ft "376 477 








Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


.C8 


oene ino ■ 




uLI dilLl 






Start 


1 Q**61 
J. jjO X 


una 


24178 




Name 


010009^0 66 099ft Pft r*^ +-r* 


rjetnoa 


TBLASTX: Cress 




Start 


991 


HjIIlI 


538 




GI 


none 


Score 


107 




Exons 


991 ^Q4 99Q *349 ^QS S^ft 


O^P f . . JJ / 






Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


• C8 


UCIIC LNvJ • 


59151 


Strand 






Start 


19361 


End 


24178 




Name 


OJ000250 66.0228.C8.o5.ts 


Method 


TBLASTX: Soybean 




Start 


313 


End 


561 




GI 


none 


Score 


275 




Exons 


313. .561, 314. .559 








Seq. No. 


28638 


Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59151 


Strand 






Start 


19361 


End 


24178 




Name 


OJ000250 66.0228.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


479 


End 


21607 




GI 


none 


Score 


464 




Exons 


479. .796, 481. .798, 487. .798, 


494. .799 


, 21446. .21607 





28525 




Seq. No. 


28638 




Seq. ID 


OJ000250 66. 0228. Co 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


521 




End 


4543 


GI 


none 




Score 


491 


Exons 


521. .958, 523. .957, 


614. .964 


, 672.. 965, 


4349. .4543, 4351.. 


Seq. No. 


28638 




Seq. ID 


OJUUUzoU 0 6 . uZZo . Co 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


800 




End 


4684 


GI 


none 




Score 


90 


Exons 


800. .862, 805. .858, 


859. .957, 860. .958, 


4351. .4683, 4352.. 


Seq. No. 


28638 




Seq. ID 


0 J U U U z 0 0 0 0 . U 2 z 0 . Co 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


. 06 . tw 


Method 


TBLASTX: Wheat 


Start 


4543 




End 


4840 


GI 


none 




Score 


;334 


Exons 


4543. .4767, 4544. .4 


840 






Seq. No. 


28638 




Seq. ID' 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


16718 




End 


17738 


GI 


none 




Score 


71 


Exons 


16718. .16846, 16961 


. .17167, 


17277. .17483, 17 637 .. 17738 , ■ 




17641. .17736 








Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


16718 




End 


17736 


GI 


none 




Score 


70 


Exons 


16718. .16846, 16961 


. .17182, 


17277. .17483, 17456 .. 17521, 




17637. .17735, 17641 


. .17736 






Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


16988 




End 


17742 


GI 


none 




Score 


155 


Exons 


16988. .17227, 17319 


. .17525, 


17641. .17742 


Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 


.08. tw 


Method 


TBLASTX: Wheat 


Start 


17319 




End 


17742 


GI 


none 




Score 


151 



28526 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17319. .17525, 17637 .. 17741, 17641.. 17742 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 66. 0228. C8 



28638 
59151 
19361 

OJ000250_66 . 0228 . C8 . o2 . np 
19361 
6539553 
19361. .22963, 24066.. 24178 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



24178 
AAT/NAP 
24178 
6002 



28638 
59151 
19361 

OJ000250_66.0228 .C8.o3.tw 

19497 

none 

19497. .19883, 19535 .. 19882, 
19898. .19972 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_66.0228.C8 
24178 

TBLASTX: Wheat . 

19972 

341 



19576. .19884, 19892 .. 19972, 



Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59151' 




Strand 






Start 


19361 




End 


24178 




Name 


OJ000250 66. 0228. C8 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


19625 




End 


19966 




GI 


none 




Score 


95 




Exons 


19625. .19834, 19646 


. .19834, 


19853. .19966, 19860.. 19883 




Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59151 




Strand 






Start 


19361 




End 


24178 




Name 


OJ000250 66. 0228. C8 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


19829 




End 


20167 




GI 


none 




Score 


181 




Exons 


19829. .20167, 19844 


. .20167 








Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59151 




Strand 






Start 


19361 




End 


24178 




Name 


OJ000250 66. 0228. C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19979 




End 


20324 




GI 


none 




Score 


121 




Exons 


19979. .20323, 20124 


. .20324 








Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59151 




Strand 






Start 


19361 




End 


24178 




Name 


OJ000250 66. 0228. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20177 




End 


20722 




GI 


none 




Score 


50 




Exons 


20177. .20383, 20187 


. .20318, 


20378. .20722, 20402.. 20575 




Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228 


.C8 


Gene No. 


59151 




Strand 







28527 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


20258 




End 


20723 


GI 


none 




Score 


55 


Exons 


20258. .20722, 20361. 


.20471, 


20405. .20707, 20541.. 20723 


Seq. No. 


_ 

28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




O 4- -> 4- 

otart 






End 


24178 


Name 


OJ000250 66. 0228. C8. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


20393 




End - 


20857 


GI 


5509260 




Score 


58 


Exons 


20393. .20857, 20412. 


.20471, 


20544. .20639, 20688.. 20756 


GI Descrip. 


- 








Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


20504 




End 


20764 


GI 


none 




Score 


286 


Exons 


20504. .20764 








Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


'59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


20777 




End 


21532 


GI 


none 




Score 


200 


Exons 


20777. .21010, 20778. 


.20936, 


20794. .21024, 207 97 .. 20994 , 




21045. .21524, 21074. 


.21532 






Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8 . 


o3.ts 


Method 


TBLASTX : Soybean 


Start 


21182 




End 


21580 


GI 


none 




Score 


38 


Exons 


21182. .21355, 21309. 


.21347, 


21356. .21580, 21402. .21572 


Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 6-6. 0228. C8. 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


21533 




End 


21871 


GI 


none 




Score 


74 


Exons 


21533. .21871, 21554. 


.21739 






Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 


Gene No. 


59151 




Strand 




Start 


19361 




End 


24178 


Name 


OJ000250 66. 0228. C8. 


o7.ts 


Method 


TBLASTX : Soybean 


Start 


21590 




End 


21985 


GI 


none 




Score 


90 


Exons 


21590. .21838, 21821. 


.21985 






Seq. No. 


28638 




Seq. ID 


OJ000250_66.0228.C8 



28528 




Gene No. 


59151 


Strand 




Start 


19361 


End 


24178 


Name 


OJ000250 66.0228.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


22003 


End 


22325 


GI 


none 


Score 


379 


Exons 


22003. .22170, 22004 .. 22318 , 


22005. .22298, 22071.. 22325 


Seq. No. 


28639 


oeq ■ x u 




Gene No. 


59152 


C -j- r-anH 
OLI dilU 




Start 


163 


TTnH 
Ejiia 




Name 


OJ000250 66.0228.C9.ol.gs 


Method 


GENSCAN 


Start 


163 


End 


5066 


GI 


none 


Score 


.91 


Exons 


163.. 272, 1912.. 2456, 2889.. 


3049, 3537 


..3746, 3831.. 3996, 




4071. .4175, 4449.. 4474, 4902 


. .5066 




Seq. No. 


28639 


Seq. ID 


OJ000250_66.0228.C9 


Gene No. 


59153 


Strand 


+ 


Start 


6068 


End 


11196 


Name 


OJ000250 66 . 0228 . C9 . oz . gs 


Method 


GENSCAN 


Start . 


6068 


End 


11196 


GI 


none 


Score 


.69 


Exons 


6068.. 6133, 6163.. 6410, 6567 


..7191, 8014. .8065, -8353. .8708 




8782.. 8808, 9080.. 9138, 9288 


..9364, 9690.. 9815, 9949.. 1004 




10205. .10415, 10539. .10779, 


11031. .11196 • 


Seq. No. 


28639 


Seq. ID 


OJ000250_66.0228.C9 


Gene No. 


59153 


Strand 


+ 


Start 


6068 


End 


11196 


Name 


OJ000250 66.0228.C9.ol.np 


Method 


AAT/NAP 


Start 


6424 


End 


11149 


GI 


3056587 


Score 


359 


Exons 


6424.. 6491, 9942.. 10055, 10205 104 15, 


10542. .10779, 




11031.. 11149 






GI Descrip. 


(AC004255) T1F9.8 [Arabidopsis thaliana] 


Seq. No. 


28639 


Seq. ID 


OJ000250_66.0228.C9 


Gene No. 


59153 


Strand 


+ 


Start 


6068 


End 


11196 


Name 


OJ000250 66.0228.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10186 


End 


11130 


GI 


none 


Score 


179 


Exons 


10186. .10248, 10187. .10411, 


10312. .10401, 10532. .10741, 




10561. .10773, 10566. .10751, 


11032. .11130 


Seq. No. 


28639 


Seq. ID 


OJ000250_66.0228.C9 


Gene No. 


59153 


Strand 


+ 


Start 


6068 


End 


11196 


Name 


OJ000250 66.0228.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


10205 


End 


11130 


GI 


none 


Score 


137 


Exons 


10205. .10453, 10562. .10726, 


11032. .11130 


Seq. No. 


28639 


Seq. ID 


OJ000250_66.0228.C9 


Gene No. 


59153 


Strand 


+ 


Start 


6068 


End 


11196 


Name 


OJ000250 66.0228.C9.ol.tc 


Method 


TBLASTX: Cress 



28529 




Start 


10274 




End 


10773 


GI 


none 




Score 


163 


Exons 


10274. .10411, 10312. .10422, 10529 10741, 10561. .10773 


Seq. No. 


28640 




Seq. ID 


OJ000250_66. 0228. C10 


Gene No. 


59154 




Strand 


+ • 


o Lai L 


1838 




End 


6335 


Name 


OJ000250 66 0228 CIO ol 


* gs 


Method 


GEN SCAN 


Start 


1838 _ 




End 


6335 


GI 


none 




Score 


.54 


Exons 


1838 2026 2089 2309 


2402 . 


.2456, 2574. .2689, 3184. .3253, 




3816.. 4088, 4877. .5502, 


5645. 


.5759, 5865.. 5982, 6211.. 6335 


Seq. No. 


28640 




Seq. ID 


OJ000250_66. 0228. C10 


Gene No. 


59155 




Strand 


+ 


Start 


6239 




End 


12914 




OJ000250 66. 0228. C10. o3 


.gp 


Method 


AAT/GAP 


Start 


6239 




End 


7124 


GI 


uC-osroM202028gl2bl 




Score 


211 


Exons 


6239. .6310, 7063. .7124 








GI Descrip. 


1 5852182/emb|CAB55420.1| 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] ' 








Seq. No. 


28640 




Seq. ID 


OJ000250_66. 0228. C10 


bene iNo . 


59155 




Strand 


+ 


Start 


6239 




End 


12914 


Name 


OJ000250 66. 0228. C10. o2 


.gs 


Method 


GENSCAN 


Start 


6948 




End 


12914 


GI 


none 




Score 


.47 


Exons 


6948. .7036, 8179. .8377, 


11111 


. .11179, 


11606. .11666, 11995.. 12914 


Seq. No. 


28640 




Seq. ID 


OJ000250_66. 0228. C10 


Gene No. 


59156 




Strand 


+ 




13045 




End 


14668 


Name 


OJ000250 66. 0228. C10. ol 


.np 


Method 


AAT/NAP 


Start 


13045 




End 


14665 


GI 


4680179 




Score 


2390 


Exons 


13045. .14665 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


28640 




Seq. ID 


OJ000250_66. 0228. C10 


nana Mo 

bene lnu • 


59156 




Strand 


+ 


Start . 


13045 




End 


14668 


Name 


OJ000250 66. 0228. C10. o3 


.gs 


Method 


GENSCAN 


Start 


13271 




End 


•14668 


GI 


none 




Score 


.92 


Exons 


13271. .14668 








Seq. No. 


28640 




Seq. ID 


OJ000250_66. 0228. C10 


Gene No. 


59157 




Strand 




Start 


3996 




End 


4900 


Name 


OJ000250 66. 0228. C10. o2 


.gp 


Method 


AAT/GAP 


Start 


3996 




End 


4900 


GI 


6547 1.R1084 




Score 


1142 


Exons 


3996. .4290, 4393. .4900 









GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 

28530 




Seq. No. 


28640 




Seq. ID 


OJ000250_66.0228 


.C10 


Gene No. 


59158 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66. 0228. CIO 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


4477 




End 


4822 




GI 


none 




Score 


52 




Exons 


4477. .4530, 4576. .4611, 462C 


..4817, 4623. .4820, 4715. .4822/ 




4724. .4822 










O rt t~r KT rt 

beq. no. 


28640 




Seq. ID 


OJ000250_66.0228 


.C10 


Gene No. 


CQ1 CO 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66. 0228. C10 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


13115 




End 


13654 




GI 


none 




Score 


619 




Exons 


13115. .13654, 13297. 


.13650 








O rt rt» KT rt 

beq. no. 


28640 




Seq. ID 


OJ000250_66.0228 


.C10 


Gene No. 


oyioo 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66. 0228. C10 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13352 




End 


13678 




GI 


none 




Score 


90 




Exons 


13352. .13534, 13535. 


.13678, 


13537. .13677 




Seq. No. 


28640 




Seq. ID 


OJ000250_66.0228 


-C10 


Gene No. 


oy loo 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66. 0228. C10 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13442 




End 


13702 




GI 


none 




Score 


301 




Exons 


13442. .13702, 13453. 


.13701, 


13454. .13702 




O rt rt» XT Sy. 

beq. wo. 


28640 




Seq. ID 


OJ000250_66.0228 


.C10 


Gene No. 


oyioo 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66. 0228. C10 


,o2 . tm 


Method 


TBLASTX: Maize 




Start 


13500 




End 


13792 




GI 


none 




Score 


78 




Exons 


13500. .13601, 13501. 


.13788, 


13502. .13792, 13634. .13789 




O rt rt- XT rt 

beq. no. 


28640 




Seq. ID 


OJ000250_66.0228 


.C10 


Gene No. 


59158 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66.0228. C10 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


13661 




End 


14287 




GI 


none 




Score 


719 




Exons 


13661. .14287, 13720. 


.14166, 


14227. .14286 




Seq. No. 


28640 




Seq. ID 


OJ000250_66.0228 


.C10 


Gene No. 


59158 




Strand 






Start 


14904 




End 


15217 




Name 


OJ000250 66. 0228. C10 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


13840 




End 


14425 




GI 


none 




Score 


229 




Exons 


13840. .13995, 13841. 


.14002, 


13999. .14163, 14 000 . . 14 425, 





28531 




14159. .14404, 14227 . .14424 



Seq. No. 


28640 




Seq. ID 


OJ000250_66. 


0228 


.C10 


Gene No. 


59158 




Strand 








Start 


14904 




End 


15217 






Name 


OJ000250 66. 0228. CIO. o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


14287 




End 


14620 






GI 


none 




Score 


315 






Exons 


14287. .14568, 14288 .. 14620, 14453. .14569 






Seq. No. 


28640 




Seq. ID 


OJ000250_66. 


0228 


.C10 


Gene No. 






otrana 








Start 


1 A Qfl A 
1 4 y U 4 






1 OZ 1 / 






Name 


UJUUUZDU DO . UZZo . U1U . 04 


. gs 


Method 








Start 


1 A QH A 

1 4 y U4 






i con 

1DZ 1 / 






GI 


none 




Score 


Q 

. y 






Exons 


i a ar\ a 1 coi i 
14 yi)4 . . 10Z.1 1 












Seq. No. 


28641 




Seq. ID 


OJ000250_66. 


0228 


.Cll 


Gene No. 


59159 




Strand 


+ 






Start 


1 on 

1^1/ 




End 


Till 
Jill 






Name 


UJUUUzoU DO. UZ^o . Lll . Ol 


.gs 


Method 








Start 


1^17 




End 


O 1 1 1 

Jill 






GI 


none 




Score 


Q O 

. yz 






Exons 


"1011 1 O O O 0 01 1 O 1 1 1 

1217. .1JJJ, ZJ11..J111 












beq. no. 


OQC/I 1 

2o b4 1 




Seq. ID 


UJUUUzOU DO. 


0228 


. Lll 


Gene No. 


59159 




Strand 


+ 






Start 


1217 




End 


3111 






Name 


UJUUUZ3U DD.UZZo.Lll.Ol 


.np 


Method 


AAT/NAP 






Start 


0O1 1 




End 


3108 






GI 


^ CI OOQ1 

4 Olzz Jl 




Score 


1310 






Exons 


z Jll . . JIUo 












GI Descrip. 


(iVDUi4/4i; UKtu protein 


[Oryza sativa] 








oeq. iNO • 


28641 




Seq. ID 


OJ000250_66. 


0228 


PI 1 


Gene No. 


59160 




Strand 


+ 






Start 


jj/D 




End 


5897 






Name 


UJUUUZOU DO. UZZo . L 1 1 . oz 


.np 


Method 


AAT/NAP 






Start 




End 


5897 






GI 


4 ooui / y 




Score 


2309 






Exons 


■JQOrt /t*3CC /1QQ/I CQQl 

ojoU. .4 job, 4Jy4..ooy/ 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


28641 




Seq. ID 


OJ000250_66. 


0228 


.Cll 


Gene No. 


59160 




Strand 


+ 






Start 


3376 




End 


5897 






Name 


OJ000250 66.0228.Cll.o2 


. gs 


Method 


GENSCAN 






Start 


3376 


End 


5891 






GI 


none 




Score 


.75 






Exons 


3376. .3845, 3859. .4754, 


4826. 


.5234, 5252.. 5891 






Seq. No. 


28641 




Seq. ID 


OJ000250_66. 


0228 


.Cll 


Gene No. 


59160 




Strand 


+ 






Start 


3376 




End 


5897 






Name 


OJ000250 66.0228.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3547 




End 


3906 







28532 




GI 


none 








Score 


264 




Exons 


3547. .3906, 


3573 


. .3650 










Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


59160 








Strand 


+ 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3787 








End 


4093 




GI 


none 








Score 


133 




Exons 


3787. .3957, 


3956 


. .4093 










Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


591ou 








Strand 


+ 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4472 








End 


4777 




GI 


none 








Score 


235 




Exons 


4472. .4762, 


4472 


. .4777 










Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


59ibu 








Strand 


+ 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4869 








End 


5251 




GI 


none 








Score 


443 




Exons 


4869. .5249, 


4870 


. .5250, 


5018. 


.5251 






Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


59160 








Strand 


-l- 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


4879 








End 


5171 




GI 


none 








Score 


332 




Exons 


4879. .5169, 


4881 


. .5171 










Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


59160 








Strand 


+ 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.o2 


-ts 


Method 


TBLASTX : Soybean 




Start 


4906 








End 


5220 




GI 


none 








Score 


198 




Exons 


4906. .5220 














Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


59160 








Strand 


+ 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


. 5334 








End 


5759 




GI 


none 








Score 


607 




Exons 


5334. .5759, 


5336 


. .5752 










Seq. No. 


28641 








Seq. ID 


OJ000250_66.0228 


.Cll 


Gene No. 


59160 . 








Strand 


+ 




Start 


3376 








End 


5897 




Name 


OJ000250 66. 


0228 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


5340 








End 


5588 




GI 


none 








Score 


209 





28533 



Exons 


5340.. 5588 


Seq. No. 


28641 


Gene No . 


col ac\ 

d y lou 


Start 


3376 


Name 


OJ000250 66.0228.Cll.ol.tm 


Start 


5406 


GI 


none 


Exons 


5406.. 5759, 5411.. 5752 


Seq. No. 


28642 


Gene No. 


59161 


O Lai L 


/ID 


Name 


OJ000250 66.0228.C12.ol.np 


Start 


716 


GI 


4680183 


Exons 


716. .867 


GI Descrip. 


(AF111709) gag-pol protein 


Seq. No. 


28643 


uene wo . 


o y x 


Start 


23 


Name 


OJ000250 66.0228.C14.ol.gs 


Start 


23 


GI 


none 


Exons 


23. .58 


Seq. No. 


28644 


Gene No. 


59163 ' 


Start 


1 


Name 


OJ000250 66.0228.C15.ol.np 


Start 


1 


GI 


6069646 


Exons 


1..264, 2992. .3526 


GI Descrip. 


(AP000616) similar to putat 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_66.0228.C11 
+ 

5897 

TBLASTX: Maize 

5759 

465 



OJ000250 66.0228.C12 



867 

AAT/NAP 

867 

150 



[Oryza sativa subsp. indica] 

Seq. ID OJ000250_66.0228.C14 

Strand 

End 58 

Method GENSCAN 

End 58 

Score .42 



Seq. ID OJ000250_66.0228.C15 

Strand + 

End 3526 

Method AAT/NAP 

End 3526 

Score 456 



reverse transcriptase (AC005315) 
[Oryza sativa] gi 16907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


28644 








Seq. ID 


OJ000250 


Gene No. 


59163 








Strand 


+ 


Start 


1 








End 


3526 


Name 


OJ000250 66 


.0228 


.C15.ol 


.gs 


Method 


GENSCAN 


Start 


2561 








End 


3355 


GI 


none 








Score 


.68 


Exons 


2561. .2760, 


2858 


. .2891, 


3137. 


.3355 




Seq. No. 


28644 








Seq. ID 


OJ000250 


Gene No. 


59164 








Strand 


+ 


Start 


4589 








End 


6032 


Name 


OJ000250 66 


.0228 


.C15.o2 


. np 


Method 


AAT/NAP 


Start 


4589 








End 


6032 


GI 


6907088 








Score 


998 


Exons 


4589. .4726, 


4902 


. .5139, 


5635. 


.6032 





GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



28534 



Seq. No. 28644 Seq. ID 

Gene No. 59165 Strand 

Start 4005 End 

Name OJ000250_66 . 0228 . C15 . o2 . gs Method 

Start 4005 End 

GI none Score 

Exons 4005.. 4078, 5801.. 5855 

Seq. No. 28645 

.Gene No.. . 59166 Strand 

Start 907 End 

Name OJ000250_66. 0228 .C18 . ol . gs Method 

Start 907 End 

GI none Score 
Exons 



OJ000250_66.0228.C15 

5855 
GENS CAN 
5855 
.54. 



Seq. ID OJ000250_66.0228.C18 
+ 

3760 
GENS CAN 
3760 
.91 



907. .992, 1085. .1133, 1319. .1368, 2042. .2535, 2729.-2889, 
3158.. 3367, 3450.. 3642, 3681.. 3760 



Seq. No. 28646 Seq. ID 

Gene No. 59167 Strand 

Start 85 End 

Name OJ000250_66 . 0228 . C19 . ol . gs Method 

Start 85 End 

GI none Score 

Exons 85.. 179/ 688.. 810 



OJ000250_66.0228.C19 
+ 

810 

GENS CAN 

810 

.99 



Seq. No. 28646 Seq. ID 

Gene No. 59168 Strand 

Start 2311 End 

Name OJ000250_66 . 0228 . C19 . o2 . gs Method 

Start 2311 End 

GI none Score 

Exons 2311.. 2417, 2561.. 2765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28646 
59169 
11838 

OJ000250_66.0228.C19.o5.gs 

11838 

none* 



OJ000250_66.0228.C19 
+ 

2765 
GENSCAN 
2765 
.89 



Seq. ID OJ000250_66.0228.C19 

Strand + 

End 14597 

Method GENSCAN 

End 14585 

Score .58 



11838. .11879, 11921. .12057, 12168 .. 12323, 13487 .. 1374 9, 
13903. .14585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28646 Seq. ID 

59169 Strand 

11838 End 

OJ000250_66.0228.C19.ol.np Method 

13852 End 

5257279 Score 
13852.. 14597 

(AP000364) Similar to Transposon MAGGY gag and pol gene 

homologues. (L35053) [Oryza sativa] 



OJ000250_66.0228.C19 
+ 

14597 
AAT/NAP 
14597 
1191 



28646 Seq. ID 

59170 Strand 

3556 End 

OJ000250_66 . 0228 . C19 . o3 . gs Method 

3556 End 



OJ000250_66.0228.C19 

7394 

GENSCAN 

7394 



28535 




GI 


none 


Score 


.69 


Exons 


3556.. 3822, 4495.-4636, 4691 


...4863, 5143. .5293, 5375. .5606, 




6671.. 6820, 6902.. 7091, 7176. .7394 




Seq. No. 


28646 


Seq. ID 


OJ000250_66.0228.C19 


Gene No. 


59171 


Strand 




O UGL.L L 


13857 


End 


14564 


Name 


OJ000250 66 0228 C19 o2 tw 


Method 


TBLASTX: Wheat 


Start 


13857 _ 


End 


14162 


GI 


none 


Score 


56 


Exons 


13857. .13922, 13901 .. 13981, 


13904. .13984, 13905 .. 13988, 




13991. .14116, 13992. .14162, 


13992. .14162 


Seq. No. 


28646 


Seq. ID 


OJ000250_66.0228.C19 


OC11C IMU t 


59171 


Strand 




Start 


13857 


End 


14564 


Name 


OJ000250 66. 0228 .C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


14001 _ 


End 


14501 


GI 


none 


Score 


159 


Exons 


14001. .14180, 14166. .14501, 


14252. .14380, 14 4-08 .. 14455 


Seq. No. 


2864 6 


Seq. ID 


OJ000250_66.0228.C19 


UC11C LN W . 


59171 


Strand 




Start 


1 JO J ' 


End 


14564 


Name 




Method 


TBLASTX : Soybean 


Start 


1 4055 "~ 


End 


14450 


GI 


none 


Score 


54 


Exons 


14055. .14087, 14085 .. 14420, 


14091. .14450, 14093. .14449 


Seq. No. 


■t. O O *4 D 


Seq. ID 


OJ000250_66.0228.C19 




5Q1 71 


Strand 




Start 


13857 


End 


14564 


Name 


OJ000250 66 0228 C19 ol tw 


Method 


TBLASTX: Wheat 


Start 


14163 — 


End 


14564 


GI 


none 


Score 


504 


Exons 


14163. .14564, 14163 .. 14399, 


14165. .14563 


Seq. No. 


28647 


Seq. ID 


OJ000250_59.0214.C1 


Gene No. 


59172 


Strand 


+ 


Start 


1 


End 


76 


Name 


OJ000250 59.0214.Cl.ol.gp 


Method 


AAT/GAP 




1 


End 


76 


GI 


LIB3477-003-P1-K1-E9 


Score 


136 


Exons 


1. .76 






GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ■ 






Seq. No. 


28648 


Seq. ID 


OJ000250_59.0214.C2 


Gene No. 


59173 


Strand 




Start 


1 


End 


343 


Name 


OJ000250 59.0214.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


343 


GI 


5852179 


Score 


165 


Exons 


1..343 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 





28536 



Seq. No. 28648 Seq. ID 

Gene No. 59173 Strand 

Start 1 End 

Name OJ000250_59 . 0214 . C2 . ol . gs Method 

Start 111 End 

GI none . Score 

Exons 111.. 206 



OJ000250_59.0214.C2 
343 

GEN SCAN 

206 

.5 



Seq. No. 28649 Seq. ID 

Gene No. 59174 Strand 

Start 51 End 

Name OJ000250_59 . 0214 . C3 . ol . gs Method 

Start 51 End 

GI none Score 

Exons 51.. 225 



OJ000250_59.0214 .C3 
225 

GENSCAN 

225 

.46 



Seq. No.. 


28650 


Seq. ID 


OJ000250_59.0214.C4 


Gene No. 


59175 


Strand 




Start 


'88 


End 


268 


Name 


OJ000250 59.0214.C4.ol.gs 


Method 


GENSCAN 


Start 


88 


End 


268 


GI 


none 


Score 


.84 


Exons 


88.. 268 






Seq. No. 


28651 


Seq. ID 


OJ000250_59.0214.C6 


Gene No. 


59176 


Strand 


+ 


Start 


278 


End 


518 


Name 


OJ000250 59.0214.C6.ol.gp 


Method 


AAT/GAP 


Start 


278 


End 


518 


GI 


28898 2.R1084 


Score 


373 


Exons 


278. .518 






GI Descrip. 


f 5042437/gb|AC007789.1 IAC007789 l.Oe- 


69 Oryza sativa BAC T4 9B20 




genomic sequence, complete 


sequence ' 





Seq. No. 28652 Seq. ID OJ000250_59 . 0214 . C7 

Gene No. 59177 Strand + 

Start 92 End 283 

Name OJ000250_59 . 0214 . C7 . ol . gp Method AAT/GAP 

Start 92 End 283 

GI 569787 Score 349 

Exons 92.. 283 

GI Descrip. 1708236/sp | P54873 | HMCS_ARATH 2.0e-24 HYDROXYMETHYLGLUTARYL-COA 

SYNTHASE (HMG-COA SYNTHASE) ( 3-HYDROXY- 3 -METHYLGLUTARYL COENZYME 

A SYNTHASE) >gi_2129617_pir JC4567 hydroxymethylglutaryl-CoA 

synthase (EC 4.1.3.5) - Arabidopsis thaliana 

>gi_1143390_emb_CAA58763_ (X83882) hydroxymethylglutaryl-CoA 

synthase [Arabidopsis thaliana] >gi_1586548_prf 2204245A 

hydroxy methylglutaryl CoA synthase [ 



Seq. No. 28652 Seq. ID 

Gene No. 59177 Strand 

Start 92 End 

Name OJ000250_59 . 0214 . C7 . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115.. 277 



OJ000250_59.0214.C7 
+ 

283 

GENSCAN 

277 

.93 



28537 



Seq. No. 


28653 


Seq. ID 


OJ000250_59.0214 


.C8 


bene no. 




o cx ana. 






Start 


432 


End 


521 




Name 


OJ000250 59.0214.C8.ol.gs 


Method 


GEN SCAN 




Start 


432 


End 


521 




GI 


none 


Score 


.91 




Exons 


432. .521 








Seq. No. 


28654 


Seq. ID 


OJ000250_59.0214 


-C14 


Gene No. 


59179 


Strand 






o car u. 




EjI in 






Name 


OJ000250 59.0214.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


295 


End 


1233 




GI 


none 


Score 


121 




Exons 


295.. 378, 305.. 379, 326.-379, 


879. . 971 


, 890. .967, .1071. 


.1223, 




1081. .1233, 1082. .1228 








Seq. No. 


28654 


Seq. ID 


OJ000250_59.0214 


:ci4 


Gene No. 


59179 


Strand 






O Udl C 




End 


1233 




Name 


OJ000250 59.0214.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


325 


End 


1233 




GI 


none 


Score 


63 




Exons 


325.-375, 329.. 376, 890.. 952, 


890. .952, 891. .953, 1081. 


.1233, 




1082.. 1231 








Seq. No. 


28654 


Seq. ID 


OJ000250_59.0214 


.C14 


uene jno • 


59179 


Strand 






Start 


295 


End 


1233 




Name 


OJ000250 59.0214.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


912 


End 


1227 




GI 


none 


Score 


72 




Exons 


912. .971, 914. .970, 1081. .1227, 1085.. 


1216 




Seq. No. 


28655 


Seq. ID 


OJ000250_59.0214 


. CIS 


Gene No . 


59180 


Strand 


+ 




Cf art- 


1 


End 


153 




Name 


OJ000250 59.0214.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


153 




GI 


5091513 


Score 


196 




Exons 


1. .153 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


28655 


Seq. ID 


OJ000250_59.0214 


.C15 




59181 


Strand 


+ 




Start 


73 


End 


116 




Name 


OJ000250 59.0214.C15.ol.gs 


Method 


GENSCAN 




Start 


73 


End 


116 




GI 


none 


Score 


.99 




Exons 


73. .116 








Seq. No. 


28656 


Seq. ID 


OJ000250_59.0214 


.C17 


Gene No. 


59182 


Strand 






Start 


1 


End 


629 




Name 


OJ000250 59.0214.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


629 




GI 


5042454 


Score 


278 





28538 



Exons 1..33, 292.. 629 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


28656 






Seq. ID 


OJ000250_59.0214. 


C17 


Gene No. 


59182 






Strand 


- 




Start 


1 






End 


629 




Name 


OJ000250 


59.0214.C17 


. ol . gs 


Method 


GEN SCAN 




Start 


291 






End 


569 




GI 


none 






Score 


.57 




Exons 


z yi . . Doy 












Seq. No. 


28656 






Seq. ID 


OJ000250_59.0214. 


C17 


Gene No. 


59182 






Strand 


- 




Start 


1 






End 


629 




Name 


OJ000250 


59.0214.C17 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


303 






End 


623 




GI 


none 






Score 


66 




Exons 


*3 n "3 A O A 

oUo . . 4o4 , 


"5 f\ A A O Q 

JU4 . . 4z y , 


ACQ CO"3 

4 oy . . oZo 








Seq. .No. 


28656 






Seq. ID 


OJ000250_59.0214. 


C17 


Gene No. 


59182 






Strand 






Start 


1 






End 


629 * 




Name 


OJ000250 


59.0214.C17 


. ol . tm 


Method 


TBLASTX: Maize 




Start ■ 


339 






End 


605 




GI 


none 






Score 


48 




Exons 


339. .422, 


373. .429, 


417. .536, 


423. .605 






Seq. No. 


28657 






Seq. ID 


OJ000250_59.0214. 


C18 


Gene No. 


59183 






Strand 


+ 




Start 


814 






End 


4466 




Name 


OJ000250 


59.0214.C18 


. ol . gs 


Method 


GEN SCAN 




Start 


814 






End 


4466 




GI 


none 






Score 


.78 




Exons 


814. .909, 


950. .1149, 


• 1256. .1398, 1455. 


.1540, 1935. .2103, 





2270.. 2394, 2460.. 2653, 3034.. 3630, 3765.. 3910, 4009.. 4466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28657 
59183 - 
814 

OJ000250_59.0214.C18.ol.np 

2230 

6721561 

2230. .2298, 2460.. 2654, 2723 



Seq. ID OJ000250_59.0214.C18 
Strand + 
End 4 4 66 

Method AAT/NAP 
End 3631 
Score 1088 
2785, 2870.. 3631 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



28657 Seq. ID 

59184 Strand 

11945 End 
OJ000250_59 . 0214 . C18 . o3 . gs Method 

11945 End 

none Score 

11945. .12040, 12257.. 12340 



OJ000250_59. 0214 .C18 
+ 

12340 
GENSCAN 
12340 
.42 



28539 




Seq. No. 


28657 


Seq. ID 


OJ000250 


_59.0214.C18 


Gene No. 


59185 


Strand 






Start 




End 


10287 




Name 


OJ000250 59.0214.C18.o2.gs 


Method 


GEN SCAN 




Start 


5142 


End 


10287 




GI 


none 


Score 


.5 




Exons 


5142. .5706, 5788.. 6798, 6910 


..7581, 7681. .8273, 


8361. .8975, 




9027.. 9209, 9290.. 9800, 9833 


. .10287 






Seq. No. 


28657 


Seq. ID 


OJ000250 


_59.0214.C18 


Gene No. 


59185 


Strand 






o tar t. 


R 1 A 9 
O J. *1 £. 


"End 


10287 




Name 


OJ000250 59.0214.C18.o2.np 


Method 


AAT/NAP 




Start 


5145 


End 


8264 




GI 


5902445 


Score 


3137 




Exons 


5145.. 6382, 6422.. 8264 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28657 


Seq. ID 


OJ000250 


_59.0214.C18 


Gene No. 


59186 


Strand 






Start 


13066 


End 


21932 




Name 


ujuuu^ou oy.uzi4.Lio.o4.gs 


Method 


GENSCAN 




Start 


13066 


End 


21932 




GI 


none 


Score 


.42 




Exons 


13066. .13526, 16514 .. 17104 , 


17537. .17686, 17915 


. .18080, 




18128. .18762, 18966. . 19150, 


19760. .20075, 20555 


. .20683, 




20809. .20971, 21162.. 21932 








Seq. No. 


28657 


Seq. ID 


OJ000250 


_59.0214.C18 


Gene No. 


by loo 


Strand 






Start 


13066 


End 


21932 




Name 


OJ000250 59.0214.C18.ol.gp 


Method 


AAT/GAP 




Start 


14557 


End 


14798 




GI 


none 


Score 


422 




Exons 


14557. .14798 








Seq. No. 


28657 


Seq. ID 


OJ000250 


_59.0214.C18 


Gene No. 


59186 


Strand 






Start 


13066 


End 


• 21932 




Name 


ujuuuzou oy . uzi4 . Lio . oj . np 


Method 


AAT/NAP 




Start 


16395 


End 


21418 




GI 


6623973 


Score 


2590 




Exons 


16395. .20187, 21282.. 21418 








GI Descrip. 


(AC007505) Highly similar to 


Tal-3 polyprotein 


[Arabidopsis 




thaliana] 








Seq. No. 


28657 


Seq. ID 


OJ000250 


_59.0214.C18 


Gene No. 


59187 


Strand 






Start 


25123 


End 


27742 




Name 


OJ000250 59.0214.C18.o2.gp 


Method 


AAT/GAP 




Start 


24936 


End 


27742 




GI 


10436 1.R1084 


Score 


1774 




Exons 


24936. .25201, 25352 .. 25671, 


27399.. 27742 





GI Descrip.- 1 5852170/emb | AL117265. 1 IOST17804 3.0e-94 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 

Seq. No. 28657 Seq. ID OJ000250_59 . 0214 . C18 



28540 




Gene No. 


59187 








Strand 






Start 


25123 








End 


27742 




Name 


OJ000250 59. 


0214. 


C18.o5. 


gs 


Method 


GENSCAN 




Start 


25123 








End 


27596 




GI 


none 








Score 


.88 




Exons 


25123. .25201 


, 25352. .25671, 


27399. .27596 




Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 








Strand 






Start 


31889 








End 


43625 




Name 


OJ000250 59. 


0214. 


C18.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5154 








End 


5762 




GI 


none 








Score 


66 




Exons 


5154. .5285, 


CI cc 


coon 




..5762, 5506. .5613, 5659. .5757 


Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214 


. C18 


Gene No. 


59188 








Strand 






Start 


31889 








End 


43625 




Name 


OJ000250 59. 


0214. 


C18.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


5190 








End 


5456 




GI 


none 








Score 


48 




Exons 


5190. .5273, 


5224 . 


. 5280, 


5268 


..5387, 5274. .5456 




Seq. No.. 


-28657 








Seq. ID, 


OJ000250_59 . 0214 


. C18 


Gene No. 


59188 








Strand 






Start 


31889 








End 


43625 




Name 


OJ000250 59. 


0214. 


CI8.06. 


tm 


Method 


TBLASTX: Maize 




Start 


5670 








End 


18721 




GI 


none 








Score 


111 




Exons 


5670. .5810, 


18305 


. . 18370 


, 18386.. 18721 


, 18564.. 18707 




Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214 


. Clo 


Gene No. 


59188 








Strand 






Start 


31889 








End 


43625 




Name 


OJ000250 59. 


0214. 


CI8.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


5886 








End 


6269 




GI 


none 








Score 


207 




Exons 


5886. .6269, 


COOT 

5887 . 


n 0 a 1 

. 6261 










Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 








Strand 






Start 


31889 








End 


43625 




Name 


OJ000250 59. 


0214. 


C18.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5964 








End 


6269 




GI 


none 








Score 


159 




Exons 


5964. .6269, 


5965. 


.6252 










Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 








Strand 






Start 


31889 








End 


43625 




Name 


OJ000250 59. 


0214. 


C18.ol5 


.tw 


Method 


TBLASTX: Wheat 




Start 


6474 








End 


6732 




GI 


none 








Score 


88 




Exons 


6474. .6731, 


6478. 


.6732 










Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 








Strand 







28541 




otarr 


Ol QQQ 








End 


43625 


Name 


OJ000250 59. 


6*214 


.CI8.0IO. tw 


Method 


TBLASTX: Wheat 


Start 


6771 








End 


7179 


GI 


none 








Score 


35 


Exons 


6771. .6836, 


6771 


. .6944, 


6823. 


.6915, 6951.. 7145, 6952. .7179, 




6954. .7178 












Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


bene wo . 


ft ft 








Strand 


- 


Start 


31889 








End 


43625 


Name 


OJ000250 59. 


0214 


.C18.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


7269 








Hi 1 1 LI 


1 (kid 


GI 


none 








Score 


85 


Exons 


7269. .7670, 


7510 


. .7668 








Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


bene no . 










Strand 


- 


Start 


31889 








End 


43625 


Name 


OJ000250 59. 


0214 


.C18.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7324 












GI 


none 








Score 


313 


Exons 


7324. .7743, 


7326 


. .7748 








Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


bene no . 


CQ1 OR 








Strand 


- 


Start 


31889 








End 


43625 


Name 


OJ000250 59. 


0214 


,C18.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7422 










/ 0 uo 


GI 


none 








Score 


175 


Exons 


7422. .7805, 


7423 


. .7770 








Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


Gene No . 


CQ1 QQ 








Strand 


- 


Start 


31889 








End 


43625 


Name 


OJ000250 59. 


0214 


.C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7833 










ft 1 ft Q 


GI 


none 








Score 


221 


Exons 


7833. .8189, 


7834 


. .8127, 


7887. 


.8135 




Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


bene ino . 


ciQI ft ft 








Strand 


- 


Start 


31889 








End 


43625 


Name 


OJ000250 59. 


0214 


.C18.o2. 


tw 


Method 


TBLASTX: Wheat' 


Start 


7863 








End 


8319 


GI 


none 








Score 


340 


Exons 


7863. .8318, 


7864 


. .8319 








Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


bene jno. 


CQ1 OO 








Strand 




Start 


31889 








End 


43625 


Name 


OJ000250 59. 


0214 


.C18.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8511 








End 


8966 


GI 


none 








Score 


103 


Exons 


8511. .8747, 


8532 


. .8735, 


8629. 


.8745, 8784. .8966, 8785. .8958 


Seq. No. 


28657 








Seq. ID 


OJ000250_59.0214.C18 


Gene No. 


59188 








Strand 





28542 



Start 


31889 




Name 


OJ000250 59.0214.C18 


-ol4 . tw 


Start 


9596 




GI 


none 




Exons 


9596..968S, 9682.. 9870, 97K 




9943.-9993 




Seq. No. 


28657 




Gene No. 


59188 




Start 


31889 




Name 


OJ000250_59.0214.C18 


. 08 . tm 


Start 


y / u y 




GI 


none 




Exons 


9709. .9948 




Seq. No. 


28657 




Gene No. 


59188 




Start 


31889 




Name 


OJ000250_59.0214.C18 


. ol . tm 


Start 


1 C A C\ A 




GI 


none 




Exons 


16404. .16826, 16408. 


.16794 


Seq. No. 


28657 




Gene No. 


59188 




Start 


31889 




Name 


OJ000250_59.0214.C18 


.o2. tc 


Start 


1 C A f\ A 

1 o4U4 




GI 


none 




Exons 


16404. .16616, 16632. 


.16769, 


Seq- No. 


28657 




Gene No . 


59188 




Start 


31889 




Name 


OJ000250_59.0214.C18 


.o4 . ts 


Start 


lo4 lo 




GI 


none 




Exons 


16413. .16511, 16530. 


.16805, 


Seq. No. 


28657 




Gene No . 


59188 




Start 


31889 




Name 


OJ000250 59.0214.C18 


. ol3 . tw 


Start 


16431 




GI 


none 




Exons 


16431. .16631, 16432. 


.16620, 


Seq. No. 


28657 




Gene No. 


59188 




Start 


31889 




Name 


OJ000250 59.0214.C18 


. o3. tm 


Start 


16877 




GI 


' none 




Exons 


16877. .17128, 16882. 


.17193, 




17112. .17207, 17169. 


.17327, 


Seq. No. 


28657 





End 

Method 

End 

Score 



43625 

TBLASTX: Wheat 

9993 

92 



Seq. ID OJ000250_59.0214.C18 
Strand 

End 43625 

Method TBLASTX : Maize 

End 9948 

Score 202 



Seq. ID OJ000250_59.0214.C18 
Strand 

End 43625 

Method TBLASTX : Maize 

End 16826 

Score 288 



Seq. ID OJ000250_59.0214.C18 
Strand 

End * 43625 

Method TBLASTX : Cress 

End 17006 

Score 60 



Seq. ID OJ000250_59.0214.C18 
Strand 

End 43625 

Method TBLASTX : Soybean 

End 16805 

Score 156 



Seq. ID OJ000250_59.0214.C18 
Strand 

End 43625 

Method TBLASTX : Wheat 

End 16853 

Score 64 



Seq. ID OJ000250_59.0214.C18 
Strand 

End 43625 

Method TBLASTX : Mai ze 

End 17327 

Score 80 



Seq. ID OJ000250_59.0214.C18 



28543 




Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16980 




End 


17759 




GI 


none 




Score 


52 




Exons 


16980. .17435, 16981. 


.17097, 


17145. .17363, 17430 17759, 






17485. .17757 










Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 




Strand 


- 




Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


17334 




End 


17763 




GI 


none 




Score 


127 




Exons 


17334. .17762, 17467. 


.17763 








Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


-C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. ol . ts 


Method 


TBLASTX : Soybean. 




Start 


17349 




End 


17738 




GI 


none 




Score 


114 




Exons 


17349. .17738, 17391. 


.17573, 


17446. .17736 




Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. o9. tw 


Method 


TBLASTX: Wheat 




Start 


17760 




End 


18030 




GI 


none 




Score 


205 




Exons 


17760. .18029, 17761. 


.18030 








Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


.o2 . ts 


Method 


TBLASTX: Soybean 




Start 


18230 




End 


18694 




GI 


none 




Score 


139 




Exons 


18230. .18367, 18365. 


.18694, 


18366. .18686 




Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. ol . tc 


Method 


" TBLASTX: Cress 




Start 


18239 




End 


18661 




GI 


none 




Score 


164 




Exons 


. 18239. .18367, 18383. 


.18661 








Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


18263 




End 


18883 




GI 


none 




Score 


38 




Exons 


18263. .18367, 18384. 


.18443, 


18385. . 18444, 18476 18883, 





18552. .18866 



28544 



Seq. No. 28657 

Gene No. 59188 

Start 31889 

Name OJ000250_59. 0214 .C18 .ol2 . tw 

Start 19603 

GI none 

Exons 19603. .19662, 19732 .. 19785, 
19869. .20015, 19870 20016, 



Seq. ID OJ000250_59.0214 .C18 
Strand 

End 43625. 

Method TBLASTX : Wheat 

End 20017 

Score 54 
19774. .19884, 1978 6 .. 19866, 
19871. .20017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28657 

59188 

31889 

OJ000250 

21432 

none 



Seq. ID OJ000250_59.0214 .C18 



Strand 
End 

59.0214 .-C18.oll.tw Method 

End 
Score 



43625 

TBLASTX: Wheat 

21835 

46 



21432. .21536, 21432 .. 21602, 21433 .. 2154 9, 21592 .. 21732, 
21597. .21833, 21606 .. 21833, 21695 .. 21835, 21719. .21835 



Seq. No. 28657 Seq. ID OJ000250_59 . 0214 . C18 

Gene No. 59188 Strand 

Start 31889 End 43625 

Name OJ000250_59. 0214 . C18 .o4 . np Method AAT/NAP 

Start 31889 End 33451 

GJ 6063554 Score 163 

Exons 31889. .32063, 33122 .. 33163, 33248.. 33451 

GI Descrip. (AP000615) ESTs AUO-75609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214. 


C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18. 


o3 .gp 


Method 


AAT/GAP 




Start 


32127 




End 


32507 




GI 


2427387 




Score 


502 




Exons 


32127.. 32507 










GI Descrip. 


5852170/emb|AL117265. 


1IOST17804 3.0e-94 


Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4, 


BAC clone :tl7804 




Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214. 


C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18. 


o5.np 


Method 


AAT/NAP 




Start 


32615 


End 


33530 




GI 


5852178 




Score 


405 




Exons 


32615. .32710, 33075.. 


33190, 


33222. .33530 




GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 






Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 . 


C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18. 


o7 . gs 


Method 


GENSCAN 




Start 


£-33001 




End 


38475 




GI 


none 




Score 


.41 




Exons 


33001. .33474, 33645.. 


33829, 


34530. .34667, 36257 .. 364 16, 





38395. .38475 



28545 




Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. 06 . np 


Method 


AAT/NAP 




Start 


36118 




End 


36739 




GI 


4680204 




Score 


49 




Exons 


36118. .36369, 36583. 


.36739 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. .No. 


28657 




Seq. ID 


0.70009^0 RQ D91 A 


.C18 


Gene No. 


59188 




Strand 






Start 


31889 




End 


43625 




Name 


OJ000250 59.0214.C18 


. o7 . np 


Method 


AAT/NAP 




Start 


36238 




End 


43625 




GI 


5053128 




Score 


80 




Exons 


36238. .36606, 43545. 


.43625 








GI Descrip. 


(AF134304) Scar2 [Homo sapiens] 






Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 


nqna Mo 


RQ1 ft ft 
D y ± o o 




Strand 






Start 


Ol OQQ 




End 


43625 




Name 




. oo . gs 


Method 


GENSCAN 




Start 


O Q C O Q 




End 


40675 




GI 


none 




Score 


.83 




Exons 


OQCOQ OQCQ1 "3Q££Q 


o Q*77 o 


40331. .40675 




Seq. No. 


28657 




Seq. ID 


OJ000250_59.0214 


.C18 








Strand 






Start 


"3 1 ft ft Q 




End 


43625 




Name 


ninnno^fi n9i^ rift 


_ 

. o / . tw 


Method 


TBLASTX: Wheat 




Start 






End 


43620 




GI 


none 




Score 


358 




Exons 


4^907 yiQCon /Qonq 


. ft JD1 y 








Seq. No. 


28658 




Seq. ID 


OJ000250 59.0214 


.C20 




59189 




Strand 


+ 




Start 


726 




■ End 


1159 




Name 


OJ000250 59.0214.C20 


. ol.gs 


Method 


GENSCAN 




Start 


726 




End 


1159 




GI 


none 




Score 


.42 




Exons 


726. .1159 










Seq. No. 


28658 




Seq. ID 


OJ000250_59.0214 


.C20 


Ccsno Mo 


59190 




Strand 


+ 




Start 


3489 




End 


4129 




Name 


OJ000250 59.0214.C20 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


386 




End 


799 ■ 




GI 


none 




Score 


366 




Exons 


386. .799, 388. .798 










Seq. No. 


28658 




Seq. ID 


OJ000250_59.0214 


.C20 


Gene No. 


59190 




Strand 


+ 




Start 


3489 




End 


4129 




Name 


OJ000250 59.0214.C20 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


800 




End 


991 




GI 


none 




Score 


194 




Exons 


800. .991, 820. .984 











28546 




Cprr No 


28658 








Seq. ID 


OJ000250_59 . 0214 .C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1088 








End 


2038 


GI 


none 








Score 


715 


Exons 


1088. .2038, 


1184 


. .1306, 


1255. 


.1512, 1559.. 1681, 1561.. 1698 


Sea. No. 


28658 








Seq. ID 


OJ000250_59.0214.C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


.C20.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1130 








End 


2104 


GI 


none 








Score 


295 


Exons 


1130. .1438, 


1130 


. .1372, 


1162. 


.1401, 1967. .2104 


Seq. No. 


28658 








Seq. ID 


OJ000250_59.0214.C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


.C20.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


1439 








End 


1786 


GI 


none 








Score 


85 


Exons 


1439. .1552, 


1441 


. .1557, 


1561. 


.1698, 1562. .1714, 1706. .1786 


Sea No 


28658 








Seq. ID 


OJ000250_59.0214.C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


-C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1643 








End 


2113 


GI 


none 








Score 


223 


Exons 


1643. .1996, 


1985 


. .2113 








Seq. No. 


28658 








Seq. ID 


OJ000250_59.0214.C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


.C20.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2233 








End 


2707 


GI 


none 








Score 


301 


Exons 


" 2233. .2403, 


2237 


. .2608, 


2531. 


.2608,. 2621. .2707, 2626.. 2703 


Sea. No. 


28658 








Seq. ID 


OJ000250 59.0214.C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


.C20.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2432 








End 


2800 


GI 


none 








Score 


314 


Exons 


2432. .2800, 


2435 


. .2800 








Seq. No. 


28658 








Seq. ID 


OJ000250_59.0214.C20 


Gene No. 


59190 








Strand 


+ 


Start 


3489 








End 


4129 


Name 


OJ000250 59 


.0214 


.C20.O3 


. tm 


Method 


TBLASTX: Maize 


Start 


2879 








End 


3166 


GI 


none 








Score 


169 


Exons 


2879. .3067, 


2914 


. .3075, 


3071. 


.3166 





28547 



Seq. No. 28658 Seq. ID 

Gene No. 59190 Strand 

Start 3489 End 

Name OJ000250_59 . 0214 . C20 . o2 . gs Method 

Start 3489 End 

GI none Score 

Exons 3489.. 3685, 4004.. 4129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28659 Seq. ID 

59191 Strand 

361 End 
OJ000250_59 . 0214 . C21 . o2 . tw Method 

355 End 

none Score 

355. .741, 366. .740 



OJ000250_59.0214 .C20 
+ 

4129 
GENSCAN 
4129 
. 91 



OJ000250_59.0214.C21 
+ 

2764 

TBLASTX: Wheat 

741 

354 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28659 
59191 
361 

OJ000250_59.0214.C21.ol.np 
361 

6539553 
361. .2764 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000250_ 
+ 

2764 
AAT/NAP 
2764 
4171 



59.0214.C21 



Seq. No. 


28659 






Seq. ID 


OJ000250_59.0214 


.C21 


Gene No. 


59191 






Strand 


+ 




Start 


361 






End 


2764 




Name 


OJ000250 59. 


0214.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4 90 






End 


803 




GI 


none 






Score 


366 




Exons 


490. .801, 498. .803 










Seq. No. 


28659 






Seq. ID 


OJ000250_59.0214 


.C21 


Gene No. 


59191 






Strand 


+ 




Start 


361 






End 


2764 




Name 


OJ000250 59. 


0214.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1302 






End 


1624 




GI 


none 






Score 


268 




Exons 


1302. .1556, 


1309. .1623, 


1329. 


.1622, 1457. .1624 




Seq. No. 


28659 






Seq. ID 


OJ000250_59.0214 


.C21 


Gene No. 


59191 






Strand 


+ 




Start 


361 






End 


2764 




Name 


OJ000250 59. 


0214.C21.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1651 






End 


2037 




GI 


none 






Score 


88 




Exons 


1651. .1806, 


1789. .2037 










Seq. No. 


28659 






Seq. ID 


OJ000250_59.0214 


.C21 


Gene No. 


59191 






Strand 


+ 




Start 


361 






End 


2764 




Name 


OJ000250 59. 


0214.C21.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1825 






End 


2259 





28548 



GI 


none 








Score 


303 


Exons 


1825. .2259, 


2034 


. .2234 








Seq. No. 


28659 








Seq. ID 


OJ000250_59.0214.C21 




59191 








Strand 


+ 


Start 


361 








End 


2764 


Name 


OJ000250 59 


.0214 


,C21.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1902 








End 


2094 


GI 


none 








Score 


131 


Exons 


1902. .2093, 


1903 


. .2094, 


1903. 


.2094 




Seq. No. 


28659 








Seq. ID 


OJ000250_59 . 0214 . C21 


Rpnp Mo 

V? C11C V-/ . 


59191 








Strand 


+ 


Start 


361 








End 


2764 


Name 


OJ000250 59 


.0214 


.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2047 








End 


2472 


GI 


none 








Score 


197 


Exons 


2047. .2271, 


2055 


. .2225, 


2272. 


.2472, 2280. .2318 


Seq. No. 


28659 








Seq. ID 


OJ000250_59.0214.C21 


Cfanp No 


59191 








Strand 


+ 


Start 


361 








End 


2764 


Name 


OJ000250 59 


.0214 


.C21.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2080 








End 


2472 


GI 


none 








Score 


112 


Exons 


2080. .2262, 


2275 


. .2472 








Seq. No. 


28659 








Seq. ID 


OJ000250_59 . 0214 . C21 


Gene No. 


59191 








Strand 


+ 


Start 


361 








End 


2764 


Name 


OJ000250 59 


.0214 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2095 








End 


2763 


GI 


none 








Score 


624 


Exons 


2095. .2559, 


2103 


. .2582, 


2602. 


.2760, 2603.. 2761, 2611.. 2763, 




2633. .2761, 


2691 


. .2762 








Seq. No. 


28660 








Seq. ID 


OJ000250_59.0214.C22 


Gene No. 


^59192 








Strand 


+ 


Start 


1 








End 


12948 


Name 


OJ000250 59 


.0214 


.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1293 


GI 


6539553 








Score 


2178 


Exons 


1. .1293 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



28660 
59192 
1 

OJ000250_59.0214.C22.ol.gs 
59 ■ 
none 



Seq. ID OJ000250_59.0214 .C22 
Strand + 

12948 
GEN SCAN 
12948 
.45 



End 

Method 
End 
Score 

59. .1292, 2105. .2303, 2385.-2658, 3744. .3843, 4003. .4215, 

4671. .4692, 5520.. 5660, 7586.. 7778, 11513 .. 11580, 12240 .. 124 19, 

12472.. 12948 



28549 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28660 Seq. ID 

59193 Strand 
14545 End 
OJ000250_59 . 0214 . C22 . o3 . np Method 
14545 . End 

6630696 Score 
14545. .15130 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region -of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000250_59.0214.C22 
+ 

15130 
AAT/NAP 
15130 - 
293 



28660 
59194 
15962 

OJ000250_59.0214.C22.o3.gs 

15962 

none 

15962. .16348 



Seq. ID OJ000250_59.0214.C22 

Strand + 

End 16348 

Method GENS CAN 

End 16348 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28660 Seq. ID OJ000250_59 . 0214 . C22 

59195 Strand + 
17634 End 19366 
OJ000250_59.0214.C22.o4 .np Method AAT/NAP 
17634 End 19366 
6063554 Score 308 
17634. .17851, 18525 .. 18556, 19193. .19366 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

28660 Seq. ID OJ000250_59 . 0214 . C22 

59196 Strand 

13458 End 15681 

0 J000250_59 . 0214 . C22 . o2 . np Method AAT/NAP 
13458 End 15681 

4234846 Score 626 

13458. .14531, 15638.. 15681 
(AF082130) gag-pol polyprotein [Zea mays] 



Seq. No. 


28660 








Seq. ID 


OJ000250_59.0214 


.C22 


Gene No. 


59197 








Strand 






Start 


17095 








End 


31929 




Name 


OJ000250 59 


.0214 


.C22 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


4 








End 


312 




GI 


none 








Score 


261 




Exons 


4. .312, 12. 


.251, 


73. 


.306 








Seq. No. 


28660 








Seq. ID 


OJ000250_59.0214 


.C22 


Gene No. 


59197 








Strand 






Start 


17095 








End 


31929 




Name 


OJ000250 59 


.0214 


.C22 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4 








End 


477 




GI 


none 








Score 


250 




Exons 


4. .276, 79. 


.252, 


271 


. .477, 


345. .467 






Seq. No. 


28660 








Seq.. ID 


OJ000250_59.0214 


.C22 



28550 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



59197 
17095 



Strand 
End 



31929 



OJ000250 59.0214.C22.o3.tm Method TBLASTX : Maize 



4 

none 

4. .396, 85.-249, 87. .281 

28660 
59197 
17095 



End 
Score 



396 
282 



Seq. ID OJ000250_59.0214.C22 
Strand 

End 31929 



OJ000250 59.0214.C22.ol.ts Method TBLASTX: Soybean 



330 
none 

330. .530, 331. .675 

28660 
59197 
17095 



End 
Score 



675 
314 



Seq. ID OJ000250_59.0214 .C22 
Strand 

End 31929 



OJ000250 59.0214.C22.o2.tm Method TBLASTX: Maize 



486 
none 

486. .824, 487. .825 

28660 
59197 
17095 



End 
Score 



825 
318 



Seq. ID OJ000250_59.0214.C22 
Strand 

End 31929 



OJ000250 59.0214.C22.ol.tw Method TBLASTX : Wheat 



681 
none 



End 
Score 



14956 
101 



681. .752, 682.-756, 771. .1157, 772. .1119, 14522 14599, 
14698. .14817, 14699.. 14956 

28660 Seq. ID OJ000250_59 . 0214 . C22 

59197 Strand 

17095 End 31929 

OJ000250_59 . 0214 . C22 . o3 . ts Method TBLASTX : Soybean 

688 End 14869 

none Score 91 

688. .801, 714. .794, 820. .1029, 825. .950, 14 677 14814 , 

14699. .14869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28660 
59197 
17095 



Seq. ID OJ000250_59.0214.C22 
Strand 

End 31929 



OJ000250_59.0214.C22.o4.tm Method TBLASTX: Maize 
826 End 15094 

none Score 121 

826. .1068, 1177. .1284, 14543 .. 14 695, 14 668 .. 14688, 14677 .. 14844, 
14 678. .14854, 14 903. .15094 



28660 
59197 
17095 



Seq. ID OJ000250_59.0214.C22 
Strand 

End 31929 



OJ000250 59.0214.C22.ol.tm Method TBLASTX: Maize 



13685 
none 



End 
Score 



14530 
58 



13685. .13777, 13727 .. 13777 , 13882 .. 13971, 13901 .. 13942, 



28551 



14056. .14529, 14057.. 14530 



Seq. No. 


28660 




Seq. ID 


OJ000250_ 


59.0214 


.C22 




SQ1 Q7 




Strand 








Start 


17095 




End' 


31929 






Name 


OJ000250 59.0214.C22 


. o4 .gs 


Method 


GENSCAN 






Start . 


17095 




End 


'25207 






GI 


none 




Score 


. 6 






Exons 


17095. .17431, 17574. 


.18012, 


19096. .19342, 19714. 


.19794, 






.21201. .21473, 21518. 


.21640, 


22036. .22192, 22861. 


.22967, 






24104. .24217, 24813. 


.24895, 


25084. .25207 






Seq. No. 


28660 




Seq. ID 


OJ000250_ 


59.0214 


.C22 


Gene No . 


59197 




Strand 








Start 


17095 




End 


31929 






Name 


OJ000250 59.0214.C22 


. oS.np 


Method 


AAT/NAP 






Start 


22256 




End' 


31929 






GI 


4680204 




Score 


1022 






Exons 


22256. .22290, 28304. 


.28406, 


28757. .28976, 29073. 


.29246, 






29356. .30455, 30530. 


.31929 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


28660 




Seq. ID 


OJ000250_ 


59.0214 


.C22 


Gene No. 


59197 




Strand 








Start 


17095 




End 


31929. 






Name 


OJ000250 59.0214.C22 


. o5.gs 


Method 


GENSCAN 






Start 


26281 




End 


27887 






GI 


none 




Score 


.66 






Exons 


26281. .26512, 27380. 


.27623, 


27686. .27887 






Seq. No. 


28660 




Seq. ID 


OJ000250_ 


59.0214 


.C22 


Gene No. 


59197 




Strand 








Start 


17095 




End . 


31929 






Name 


OJ000250 59.0214.C22 


.06. gs 


Method 


GENSCAN 






Start 


28251 




End 


31914 






GI 


none 




Score 


.67 






Exons. 


28251. .28614, 28709. 


.28798, 


28866. .28976, 29073. 


.29246, 






29356. .30455, 30530. 


.31212, 


31218. .31700, 31752. 


.31914 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28660 Seq. ID OJ000250_59 . 0214 . C22 

59197 Strand 

17095 End 31929 

OJ000250_59. 0214 .C22 . o4 . gp Method AAT/GAP 

29456 End 29934 

uC-osflcypl76fl0bl Score 842 

29456.. 29934 

' 6041757/gb| AC011806. 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28660 Seq. ID 

59197 Strand 

17095 End 

0 JO 0025 0_5 9.0214.C22.o3.tw Method 

30878 End 

none Score 



OJ000250_59.0214.C22 
31929 

TBLASTX: Wheat 

31217 

64 



30878. .30904, 30914 .. 31051, 30917 .. 30991 , 31055 .. 31216, 



28552 




31068. .31217 



Seq. No. 


28661 




Seq. ID 


OJ000250_59.0214 


.C24 


Gene No. 


59198 - 




Strand 


+ 




Start 


245 




End 


857 




Name 


OJ000250_ 


_59.0214.C24.ol.gp 


Method 


AAT/GAP 




Start 


245 




End 


525 




GI 


3767699 




Score 


439 




Exons 


245 . . 525 










Seq. No. 


28661 




Seq. ID 


OJ000250_59.0214 


.C24 


Gene No. 


59198 




Strand 


+ 




Start 


245 




End 


857 




Name - 


OJ000250_ 


59 . 0214 . C24 , ol . gs 


Method 


GENS CAN 




Start 


247 




End 


"J o o 

788 




GI 


none 




Score 


. 41 




Exons 


247 . .788 










Seq. No. 


28661 




Seq. ID 


OJ000250_59.0214 


.C24 


Gene No. 


59198 




Strand 


+ 




Start 


245 




End 


857 




Name 


OJ000250 


59 . 0214 . C24 . ol . np 


Method 


AAT/NAP 




Start 


386 




End 


857 




GI 


2244876 




Score 


317 




Exons 


o o ^ o o 


696. . 857 








GI Descrip. 


(Z97338) 


hypothetical' protein 


[Arabidopsis thaliana] 




Seq. No. 


28661. 




Seq. ID 


OJ000250_59.0214 


.C24 


Gene No. 


59198 




Strand 


+ 




Start 


245 




End 


857 




Name 


OJ000250 


59.0214.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


676 




End 


850 




GI 


none 




Score 


163 




Exons 


676. .849, 


677. .850, 677. .850 









Seq. No. 28662 Seq. ID OJ000250_59 . 0214 . C25 

Gene No. 59199 Strand 

Start 1 End 559 

Name ~OJ000250_59 . 0214 .C25 . ol . gp Method AAT/GAP 

Start 1 End 559 

GI 32604JL.R1084 Score 857 

Exons 1..304, 418.. 559 

GI Descrip. ... ' 17.08236/sp | P54873 | HMCS_ARATH 8.0e-61 HYDROXYMETHYLGLUTARYL-COA 
SYNTHASE (HMG-COA SYNTHASE) (3-HYDROXY-3-METHYLGLUTARYL COENZYME 

A SYNTHASE) >gi_2129617_pir JC4567 hydroxymethylglutaryl-CoA 

synthase (EC 4.1.3.5) - Arabidopsis thaliana 

>gi_1143390_emb_CAA587 63_ (X83882) hydroxymethylglutaryl-CoA 

synthase [Arabidopsis thaliana] >gi_1586548_prf 2204245A 

hydroxy methylglutaryl CoA synt' 



Seq. No. 28662 Seq. ID 

Gene No. 59199 Strand 

Start 1 ■ End - 

Name OJ000250_59 . 0214 . C25 . ol . gs Method 

Start 113 End 

GI none Score 

Exons 113.. 304, 418.. 501 



OJ000250_59.0214.C25 
559 

GENSCAN 

501 

.-78 



28553 





?866? 






o.tooopso dpi 4 r?s 


Gene No. 


59199 




Strand 




Start 


1 




End 


559 


Name 


OJ000250 


_59.0214.C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


114 




End 


559 


GI 


none 




Score 


40 


Exons 


114. .149, 


134.. 304, 135.. ,305, 


415. .558 


, 416. .559 


Seq. No. 


28662 




Seq. ID ' 


OJ000250_59.0214.C25 


Gene No. 


59199 




Strand 


— 


Start 


1 




End 


559 


Name 


OJ000250 


59.0214.C25.ol.np 


Method 


AAT/NAP 


Start 


116 




End 


559 


GI 


4098521 




Score 


298 


Exons 


116. .304, 


418. .559 






GI Descrip. 


(U79160) 


HMG-CoA synthase [Arabidopsis 


thaliana] gi | 4098523 




(U79161) 


HMG-CoA synthase [Arabidopsis 


thaliana] 




gi 15002517 | emb | CAB44320 . 1| (AL078606) 


hydroxymethylglutaryl 




synthase 


[Arabidopsis thaliana] 




Sea No 


28662 




Seq. ID 


OJ000250_59.0214.C25 


Gene No. 


59199 




Strand 




Start 


1 




End 


559 


Name 


OJ000250 


0914 p?S r>1 t<z 


Method 


TBLASTX : Soybean 


Start 


137 




End 


558 


GI 


none 




Score 


96 


Exons 


137. .262, 


149.. 307, 156.. 299, 


424. .558, 443. .553 


Seq. No. 


28662 




Seq. ID 


OJ000250_59.0214.C25 




59199 




Strand 




Start 


1 




End 


559 


Name 


OJ000250 


59.0214.C25.ol.tc 


Method 


TBLASTX: Cress 


Start 


143 




End 


558 


GI 


none 




Score 


64 


Exons 


143. .217, 


147. .224, 213.. 302, 


224 r. .307 


, 419. .553, 421. .558, 




421. .558 








Sea No 


28663 




Seq. ID 


OJ000250_59 . 0214 .C26 


Gene No. 


59200 




Strand 


+ 


Start 


288 




End 


628 


Name 


OJ000250 


59.0214.C26.ol.gp 


Method 


AAT/GAP 


Start 


288 




End 


537 


GI 


427888 




Score 


452 


Exons 


288. .537 








Sea Na 


28663 




Seq. ID 


OJ000250_59.0214 .C26 


Gene No. 


59200 




Strand 


+ 


Start 


288 




End 


628 


Name 


OJ000250 


59.0214.C26.ol.gs 


Method 


GEN SCAN 


Start 


344 




End 


628 


GI 


none 




Score 


.91 


Exons 


344. .359, 


416. .628 ' 






Seq. No. 


28664 




Seq. ID 


OJ000250_59.0214.C28 


Gene No. 


59201 




Strand 




Start 


672 




End 


899 



28554 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000250_59 . 0214 . C28 . ol . gs 

672 

none 

672. .899 

28665 
59202 
38 

OJ000250_59.0214.C29.ol.gp 
38 

342_1.R1084 

38. .553, 663. .760, 843. .862, 



Method GENSCAN 
End 899 
Score .91 



Seq. ID 

Strand 

End 

Method 
End 
Score 
898. .3303 



OJ000250_59.0214.C29 

3303 
AAT/GAP 
3303. 
5454 



'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



28665 Seq. ID 

59202 Strand 

38 End 

OJ000250_59 . 0214 . C29 . o3 . gp Method 

207 End 

342 1.R1084 Score 



OJ000250_59.0214.C29 

3303 
AAT/GAP 
3303 
5151 



207. .553, 663. .760, 843. .862, 898. .3303 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 
sativa] ' 



[Oryza 



28665 Seq. ID 

59202 Strand 

38 End 

OJ000250_59 . 0214 . C29 . o4 . gp Method 

210 End 

342 1.R1084 Score 



OJ000250_59.0214.C29 

3303 
AAT/GAP 
3303 
5145 



210. .553, 663. .760, 843.-862, 898. .3303 

•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 
sativa] 1 



[Oryza 
OJ000250 59.0214.C29 



28665 Seq. ID 

59202 Strand 
38 End 3303 

OJ000250_59.0214.C29.o2.gp Method AAT/GAP 
216 End 3303 

342_1.R1084 Score 5133 

216. .553, 663. .760, 843. .862, 898. .3303 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 
sativa] ' 



28665 Seq. ID 

59202 Strand 

38 End 

OJ000250_59 . 0214 . C2 9 . ol . gs Method 

970 End 

none Score 
970. .2564, 2697. .3171 

28665 Seq. ID 

59202 Strand 

38 End 

OJ000250 59.0214.C29.ol.tw Method 



[Oryza 

OJ000250_59.0214.C29 

3303 
GENSCAN 
3171 
.86 



OJ000250_59.0214.C29 
3303 

TBLASTX: Wheat 



28555 




Start 


1045 








.End 


2362 


GI 


none 








Score 


52 


Exons 


1045. .1137, 


1046 


. .1111, 


1126. 


.1206, 1211. .1291, 1219. .1359, 




1220. .1360, 


1307 


. .1402, 


1339. 


.1398, 1405. .1449, 1410. .1445, 




1444. .2361, 


1460 


. .2362, 


.1637. 


.2362 




Seq. No. 


28665 








Seq. ID 


OJ000250_59.0214.C29 


Gene No. 


59202 








Strand 


- 


Start 


38 








End 


3303 


Name 


OJ000250 59 


.0214 


.C29.ol 


.np 


Method 


AAT/NAP 


Start 


1529 








End 


3303 


GI 


6742729 








Score 


2823 


Exons 


1529. .3303 












GI Descrip. 


(AF121139) 


RIM2 


protein 


[Oryza sativa] 




Seq. No. 


28665 








Seq. ID 


OJ000250_59.0214.C29 












Strand 




Start 


38 








End 


3303 


Name 


OJ000250 59 


.0214 


.C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1627 








End 


2078 


GI 


none 








Score 


188 


Exons 


1627. .2064, 


1627 


. .2070, 


IDJl . 


.2074, 1637.. 2074, 1896.. 2078 


Seq. No.. 


28665 








Seq. ID 


OJ000250_59.0214.C29 


Con d KFo 


*J y £. KJ c. 








Strand 




Start 


38 








End 


3303 


Name 


OJ000250 59 


.0214 


.C29.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2005 








End 


- 2319 


GI 


none 








Score 


66 


Exons 


2005. .2235, 


2005 


. .2319, 




.2308 




Seq. No. 


28665 








Seq. ID 


OJ000250_59.0214.C29 


Gene No. 


59202 








Strand 




o Lai u 


*J o 








End 


3303 


Name 


OJ000250 59 


.0214 


.C29.o3 


• L W 


Method 


TBLASTX: Wheat 


Start 


2363 








End 


2773 


GI 


none 








Score 


81 


Exons 


2363. .2449, 


2365 


. .2454, 


2365. 


.2448, 2482. .2700, 2522. .2704, 




2710. .2772, 


2723 


. .2773 • 








Seq. No. 


28665 








Seq. ID 


OJ000250_59.0214.C29 




59202 








Strand 




Start 


38 








End 


3303 


Name 


OJ000250 59 


.0214 


.C29.ol 


. tm 


Method 


TBLASTX ".Maize 


Start 


2878 








End 


3302 


GI 


none 








Score 


86 


Exons 


2878. .3072, 


3082 


. .3207, 


3201. 


.3302 




Seq. No. 


28665 








Seq. ID 


OJ000250_59.0214.C29 


Gene No. 


59202 








Strand 




Start 


38 








End 


3303 


Name 


OJ000250 59 


.0214 


.C29.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2912 








End 


3301 


GI 


none 








Score 


173 ' 


Exons 


2912. .3118, 


2912 


. .3121, 


2917. 


.3120, 2917. .3141, 3121. .3207, 




3122. .3208, 


3128 


. .3208, 


3222. 


.3296, 3226.-3297, 3232.. 3297, 



3233. .3301 

28556 




Seq. No. 


28666 


Seq. ID 


OJ000250_ 


59. 


0214 


.C30 




59203 


Strand 


+ 








Start 


1 


End 


8062 








Name 


OJ000250 59.0214.C30.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


8062 








GI 


5042463 


Score 


116 








Exons 


1..47, 3417. .3573, 7959. .8062 










GI" Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








o e q • in o . 


28666 


Seq. ID 


OJ000250_ 


-j .? . 


n?i 4 

\J C. X *3 


p^n 


Gene No. 


59203 


Strand 


-i_ 








Start . 


1 


End 


ft Plfi9 








Name 


OJ000250 59.0214.C30.o2.gs 


Method 










Start 


1465 


End 


"3 R £ R 








GI 


none 


Score 


1 9 








Exons 


1465. .1590, 1899. .2246, 3401. .3565 










o c q . in u • 


28666 


Seq. ID 


OJ000250_ 


•J z? . 


VJ X *± 




Gene No. 


59203 


Strand 


T 








Start 


1 

X 


End 


Q C\ C9 








Name 


nTnnn9^n rq 0914 p^pi 

UJUUUZOU D y . KJc. 1 H . U JU . O j . y S 


Method 










Start 


/ OR Q ~~ 


End 


0 J 1 1 








GI 


none 


Score 


. JO 








Exons 


4 fi fl fl 400^ 40m C'Ji 1 
ftUOO. . <±\JyD f HOU / . . JJll 












064. IN O . 


28666 


Seq. ID 


OJ000250_ 


J? • 


091 4 

VJ & X H 


p^n 


Gene No. 


59204 


Strand 


+ 








Start 




End 


20833 








Name 


UJUUU46DU oy . kjc. ift . lou . od . gs 


Method 


GEN SCAN 








Start 




End 


20833 








GI 


none 


Score 


. 9 








Exons 


906^ 9nfl^*3 
ZUojj. .ZUOjj 












Seq. No. 


28666 


Seq. ID 


OJ000250_ 


59. 


0214 


.C30 




59205 


Strand 


+ 








Start 


21979 


End 


23126 








Name 


OJ000250 59.0214.C30.o4.np 


Method 


AAT/NAP 








Start 


21979 


End 


-23126 








GI 


5042463 


Score 


181 








Exons 


21979. .22173, 22839 .. 22993, 


23045. .23126 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Corf \lr\ 

oeq. ino . 


28666 


Seq. ID 


OJ000250_ 




D91 4 

U ^. J- *i 


p^n 


Gene No. 


59206 


Strand 


+ 








Start 


27483 


End 


28109 








Name 


OJ000250 59.0214.C30.o9.gs 


Method 


GEN SCAN 








Start 


27483 


End 


28109 








GI 


none 


Score 


.78 








Exons 


27483. .27585, 27913.. 28109 












Seq. No. 


28666 


Seq. ID 


OJ000250_ 


_59. 


0214 


.C30 


Gene No. 


59207 


Strand 


+ 








Start 


38607 


End 


39132 








Name 


OJ000250 59.0214.C30.ol2.gs 


Method 


GENSCAN 








Start 


38607 


End 


39132 








GI 


none 


Score 


.86 









28557 



Exons 


38607. .38697, 38732.. 39132 






Seq. No. 


28666 


Seq. ID 


OJ000250_59.0214.C30 


Gene No. 


59208 


Strand 


+ 


Start 


44769 


End 


44901 


Name 


OJ000250 59. 0214 .C30.o4 .gp 


Method 


AAT/GAP 


Start 


44769 


End 


44901 


GI 


LIB3474-009-P1-K1-F11 


Score 


231 


Exons 


44769. .44901 






GI Descrip. 


, 4455244/emb|CAB36743.1| 6.0e 


-11 (AL035523) MtN3-like protein 




[Arabidopsis thaliana] 1 






Seq. No. 


28666 


Seq. ID 


OJ000250_59.0214.C30 


Gene No. 


59209 


Strand 




Start 


1 


End 


1912 


Name 


OJ000250 59 0214 C30 ol an 


Method 


AAT/GAP 


Start 


l 


End 


1086 


GI 


2310235 


Score 


300 


Exons 


1. .22, 500. .638, 1049. .1086 






GI Descrip. 


5852182/emb|CAB55420.1| 9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 






Seq. No. 


28666 


Seq. ID 


OJ000250_59.0214.C30 


Gene No. 


59209 


. Strand 




Start 


1 


End 


1912 


Name 


OJ000250 59.0214.C30.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1912 


GI 


4680203 


Score 


591 


Exons 


1..638, 1872. .1912 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


28666 


Seq. ID 


OJ000250_59.0214.C30 


Gene No. 


59210 


Strand 




Start 


13178 


End 


19430 


Name 


OJ000250 59.0214.C30.o5.gs 


Method 


GENS CAN 


Start 


13178 


End 


18649 


GI 


none 


Score 


.71 



Exons 



13178. .13543, 14375 .. 14655, 1677 9 .. 1 6836, • 1754 5 . .17580, 
18470. .18649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28666 



Seq. ID OJ000250_59.0214.C30 



Seq. No. 
Gene No. 
Start 
Name 



59210 Strand 
13178 End 19430 

OJ000250_59 . 0214 . C30 . o3 . np Method AAT/NAP 
18409 End 19430 

6069646 Score 285 

18409. .19430 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



28666 Seq. ID 

59211 Strand 

24049 End 

OJ000250 59.0214.C30.o8.gs Method 



OJ000250_59.0214.C30 

26766 
GENS CAN 



28558 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24049 
none 

24049. .24197, 24637. 



End 26766 
Score . 61 
,24659, 24960. .25015, 26695.. 26766 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 59.0214.C30 



28666 . 
59212 
28333 

OJ000250_59.0214.C30.o2.gp 
28239' 

28898_2.R1084 
28239.-28479 

, 50424.37/gb|AC007789.1|AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



28998 
AAT/GAP 
28479 
371 



Seq. No. 


28666 


Seq. ID 


OJ000250_59 


.0214 


.C30 


Gene No. 


59212 


Strand 








Start 


28333 


End 


28998 






Name 


OJ000250 59.0214 .C30.ol0.gs 


Method 


GENS CAN. 






Start 


28333 


End 


28998 






GI 


none 


Score 


.76 






Exons 


28333.-28476, 28556.-28626, 


28650. .28998 






Seq. No. 


28666 


Seq. ID 


OJ000250_59 


.0214 


-C30 


Gene No. 


59213 


Strand 








Start - 


33224 


End 


37621 






Name 


OJ000250 59 0214 C30 o3 qd 


Method 


AAT/GAP 






Start 


32047 


End 


32102 






GI 


3759960 


Score 


62 






Exons 


32047. .32102 










Seq. No. 


28666 


Seq. ID 


OJ000250_59 


0214 


-C30 


Gene No. 


59213 


Strand 








Start 


33224 


End 


37621 






Name 


OJ000250 59.0214.C30.oll.gs 


Method 


GENSCAN 






Start 


33224 


End 


37621 






GI 


none 


Score 


.72 






Exons 


33224.-33243, 36056. . 36174 , 


37557. .37621 






Seq. No. 


28666 


Seq. ID 


OJ000250_59 


0214 


.C30 


Gene No. 


59214 


Strand 








Start 


48350 


End 


48630 






Name 


OJ000250 59.0214.C30.o5.gp 


Method 


AAT/GAP 






Start 


48350 


End 


48630 






GI 


5003778 


Score 


495 






Exons 


48350. .48630 










Seq. No. 


28666 


Seq. ID 


OJ000250_59. 


0214 


.C30 


Gene No. 


59215 


Strand 








Start 


50340 


End 


51949 






Name 


OJ000250 59.0214.C30.o2.tw 


Method 


TBLASTX : Wheat 




Start 


3 


End 


287 






GI 


none 


Score 


113 






Exons 


3. .188, 3. .197, 4. .189, 14. . 


268, 23. .196, 180. .287 






Seq. No. 


28666 


Seq. ID 


OJ000250_59. 


0214 


.C30 


Gene No. 


59215 


Strand 








Start 


50340 


End 


51949 







28559 



Name 


OJ000250 59.0214.C30 


. o5 . tm 


Start 


18616 




GI 


none 




Exons 


18616. .18654, 18678. 


.18890, 


Seq. No. 


28666 




Gene No. 


59215 




OLal L 


50340 




Name 


OJ000250 59.0214.C30 


.o2.ts 


Start 


40741 




GI 


none 




Exons 


40741. .40998, 40748. 


.40996, 




41128. .41331 




Seq. No. 


28666 




Cpnp No 


59215 




Start 


50340 




Name 


OJ000250 59.0214.C30 


. 06 . tm 


Start 


.40744 




GI 


none 




Exons 


40744. .41043, 40748. 


.41002 


Seq. No. 


28666 






59215 




Start 


50340 




Name 


OJ000250 59.0214.C30 


.o2. tc 


Start 


40765 




GI 


none 




Exons 


40765. .41067, 40853. 


.41005, 


Seq. No. 


28666 




Gene No. 


59215 




Start 


50340 




Name 


OJ000250 59.0214.C30 


. ol. tw 


Start 


4 0825 




GI 


none 




Exons 


40825. .41058, 40826. 


.41029, 




41081. .41236 




Seq. No. 


• 

28666 . 






59215 




Start 


50340 




Name 


OJ000250 59.0214.C30 


. o2 . tm 


Start 


41113 




GI 


none 




Exons 


41113. .41676, 41113. 


.41679, 


Seq. No. 


28666 






59215 




Start 


50340 




Name 


OJ000250 59.0214.C30 


. o3 . tm 


Start 


41827 




GI 


none 




Exons 


41827. .42099, 41828. 


.42109, 


Seq. No. 


28666 




Gene No. 


59215 





Method TBLASTX : Mai ze 
End 18897 
Score 103 
18679. .18897 

Seq. ID OJ000250_59.0214 .C30 
Strand 

End 51949 

Method TBLASTX : Soybean 

End 41331 

Score 126 
40881. .41030, 41126. .41323, 



Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 

Method TBLASTX: Maize 

End 41043 

Score 108 



Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 

Method TBLASTX : Cress 

End 41067 

Score 95 
40870. .41010 

Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 

Method TBLASTX : Wheat 

End 41236 

Score 188 
40846. .41061, 41065 .. 41235, 



Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 

Method TBLASTX : Mai ze 

End 41823 

Score 4 60 
41710. .41823, 41711.. 41818 

Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 

Method TBLASTX : Mai ze 

End 42109 

Score 298 
41834. .42109 

Seq. ID OJ000250_59.0214 .C30 
Strand 



28560 



Start 
Name 
Start 
GI 

Exons 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50340 End 

OJ000250_59, 0214 . C30 . o4 . tm Method 

47658 End 

none Score 



51949 

TBLASTX: Maize 

48261 

94 



47658. .47753, 47681 47755, 47683 .. 47754 , 4 7876.-47926, 
47877. .47951, 48018 .. 48119, 48193. .48261 



Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 
Method TBLASTX: Maize 
End 51945 
Score 156 

,49681, 49790. .49927, 4 9812 .. 4 9925, 50397 .. 50615, 
,50619, 50401. .50613, 50403 .. 50618, 50710 .. 50970, 
,50977, 50717. .50983, 50988 51026, 51002 .. 51232, 
,51217, 51058. .51231, 51742 51945, 51745. .51945 



28666 
59215 
50340 

OJ000250_59.0214.C30.ol.tm 
49643 
none 
49643. 
50401. 
50717. 
51041. 



Seq. ID OJ000250_59.0214.C30 
Strand 

End 51949 
Method TBLASTX: Cress 
End , 50615 
Score 100 

49919, 49811. .49927, 50400 . .50606, 50403 .. 50615, 
50613 



28666 
59215 
50340 

OJ000250_59.0214.C30.ol.tc 
49809 
none 
49809 
50407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28666 Seq. ID OJ000250_59 . 0214 . C30 

59215 Strand 

50340 End 51949 

OJ000250_59 . 0214 . C30 . o7 . np Method AAT/NAP 

50340 End 51945 

2443887 Score 696 

50340. .50612, 50719. .51269, 51792.. 51945 

(AC002294) Similar to transcription factor gb | Z46606 | 1658307 and 
others [Arabidopsis thaliana] 



28666 Seq. ID 

59215 Strand 
50340 . End 

OJ000250_59.0214.C30.ol.ts Method 
50499 End 
none Score 

50499. .50618, 50502 .. 50618 , 50506 .. 50619, 

50717. .50872, 51056 .. 51226, 51070.. 51225 

28666 

59215 Strand 
50340 End 
OJ000250_59 . 0214 . C30 . o3 . ts Method 
51745 End 
none Score 

51745. .51945, 51785 5194 9, 51845.. 51946 



OJ000250_59.0214.C30 
51949 

TBLASTX: Soybean 
51226 
87 

50710. .50895, 



Seq. ID OJ000250_59.0214.C30 



51949 

TBLASTX : Soybean 
51949 
126 



28667 
59216 
1 



Seq. ID 

Strand 

End 



OJ000250 59.0214.C31 



1489 



28561 



Name 


OJ000250 59.0214.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1489 




GI 


5734771 


Score 


395 




Exons 


1..110, 650. .780, 1330. .1489 








GI Descrip. 


(AC007980) 108 [Arabidopsis thaliana] 






Seq. No. 


28667 


Seq. ID 


OJ000250_59.0214 


.C31 


Gene No . 


59216 


Strand 






Start 


1 


End 


1489 




Name 


OJ000250 59.0214.C31.ol.tm 


Method 


TB.LASTX : Maize 




Start 


51 


End 


784 




GI 


none 


Score 


85 




Exons 


51. .116, 51. .116, 52. .117, 58 


..120, 650. .781, 651. .782, 


662 


Seq. No. 


28667 


Seq. ID 


OJ000250 59 0214 


.C31 


Gene No . 


59216 


Strand 






Start 


1 


End 


1489 




Name 


OJ000250 59.0214.C31.ol.ts 


Method 






Start 


51 


End 


1489 




GI 


none 


Score 


74 




Exons 


51. .116, 55. .117, 55. .120, 650. .778, : 


1328.. 1489, 1329.. 


1487 


Seq. No. 


28667 


Seq. ID 


OJ000250_59.0214 


.C31 


Gene No . 


-59216' 


Strand 






Start 


1 


End 


1489 




Name 


OJ000250 59 0214 C31 ol as 


Method 


GENSCAN 




Start 


650 


End 


1420 




GI 


none 


Score 


.94 




Exons 


650 780 1330 1420 








Seq. No. 


28668 


Seq. ID 


OJ000250_59.0214 


.C32 


Gene No. 


59217 


Strand 


+ 




Start 


3482 


End 


3674 




Name 


OJ000250 59.0214.C32.o2.np 


Method 


AAT/NAP 




Start 


3482 


End 


3674 




GI 


2244876 


Score 


65 




Exons 


3482. .3674 








GI Descrip. 


(Z97338) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


28668 


Seq. ID 


OJ000250_59.0214 


.C32 


Gene No . 


59218 


Strand 


+ 




Start 


5878 


End 


7397 




Name 


OJ000250 59.0214.C32.o2.gs 


Method 


GENSCAN 




Start 


5878 


End 


7397 




GI 


none 


Score 


.78 




Exons 


5878.. 6015, 6403.. 6610, 7183. 


.7397 






Seq. No. 


28668 


Seq. ID 


OJ000250_59.0214 


.C32 


Gene No . 


59219 


Strand 


+ 




Start 


7573 


End 


8095 




Name 


OJ000250 59.0214. C32.ol.gp 


Method 


AAT/GAP 




Start 


7573 


End 


8095 




GI 


none 


Score 


956 




Exons 


7573. .8095 








Seq. No. 


28668 


Seq. ID 


OJ000250_59.0214 


.C32 


Gene No. 


59220 


Strand 







28562 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_59.0214.C32.ol.np 
1 

5734771 



End 

Method 

End 

Score 



5040 
AAT/NAP 
2995 
424 



1..339, 430. .604, 691. .765, 2957. .2995 
(AC007980) 108 [Arabidopsis thaliana] 



28668 
"59220 
1 

OJ000250_59.0214.C32.ol.gs 
7 

none 

7. .604, 860. .931, 1635. .1792, 
3909. .4235, 4846. .5040 



Se.q. ID 
Strand 
End 

Method 
End 
Score 
1899 



OJ000250 59.0214.C32 



5040 
GEN SCAN 
5040 
.82 

2549, 3278. 



3590, 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28668 
59221 
6848 

OJ000250_59.0214.C32.ol.tc 
29 

none 

29. .262, 57. .263, 63. .263 

28668 
59221 
6848 

OJ000250_59;0214.C32.o4.tm 

153 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_59.0214.C32 
12499 

TBLASTX: Cress 

263 

180 



OJ000250_59.0214.C32 
12499 

TBLASTX: Maize 

772 

158 



153. .284, 155. .274, 419. .463, 420. .455, 440. .610, 512. .607, 
556. .618, 690. .731, 691. .768, 692. .772 



28668 
59221 
6848 

OJ000250_59.0214.C32.o3.np 

6848 

2244876 



Seq. ID OJ000250_59.0214.C32 
Strand 

End 12499 

Method AAT/NAP 

End 12499 

Score 2123 



6848. .6874, 8388. .8690, 8758. .8884, 8979. .9226, 9352. .9405, 
9479.. 9604, 9698.. 9865, 9985.. 10070, 10125 .. 10257 , 11177 .. 11277, 
11366. .11494, 11587. .11658, 11743 .. 11922, 12071. .12499 
(Z97338) hypothetical protein [Arabidopsis thaliana] 



28668 
59221 
6848 

OJ000250_59. 

7683 

none 

7683. .7715, 
7839. .7859, 
8005. .8166, 
8776. .8883, 
8954. .9229, 
9350. .9475, 
9695. .9871, 



0214.C32.ol.tm 



7684. .7716, 
7846. .7869, 
8009. .8173, 
8777. .8890, 
8973.-9227, 
9350. .9409, 
9697. .9867, 



7758. 
7878. 
8386. 
8778. 
8978. 
9479. 
9720. 



Seq. ID OJ000250_59.0214.C32 
Strand 

End 12499 
Method TBLASTX: Maize 
End 11241 
Score 4 6 

.7820, 7762. .7827, 7763. .7825, 
.7988, 7892.. 7942, 8002.. 8172, 
.8688, 8387. .8671, 8388. .8693, 
.8894, 8778. .8891, 8779. .8895, 
.9241, 9346. .9408, 9348. .9410, 
.9604, 9480.. 9605, 9695.. 9859, 
.9875, 9982. .10083, 9983. .10081, 



28563 



10158. .10247, 10158. .10262, 10165 10272, 11176. .11241 



Seq. No. 28668 

Gene No. 59221 

Start 6848 

Name OJ000250_59 . 0214 . C32 . o3 . gs 

Start 8008 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_59.0214.C32 
Strand 

End 12499 

Method GENSCAN 

End 12424 

Score .83 



8008. .8172, 8388.-8687, 8776-. 18884, 8979. . 9226, 9352. .9405, 
9479. .9604, 9698.-9865, .9985 .. 10080, 10158 .. 10257 , 11177 .. 11277, 
11384. .11494, 11587. .11658, 11920 1194 6, 12038. .12424 



Seq. No. 28668 Seq. ID 

Gene No. 59221 Strand 

Start 6848 End 

Name OJ000250_59 . 0214 . C32 . ol . ts Method 

Start 8017 End 

GI none Score 

Exons 8017.. 8172, 8029.. 8172, 8030.. 8173, 8043 

8388.. 8534, 8395.. 8532, 8531.. 8653, 8531 

8533. .8694, 8535. .8687, 8539. .8688, 8774 

8782.. 8886, 8966.. 9145, 8978.. 9229, 9114 

9350.. 9409, 9479.. 9607, 9480.. 9608 



OJ000250 59.0214.C32 



12499 

TBLASTX: Soybean 
9608 
105 

8180, 8374. .8496, 
8665, 8532.. 8693, 
8884, 8776. .8883, 
9227, 9346.. 9408, 



Seq. ID OJ000250_59.0214.C32 
Strand 

End 12499 
Method TBLASTX : Wheat 
End 9534 
Score 131 

8799. .8885, 8800. .8886, 8800. .8883, 8973. .9227, 8976. .9227, 
8977. .9228, 8978.-9247, 9346. .9408, 9350. .9409, 9478. .9534, 
9479. .9532 



28668 
59221 
6848 

OJ000250_59.0214.C32.ol.tw 

8799 

none 



Seq. No. 


28668 




Seq. ID 


OJ000250_59.0214 


.C32 


Gene No. 


59221 




Strand 






Start 


6848 




End 


12499 




Name 


OJ000250 59.0214.C32.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


9692 




End 


9875 




GI 


none 




Score 


78 




Exons 


9692.. 9874, 9695.. 9871, 


9699. 


.9875, 9720.. 9875 




Seq. No. 


28668 




Seq. ID 


OJ000250_59.0214 


.C32 


Gene No. 


59221 




Strand 






Start 


6848 




End 


12499 




Name 


OJ000250 59.0214.C32.o2. 


gp 


Method 


AAT/GAP 




Start 


9768 




End 


11290 




GI 


LIB3474-011-P1-K1-F11 




Score 


735 




Exons 


9768.. 9865, 9985.. 10080, 


10158. . 10257, 


11177. .11290 




GI Descrip. 


1 2244876/emb 1 CAB10297 . 1 | 


2.0e 


-49 (Z97338) hypothetical 


protein 




* [Arabidopsis thaliana] ' 










Seq. No. 


28668 




Seq. ID 


OJ000250_59.0214 


.C32 


Gene No. 


59221 




Strand 






Start 


6848 




End 


12499 




Name 


OJ000250 59.0214.C32.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


9997 




End 


11629 





28564 



GI 

Exons 



GI Descrip. 



5753642 Score 78 

9997. .10083, 9998. .10081, 10150 10284 , 10158 .. 10256, 
11179. .11280, 11242. .11283, 11384 114 97 , 11385 .. 11495., 
11584. .11628, 11585.. 11629 

2244876/emb_CAB10297.1_ 4.0e-67 (Z97338) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 28668 
Gene No. 59221 
Start 6848 

Name OJ000250_59. 0214 .C32 .o3. tm 

Start. 11242 
GI none 
Exons 11242, 

11388. 

11587. 



,11277, 11243. 
,11519, 11573. 
,11661, 11743. 



.11278, 
,11659, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11387 

11584 



OJ000250 59.0214.C32 



,11847, 11744, 



12499 

TBLASTX: Maize 
11849 
55 

11518, 11388. .11495, 
11661, 11585. .11659, 
11845, 11781. .11849 



Seq. No. 28668 

Gene No. 59221 

Start 6848 

Name OJ000250_59 . 02 14 . C32 . o3 . gp 

Start 11733 

GI uC-osrocyp014g03bl 

Exons 11733. .11946, 12038.. 12297 

GI Descrip. ■ 224487 6/emb | CAB10297 . 1 | 1. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_59 . 0214 .C32 

12499 
AAT/GAP 
12297 
830 



0e-36 (Z97338) hypothetical protein 



Seq. No. 28668 
Gene No. 59221 
Start 6848 

Name OJ000250_59. 0214 .C32 .o2 .tm 

Start 11850 
GI none 

Exons ' 11850. .11948, 11851 .. 11958 , 
12035. .12403, 12038 12400, 



Seq. ID OJ000250_59.0214.C32 
Strand 

End 12499 

Method TBLASTX : Mai ze 

End 12414 

Score 7 4 
11852. .11974, 12019. .12156, 
12040. .12414, 12255.. 12404 



Seq. No. 28668 . 

Gene No. 59221 * . . ... 

Start 6848 

Name OJ000250_59 . 0214 . C32 . o2 . ts 

Start 11879 

GI none 

Exons 11879. .11980, 11884 .. 12033, 
12072. .12161, 12114. .12209, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 59.0214.C32 



12499 

v TBLASTX : Soybean 
12388 
71 

11891. .11980, 12071. .12208, 
12197. .12388, 12206.. 12388 



Seq. No. 


28668 








Seq. ID 


OJ000250 


Gene No. 


59221 








Strand 




Start 


6848 








End 


12499 


Name 


OJ000250 59.0214 


.C32. 


o4 


.gp 


Method 


AAT/GAP 


Start 


12363 








End 


12499 


GI 


none 








Score 


270 


Exons 


12363. .12499 












Seq. No. 


28669 








Seq. ID 


OJ000250 


Gene No. 


59222 








Strand 




Start 


1 








End 


1355 


Name 


OJ000250 59.0214 


.C33. 


ol 


.gp 


Method 


AAT/GAP 



59.0214.C32 



28565 



Start 1 End 102 

GI none Score 200 

Exons 1..102 



Seq. No. 


28669 


Seq. ID 


OJ000250_59.0214 


.C33 


Gene No. 


59222 


Strand 






Start 


1 


End 


1355 




Name 


OJ000250 59.0214.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1355 




GI 


2244876 


Score 


542 






1..150, 200. .300, 374. .705, 760. .937, 


1023. .1355 




GI Descrip. 


(Z97338) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


28669 


Seq. ID 


OJ000250_59.0214 


.C33 


Gene No. 


59222 


Strand 






Start 


1 


End 


1355 




Name 


OJ000250 59.0214.C33.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


1331 




GI 


none 


Score 


.88 




Exons 


27. .110, 200. .300, 392. .937, 


1023. .1331 




Seq. No. 


28669 


Seq. ID 


OJ000250_59.0214 


.C33 


Gene No. 


59222 


Strand 






Start 


1 


End 


1355 




Name 


OJ000250 59.0214.C33.ol.ts 


Method 


TBLASTX : Soybean 




Start 


251 


End 


586 




GI 


none 


Score 


102 




Exons 


251. .316, 369.-569, 389. .586 









Seq. No. 28670 

Gene No. 59223 

Start 43 

Name OJ000250_59 . 0214 . C35 . ol . gs 

Start 43 

GI none 

Exons 43.. 174 



Seq. ID OJ000250_59.0214.C35 

Strand ■+ 

End 174 

Method GENSCAN 

End 174 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28671 Seq. ID 

59224 Strand 

1 End 

OJ000250_59.0214.C39.ol.np Method 

1 End 

4903018 Score 
1..461, 1099. .1208 

(AB027507) ACE [Arabidopsis thaliana] 

28671 Seq. ID 

59224 Strand 

1 End 
OJ000250_59.0214 .C39.ol.tm Method 

2 End 
none Score 
2. .307, ■ 27. .305, 399. .449, 401. .454 



OJ000250_59.0214.C39 

1208 
AAT/NAP 
1208 
453 



OJ000250_59.0214.C39 
1208 

TBLASTX: Maize 

454 

168 



Seq. No. 
Gene No. 
Start 



28671 
59224 
1 



Seq. ID 

Strand 

End 



OJ000250_59.0214.C39 
1208 



28566 



Name 


OJ000250_59. 0214 .C39.ol. ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


355 


GI 


none 


Score 


80 


Exons 


2. .355, 186. .308 






Seq. No. 


28671 


Seq. ID 


OJ000250_59. 0214 .C39 


Gene No. 


59224 


Strand 




Start 


1 


End 


1208 


Name 


OJ000250_59. 0214 .C39.ol.gs 


Method 


GEN SCAN 


Start 


11 


End 


912 . 


GI 


none 


Score 


. 95 


Exons 


11. .516, 531. .552, 588. .623, 


769. . 912 




Seq. No. 


28671 


Seq. ID 


OJ000250 59. 0214. C3 9 


Gene No. 


59224 


Strand 




Start 


1 


End 


1208 


Name 


OJ000250 59 . 0214 .C39 . ol . tc 


Method 


TBLASTX: Cress 


Start 


155 


End 


493 


GI 


none 


Score 


105 


Exons 


155. .493, 186. .323, 399. .449 






Seq. No. 


28672 


Seq. ID 


OJ000250_59. 0214 .C42 


Gene No. 


59225 


Strand 


+ 


Start 


263 


End 


435 


Name 


OJ000250_59.0214 .C42.ol.gs 


Method 


GEN SCAN 


Start 


263 


End 


435 


GI 


none 


Score 


.48 


Exons 


263. .435 






Seq. No. 


28673 


Seq. ID 


OJ000250_59. 0214 .C43 


Gene No. 


59226 


Strand 


+ 


Start 


1 


End 


479 


Name 


OJ000250 59.0214.C43.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


479 


GI 


6642649 


Score 


103 


Exons 


1..32, 125. .245, 333. .479 






GI Descrip. 


(AC012395) putative glucan synthase [Arabidopsis thaliana] 


Seq. No. 


28674 


Seq. ID 


OJ000250_59.0214.C46 


Gene No. 


59227 


Strand 




Start 


6 


End 


257 


Name 


OJ000250 59.0214.C46.ol.np 


Method 


AAT/NAP 


Start 


6 


End 


257 


GI 


862343 


Score 


118 


Exons 


6. .257 







GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi| 1092097 |prf M2022314A granule cell marker protein [Mus 
musculus] gi| 1092098|prf M2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 28674 

Gene No. 59228 

Start 280 

Name OJ000250_59. 0214 .C4 6.ol.gs 

Start 280 

GI none 

Exons 280.. 465 



Seq. ID OJ000250_59.0214.C46 

Strand 

End 4 65 

Method GEN SCAN 

End 4 65 

Score .96 



28567 




Sea No. 


28675 


Seq. ID 


OJ000250 59.0214 


.C47 


Gene No. 


59229 


Strand 


+ ~ 




Start 


537 


End 


632 




Name 


OJ000250 59.0214.C47.ol.gs 


Method 


GENSCAN 




Start 


537 


End 


632 




GI 


none 


Score 


.76 




Exons 


537.. 632 








Seq. No. 


28676 


Seq. ID 


OJ000250_59.0214 


.C48 


Gene No. 


59230 


Strand 


+ 




Start 


1 


End 


940 




Name 


OJ000250 59.0214.C48.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


940 




GI 


4234854 


Score 


98 




Exons 


1..71, 825. .940 








GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No. 


28676 


Seq. ID 


OJ000250_59.0214 


.C48 


Gene No. 


59231 


Strand 






Start 


1 


End 


835 




Name 


OJ000250 59.0214.C48.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


818 




GI 


4234846 


Score 


488 




Exons 


1. .818 








GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 




Seer- No. 


28676 


Seq. ID 


OJ000250_59.0214 


.C48 


Gene No. 


59231 


Strand 






Start 


1 


End 


835 




Name 


OJ000250 59.0214.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


835 




GI 


none 


Score 


56 




Exons 


2. .82, 20. .82, 187. .276, 206. .247, 361 


..834, 362. .835 




Seq. No. 


28676 


Seq. ID 


OJ000250_59.0214 


.C48 


Gene No. 


59231 


Strand 






Start 


1 


End 


835 




Name 


OJ000250 59.0214.C48.ol.gs 


Method 


GENSCAN 




Start 


186 


End 


822 




GI 


none 


Score 


.82 




Exons 


186.. 356, 603.. 822 








Seq. No. 


28677 


Seq. ID 


OJ000250 59.0214 


.C49 


Gene No. 


59232 


Strand 


+ 




Start 


188 


End 


708 




Name 


OJ000250 59.0214.C49.ol.np 


Method 


AAT/NAP 




Start 


188 


End 


708 




GI 


2126852 


Score 


135 




Exons 


188. .220, 327. .708 








GI Descrip. 


DNA (cytosine-5-) -methyltransf erase (EC 2.1.1.37) - Bacillus 



stearothermophilus gi | 2126853 Ipir | | S68583 DNA 
(cytosine-5-) -methyltransf erase (EC 2.1.1.37) - Bacillus 
stearothermophilus gi | 967022 | emb | CAA62381 1 (X90873) DNA 
(cytosine-5-) -methyltransferase [Bacillus stearothermophilus] 
gi 1 1262297 (U51733) m5C-multispecif ic methyltransferase 
[Bacillus stearothermophilus] gi | 15896 



28568 




Can Mo 


2ft fi77 


Seq. ID 


OJ000250 59 0214 


.C49 


Gene No. 


59233 


Strand 






Start 


179 


End 


451 




Name 


OJ000250 59.0214.C49.ol.gs 


Method 


GEN SCAN 




Start 


179 


End 


451 




GI 


none 


Score 


.41 




Exons 


179.. .451 








Seq. No. 


28678 


Seq. ID 


OJ000250_58.0214 


.C3 


Gene No. 


59234 


Strand 


+ 




Start 


1 


End 


418 




Name 


OJ000250 58.0214.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


418 




GI 


4416302 


Score 


433 




Exons 


1..418 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Q(2>/-r Ma 


28678 


Seq. ID 


OJ000250 58 0214 


.C3 


Gene No. 






+ ~~ 




Start 


1 
X 


ill rid 


418 




Name 


UJUUUZ jU jo . UZ 1 ft . U J . o J. . tin 


ixie tnou 


TBLASTX: Maize 




Start 


1 ^ 


tinu. 


409 




GI 


none 


Score 


.87 




Exons 


1*7 QO OO Q A 1 / R "3Q7 1 £1 
± / . . 0 Z , ZZ . . O 4 , 140..JO/, 1D1 








Con Mn 


28678 


Seq. ID 


OJ000250 58 0214 




Gene No. 


c no o 4 
0:?Z 04 


Cf r2 nH 






Start 


1 


Ejna 


418 




Name 


nTnnn9^n c\ f ?'\ a. ni i-<= 

UJUUU^jU JO . UZl*! .L-J.Ol . CS 


\A r~\ 4— Vn 

netnou 


TBLASTX: Soybean 




Start 


1 Q1 


TTr»H 
HjIIvJ 


400 




GI 


none 


Score 


198 




Exons 


1 Q1 Af)C\ 90fl "^Qfl 








O C v£ • LiU • 


28678 


Seq. ID 


OJ000250 58 0214 


. C3 


Gene No. 


59234 


Strand 


+ _ 




Start 


1 


End 


418 




Name 


OJ000250 58.0214.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


250 


End 


409 




GI 


none 


Score 


227 




Exons 


250.. 402, 251.. 409, 257.. 403, 


309. .404 






kj C » nU • 


28679 


Seq. ID 


OJ000250 58 0214 


- C4 


Gene No. - 


59235 


Strand 






Start 


6236 


End 


9259 




Name 


OJ000250 58.0214.C4.o2.gs 


Method 


GEN SCAN 




Start 


6236 


End 


9199 




GI 


none 


Score 


.7 




Exons 


6236.. 6307, 6716.. 8736, 8854. 


.9199 






Seq. No. 


28679 


Seq. ID 


OJ000250_58.0214 


-C4 


Gene No. 


59235 


Strand 






Start 


6236 


End 


9259 




Name 


OJ000250 58.0214.C4.ol.np 


Method 


AAT/NAP 




Start 


6698 


End 


9259 




GI 


4388818 


Score 


2083 




Exons 


6698. .9259 









28569 




GI Descrip. (AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 








Strand 


- 


Start 


6236 








End 


9259 


Name 


OJ000250 58. 


0214 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6702 








End 


7129 


GI 


none 








.Score 


345 


Exons 


6702 . .7127, 


6710 


. .7129 








Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 








Strand 




Start 


6236 








End 


9259 


Name 


OJ000250 58. 


0214 


.C4.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


6705 








End 


7105 


GI 


none 








Score 


64 


Exons 


6705. . 6806. 


6713 


. . 6820, 


6822 . 


.7103, 6830. .7105 


Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 








Strand 




Start 


6236 








End 


9259 


Name 


OJ000250 58. 


0214 


.C4.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


6710 








End 


7183 


GI 


. none 








Score 


79 


Pvnnq 


6710 6916 


6932 


7066. 
• . / \j \j \j f 


7076 . 


.7183 




Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 








Strand 




Start 


6236 








End 


9259 


Name 


OJ000250 58. 


0214 


,C4.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


6731 








End 


7166 


GI 


none 








Score 


67 


Exons 


6731 6931. 


6747 


6932, 


6950 . 


.7153, 6975. .7166 


Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 








Strand 




Start 


6236 








End 


9259 ✓ . 


Name 


OJ000250 58. 


0214 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7185 






* 


End 


7631 


GI 


none 








Score 


194 


Exons 


7185. 7496, 


7190 


. . 7495, 


7469. 


.7630, 7520.. 7609, 7539.. 7631 


Seq. No. 


28679 








Seq. ID 


OJ000250_58 . 0214 . C4 


Gene No. 


59235 








Strand 




Start 


6236 








End 


9259 


Name 


OJ000250 58. 


0214 


.C4 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7280 








End 


7900 


GI 


none 








Score 


49 


Exons 


7280. .7714, 


7311 


. .7463, 


7524. 


.7658, 7751.. 7900 


Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 








Strand 




Start 


6236 








End 


9259 


Name 


OJ000250 58. 


0214 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7634 








End 


8065 


GI 


none 








Score 


62 



285-70 



Exons 7634.. 8062, 7767.. 7907, 7964.. 8065 



Seq. No. 28679 Seq. ID OJ000250_58 . 0214 . C4 

Gene No. 59235 Strand 

Start 6236 End 9259 

Name OJ000250_58 . 0214 . C4 . ol . gp Method AAT/GAP 

Start 7661 End 7903 

GI 1621494 Score 430 

Exons 7661.. 7903 

GI Descrip. 1621495/dbj | BAA12903 | 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] , 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28679 
59235 
6236 

OJ000250_58.0214 .C4.ol.ts 

7745 

5509260 



Seq. ID OJ000250_58.0214.C4 



Strand 
End 

Method 

End 

Score 



9259 

TBLASTX : Soybean 

8212 

77 



7745. .8062, 7767. .7907, 7986. .8063, 8090. .8212 



Seq. No. 28679 

Gene No. 59235 

Start 6236 

Name OJ000250_58 . 0214 . C4 . o2 . tc 

Start 7856" 

GI none 

Exons 7856.. 8059, 7856.. 8062 



Seq. ID OJ000250_58.0214.C4 
Strand 

End 9259 

Method TBLASTX: Cress 

End 8062 

Score 80 



Seq. No: 28679 

Gene No. 59235 

Start 6236 

Name OJ000250_58 . 0214 .C4 .ol . tw 

Start 7903 

GI none 

Exons 7903. .8316, 7904.. 8338, 7904. 

Seq. No. 28679 

Gene No. 59235 

Start 6236 

Name OJ000250_58 . 0214 .C4 .ol . tc 

Start 8519 

GI none 

Exons 8519.. 8677, 8693.-8986 



Seq. ID OJ000250_58.0214.C4 
Strand 

End 9259 

Method TBLASTX : Wheat 

End 8340 

Score 381 

.8338, 7959. .8339, 8152. .8340 

Seq. ID OJ000250_58.0214.C4 
Strand 

End 9259 

Method TBLASTX : Cress 

End 898 6 

Score 167 



Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214 


.C4 


Gene No. 


59235 








Strand 






Start 


6236 








End 


9259 




Name 


OJ000250 58 


0214 


.C4 ;o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8552 








End 


9004 




GI 


none 








Score 


126 




Exons 


8552. .8689, 


8675 


. .9004, 


8745. 


.8975, 8750.. 8995 




Seq. No. 


28679 








Seq. ID 


OJ000250_58.0214 


,C4 


Gene No. 


59235 








Strand 






Start 


6236 








End 


9259 




Name 


OJ000250 58 


0214 


•C4 .o4 . 


tm 


Method 


TBLASTX: Maize 





28571 




Start 


8615 




End 


9019 


GI 


none 




Score 


138 


Exons 


8615. .8680, 8696. . 9019, 


8700. 


.9017 




Seq. No. 


28679 




Seq. ID 


OJ000250_58.0214 .C4 


Gene No. 


59235 




Strand 




Start 


6236 




End 


9259 


Name 


OJ000250_J58.0214 ,C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8627 




End 


9193 


GI 


none 




Score 


120 


Exons 


8627. .8677, 8694. .8774, 


8774. 


.9193, 8814. .9176 


Seq. No. 


28679 




Seq. ID 


OJ000250_58.0214.C4 


Gene No. 


59235 




Strand 




Start 






End 


9259 


Name 


OJ000250 58.0214.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


8951 




End 


9259 


GI 


2428449 




Score 


562 


Exons 


8951.. 9259 








GI Descrip. 


4388818/gb|AAD19773| 3. 


0e-40 


(AC006528) 


putative pol polyprotein 



with a Zn-finger CCHC type domain (prosite:QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



Seq. No. 


28680 








Seq. ID 


OJ000250_58.0214 


.C5 


Gene No. 


59236 








Strand 






Start 


140 








End 


417 




Name 


OJ000250 


58. 0214. C5 


.ol 


gp 


Method 


AAT/GAP 




Start 


140 








End 


417 




GI 


4107133 








Score 


501 




Exons 


140. .417 














Seq. No. 


28680 








Seq. ID 


OJ000250_58.0214 


.C5 


Gene No. 


59236 








Strand 






Start 


140 








End 


417 




Name 


OJ000250 


58. 0214. C5 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


201 








End 


417 




GI 


none 








Score 


246 




Exons 


201. .413, 


208. .417, 


209. .412, 


249. .413 






Seq. No. 


28680 








Seq. ID 


OJ000250_58.0214 


.C5 


Gene No. 


59236 








Strand 






Start 


140 








End 


417 




Name 


OJ000250 


58. 0214. C5 


.ol. 


gs 


Method 


GENSCAN 




Start 


268 








End 


352 




GI 


none 








Score 


.49 




Exons 


268..352 














Seq. No. 


28681 








Seq. ID 


OJ000250_58.0214 


.C8 


Gene No. 


59237 








Strand 






Start 


74 








End 


273 




Name 


OJ000250 


58. 0214. C8 


.ol. 


gs 


Method 


GENSCAN 




Start 


74 








End 


273 




GI 


none 








Score 


.96 




Exons 


74. .273 














Seq. No. 


28682 








Seq. ID 


OJ000250_58.0214 


.Cll 


Gene No. 


59238 








Strand 







28572 



Start 


1 


End 


265 


Name 


OJ000250 58.0214.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


265 


GI ~ 


none 


Score 


77 


Exons 


1.-54, 2. .55, 134. .265, 156.. 


257 




Seq. No. 


28683 


Seq. ID 


OJ000250_58 . 0214 .C12 


G»np No . 


59239 


Strand 




Start 


334 


End 


656 


Name 


OJ000250 58. 0214. C12.ol.tm 


Method 


TBLASTX : Maize 


Start 


334 


End 


656 


GI 


none 


Score 


124 


Exons 


334. .444, 338. .442, 538. .654, 


543.. 650, 


552. . 656, 553. . 654 


Seq. No. 


28684 


Seq. ID 


OJ000250_58 .0214 .C14 


Gene No. 


59240 


Strand 


+ 


Start 


12385 


End 


13062 


Name 


OJ000250 58.0214.C14.o2.np 


Method 


AAT/NAP 


Start 


12385 


End 


13062 


GI 


6907086 


Score 


728 


Exons 


12385. .13062 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28684 


Seq. ID 


OJ000250_58 . 0214 .C14 


Gene No. 


59241 


Strand 


— 


Start 


257 


End 


9943 


Name 


OJ000250 58.0214.C14.ol.gp 


Method 


AAT/GAP 


Start 


257 


End 


384 


GI 


2428449 


Score 


215 


Exons 


257. .384 






GI Descrip. 


4388818/gb|AAD19773| 3.0e-40 


(AC006528) 


putative pol polyprotein 




with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 




integrase signature motif [Arabidopsis 


thaliana] 


Seq. No. 


28684 


Seq. ID 


OJ000250_58 . 0214 . C14 


Gene No. 


59241 


Strand 




Start 


257 


End 


9943 


Name 


OJ000250 58.0214.C14.ol.gs 


Method 


GENS CAN 


Start 


257 


End 


9943 


GI 


none 


Score 


.43 


Exons 


257. .1176, 1529. .1714, 1764.. 


1896, 1951.. 2191, 2656.. 2726, 




3432.. 3555, 4394.. 4510, 5732. 


.5818, 6263.-6389, 9877.. 9943 


Seq. No. 


28684 


Seq. ID 


OJ000250_58.0214.C14 


Gene No. 


59241 


Strand 




Start 


257 


End 


9943 


Name 


OJ000250 58.0214.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


926 


End 


1351 


GI 


none 


Score 


45 


Exons 


926. .970, 936. .971, 997. .1092, 1058. .1117, 1109. .1219, 




1110. .1202, 1115. .1216, 1199. 


.1351, 1209.. 1331 


Seq. No. 


28685 


Seq. ID 


OJ000250_58.0214.C15 


Gene No. 


59242 


Strand 


+ 


Start 


1 


End 


5124 


Name 


OJ000250 58.0214.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3884 



28573 



GI 


4680186 


Score 


320 


Exons 


1..93, 1193. .1363, " 1965. .2142 


, 3865. .3884 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


28685 


Seq. ID 


OJ000250 


Gene No. 


59242 


Strand 


+ 


Start. 


1 


End 


5124 


Name 


OJ000250 58.0214.C15.ol.gs 


Method 


GENSCAN 


Start' . 


9 


End 


1288 


GI 


none 


Score 


. 92 - 


Exons 


9.. 132, 1200.. 1288 






Seq. No. 


28685 


Seq. ID 


OJ000250 


Gene No. 


59242 


Strand 


+ 


Start 


1 


End 


5124 


Name 


OJ000250 58.0214.C15.o2.np 


Method 


AAT/NAP 


Start 


1734 


End 


5124 


GI 


6069653 


Score 


601 


Exons 


1734.. 1764, 3316.. 3999, 4140. 


.5124 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28685 


Seq. ID 


OJ000250 


Gene No. 


59242 


Strand 


+ 


Start 


1 


End 


5124 


Name ~ 


OJ000250 58.0214.C15.o3.np '"*'• 


Method 


AAT/NAP r, 


Start 


1958 


End 


5124 


GI 


6069653 . 


Score 


601 


Exons 


1958. .2062, 3311. .3999, 4140. 


.5124 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28685 


Seq. ID 


OJ000250 


Gene No. 


59243 


Strand 


+ 


Start 


11148 


End 


11800 


Name 


OJ000250 58.0214.C15.o5.gs 


Method 


GENSCAN 


Start 


11148 


End 


11800 


GI 


none 


Score 


. 47 


Exons 


11148. .11265, 11430.. 11800 






Seq. No. 


28685 


Seq. ID 


OJ000250_ 


Gene No. 


59244 


Strand 




Start 


3171 


End 


3638 


Name 


OJ000250 58.0214.C15.o2.gs 


Method 


GENSCAN 


Start 


3171 


End 


3638 


GI 


none 


Score 


. 68 


Exons 


3171.. 3638 






Seq. No. 


28685 


Seq. ID 


OJ000250_ 


Gene No. 


59245 


Strand 




Start 


10358 


End 


12558 


Name 


OJ000250 58.0214.C15.o4.np 


Method 


AAT/NAP 


Start 


10358 


End 


12558 


GI 


5777623 


Score 


1118 


Exons 


10358. .10595, 11425 .. 11943, 12123 .. 12256, 12504 


GI Descrip. 


(AJ245900) CAA303711;! protein [Oryza sativa] 


Seq. No. 


28686 


Seq. ID 


OJ000250_ 


Gene No. 


59246 


Strand 


+ 



.12558 



28574 




Start 


15529 




End 


17671 




- 




Name 


OJ000250 58.0214.C16 


.o4 .gs 


Method 


GENSCAN 








Start 


15529 




End 


17671 








GI 


none 




Score 


.45 








Exons 


15529. .15672, 17549. 


.17671 












Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58. 


0214. 


C16 


Gene No. 


59247 




Strand 


+ 








Start 


25328 




End 


25579 








Naine 


OJ000250 58.0214.C16 


. ol . gp 


Method 


AAT/GAP 








Start 


25328 




End 


25579 








GI 


61605 3.R1084 




Score 


427 








Exons 


25328.. 25579 














GI Descrip. 


, 1402920/emb|CAA66965| 2.0e 


-20 (X98321 


peroxidase 


[Arabidoi 




thaliana] 1 














Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58. 


0214. 


C16 


Gene No. 


59248 




Strand 


+ 








Start 


30579 




End 


38208 








Name 


OJ000250 58.0214.C16 


. o2 . np 


Method 


AAT/NAP 








Start 


29625 




End 


38208 








GI 


5902444 




Score 


251 








Exons 


29625. .29689, 30354. 


.30851, 


38186... 38208 








GI Descrip. 


. (AB030283) GAG-POL precursor [Oryza sativa] 








Seq. No. 


4 0 DO D 




Seq. ID 


OJ000250_ 


58. 


0214. 


C16 




59248 




Strand 


+ 








Start 


30579 




End 


38208 








Name 


OJ000250 58.0214.C16 


.o7 . gs 


Method 


GENSCAN 








Start 


30579 




End 


30863 








GI 


none 




Score 


.59 








Exons 


30579. .30686, 30705. 


.30863 












Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58. 


0214. 


C16 


Gene No. 


59248 




Strand 


+ 








Start 


30579 




End 


38208 








Name 


OJ000250- 58.0214.C16 


.o9.gs 


Method 


GENSCAN 








Start 


35441 




End 


38028 








GI 


none 




Score 


.5 








Exons 


35441. .35646, 35682. 


.35998, 


36058. .36566, 36858. 


.36962, 






37425. .37545, 37871. 


.38028 












Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58. 


0214. 


C16 


Genp No * 


59249 




Strand 


+ 








Start 


45273 




End 


48145 








Name 


OJ000250 58.0214.C16 


.oll.gs 


Method 


GENSCAN 








Start 


45273 




End 


48145 








GI 


none 




Score 


.6 








Exons 


45273. .45500, 47102. 


.47198, 


47576. .47604, 47900. 


.48145 




Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58. 


0214*. 


C16 


Gene No. 


59250 




Strand 










Start 


25952 




End 


29890 








Name 


OJ000250 58.0214.C16 


. ol .np 


Method 


AAT/NAP 








Start 


25952 




End 


29890 








GI 


6063554 




Score 


472 








Exons 


25952. .26126, 26765. 


.26792, 


27130. .27349, 27467. 


.27768, 





28575 



29839. .29890 

GI Descrip. (AP000615) ESTs AU075609 {C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene..; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58.0214 


.C16 


Gene No. 


59251 




Strand 








Start 


31706 




End 


33200 






Name 


OJ000250 58.0214.C16. 


o8.gs 


Method 


GENSCAN ■ 






Start 


31706 




End 


33200 






■ GI 


none 


- 


Score 


.54 






Exons 


31706. .31803, 31819.. 


31930, 


32523. .32607, 33190. 


.33200 




Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58.0214 


.C16 


Gene No. 


59252 




Strand 








Start 


38935 




End 


40944 






Name 


OJ000250 58.0214.C16. 


olO.gs 


. Method 


GENSCAN 






Start 


38935 




End 


40944 






GI 


none 




Score 


.66 






Exons 


38935. .39045, 39587.. 


39631, 


40831. .40944 






Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58.0214 


.C16 


Gene No. 


59253 




Strand 








Start 


48895 




End 


52621 






Name 


\OJ000250 58.0214.C16. 


ol2 .gs 


Method 


GENSCAN 






Start 


48895 




End . 


52288 - 






GI 


none 




Score 


.74 






Exons 


48895. .49161, 49433.. 


49461, 


50064. .50212, 50314. 


.50340', 






50572. .50618. 50774 


50863. 


50985. .51041, 51150. 


51245 






51274. .51440, 51582.. 


51639, 


51713. .51799, 52107. 


.52154, 






52232. .52288 












Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58.0214 


.C16 


Gene No. 


59253 




Strand 








Start 


48895 




End 


52621 






Name 


OJ000250 58.0214.C16. 


o3.gp 


Method 


AAT/GAP 






Start 


49837 




End 


49993 






GI 


6025146 




Score 


239 






Exons 


49837. .49993 












Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58.0214 


.C16 


Gene No. 


59253 




Strand 








Start 


48895 




End 


52621 






Name 


OJ000250 58.0214.C16. 


o3 . np 


Method 


AAT/NAP 






Start 


50740- 




End 


52621 






GI 


2052383 




Score 


517 






Exons 


50740. .50863, 50985. . 


51041, 


51150. .51245, 51373. 


. 51440, 






51582. .51639, 51713.. 


51799, 


52107. .52154, 52232. 


.52621 




GI Descrip. 


(U66345) calreticulin 


[Arabidopsis thaliana] 






Seq. No. 


28686 




Seq. ID 


OJ000250_ 


58.0214 


.C16 


Gene No. 


59253 




Strand 








Start 


48895 




End 


52621 






Name 


OJ000250 58.0214.C16. 


o4 .gp 


Method 


AAT/GAP 






Start 


50789 


End 


51829 






GI 


LIB3431-023-P1-K1-D1 




Score 


764 






Exons 


50789. .50863, 50985.. 


51041, 


51150. .51245, 51373. 


.51440, 





28576 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



51582. .51639, 51713. .51829 

'2052383 3.0e-39 (U66345) calreticulin [Arabidopsis thaliana] 1 



28686 
59253 
48895 

OJ000250_58.0214.C16.ol.tc 

51150 

none 

51150. .51248, 51208. .51249, 
51574. .51639, 51581 .. 51640, 
51713. .51802, 51719. .51772, 

28686 
59253 
48895 

OJ000250_58.0214 .C16.ol.tm 
51150 
none 
51150 
51370 
51582 



.51248, 
.51486, 
.51641, 
51713. .51802, 
51719. .51772, 
52231. .52281, 



51156. 
51371. 
51583. 
51714. 
52090. 
52232. 



51248, 
51442, 
51642, 
51773, 
52155, 
52291 



Seq. ID 
Strand 
End 

Method 
End 
Score 

51370 

51582 



OJ000250 58.0214.C16 



52621 

TBLASTX: Cress 
52291 
58 

51486, 51371. .51442, 
51641, 51583. .51642, 



51720. .51773, 52232.. 52291 

Seq. ID OJ000250_58.0214.C16 
Strand 

End 52621 

Method TBLASTX: Maize 

End " 52291 

Score 70 
51200. .51250, 51334. .51438, 
51574. .51636, 5158 1 .. 51640, 
51584. .51637, 51712 .. 51801, 
51714. .51806, 51715. .51801, 
52096. .52155, 52222 .. 52284, 



Seq. No. 28686 
Gene No. 5925.3 
Start 48895 

Name OJ000250_58. 0214 .C16.ol.ts 

Start 51162 
GI none 
Exons 51162 
51371 

51713. .51802, 51719. .51772, 51720 .. 51773, 52111 
52223. .52282, 52232. .52291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,51248, 51175. .51249, 51200 .. 51250, 51370 
,51442, 51574. .51639, 51583 .. 51642, 51584 



OJ000250 58.0214.C16 



52621 

TBLASTX : Soybean 
52291 
71 

51486, 
51640, 
52155, 



28686 Seq. ID 

59253 . Strand 

48895 ' End 
OJ000250_58 . 0214 . CI 6 . o5 . gp Method 
51807 End 
LIB3474-008-P1-K1-B1 Score 
51807. .52154, 52232.. 52290 

'2052383 5.0e-23 (U66345) calreticulin [Arabidopsis thaliana] 1 



OJ000250_58-. 0214 .C16 

52621 
AAT/GAP 
52290 
715 



28687 Seq. ID 

59254 Strand 

325 End 
OJ000250_58 . 0214 . C17 . ol . gs Method 

325 - End 

none Score 
325.. 456 



OJ000250_58.0214.C17 
456 

GEN SCAN 

456 

.52 



Seq. No. 
Gene No. 
Start 



28687 
59255 
377 



Seq. ID 

Strand 

End 



OJ000250 58.0214.C17 



626 



28577 




Name 


OJ000250 58-0214. C17'.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


377 




End 


626 


GI 


. none 




Score 


189 


Exons 


377. .550, 384. .560, 481 


. .573, 


540. .626 


, 565.. 621 


Seq. No. 


28688 




Seq. ID 


OJ000250_58.0214..C18 


Gene No. 


59256 




Strand 


+ 


Start 


1 




End 


662 


Name 


OJ000250 58.0214. C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


662 


GI 


4680338 




Score 


137 


Exons 


1..135, 387. .662 








GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp'. indica] 


Seq. No. 


28688 




Seq. ID 


OJ000250_58.0214.C18 


Genp No 


59256 




Strand 


-i- 


Start 


1 




End 


662 


Name 


OJ000250 58.0214.C18.ol 


.gs 


Method 


GENS CAN 


Start 


291 




End 


623 


GI 


none 




Score 


.8 


Exons 


291.. 302, 358.. 623 








Seq. No. 


28 689 




Seq. ID 


OJ000250_58.0214.C21 


Gene No. 


59257 




Strand 


+ 


Start* 


1 




End 


493 


Name 


OJ000250 58.0214.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End . 


493 


GI 


5902448 




Score 


872 


Exons 


1. .493 








GI Descrip. 


(AB030283) orf3 [Oryza ; 


sativa] 




Seq. No. 


28690 




Seq. ID 


OJ000250_58 . 0214 .C25 


Gene No. 


59258 




Strand 


+ 


Start 


1 




End 


355 


Name 


OJ000250 58.0214.C25.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


355 


GI 


2642158 




Score 


121 


Exons 


1. .355 








GI Descrip. 


(AC003000) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


28690 




Seq. ID 


OJ000250_58.0214.C25 


Gpnp No 


59258 




Strand 


+ 


Start 


1 




End 


355 


Name 


OJ000250 58.0214.C25.ol 


.gs 


Method 


GENSCAN 


Start 


10 




End 


247 


GI 


none 




Score 


.65 


Exons 


10. .247 








Seq. No. 


28691 




Seq. ID 


OJ000250_58.0214.C26 


\J 11C I 1 ! \J . 


59259 




Strand 


+ 


Start 


4 65 




End 


632 


Name 


OJ000250 58 . 0214 .C26.ol 


.gs 


Method 


GENSCAN 


Start ■ 


465 




End 


632 


GI 


none 




Score 


.99 


Exons 


465. .632 








Seq. No. 


28691 




Seq. ID 


OJ000250_58.0214.C26 



28578 



Gene No. 59260 Strand 

Start 448 End 661 

Name OJ000250_58 . 0214 . C26. ol .np Method AAT/NAP 

Start 448 End 661 

GI 3914375 Score 200 

Exons 448 . . 661 

GI Descrip. 1-ACYL-SN-GLYCEROL- 3 -PHOSPHATE AC YL TRANSFERASE (1-AGP 
ACYLTRANSFERASE) (1-AGPAT) (LYSOPHOSPHATIDIC ACID 
ACYLTRANSFERASE) (LPAAT) gi 11209507 (U32988) lysophosphatidic 
acid acyltransferase [Limnanthes alba] 



Seq. No. 


28692 








Seq. ID 


OJ000250_58.0214. 


C29 


Gene No. 


59261 








Strand 






Start 


53 








End 


228 




Name 


OJ000250 


_58. 


0214. 


C29.ol.gs 


Method 


GENSCAN 




Start 


53 








End 


228 




GI 


none 








Score 


.86 




Exons 


53. .228 














Seq. No. 


28693 








Seq. ID 


OJ000250_58.0214. 


C33 


Gene No. 


59262 








Strand 






Start 


1 








End 


365 




Name 


OJ000250 


_58. 


0214. 


C33.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


365 




GI 


1911166 








Score 


190 




Exons 


1. .217, 


324. 


.365 










(~1 T nocrri rs 

O-L U~ J \^ ±. _L . 




soluble- 


starch-synthase [Solanum tuberosum] 




Seq. No. 


28693 








Seq. ID 


OJ000250_58.0214. 


C33 


Gene No. 


59262 








Strand 






Start 


1 








End 


365 




Name 


OJ000250 


_58. 


0214. 


C33.ol.tc 


Method 


TBLASTX: Cress 




Start 


83 








End 


365 




GI 


none 








Score 


82 




Exons 


83. .217, 


87. 


.218, 


103. .222, 


312. .365, 


322. .363 




Seq. No. 


28693 








Seq. ID 


OJ000250_58.0214. 


C33 


Gene No. 


59262 








Strand 






Start 


1 








End 


365 




Name 


OJ000250 


_58. 


0214. 


C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


83 








End 


365 




GI 


none 








Score 


188 




Exons 


83. .217, 


87. 


.218, 


136. .225, 


312. .365, 


322.. 363, 323.. 364 




Seq. No. 


28693 








Seq. ID 


OJ000250_58.0214. 


C33 


Gene No. 


59262 








Strand 






Start 


1 








End 


365 




Name 


OJ000250 


_58. 


0214. 


C33.ol.ts 


Method 


TBLASTX : Soybean 




Start 


83 








End 


365 




GI 


none 








Score 


188 




Exons 


83. .217, 


87. 


.218, 


87. .218, 


136.. 225, 312.. 365, 322.. 363, 






323. .364 














Seq. No. 


28693 








Seq. ID 


OJ000250_58.0214. 


C33 


Gene No. 


59262 








Strand 






Start 


1 








End 


365 




Name 


OJ000250 


_58. 


0214. 


C33.ol.gs 


Method 


GENSCAN 





28579 



Start 86 End 217 

GI - none Score .96 

Exons . 86. .217 



Seq. No. 


28694 








Seq. ID 


OJ000250_ 


_58 


.0214 


.C34 


Gene No. 


59263 








Strand 


- 








Start 


164 








End 


561 








Name 


OJ000250 


58.0214.C34 


.ol 


. gs 


Method 


GENSCAN 








Start 


164 






End 


561 








GI 


none 








Score 


.74 








Exons 


164. .327, 


406. .561 
















Seq. No. 


28695 








Seq. ID 


OJ000250_ 


58 


.0214 


.C35 


Gene No. 


59264 








Strand 










Start 


305 








End 


613 








Name 


OJ000250 


58.0214.C35 


.ol 


.gs 


Method 


GENSCAN 








Start 


305 








End 


613 








GI 


none 








Score 


.61 








Exons 


305. .613 



















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



28696 Seq. ID 

59265 Strand 

1 End 

OJ000250_58 . 0214 v C36 . ol . ts Method 

1 ' ' * \. End 

none Score 



OJ000250_58 . 0214 . C36 
294 

TBLASTX : Soybean 

294 

77 



1..207, 31. .162, 32. .205, 172. .294, 196. .294, 209. .292, 223. .294 

OJ000250 58.0214.C36 



28696 Seq. ID 

59265 Strand 

1 End 
OJ000250_58 . 0214 . C36 . ol . tc Method 

4 End 

none Score 

4. .207, 5. .208, 196. .291, 209. .292 



294 

TBLASTX: Cress 

292 

152 



28697 Seq. ID 

59266 Strand 

1 End 
OJ000250_58 . 0214 .C38 .ol.np Method 

1 End 

4416302 Score 
1. .204 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ000250_58.0214 .C38 
+ 

204 

AAT/NAP 
204 
218 



28697 
59266 
1 

OJ000250_58.0214.C38.ol.tm 
5 

none 

5. .202, 11. .202, 13. .204 

28698 
59267 
1 

OJ000250_58.0214.C39.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000250_58.0214.C38 
+ 

204 

TBLASTX: Maize 

204 

234 



OJ000250_58.0214.C39 
+ 

575 

AAT/GAP 



28580 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



167 
304 



9093_1.R1084 
1. .167 

M388818/gb|AAD19773| 3.0e-40 (AC006528) putative pol 
polyprotein with a Zn-finger CCHC type domain 
(prosite:QDOC50158) and a DDE integrase signature motif 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_58.0214.C39 
+ 

575' 
GENSCAN 
575 
.84 



28698 
59267, 
1 

OJ000250_58.0214.C39.ol.gs 
63 

none 

63. .164, 269.-322, 486. .575 

28699 
59268 
1 

OJ000250_58.0214.C42.ol.np 
1 

4455224 
1..254, 286. .668 

(AL035440) putative protein [Arabidopsis thaliana] 



OJ000250_58.0214.C42 
+ 

668 

AAT/NAP 
668 
407 



28699 Seq. ID 

59268 Strand 

1 End 
OJ000250_58 . 0214 . C42 . ol . gs Method 

99 End 

none Score 
99. .641 



OJ000250_58.0214.C42 
+ 

668 

GENSCAN 

641 

.59 



Seq. No. 28700 Seq. ID 

Gene No. 59269 Strand 

Start 242 End 

Name OJ000250_58 . 0214 .C43.ol.gs Method 

Start ' 242 End 

GI none Score 

Exons 242.. 322 



OJ000250_58.0214.C43 
322 

GENSCAN 

322 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



'28700 Seq. ID OJ000250_58 . 0214 . C43 

'59270 _ Strand 

344 " End 554 

OJ000250_58.0214.C43.ol.gp ' Method AAT/GAP 
344 End 554 

LIB3479-005-Q6-K1-D11 Score 382 

344. .554 

? 4388818/gb|AAD19773| 3.0e-40 (AC006528) putative pol 
polyprotein with a Zn-finger CCHC type domain 
(prosite : QDOC50158) and a DDE integrase signature motif 
[Arabidopsis thaliana] ' 



28701 Seq. ID 

59271 Strand 

167 End 

OJ000250_58 . 02 14 . C4 4 . ol . gs Method 



OJ000250_58 . 0214 . C44 
296 

GENSCAN 



28581 



Start 


167 




End 


296 


GI 


none 




Score 


. 44 


Exons 


' 167. .296 








Seq. No. 


28702 




Seq. ID 


OJ000250 


Gene No. 


59272 




Strand 


+ 


Start 


191 




End 


321 


Name 


OJ000250 58.0214.C45. 


ol .gs 


Method 


GENS CAN 


Start 


191 




End 


321 


GI 


none 




Score 


.72 


Exons 


191. .321 








Seq-. No. 


28703 




Seq. ID 


OJ000250 


Gene No. 


59273 




Strand 


+ 


btarr 


1 




End 


1 £*7 
ID / 


Name 


OJ000250 58.0214.C49. 


ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


167 


GI 


uC-osflcypll5h04al 




Score 


330 


Exons 


1. .167 








GI Descrip. 


'4680338/gb|AAD27629. 


1|AF128457_3 2 . Oe 


-22 (AF12 



hypothetical protein [Oryza sativa subsp. indica] f 



Seq. No. 28703 

Gene No. 59274 

Start -1 

Name OJ000250_58 . 0214 .C49.ol.np 

Start 1 

GI 6862923 

Exons 1..670 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000250_58.0214.C49 
Strand 

End 670 

Method AAT/NAP 

End 670 

Score 448 



Seq. No. 28703 

Gene No. 59274 

Start 1 

Name OJ000250_58 . 0214 .C49.ol. tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000250_58.0214.C49 
Strand 

End 670 

Method TBLASTX : Mai ze 

End .618 

Score 55 



1..168, 2. .79, 143. .166, 199. .417, 200. .394, 493. .618 



Seq. No. 28703 

Gene No. 59274 

Start 1 

Name OJ000250_58 . 0214 .C4 9.ol. tw 

Start 1 

GI none 

Exons 1..162, 199.. 273 



Seq. ID OJ000250_58.0214.C49 
Strand 

End 670 

Method TBLASTX : Wheat 

End 273 

Score 89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28703 
59274 
1 

OJ000250_58.0214.C49.ol.ts 
1 

none 



Seq. ID OJ000250_58.0214.C49 
Strand 

End 670 

Method TBLASTX : Soybean 

End 594 

Score 69 



1..147, 1..168, 2. .166, 197. .406, 199. .426, 199. .498, 493. .594 



Seq. No. 
Gene No. 



28703 
59274 



Seq. ID OJ000250_58.0214.C49 
Strand 



28582 



Start 


1 




End 


670 


Name 


OJ000250 58.0214.C49.ol 


.gs 


Method 


GEN SCAN 


Start 


143 




End 


624 


GI 


none 




Score 


.84 


Exons 


143. .'624 








Seq. No. 


2870.3 




Seq. ID 


OJ000250_58.02 




59274'--. 




Strand 




Start 


1 




End 


670 


Name 


OJ000250 58.0214.C49.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


197 




End 


438 


GI 


none 




Score 


119 


Exons 


197. .406, 199. .438 








Seq. No. 


28703 




Seq. ID 


OJ000250_58.02 


flpriP No 


59274 




Strand 




Start 


■ 1 




End 


670 


Name 


OJ000250 58.0214.C49.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


301 . 




.End 


591 


GI 


none 




Score 


83 


Exons 


301. .438, 302. .403, 318 


. .443, 


487. .591 




Seq. No. 


28704 




Seq. ID 


OJ000250_58.02 


Gene No. 


59275 




Strand 


+ 


Start 


21 




End 


1235 


Name 


OJ000250 58.0214.C50.ol 


• gp 


Method 


AAT/GAP 


Start 


21 




End 


1235 


GI 


uC-osflM202016g08bl 




Score 


498 


Exons 


21.. 131, 1082.. 1235 








GI Descrip. 


•3057120 3.0e-53 (AF023159) starch synthase DULL1 [Ze 


Seq. No. 


28705 




Seq. ID 


OJ000250_58.02 


Gene No. 


59276 




Strand 


+ 


Start 


1 




End 


377 


Name 


OJ000250 58.0214.C52.ol 


• gp 


Method 


AAT/GAP 


Start 


1 




End 


377 


GI 


LIB3431-045-P1-N1-A10 




Score 


746 


Exons 


1..377 








GI Descrip. 


'5441876/dbj IAP000367.1 


IAP000367 0.0e+00 Oryza sativa 



DNA, chromosome 2, clone : P0437H03 {contig b) 1 



Seq. No. 28705 

Gene No. 59277 

Start 22 

Name ■ OJ000250_58 . 0214 . C52 . ol . gs 

Start 22 

GI none 

Exons 22.. 135 



Seq. ID OJ000250_58.0214.C52 
Strand 

End 135 

Method GENS CAN 

End 135 

Score .75 



Seq. No. 28706 

Gene No. 59278 

Start 1 

Name OJ000250_58. 0214 .C53 . ol . np 

Start 1 

GI 4455224 

Exons 1..395, 632.. 672 

GI Descrip. (AL035440) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000250_58.0214.C53 
Strand 

672 

AAT/NAP 
672 
183 



End 

Method 

End 

Score 



28583 



Seq. No. 28707 

Gene No. 59279 

Start 1 

Name OJ000250_58 . 0214 . C54 . ol . np 

Start 1 

GI 4455224 

Exons 1.-175, 262. .441 

GI Descrip. (AL035440) putative protein 

Seq. No. 28708 

Gene No. 59280 

Start 1 

Name OJ000250_58 . 0214 . C56 .ol .np 

Start 1 

GI 4455224 

Exons 1 . . 467 

GI Descrip. (AL035440) putative protein 

Seq. No. 28709 

Gene No. 59281 

Start 141 

Name OJ000250_58 . 0214 . C57 . ol . gs 

Start 141 

GI none' 

Exons 141.. 428 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_58.0214.C54 
441- 

AAT/NAP 

441 

136 



[Arabidopsis thaliana] 

Seq. ID OJ000250_58.0214.C56 

Strand + 

End 4 67 

Method AAT/NAP 

End 4 67 

Score 115 

[Arabidopsis thaliana] 

Seq. ID OJ000250_58.0214.C57 

Strand 

End 428 

Method GENSCAN 

End . 428 

Score .57 



Seq. No. 28710 Seq. ID 

Gene No. 59282 Strand 

Start 21 End 

Name OJ000250_58 . 0214 . C58 . ol . gs Method 

Start 21 End 

GI none Score 

Exons 21.. 615 



OJ000250_58.0214.C58 
+ 

650 

GENSCAN 

615 

.46 



Seq. No. 28710- Seq. ID OJ000250_58 . 0214 . C58 

Gene No. 59282 Strand. + 

Start . 21 End 650 

Name OJ000250_58 . 0214 .C58 .ol .np Method AAT/NAP 

Start 123 End 650 

GI 5441880 Score 885 

Exons 123.. 650 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 28711 Seq. ID 

Gene No. 59283 Strand 

Start 75 End 

Name 0 J000250_58 . 0214 . C59 . ol . gs Method 

Start 75 End 

GI none Score 

Exons 75..478 



OJ000250_58.0214.C59 
478 

GENSCAN 

478 

.98 



Seq. No. 
Gene No. 
Start 



28712 
59284 
1 



Seq. ID OJ000250_58.0214.C60 
Strand + 
End 757 



2858.4 




.Name OJ000250_58 . 0214 . C60 . ol . np Method AAT/NAP 

Start ' 1 End 757 

GI 5902444 Score 1290 

Exons 1. .757 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 28712 Seq. ID 

Gene No. 59284 . Strand 

Start 1 —-'End 

Name OJ000250_58 . 0214 . C60 . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115 . . 657 



OJ000250_58 . 0214 -C60 
+ 

757 

GENSCAN 

657 

.61 



Seq. No. 


28712 








Seq. ID 


OJ000250_58.0214 


.C60 


Gene No. 


59284 








Strand 


+ 




Start 


1 








End 


757 




Name 


OJ000250 


58.0214.C60 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


367 








End . 


753 




GI 


none 








Score 


264 




Exons 


367. .753, 


508. .669, 


627 


. .752 








Seq. No. 


28713 








Seq: ID 


OJ000250 58.0214 


-C61 


Gene No. 


59285 








Strand 


+ 




Start - 


137 








End * 


216 




Name 


OJ000250 


58.0214.C61 


.ol 


. gs 


Method 


GENSCAN 




Start 


137 








End 


216 




GI 


none 








Score 


.57 




Exons 


137. .216 















Seq. No. 


28714 


Seq. ID 


OJ000250_58 . 0214 . C62 


Gene No. 


59286 


Strand 




Start 


198 


End 


420 


Name 


OJ000250 58.0214.C62.ol.ts 


Method 


TBLASTX: Soybean 


Start 


177 


End 


414 


GI 


none 


Score 


71 


Exons 


177. .413, 256. .414 






Seq. No. 


28714 


Seq. ID 


OJ000250_58 . 0214 .C62 


Gene No. 


59286 


Strand 




Start 


198 


End 


420 


Name 


OJ000250 58.0214.C62.ol.np 


Method 


AAT/NAP 


Start 


198 


End 


420 


GI 


6227007 


Score 


177 


Exons 


198. .420 






GI Descrip. 


(AC009360) EST gb|T44882 comes from this gene. [Arabidopsis 




thaliana] 







Seq. No. 28714 Seq. ID 

Gene No. 59286 Strand 

Start 198 End 

Name OJ000250_58 . 0214 . C62 . ol . gs Method 

Start 213 End • 

GI none Score 

Exons 213.. 368 



OJ000250_58.0214.C62 
420 

GENSCAN 

368 

.97 



Seq. No. 28714 Seq. ID OJ000250_58 . 0214 . C62 

28585 




Gene No . 


oyzoo 


Of v~ — . -J 

. orrana 






Start 


198 


End 


420 




Name 


OJ000250 58.0214.C62.ol.tm 


Method 


TBLASTX: Maize 




Start 


246 


End 


420 




GI 


none 


Score 


174 




Exons 


246. .419, 256. .420 








Seq. No. 


28715 


^Seq. ID 


OJ000250_56.0214 


.CI 


Gene No. 


59287 


Strand 


+ 




Of- a v-+- 
jldl U 


i 

X 


End 


699 




Name 


OJ000250 56.0214.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


699 




GI 


5902445 


Score 


516 




Exons 


1. .699 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28715 


oeq. iu 




.CI 


Gene No . 


d yzo / 


Strand 


+ — 




Start 


1 


End " 


699 




Name 


OJ000250 56.0214.Cl.ol.tw 


Method 


i dLiHo i a . wneaT- 




Start 


228 








GI 


none 


Score 


one 
ZUO 




Exons 


228. .455, 229. .453, 463. .636 








Seq. No. 


28715 


oeq. iu 


vJUUUUZDU OO.yzlfl 


.CI 


Gene No . 


o yzo / 


Strand 






Start 


1 


End 


699 




Name 


OJ000250 56.0214.Cl.ol.gs 


Method 






Start 


250 




oz y 




GI 


none 


Score 


Q 9 
. OZ 




Exons 


250. .629 








Seq. No. 


28716 


oeq. ±u 


vJJUUUZDU OO.Uzlfl 


.C4 


Gene No . 


CQOQQ 

o y^oo 


Strand 


+ ~~ 




Start 


387 


End 


1988 




Name 


OJ000250 56.0214.C4.ol.gs 


Method 


GEN SCAN 




Start 


387 


End 


1988 ' 




GI 


none 


Score 


.41 




Exons. 


387. .471, 1590. .1624, 1722.. 


1988 






■ - 

Seq. No. 


• : 28716 


Seq. ID 


OJ000250_56.0214 


.C4 


t^ene wo - 


d yz o y 


Strand 


+ 




Start 


6547 


End 


6741 




Name 


OJ000250 56.0214.C4.o3.gs 


Method 


GEN SCAN 




Start 


6547 


End 


6741 




GI 


none 


Score 


.61 




Exons 


6547. .6741 








Seq. No. 


28716 


Seq. ID 


OJ000250_56.0214 


.C4 


Gene No . 


oyzyu 


Strand 






Start 


2819 


End 


4917 




Name 


OJ000250 56.0214.C4.o2.gs 


Method 


GENSCAN 




Start 


2819 


End 


4714 




GI 


none 


Score 


.58 




Exons 


2819.. 3045, 3113.. 3414, 4497 


. .4714 






Seq. No. 


28716 


Seq. ID 


OJ000250_56.0214 


.C4 



28586 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand 

End 4917 
Method . AAT/GAP 
End 4917 
Score 408 
4373. .4406, 4497. .4745, 4850. .4917 

3914140/sp|O65091|NLT5_ORYSA 1.0e-27 NONSPECIFIC LIPID-TRANSFER 
PROTEIN 5 PRECURSOR . (LTP 5) >gi_3172343 (AF051369) lipid 
transfer protein [Oiryza sativa] 



59290 
2819 " 

OJ000250_56.0214 .C4 .ol.gp 

4373 

426981 



Seq. No. 28716 Seq. ID OJ000250_56 . 0214 . C4 

Gene No. 59290 Strand 

Start 2819 End 4917 

Name OJ000250_56. 0214 .C4 .ol .np Method AAT/NAP 

Start 4490 End 4834 

GI 3914140~ Score 304 

Exons 4490. .4834 

GI Descrip. NONSPECIFIC LIPID-TRANSFER PROTEIN 5 PRECURSOR (LTP 5) 

gi 1 3172343 (AF051369) lipid transfer protein [Oryza. sativa] 



Seq. No. 


28716 








Seq. ID 


OJ000250_56.0214 


.C4 


Gene No. 


59290 








* Strand 






Start 


2819 








End 


4917 




Name 


OJ000250 56. 


0214 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start * 


4496 








EncT ' 


4741 




GI 


none 








Score 


120 




Exons 


4496. .4639, 


4497 


. .4661, 


4640. 


.4741, 4641.. 4727 




Seq. No. 


28716 








Seq. ID 


OJ000250_56.0214 


.C4 


Gene No. 


59290 








Strand 






Start 


2819 








End 


4917 




Name 


OJ000250 56. 


0214 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4496 








End 


4720 




GI 


none 








Score 


121 




Exons 


4496.-4663, 


4497 


. .4643, 


4637. 


.4720, 4641. .4709 




Seq. No. 


28716 








Seq. ID 


OJ000250_56.0214 


.C4 


Gene No. 


59290 








Strand 






Start 


2819 








End 


4917 




Name 


OJ000250 56. 


0214 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4499 








End 


4729 




GI 


none 








Score 


80 




Exons 


4499. .4648, 


4637 


. .4729, 


4641. 


.4727 







Seq. No. 


28717 






Seq. ID 


OJ000250_ 


_56 


0214 


.C5 


Gene No. 


59291 






Strand 


+ 








Start 


118 






End 


5609 








Name 


OJ000250 


56. 0214. C5. 


ol . gs 


Method 


GENSCAN 








Start 


118 






End 


5609 * 








GI 


none 






Score 


.6 








Exons 


. 118. .363, 


878. ,1432, 


5012. 


.5117, 5488. 


.5609 








Seq. No. 


28717 






Seq. ID. 


OJ000250_ 


_56 


0214 


.C5 


Gene No. 


59291 






Strand- 


+ 








Start 


118 






End 


5609 








Name 


OJ000250 


56. 0214. C5. 


o3.gp 


Method 


AAT/GAP 








Start 


5316 




End 


5479 









28587 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



4879016 Score 237 

5316. .5479 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



28717 
59292 
14722 

OJ000250_56.0214.C5.o4.gs 

14722 

none 

14722. .14781, 14 922 . . 15683, 
16501. .16952, 17198. .18249, 
19084. .19451, 19582. .19615, 



Seq. ID 

Strand 

End" 

Method 

End 

Score 
15888. .15969, 
18365. .18460, 



OJ000250_ 
+ 

22728 
GEN SCAN 
19768 
.7 

16009. 
18546. 



56. 0214. C5 



16272, 
,18843, 



19706. .19768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip., 



28717 Seq. ID OJ000250_56 . 0214 . C5 

59292 
14722 

OJ000250_56.0214 .C5.o2.np 
18546 
4544372 
18546. .19521, 
22541. .22728 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

22728 
AAT/NAP 
22728 
711 



19582. .19900, 2037 6 20593, 22166 .. 22257 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28717 
59293 
26576 

OJ000250_56 . 0214 . C5 . 06 . gs 

26576 

none 

26576. .26615, 26823 27028, 
28794. .28879 



Seq. ID OJ000250_56.0214.C5 

Strand + 

End 28879 

Method GENSCAN 

End 28879 

Score .54 
27838. .28002, 28448 .. 28529, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



28717 
59294 
668 

OJ000250_56.0214.C5.ol.gp ■ 
668 
none 

668. .1163 - 

28717 
59295 
1178 

OJ000250_56.0214.C5.ol.np 
1178 
3036815 
1178. .1480 

(AL022373) putative auxin-induced protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq; ID 

Strand 

End 

Method 

End 

Score 



OJ000250_56.0214.C5 

• 1163 
"AAT/GAP 

1163 

905 



OJ000250_56.0214.C5 

1587 
AAT/NAP 
1480 
245 



28717 
59295 
1178 

OJ000250_56 . 02 14 . C5 . o2 . gp 



Seq. ID OJ000250_56.0214.C5 
Strand 

End 1587 

Method AAT/GAP 



28588 



Start 


1188 


End 


1587 




GI 


63565 1.R1084 


Score 


725 




Exons 


1188. .1587 








GI Descrip. 


•4490338/emb|CAB38620.1| 9. 


Oe-13 (AL035656) putative 




auxin-induced protein [Arabidopsis thaliana] 1 




Seq. No. 


28717 


Seq. ID 


OJ000250 


56.0214 


Genp No 


59296 


Strand 






Start 


5900 


End 


7841 




Name 


OJ000250 56. 0214. C5.o2. as 


Method 


GEN SCAN 




Start 


5900 — 


End 


7841 




GI 


none 


Score 


.59 




Exons 


5900. .6068, 7633. .7841 








Seq. No. 


28717 


Seq. ID 


OJ000250_ 


56.0214 


Gene No. 


59297 


Strand 






Start 


9513 


End 


13975 




Name 


OJ000250 56.0214.C5.o3.gs 


Method 


GENSCAN 




Start 


9513 _ 


End 


13975 




GI 


none 


Score 


.81 




Exons 


9513 10028. 10705 10852. 


11282. .11370, 11624.. 


11920, 




11926. .12509, 12555. .12674, 


12714. .12981, 13011. 


.13181, 




13599. .13689, 13971.. 13975 








Seq. No. 


28717 


Seq. ID 


OJ000250_ 


56.-0214 


Gene No. 


59298 


Strand 






Start 


20253 


End 


26210 




Name 


OJ000250 56 0214 C5 o5 as 


Method 


GENSCAN 




Start 


20253 ~ 

£* \J £+ »y «J 


End 


26210 




GI 


none 


Score 


.42 




Exons 


20253. .20513, 20664 .. 21501, 


21585. .22018, 22040. 


.23204 r 




23240. .23348, 23577 .. 24774 , 


24944..24968, 25026. 


.25582, 




25670. .25831, 26139.. 26210 








Seq. No. 


28717 


Seq. ID 


OJ000250_ 


56.0214 


Gene No. 


59298 


Strand 






Start 


20253 


End 


26210 




Name 


OJ000250 56.0214.C5.o4.np 


Method 


AAT/NAP 




Start 


20256 


End 


24777 




GI 


4680179 


Score 


5278 




Exons 


20256. .23655, 23689.-24777 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


28717 


Seq. ID 


OJ000250_ 


56.0214 


Gene No. 


59298 


Strand, 






Start 


20253 


End 


26210 




Name 


OJ000250 56.0214.C5.o5.np 


Method 


AAT/NAP 




Start 


24013 


End 


25829 




GI 


4512231 


Score 


127 




Exons 


24013. .24045, 25262. .25829 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


28717 


Seq. ID 


OJ000250_ 


56.0214 


Gene No. 


59299 


Strand 






Start 


27562 


End 


29926 




Name 


OJ000250 56.0214.C5.o6.np 


Method 


AAT/NAP 




Start 


27562 


End 


29926 





28589 




GI 6815052 Score 369 

Exons 27562. .27755, 27956 .. 28031, 29165 29303, 29410.. 29926 

GI Descrip. (APQ01080) hypothetical protein [Oryza sativa] 



Seq. No. 


28717 






Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 






Strand 






Start 


30123 






End 


30799 




Name 


OJ000250 56. 


0214. C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


1199 






End 


1453 




GI 


none 






Score 


70 




Exons 


1199. .1372, 


1218.. 1376, 1391 


..1453, 1398. .1436 




Seq. No. 


28717 






Seq. ID 


OJ000250_56.0214 


-C5 


Gene No. 


59300 






Strand 






Start 


30123 






End 


30799 




Name 


OJ000250 56. 


0214. C5. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


1199 






End 


1459 




GI 


none 






Score 


65 




Exons 


1199. .1372, 


1221.. 1376, 1382 


..1459, 1395. .1427 




Seq. No. 


28717 . 






Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 






Strand 






Start 


30123 






End" 


30799 




Name 


OJ000250 56. 


0214 .C5. 


oil . tw 


Method 


TBLASTX: Wheat . 




Start 


12172 






End 


12537 




GI 


none 






Score 


66 




Exons 


12172. .12351 


, 12173. 


.12280, 


12394. .12537 




Seq. No. 


28717 






Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 






Strand 






Start 


30123 






End 


30799 




Name 


OJ000250 56. 


0214 .C5. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


16587 






End 


24294 




GI 


none 






Score 


63 




Exons 


16587. .16748 


, 23989. 


.24294, 


24164.. 24280 




Seq. No. 


28717 






Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 






Strand 






Start 


30123 






End 


30799 




Name 


OJ000250 56. 


0214. C5. 


oS.ts 


' Method 


TBLASTX : Soybean 




Start 


17867 






End 


18205 




GI 


none 






Score 


188 




Exons 


17867 . . 18205 












Seq. No. 


28717 






Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 






Strand 






Start 


30123 






End 


30799 




Name 


OJ000250 56. 


0214. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18778* 






End 


22915 




GI 


none 






Score 


80 




Exons 


18778. .18834 


, 18829. 


.19182, 


18836. .18946, 18837 .. 19139, 






. 18838. .19182 


, 22736. 


.22915 








Seq. No. 


28717 






Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 






Strand * 






Start 


30123 






End 


30799 




Name 


OJ000250 56. 


0214. C5. 


o5 . tm 


Method 


TBLASTX: Maize 





28590 




Start 


18832 




End 


22915 




GI 


none 




Score 


283 




Exons . 


18832. .19050, 18832. 


.19032, 


18837. .19049, 22736.. 22915 




Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 




Strand 






Start 


30123 




End 


30799 




Name 


OJ000250 56. 0214. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


19051 




End 


22717 




GI 


none 




Score 


537 




Exons 


19051. .19512, 19051. 


.19332, 


19200. .19511, 22289. .22717, 






22431. .22505, 22587. 


.22715 








Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 




Strand 






Start 


30123 




End 


30799 




Name 


OJ000250 56. 0214. C5. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


19147 




End 


22669 




GI 


none 




Score 


169 




Exons 


19147. .19479, 22274. 


.22633, 


22274. .22633, 22637. .22669, 






22638. .22667 










Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


.C5 


Gene No . 


59300 




Strand 






Start 


30123 




End- 


30799 




Name 


OJ000250 56. 0214. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19210 




End 


22561 




GI 


none 




Score 


108 




Exons 


19210. .19488, 19480. 


.19614, 


22259. .22561, 22275 22550 . 




Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


.C5 


npnp No 


59300 




Strand 






Start 


30123 




End 


30799 




Name 


OJ000250 56. 0214. C5. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


19660 




End 


22187 




GI 


none 




Score 


82 




Exons 


19660. .19872, 21824. 


.22186, 


21833. .22186, 21837.. 22187 




Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


.C5 


fipnp No 


59300 




Strand 






Start 


30123 




End 


30799 




Name 


OJ000250 56. 0214. C5. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19768 




End 


22258 




GI 


none 




Score 


65 




-Exons 


19768. .19872, 21833. 


.22195, 


21833. .22258, 21837.. 22226 




Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


• C5 


Gene No . 


59300 




Strand 






Start 


30123 




' End 


30799 




Name 


OJ000250 56. 0214. C5. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


20301 




End 


20634 




GI 


none 




Score 


157 




Exons 


20301. .20633, 20365. 


.20634 








Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214 


.C5 


Gene No. 


59300 




Strand 






Start 


30123 




End 


30799 





28591 



Name 


OJ000250 56. 0214. C5. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


20481 




End 


21080 


GI 


none 




Score 


230 


Exons 


20481. .20921, 20497. 


.20919, 


20919. .21080, 20925. .21077 


Seq. No. 


28717 




Seq. ID 


OJ000250 56 0214 C5 


bene wo . 


J7jUU 




Strand 




Start 


. 30123 . 




End 


30799 


Name 


OJ000250 56. 0214. C5. 


ol . tw 


Maf hod 


TBLASTX • Wheat 


Start 


20634 




End 


21260 


GI 


' none 




Score 


253 


Exons 


20634. .21260, 20635. 


.21204 






Seq. No. 


28717 




Seq. ID 


OJ000250 56 0214. C5 


ijene lno. 






Strand 




Start 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5. 


o4 . tm 


Mp1~ hod 


TBLASTX 'Maize 


Start 


21129 




End 


21420 


GI 


none 




Score 


205 • 


Exons 


21129. .21419, 21133. 


.21420 






Seq. No. 


28717 




Seq. ID 


OJ000250 56 0214 C5 


bene wo . 










Start 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5. 


o2.ts 


Mot - Vi nH 


TBLASTX * ^nvhpan 


Start 


21219 




End 


21476 


GI 


none 




Score 


137 


Exons 


21219. .21476, 21220. 


.21474 






Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214.C5 


bene wo • 






Strand 




Start 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


21243 




End 


21560 


GI 


none 




Score 


79 


Exons 


21243. .21386, 21244. 


.21384, 


21387. .21560 


Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214.C5 


Gene No. 


59300 




Strand 




OtaiL 






End 


30799 


Name 


OJ000250 56. 0214. C5. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


21267 




End 


21806 


GI 


none 




Score 


258 


Exons 


21267. .21605, 21268. 


.21606, 


21602. .21730, 21608 21805, 




21609. .21806 








Seq. No. 


28717 




Seq.' ID 


OJ000250_56.0214.C5 


bene ino • 






Strand 




Start • 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5. 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


22007 




End 


22252 


GI 


none 


.22235'- 


Score 


66 


Exons 


22007. .22252, 22107; 






Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214.C5 


Gene No. 


59300 




Strand 




Start 


30123 




End 


30799 



28592 




Name 


OJ000250 56. 0214. C5 


.08. tw 


Method' 


TBLASTX: Wheat 


Start 


22562 




End 


22732 


GI 


none 




Score 


57 


Exons 


22562. .22630, 22562 


. .22732, 


22572. .22724 


Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214.-C5 




-j ^ *j \j \j 




Strand 




Start 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5 


.o9.tw 


Method 


TBLASTX : Wheat 


Start 


23239 




End 


23628 


GI 


none 




Score 


63 


Exons 


23239.-23373, 23279 


. .23362, 


23419. .23628, 23420.. 23572 


Seq. No. 


28717 




Seq. ID 


OJ000250 56. 0214 . C5 


f^nno Mo 


■ 59300 




Strand 




Start- 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5 


. o7 . tm 


Method 


TBLASTX : Maize 


Start 


23311 




End 


23634 - 


GI 


none 




Score 


192 


Exons 


23311. .23634 








Seq. No. 


28717 




Sea ID 


OJ000250 56. 0214 -C5 


npnp Mo 


59300 




Strand 




Start. 


30123 




End 


30799 


Name 


OJ000250 56.0214705 


. o7 . tw 


Mpt hod 


TBLASTX • Wheat 


Start 


24175 




End 


24535 


GI 


none 




Score 


120 


Exons 


24175. .24534, 24176 


. .24535 






Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214.C5 


fZar\a Mo 






Strand 




Start 


30123 




End 


30799 


Name 


OJ000250 56. 0214. C5 


. o7.gs 


Method 


GENSCAN 


Start 


30123 




End 


30799 


GI 


none 




Score 


.67 


Exons 


30123. .30167, 30710 


. .30799 






Seq. No. 


28717 




Seq. ID 


OJ000250_56.0214.C5 


VJC11C Vi\J . 


59300 




Strand 




Start 


30123 




End 


30799 


Name 


0 JO 00250 56. 0214. C5 


.olO.tw 


Method 


TBLASTX: Wheat 


Start 


30322 




End 


30559 


GI 


none 




Score 


74 


Exons 


30322. .30402, 30322 


. .30381, 


30412. .30558, 30428.. 30559 


Seq. No. 


28718 




Seq. ID 


OJ000250_56.0214.C6 


Gene No. 


59301 




Strand 


+ 


Start 


37 




End 


1918 


Name 


OJ000250 56. 0214. C6 


.ol.np 


Method 


AAT/NAP 


Start 


37 




End 


1915 


GI 


6907087 




Score 


1263 


Exons 


37. .419, 628. .1262, 


1814. .1915 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 




region of the predicted gene 


.; hypothetical protein [Oryza 




sativa] 








Seq. No. 


28718 




Seq. ID 


OJ000250_56.0214.C6 



28593 




(2e*ne» Mo 

OC11C LVKJ m 




Cf r anH 
Oli aiiu 




Start 


37 


End 


■ 1918 


Name 


OJ000250.. 56.0214.C6.ol.gs 


Method 


• GENSCAN 


Start 


477 


End 


1918 


GI 


none 


Score 


.7 


Exons 


477. .941, 974. .1372, 1814. 


.1918 




Seq. No. 


28718 


Seq. - ID 


OJ000250_56.0214.C6 


Gene No. 


59302 


Strand 


+ 


Start 


2377 


End 


2758 


Name 


OJ000250 56.0214.C6.ol.gp 


Method 


AAT/GAP 


Start 


2377 


End 


2758 


GI 


uC-osflcyp033a04bl 


Score 


663 


Exons 


2377. .2758 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


28718 


. -Seq. ID 


OJ000250_56.0214 


.C6 


VJC11C IN \J . 


59303 


Strand 






Start 


2306 


End 


4224 




Name 


OJ000250 56.0214.C6.o2.np 


Method 


AAT/NAP 




Start 


2306 


End 


4224 




GI 


4680186 


Score 


226 




Exons 


2306... 2530, 4126.. 4224 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


28719 . 


Seq. ID 


OJ000250_56.0214 


.C7 


Gpnp No 


59304 


Strand 






Start 


942 


End 


1481 




Name 


OJ000250 56.0214.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


942 


End 


1301 




GI 


none 


Score 


266 




Exons 


942. .1301, 944. .1297, 1011.. 


1301 






Seq. No. 


28719 


Seq. ID 


OJ000250_56.0214 


.C7 


Gene No. 


59304 


Strand 






Start 


942 


End 


1481 




Name 


OJ000250 56.0214.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1182 


End 


1481 




GI 


none 


Score 


219 




Exons 


1182. .1481, 1211. .1285 








Seq. No. 


28720 


Seq. ID 


OJ000250_56.0214 


.C9 


Gene No. 


59305 


Strand 






Start 


1 


End 


700 




Name 


OJ000250 56.0214.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


700 




GI 


5902445 


Score 


718 




Exons 


1. .700 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28720 


Seq. ID 


OJ000250_56.0214 


-C9 


Gene No . 


59305 


Strand 






Start 


1 


End 


700 




Name 


OJ000250 56.0214.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9 


End 


258 




GI 


none 


Score 


99 





28594 



Exons ■ 9. .257, 28. .258 

Seq. No. 28720 

Gene No. 59305 

Start 1 

Name OJ000250_56 . 0214 . C9 . ol . tm 

Start 172 

GI none- 
Exons 



Seq. ID OJ000250_56.0214.C9 
Strand 

End 700 

Method TBLASTX : Maize 

End 600 

Score 44 



172. .201, 252. .326, 256. .324, 345. .599, 346.. 600 



Seq. No. 28720 

Gene No. 59305 

Start 1 

Name OJ000250_56. 0214 .C9.ol .gs 

Start 183 

GI none 

Exons 183.. 273, 472.. 650 

Seq. No. 28720 

Gene No. 59305 

Start 1 

Name OJ000250_56. 0214 .C9.ol . ts 

Start 297 

GI none 

Exons 297.. 692, 493.. 633 



Seq. ID OJ000250_56.0214.C9 

Strand 

End 700 

Method GENSCAN 

End 650 

Score .46 



Seq. ID OJ000250_56.0214.C9 
Strand 

End 700 

Method TBLASTX : Soybean 

End 692 

Score 83 



Seq. No. 28720 

Gene No. 59305 

Start 1 

Name OJ000250_56 . 0214 . C9 . ol . tw 

Start 322 

GI . none 
Exons 



Seq. ID OJ000250_56.0214.C9 

Strand 

End 700 

Method TBLASTX : Wheat 

End 698 

Score 237 



322. .636, 324. .698, 342. .647, 590. .685 



Seq. No. 28721 
Gene No. 59306 
Start 1 

Name OJ000250_56. 0214. C10. ol.np 

Start 1 
GI 4378066 
Exons 1..379 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ000250_56. 0214. C10 

Strand + 

End 379 

Method AAT/NAP 

End 379 

Score 255 



Seq. No. 


28721 












Seq. ID 


OJ000250 


Gene No. 


59306 












Strand 


+ 


Start 


1 












End 


379 


Name 


OJ000250 


_56. 


0214 


.C10 


.ol 


. gs 


Method 


GENSCAN 


Start 


20 












End 


241 


GI 


none 












Score 


.64 


Exons 


20. .241 
















Seq. No. 


28722 












Seq. ID 


OJ000250 


Gene No. 


59307 












Strand 


+ 


Start 


1 












End 


514 


Name 


OJ000250 


56. 


0214 


.C13 


.ol 


.np 


Method 


AAT/NAP 



28595 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



514 
130 



6907087 
1..53, 413. .514 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



28722 
59308 
987 

OJ000250_56 . 0214 . C13 . ol . gp 
987 

uC-osflcyp033a04bl 
987. .1162 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1/ clone : P0711E10 1 



Seq.^ID . OJ000250_56.0214.C13 

StraricY + 

End 1162 

Method AAT/GAP 

End 1162 

Score 314 



Seq. No. 


28722 . 


Seq. ID 


OJ000250_ 


56 


.0214 


.C13 


Gpnp No . 


59309 


Strand 










Start 


407 


End 


945 








Name 


OJ000250 56.0214.C13.ol.gs 


Method 


GEN SCAN 








Start 


407 


End 


945 








GI 


none 


Score 


.85 








Exons 


407. .513, 888. .945 












Seq. No. 


28722 


Seq. ID 


OJ000250_ 


56 


.0214 


.C13 


Gpnp No 


59310 


- Strand 










Start 


916 


End 


1162 








Name 


OJ000250 56.0214.C13.o2.np 


Method 


AAT/NAP 








Start 


916 


End 


1162 








GI 


4680186 


Score 


239 








Exons 


916. .1162 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


28723 


Seq. ID 


OJ000250 


56 


.0214 


.C14 


Gene No. 


59311 


Strand 


+ 








Start 


169 


End 


1680 








Name 


OJ000250 56.0214.C14.ol.gs 


Method 


GEN SCAN 








Start 


169 


End 


1680 








GI 


none 


Score 


.53 








Exons 


169.. 562, 1015.. 1103, 1572 


. .1680 










Seq. No. 


28723 


Seq. ID 


OJ000250_ 


56 


.0214 


.C14 


Gene No. 


59312 


Strand 


+ 








Start 


7506 


End 


8398 








Name 


OJ000250 56.0214.C14.o4.gs 


Method 


GENSCAN 








Start 


7506 


End 


8398 








GI 


none 


Score 


.89 








Exons 


7506.*. 7563, 7902.. 8398 












Seq. No. 


28723 


Seq. ID 


OJ000250_ 


56 


.0214 


.C14 


Gene No. 


59313 


Strand 










Start 


1 


End 


7952 








Name 


OJ000250 56.0214.C14.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


7952 








GI 


5922631 


Score 


1743 








Exons 


1..107, 1728. .2341, 6106.. 


7050, 7143.. 


7258, 7301 




7816, 





28596 



7864. .7952 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to p.rpol; Zea mays 
retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinfulrl. (AF049110) [Oryza sativ 



Seq. No, 28723 Seq. ID 

Gene No. 59313 Strand 

Start 1 End 

Name ■ OJ000250_56. 0214 .C14 ,o4 . tw Method 

Start 347 End 

GI none Score 

Exons 347 . . 763 



OJ000250_56.0214.C14 
7952 

TBLASTX: Wheat 

763 

246 



Seq. No. v, 28723 

Gene No. 59313 

Start 1 

Name OJ000250_56. 0214 .C14 .ol. ts 

Start 539 

GI none 

Exons 539.. 784, 586.. 669, 748.. 780 



Seq. ID OJ000250_56.0214.C14 
Strand 

End 7952 

Method TBLASTX : Soybean 

End 784 

Score 236 



Seq. No. 28723 

Gene No. 59313 

Start 1 

Name OJ000250_56. 0214 .C14 .o3. tm 

Start 557 

GI none 

Exons 557.. 637, 607.. 699, 620.. 700, 



Seq. ID OJ000250_56.0214.C14 
Strand 

End 7952 

Method TBLASTX : Mai ze 

End 811 

Score 98 

703. .810, 704. .811 



Seq. No. 28723 

Gene No. 59313 

Start 1 

Name OJ000250_56. 0214 .C14 .o2.tw 

Start 2016 

GI ' none 

Exons 2016.. 2360, 2020.. 2319 



Seq. ID OJ000250_56.0214.C14 
Strand 

End 7952 

Method TBLASTX : Wheat 

End 2360 

Score 149 . 



Seq. No. 28723 

Gene No. 59313 

Start 1 

Name OJ000250_56. 0214 .C14 .o2.tm 

Start 2046 

GI none 

Exons 2046.. 2417, 2047.. 2397 



Seq. ID OJ000250_56.0214.C14 
Strand 

End 7952 

Method TBLASTX: Maize 

End 2417 

Score 118 



Seq. No. 28723 

Gene No. 59313 

Start 1 

Name OJ000250_56 . 0214 . C14 . o2 . gs . 

Start 2130 

GI none 

Exons 2130.. 2378, 2765.. 2864, 3414. 



Seq. ID OJ000250_56.0214.C14 
Strand 

End 7952 

Method GENSCAN 

End 3511 

Score .88 
.3511 



28597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

":Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28723 
59313 
1 

OJ000250_56.0214 .C14 .o3.gs 

5558 

none 

5558. .6069, 6363.-6768 

28723" 
59313 
1 

OJ000250_56 . 0214 . C14 . ol . tm 

5603 

none 

5603. .5719, 5603.. 5959, 5613. 

28723 
59313 
1 

OJ000250_56.0214.C14.ol.tw 

5633 

none 

5633.. 6088, 5634.. 6089 

28723' 
59313 
1 

OJ000250_56.0214.C14.o3.tw 

6322 

none 

6322. .6486, 6367. .6480, 6497. 

28724 
59314 
608 

OJ000250_56.0214.C15.ol.gs 

608 

none 

608. .724, 1284. .1289 - 

28725 
59315 
1019 

OJ000250_56.0214 .C16.ol.gs 

1019 

none 

1019. .1099, 2756.-2882, 2951. 
4255. .4929, 4934. .5016, 5101. 
5742. .6081, 6118. .6372, 6493. 

28725 
59315 
1019 

OJ000250_56.0214 .C16.o2.np 

5209 

6721561 

5209.. 5464, 5535.-5593, 5667., 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_56.0214.C14 

7952 
GENSCAN 
6768 
.65 



Seq. ID OJ000250_56.0214.C14 

Strand - 

End 7952 

Method TBLASTX : Mai ze 

End 5959 

Score 73 
.5921, 5771. .5944 

Seq. ID OJ000250_56.0214.C14 
Strand 

End 7952 

Method TBLASTX : Wheat 

End 6089 

Score 177 



OJ000250_56.0214.C14 
7952 

TBLASTX: Wheat 
6711 
61 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6544, 6502.. 6711, 6556.. 6711 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_56 . 0214 .CIS 

1289 
GENSCAN 
1289 
.95 



Seq. ID OJ000250_56.0214.C16 

Strand + 

End 7115 

Method GENSCAN 

End 7115 

Score .53 

.3154, 3909. .4023, 4126. .4142, 
.5205, 5273.. 5464, 5535.. 5593, 
.6673, 6784.. 6875, 6942.. 7115 

Seq. ID OJ000250_56.0214.C16 

Strand + 
End • 7115 

Method AAT/NAP 

End 6414 

Score 1103 
.6414 



28598 




GI Descrip\ (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28725 




Seq. ID 


OJ000250_56.0214.C16 


Gene No. 


59316 




Strand 




Start 


1 




End 


2215 ' 


Name 


OJ000250 56 


.0214.C16.ol.np 


Method 


AAT/NAP 


OLaL L 


1 




End 


2215 


GI 


5902444 




Score 


153 


Exons 


1..43, 1899 


. .2215 






GI Descrip. 


(AB030283) 


GAG- POL precursor 


[Oryza sativa] 


Seq. No. 


28725 




Seq. ID 


OJ000250_56.0214.C16 


Gene No. 


59317 




Strand 




Start 


7905 




End 


13025 


Name 


OJ000250 56 


.0214.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4648 




End 


11040 


GI 


none 




Score 


374 


Exons 


4648. .4701, 


10584. .11039, 10585. .11040 




Seq. No.., 


28725 




Seq. ID 


OJ000250_56.0214.C16 


Gene No. 


59317 




Strand. 




Start 


7905 




End 


13025 


Name 


OJ000250 56 




Method 


AAT/NAP 


Start 


7875 




End 


10985 


PT 

ui. 






Score 


2922 


Exons 


7875. .9184, 


9218. .10985 






GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


28725 




Seq. ID 


OJ000250_56.0214.C16 


Gene No. 


59317 




Strand 




Start 


7905 




End 


13025 


Name 


OJ000250 56 


.0214.C16.o3.tw 


Method 


TBLASTX: Wheat 




/ O Q *i 




End 


8493 


GI 


none 




Score 


70 


Exons 


7884. .8012, 


7885.. 8010, 8040. 


.8390, 8236.-8343, 8374. .8493, 




8393.-8488 








Seq. No. 


28725 




Seq. ID 


OJ000250_56.0214.C16 


Gene No. 


59317 




Strand 




Start 


7905 




End 


13025 


Name 


OJ000250 56 


.0214.C16.o2.gs 


Method 


GENSCAN 


Start 


7905 


End 


12763 


GI 


none 




Score 


.59 


Exons 


7905. .8370, 


8807.. 9502, 10195 


. .10994, 


11301. .11647, > 11753. . 


Seq. No. 


28725 




Seq. ID 


OJ000250_56.0214.C16 


Gene No. 


59317 




Strand 




Start 


7905 




End 


13025 


Name 


OJ000250 56 


.0214.C16.o4.tm 


Method 


TBLASTX: Maize 


Start 


8007 




End 


8270 


GI 


none 




Score 


203 


Exons 


8007. .8270 









28599 




Seq. No. 


28725 


Seq. ID 


OJ000250_56.0214 


.C16 


Gene No . 


59317 ' 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o5.tw 


Method 


TBLASTX: Wheat 




Start 


8617 


End 


9000 




GI 


none 


Score 


203 




Exons 


8617.. 9000, 8618.. 8992 








Seq. No. ' 


28725 


Seq. ID 


OJ000250_56.0214 


.C16 


Gene No. 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o2.tm 


- Method 


TBLASTX: Maize 




Start 


8695 


End 


9000 




GI 


none 


Score 


168 




Exons 


8695.. 9000, 8696.. 8962 








Seq. No. 


28725 


Seq. ID 


OJ000250_56.0214 


.C16 


Gene No. 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9492 


End 


9899 




GI 


none 


Score 


39 




Exons 


9492.. 9557, 9492.-9665, 9673 


..9846, 9675. .9899 




Seq. No. * 


28725" 


Seq. ID 


OJ000250_56.0214 


.C16 


Gene No. 


59317 


' Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10020 


End 


10415 




GI 


none 


Score 


83 




Exons 


10020. .10415, 10216.. 10356 








Seq. No. 


28725 


Seq. ID 


OJ000250_56.0214 


-C16 


Gene No . 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10045 


End 


10469 




GI 


none 


Score 


237 




Exons 


10045. .10359, 10047. .10469, 


10065. .10466 




Seq. No. 


28725 


Seq. ID 


OJ000250_56.0214 


.C16 


Gene No • 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o3.tm 


Method 


TBLASTX: Maize 




Start 


10143 


End 


10526. 




GI 


. none 


Score 


97 




Exons 


10143. .10526, 10144.. 10359 








Seq. No. 


28725 


Seq. ID 


OJ000250_56.0214 


.C16 


Gene No. 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56 . 0214 . Clo . ol . tm 


Method 


TBLASTX: Maize 




Start 


10554 


End 


10910 




GI 


none 


Score 


212 




Exons 


10554. .10910, 10555. .10848, 


10605,. 10868 




Seq. No. 


28725 


Seq. ID 


OJ000250_56.0214 


.C16 



28600 




Gene No. 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o4.np 


Method 


AAT/NAP 




Start 


11052 


End 


13025 




GI 


5902444 


. Score 


1024 




Exons 


11052. .12710, 12758.. 13025 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28725 


Seq. ID 


OJ000250 


_56.0214 


Gene No. 


59317 


Strand 






Start 


7905 


End 


13025 




Name 


OJ000250 56.0214.C16.o4.tw 


Method 


TBLASTX : 


Wheat 


Start 


11232 


End 


11687 




GI 


none 


Score 


94 




Exons 


11232. .11468, 11289. .11456, 


11350. .11466, 11505 


. .11687, 



11506. .11679 



Seq. No. 28725 

Gene No. 59317 

Start 7905 

Name OJ000250_56 . 0214 .C16.o7.tw 

Start 12321 

GI none 
Exons 



Seq. ID OJ000250_56.0214.C16 
Strand 

End 13025 

Method TBLASTX : Wheat 

End 12665 

Score 83 



12321. .12593, 12367 .. 12579, 12570 .. 12665 , 12571. . 12642 



Seq. No. 28726 Seq. ID 

Gene No. 59318 Strand 

Start 1 End 

Name 0 J000250_56 . 0214 . C17 . ol . np Method 

Start 1 End 

GI 6721512 Score 

Exons 1..167, 1178.. 1269, 1297.. 1444 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ000250_56.0214.C17 
+ 

1444 
AAT/NAP 
1444 
97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28726 
59319 
488 

OJ000250_56.0214.C17.o2.np 
488 

1311054 



OJ000250 56.0214.C17 



Seq. ID 
Strand 

End- 3441 
Method AAT/NAP 
End - 3441 
Score 79 
488. .506, 2103. .2216, 3379. .3441 

Chain A, Casein Kinase I Delta Truncation Mutant Containing 
Residues 1 - 317 Complex With Bound Tungstate 

gi|1311055|pdb|lCKJ|B Chain B, Casein Kinase I Delta Truncation 
Mutant Containing Residues 1 - 317 Complex With Bound Tungstate 
gi | 1311056 | pdb | 1CKI | A Chain A, Recombinant Casein Kinase I Delta 
Truncation Mutant Containing Residues 1 - 317 
gi|1311057|pdb|lCKI|B Chain B, R 



28726 
59320 
5554 

OJ000250_56.0214 .C17.ol.tm 

5554 

none 

5554.. 5643, 5557.. 5880, 5627. 
5877.. 5981, 5983.. 6078, 5983. 



Seq. ID OJ000250_56.0214.C17 
Strand 

End 6078 

Method TBLASTX : Maize 

"End 6078 

Score 57 

.5881, 5674. .5958, 5876. .5929, 
.6066 



28601 




Seq. No. 


28727 


Seq. ID 


OJ000250_56. 


0214. 


C18 


Gene No. 


59321 


Strand 


+ 






Start 


106 


End 


243 






Name 


OJ000250_56. 0214 .C18 .ol .gs 


Method 


GENS CAN 






Start 


106 


End 


243 






GI 


none 


Score 


. 97 






Exons 


106. .243 










Seq. No. 


28728 


Seq. ID 


OJ000250 56. 


0214 . 


C21 


Gene No. 


59322 


Strand 


+ 






Start 


1 


End 


2499 






Name 


OJ000250 56.0214.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2499 






GI 


4585985 


Score 


1064 






Exons 


1..867, 1191. .2499 










GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28728 


Seq. ID 


OJ000250_56. 


0214. 


C21 


Gene No. 


59322 


Strand 


+ 






Start 


1 


End 


2499 






Name 


OJ000250 56.0214.C21.ol.gs 


Method 


GENSCAN 






Start 


243 


End 


2475 






GI 


none 


Score 


.82 






Exons 


243.. 891, 990.. 1250, 1802. 


.2475 








Seq. No. 


28728 


Seq. ID 


OJ000250 56. 


0214. 


C21 


Gene No. 


59323 


Strand 


+ 






Start 


11765 


End 


13253 






Name 


OJ000250 56.0214.C21.o4.gs 


Method 


GENSCAN 






Start 


11765 


End 


13253 






GI 


none 


Score 


.62 






Exons 


11765. .11851, 12951.. 13253 











Seq. No. 28728 Seq. ID 

Gene No. 59324 Strand 

Start 14616 End 

Name 0 J000250_56 . 0214 . C21 . 06 . gs Method 

Start 14616 ' End 

GI - none Score 

Exons 14616. .14622, 14917 15039, 15165. 

16186. .16268, 16378 .. 16416, 16675. 

17082. .17255, 18286 .. 18391, 19178. 

19916.. 20167 



OJ000250_56.0214.C21 
+ 

20167 
GENSCAN 
20167 
.5 

15488, 15823. .16135, 
16816, 16935. .16983, 
19249, 19655. .19815, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



28728 Seq. ID 

59324 Strand 

14616 End 

OJ000250_56.0214.C21.ol.gp Method 

16929 End 

LIB3432-056-P1-K1-B2 Score 
16929. .16983, 17082.. 17301 

f *6015437/dbj | AB008112-.il AB008112 5.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ000250_56.0214.C21 
+ 

20167 
AAT/GAP 
17301 
426 



28728 
59324 



Seq. ID OJ000250_56.0214 .C21 
Strand + 



28602 



Start 14616 End 20167 

Name OJ000250_56. 0214 . C21 . o2 . gp Method AAT/GAP 

Start 19655 End 19735 

GI LIB3433-025-P1-K1-C5 Score 115 
Exons 19655., 19735 

GI Descrip. ' 3914140/sp | 065091 | NLT5JDRYSA 1.0e-27 NONSPECIFIC LIPID-TRANSFER 
PROTEIN 5 PRECURSOR (LTP 5) >gi_3172343 (AF051369) lipid 
transfer protein [Oryza sativa] ' 



Seq. No. 28728 

Gene No. 59325 

Start 29519 

Name OJ000250_56. 0214 .C21 .o9.gs 

Start 29519 

GI none 

Exons 29519. .29615, 30159 30310, 
31304. .32143, 33906 .. 34098, 



Seq. ID OJ000250_56.0214.C21 

Strand + 

End 35043 

Method GENSCAN 

End 34 641 

Score .41 
30788. .30991, 31064 .. 31156, 
34147. .34356, 34625.. 34641 



Seq. No. 28728 Seq. ID 

Gene No. 59325 Strand 

Start 29519 End 

Name OJ000250_5 6.0214.C21.o6.np Method 

Start 31975 End 

GI 3738337 Score 

Exons 31975. .32003, 33462^.35043 

GI Descrip. (AC005170) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ000250_56.0214.C21 
+ 

35043 
AAT/NAP 
35043 
640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28728 Seq. ID 

59326 Strand 

3563 End 
OJ000250_56.0214.C21.o2.gs Method 

3563 End 

none Score 

3563.. 3568, 3635.-3876, 4195.. 4252 



OJ000250_56.0214.C21 

4252 
GENSCAN 
4252 
.79 



OJ000250 56.0214.C21 



28728 Seq. ID 

59327 Strand 
5007 End .8908 

OJ000250_56.0214.C21.o2.np Method AAT/NAP 
5007 End 8908 

6539553 Score 6272 

5007. .8908 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi 1 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 28728 

Gene No. 59328 

Start 11162 

Name 0 J000250_5 6 . 0214 . C21 . o3 . np 

Start 11162 

GI 6016874 

Exons 11162. .11235, 12940 .. 13193, 
16557. .16590 

GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_56.0214.C21 

16590 
AAT/NAP 
16590 
1051 



13704. .14043, 14155 .. 1424 1, 



28603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



OJ000250_56.0214.C21 

16590 
AAT/NAP 
14429 
1041 

12934. .13193, 13704 1404 3, 



28728 Seq. ID 

59328 Strand 
11162 End 
OJ000250_56 . 0214 . C21 . o4 . np Method 
11586 End 
6016874 Score 
11586. .11617, 12618. .12651, 
14155. .14241, 14405. .14429 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene . ; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28728 Seq. ID 

59328 Strand 

11162 End 

OJ000250_56 . 0214 . C21 . o5 . gs Method 

13700 End 

none Score 



OJ000250_56.0214 -C21 

16590 
GENS CAN 
14379 
.91 



13700. .14100, 14155. .14224, 14260. .14379 



Seq. No-, 28728 Seq. ID OJ000250_56 . 0214 . C21 

Gene No. 59329 ' Strand 

Start 21421 End 24453 

Name OJ000250_56. 0214 .C21.o7 .gs Method GEN SCAN 

Start 21421 End 24453 

GI none Score .58 

Exons 21421. .21669, 21695 .. 21839, 21919 .. 22109, 22114 .. 22218, 
24415.. 24453 



Seq. No. 28728 Seq. ID OJ000250_56 . 0214 . C21 

Gene No. 59329 Strand 

Start 21421 End 24453 

Name OJ000250_56. 0214 .C21 .o5 .np Method AAT/NAP 

Start 21439 End 21755 

GI 3096945 Score 275 

Exons 21439.. 21755 

GI Descrip. (AL023094) putative auxin-regulated protein [Arabidopsis 
thaliana] 



Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 


Gene No. 


59330 




Strand 






Start 


24768 




End 


24821 




Name 


OJ000250 56.0214.C21.o3 


gp 


Method 


AAT/GAP 




Start 


24768 




End 


24821 




GI 


3759960 




Score 


55 




Exons 


24768. .24821 










Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 


Gene No. 


59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21.o2 


tm 


Method 


TBLASTX: Maize 




Start 


509 




End 


913 * 




GI 


none 




Score 


470 




Exons 


509.. 913, 510.. 911, 524 


.913 









28604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



28728 * 

59331 

27207 

OJ000250_56. 

1570 

none 

1570. .1665, 
1676. .1762 

28728 
59331 
27207 

OJ000250_56, 

1711 

none 

1711. .1821, 

28728 
59331 
27207 

OJ000250_56. 

1933 

none 

1933.. .2289, 

28728 
59331 
27207 

OJ000250_56. 

1975 

none 

1975. .2205, 

28728 
59331 
27207 

OJ000250_56. 

5143 

none 

5143. .5403, 
5400. .5528, 
5547. .5618 

28728 
59331 
27207 

OJ000250_56. 

5474 

none 

5474. .5806, 

28728 
59331 
27207 

OJ000250_56. 
5624 



0214. C21. oil. tm 



1571.. 1666, 1574, 



0214.C21.o5.tw 



Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 

Method TBLASTX : Mai ze 

End 1764 

Score 107 

.1666, 1666. .1764, 1674. .1760, 



Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 

Method TBLASTX : Wheat 

End 2094 

Score 74 



1804.. 1866, 1870.. 2094, 1995.. 2093 



0214.C21.ol.tm 



1980.. 2288, 2050. 



0214.C21.o3.tc 



1980. .2108 



0214.C21.o2.tw 



5178.. 5420, 5181. 
5403.. 5534, 5425. 



0214.C21.olO.tm 
5475.. 5669, 5489. 

0214.C21.o3.ts 



Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 

Method TBLASTX: Maize 

End 2289 

Score 473 
.2289 

Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 

Method TBLASTX : Cress 

End 2205 

Score 189 



Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 
Method TBLASTX : Wheat 
End 5618 
Score 214 

.5402, 5399.. 5527, 5399.. 5527, 
.5529, 5529. .5612, 5543. .5617, 



Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 

Method TBLASTX : Mai ze 

End 5812 

Score 137 
.5812 

Seq. ID OJ000250_56.0214.C21 
Strand 

End 35018 

Method TBLASTX : Soybean 

End 5969 



28605 



GI none Score 

Exons 5624. .5968, 5769.. 5969 

Seq. No. 28728 Seq. ID 

Gene No. 59331 Strand 

Start 27207 End 

Name OJ000250_56. 0214 .C21.o3.tw Method 

Start 5810 End 

GI ■ none Score 

Exons ' 5810. .6028, 6023. .6367 

Seq. No. 28728 Seq. ID 

Gene No. 59331 Strand 

Start 27207 End 

Name OJ000250_56 . 0214 . C2 1 . o7.. tm Method 

Start 5903 End 

GI none Score 

Exons 5903.. 6367, 6050.. 6352 

Seq. No. 28728 Seq. ID 

Gene No. 59331 Strand 

Start 27207 End 

Name OJ000250_56. 0214 .C21 .ol.-ts Method ' 

Start 6038 End 

GI 5509260 Score 

Exons 6038.. 6502 
GI Descrip. 



110 



OJ000250_56.0214.C21 
35018 

TBLASTX: Wheat 

6367 

300 



OJ000250_56.0214 .C21 
35018 

TBLASTX: Maize 

6367 

99 



OJ000250_56.0214.C21 
35018 

TBLASTX: Soybean 

6502 

350 



Seq. No. 28728 Seq. ID 

Gene No. 59331 Strand 

Start 27207 End 

Name OJ000250_56 . 0214 .C21 .ol. tc Method 

Start 6149 End 

GI none Score 

Exons 6149.. 6409 



OJ000250_56.0214.C21 
35018 

TBLASTX: Cress 

6409 

265 



Seq. No. 28728 

Gene No. 59331 

Start 27207 . 

Name OJ000250_56 . 0214 . 

Start 6422 

GI none 

Exons 6422.. 6631, 6423. 

6690. .7169 



C21.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_56.0214.C21 
35018 

TBLASTX: Wheat 

7177 

222 



,6605, 6439. .6669, 6442. .6615, 6689. .7177, 



Seq. No. 


28728 








Seq. ID 


OJ000250_56.0214 


.C21 


Gene No. 


59331 








Strand 






Start 


27207 








End 


35018 




Name 


OJ000250 56. 


0214 


.C21.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6827 








End 


7225 




GI 


none 








Score 


38 




Exons 


6827. .7000, 


6954 


. .6992, 


7001. 


.7225, 7047.. 7217 




Seq. No. 


28728 








Seq. ID 


OJ000250_56.0214 


.C21 


Gene No. 


59331 








Strand 






Start 


27207 








End 


35018 




Name 


OJ000250 56. 


0214 


,C21.o8 


. tm 


Method 


TBLASTX: Maize 





28606 




Start 


7013 






End 


7447 




GI 


• none 






Score 


78 




Exons 


7013. .7447, 


7038. .7205 










Seq. No. 


28728 






Seq. ID 


OJ000250_56.0214 


.C21 


f!ano Mo 








>J Li. CI 1 1U 






Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7178 






End 


7516 




GI 


none . 






Score 


67 




Exons 


7178. .7516, 


7199. .7471 










Seq. No. 


28728 






Seq. ID 


OJ000250_56.0214 


.C21 


ociic . 














Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o6. 


ts 


Method 


TBLASTX: Soybean 




Start 


7235 






End 


7621 




GI 


none 






Score 


93 




Exons 


7235. .7483, 


7466. .7621 










Seq. No. 


28728 






Seq. ID 


OJ000250_56.0214 


.C21 


Cono Mo 








Strand 






Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


.7649 






End 


7970 




GI 


none 






Score 


373 




Exons 


7649. .7963, 


7650. .7943, 


7651. 


.7962, 7710.. 7970 




Seq. No. 


28728 






Seq. ID 


OJ000250_56.0214 


.C21 










Strand 






Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8466 






End 


8779 




GI 


none 






Score 


274 




Exons 


8466. .8756, 


8468.-8779, 


8471. 


.8773 






Seq. No. 


28728 






Seq. ID 


OJ000250__56.0214 


.C21 


Cono Mo 








Strand 






Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8527 






End 


8914 




GI 


none 






Score 


188 




Exons 


8527. .8856, 


8528. .8914, 


8529. 


.8795, 8531. .8854, 8838. .8903 


Seq. No. 


28728 






Seq. ID 


OJ000250_56.0214 


.C21 


UC11C L\\J • 








Strand 






Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o9. 


tm 


Method 


TBLASTX: Maize 




Start r 


13766 






End 


14009 




GI 


none 






Score 


97 




Exons 


13766. .13999 


, 13851.. 14009 








Seq. No. 


28728 






Seq. ID 


OJ000250_56.0214 


.C21 


Gene No. 


59331 






Strand 






Start 


27207 






End 


35018 




Name 


OJ000250 56. 


0214.C21.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


21454 






End 


21634 





28607 




GI 


none 




Score 


128 




Exons 


21454. .21633, '21464. 


.21634 








Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 




59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


,o2.tc 


Method 


TBLASTX: Cress . 




Start 


21463 




r v End 


21714 




GI 


none 




^"Score 


138 




Exons 


21463. .21633, 21464. 


.21634, 


21685.. 21714 




Seq. No. 


28728' 




Seq. ID 


OJ000250_56.0214 


.C21 




59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


26549 




End 


35018 




GI 


none 




Score 


259 




Exons 


26549. .26617, 34623. 


.35018, 


34626. .34877, 34863.. 35018 




Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 


wCHC LH\J m 


59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


. 08 .gs 


Method 


GENSCAN 




Start 


27207 




. End 


29287 




GI 


none 




Score 


.69 




Exons 


27207. .27349, 28775. 


.28881, 


29244. .29287 




Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 




SQ331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


33172 




End 


33468 




GI 


none 




Score 


222 




Exons 


33172. .33468 










Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 


Gene No. 


59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


33741 




End 


34622 




GI 


none 




Score 


354 




Exons 


33741. .34205, 33902. 


.34183, 


34161. .34622, 34221 .. 34373, 






34232. .34576 










Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


.C21 




59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


33807 




End 


34103 




GI 


none 




Score 


212 




Exons 


33807. .34103, 33822. 


.34067, 


33824. .34069 




Seq. No. 


28728 




Seq. ID 


OJ000250_56.0214 


-C21 


Gene No. 


59331 




Strand 






Start 


27207 




End 


35018 




Name 


OJ000250 56.0214.C21 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


34412 




End 


34832 





28608 



GI 


none 


Score 


37 


Exons 


34412. .34654, 34434 .. 34463, 


34515. .34658, 34647.. 34832 


Seq. No. 


28728 




o.Tfinn?sn sfi dpi 4 




^Q331 


Oil allU 




Start 


27207 


FnrJ 




Name 


OJ000250 56.0214.C21.o6.tw 


L JC I, 1 J. W 




Start 


34455 




35006 


GI 


none 




257 


Exons 


34455. .34817, ; 34908. .35006 






Seq. No. 


28729 


Seq. ID 


OJ000250_56.0214 


Gene No. 


59332 


Strand 


+ 


Start 


1 


End 


607 


Name 


OJ000250 56.0214.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


607 


GI 


6006867 


Score 


138 


Exons 


1. .607 






GI Descrip. 


(AC009540) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


28729 


Seq. ID 


OJ000250_56.0214 






Strand 


+ 


Start 


1 


End 


607 


Name 


OJ000250 56.0214.C23.ol.gs 


Method 


GENS CAN 


Start 


18 


End 


496 


GI 


none 


Score 


.98 


Exons 


18. .179, 209. .496 






Seq. No. 


28730 


Seq. ID 


OJ000250_51.0211 


bene iNo . 




Strand 


+ 


Start 


212 


End 


493 


Name 


OJ000250 51.0211.Cl.ol.gs 


Method 


GENSCAN 


Start 


212 


End 


493 


GI 


none 


Score 


.51 


Exons 


212. .335, 464. .493 






Seq. No. 


28730 


Seq. ID 


OJ000250 51.0211 


Gene No. 


59334 


Strand 


+ 


Start 


9520 


End 


23393 


Name 


OJ000250 51.0211.Cl.o3.np 


Method 


AAT/NAP 


Start 


9520 


End 


15718 ■ 


GI 


6562281 


Score. 


173 


Exons 


9520.. 9741, 10480. .10670, 15660.. 15718 




GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28730 


Seq. ID 


OJ000250__51.0211 


Gene No. 


59334 


Strand 


+ 


Start 


9520 


End 


23393 


Name 


OJ000250 51.0211.Cl.o4.np 


Method 


AAT/NAP 


Start 


12914 


End 


23342 


GI 


3056590 


Score 


426 


Exons 


12914. .12964, 19664 .. 19738, 


21981. .22197, 22293 22551, 




22654. .22819, . 23052 .■. 23342 






GI Descrip. 


(AC004255) T1F9.11 [Arabidopsis thaliana] 


Seq. No. 


28730 


Seq. ID 


OJ000250 51.0211 


Gene No. 


59334 


Strand 


+ 



28609 



Start 


9520 


End 


23393 






Name 


UJUUUZju D 1 • \) £. ± ± . ^J. . Oft • ys 


Method 


GEN SCAN 






Start 


17113 


End 


23393 






GI 


none 


Score 


.57 






Exons 


17113. .17146, 17203. .17687, 


18497. .18549, 18911 


. .19002, 






19368. .19451, 19635 .. 19729, 


21888. .22057, 22654 


. .22807, 






23052. .23393 










Seq. No. 


28730 


Seq. ID 


OJ000250 


_51.0211 


.CI 


Gene No. 


59335 


Strand 


- 






O l_ Q J- L. 


1 


End 


12501 






Name 


OJ000250 51.0211.Cl.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


12501 






GI 


4680186 


Score 


180 






Exons 


1..101, 3644. .3775, 4350. .4514, 12477. 


.12501 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


28730 


Seq. ID 


OJ000250 


_51.0211 


.CI 


Gene No. 


59335 


Strand 


- 






Start 


1 


End 


12501 






Name 


OJ000250 51.0211.Cl.ol.np 


Method 


AAT/NAP 






Start 


230 


End 


2643 






GI 


6907086 


Score 


404- 






Exons 


230. .256, 1676. .1798, 1877.. 


2643 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28730 


.Seq. ID 


OJ000250 


_51.0211 


.CI 


Gene No. 


59335 


Strand 








O T_a.Lt. 


1 


End 


12501 






Name 


OJ000250 51.0211.Cl.o2.gs 


Method 


GENSCAN 






Start 


1772 


End 


5916 






GI 


none 


Score 


.6 






Exons 


1772.. 2339, 3161.. 3280, 3343 


..3399, 3582.. 3762, 


4589. .4728 




5360.. 5450, 5733.. 5916 










Seq. No. 


28730 


Seq. ID 


OJ000250 


_51.0211 


.CI 


OCllC V*\J • 


59335 


Strand 








Start 


1 


End 


12501 






Name 


OJ000250 51.0211.Cl.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


9526 


End • 


9696 






GI 


none 


Score 


191 






Exons 


9526.. 9696, 9534.. 9695 










Seq. No. 


28730 


Seq. ID 


OJ000250 


_51.0211 


.CI 




59336 


Strand 








Start 


17424 


End 


17651 






Name 


OJ000250 51.0211.Cl.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


17424 


End 


17651 






GI 


none 


Score * 


193 






Exons 


17424. .17651, 17498. .17650 










Seq. No. 


28730 


Seq. ID 


OJ000250 


_51.0211 


.CI 


Gene No. 


59337 


Strand 








Start . 


22056 


End 


23216 






Name 


OJ000250 51.0211.Cl.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


22056 


End 


23216 






GI 


none 


Score 


99 







28610 



Exons 



22056. .22199, 22316 .. 22399, 22421 22510, 22637 22759, 
23130.. 23216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28730 Seq. ID 

59337 Strand 

22056 End 

OJ000250_51 . 0211 . CI . ol . tm Method 

22056 End 

none Score 



OJ000250_51.0211.C1 
23216 

TBLASTX: Maize 

22504 

139 



22056. .22193, 22301 .. 22405, 22409.. 22504 



28730 
59337 
22056 

OJ000250_51.0211.Cl.ol.ts 

22056 

none 



Seq. ID OJ000250_51.0211.C1 



Strand 
End 

Method 

End 

Score 



23216 

TBLASTX : Soybean 

22759 

98 



22056. .22199, 22316. . 22399, 22421 .. 22522 , 22637.. 22759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28731 Seq. ID OJ000250_51 . 0211 . C2 

59338 Strand + 

1 End 7284 

OJ000250_51 . 0211 . C2 . ol . np Method AAT/NAP 

1 . -End . 7284 

1076802 Score 275 

1..207, 3346..4586, 7118.. 7284 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf || 2111476A 
extensin-like domain [Zea mays] 



28731 Seq. ID 

59339 Strand 

7256 End 

OJ000250_51 . 0211 . C2 . ol . gp Method 

7256 End 

4968866 Score 



OJ000250_51.0211.C2 
+ 

11571 
AAT/GAP 
8748 
633 



7256. .7309, 7451. .7573, 8359. .8479, 8654. .8748 

3850583 9.0e-30 (AC005278) Contains similarity to transcription 
initiation factor HE, alpha subunit gb_X634 68 from Homo 
sapiens. [Arabidopsis thaliana] 



28731 Seq. ID 

59339 Strand 
7256 End 
OJ000250_51 . 0211 . C2 . o2 . np Method 
7412 End 
3850583 Score 
7412.. 7573, 8359.. 8479, 8654 
11237. .11449, 11548. .11571 

(AC005278) Contains similarity to transcription initiation 
factor HE, alpha subunit gb 1X634 68 from Homo sapiens. 
[Arabidopsis thaliana] 



OJ000250_51.0211.C2 
+ 

11571 
AAT/NAP 
11571 
755 



.8785, 10012. .10145, 10221 10404 , 



28731 
59339 
7256 

OJ000250 51.0211.C2.ol.tm 



Seq. ID OJ000250_51.0211.C2 

Strand + 

End 11571 

Method TBLASTX : Maize 



28611 



Start 
GI 

Exons 



7418 End 11449 

none Score 171 

7418. .7600, 7475. .7600, 8353. .8439, 8354. .8479, 8354. .8479, 
8668.-8778, 8702. .8785, 10015 .. 1014 9, 10032 10151, 
10033. .10149, 10034. .10153, 10034 10150, 10218 .. 10403, 
10218. .10286, 10219. .10404, 10222 10395, 10223 . .10396, 
11231. .11302, 11236. .11301, 11240 .. 11302 , 11300 .. 11356, 
11301. .11360, 11309. .11362, 11373 .. 11435, 11378 .. 1144 9, 
11380.. 11433 



Seq. No. 28731 

Gene No. 59339 

Start 7256 

Name OJ000250_51 . 0211 . C2 . o2 . ts 

Start 7475 

GI none 
Exons 



Seq. ID OJ000250_51.0211.C2 

Strand + 

End 11571 

Method TBLASTX : Soybean 

End 8485 

Score 137 



7475.. 7600, 7476.-7598, 8353.. 8439, 8354.. 8485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28731 
59339 
7256 

OJ000250_51.0211.C2.ol.ts 

8656 

none 



Seq. ID OJ000250_51.0211.C2 
Strand + 
End 11571 
Method TBLASTX : Soybean 
End 11437 
Score 124 

8656. .8781, 8657. .8785, 8702. .8785, 10015 .. 1014 9, 10030 .. 10152 , 
10219. .10404, 10235. .10381, 11222 .. 11302, 11236 .. 11301, 
* 11393. .11437, 11396.. 11413 



Seq. No. 28731 

Gene No. 59339 

Start 7256 

Name OJ000250_51 . 0211 .C2 . ol . tc 

Start 10033 

GI none 
Exons 



Seq. ID OJ000250_51.0211.C2 

Strand + 

End 11571 

Method TBLASTX: Cress 

End 10422 

Score 78 



10033. .10110, 10111. .10146, 10215 .. 1028 6, 10219 .. 10422, 
10261. .10377, 10274.. 10381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28732 
59340 
1 

OJ000250_51.0211.C3.ol.np 
1 

5738379 



Seq. ID OJ000250_51.0211.C3 

Strand + 

End 4344 

Method AAT/NAP 

End 2165 

Score 192 



1..26, 333. .446, 566. .752, 2065. .2165 

(AL080253) putative protein [Arabidopsis thaliana] 



Seq. No. -28732 

Gene No. 59340 

Start 1 

Name OJ000250_51 . 0211 . C3 . ol . gs 

Start 257 

GI none 
Exons 



Seq. ID OJ000250_51.0211.C3 

Strand + 

End 4 344 

Method GENSCAN 

End 4344 

Score .84 



257. .308, 424. .476, 566. .752, -2074. .2163, 2759. .2790, 
2908.. 3278, 4005.. 4344 



Seq. No. 
Gene No. 



28732 
59340 



Seq. ID OJ000250_51.0211.C3 
Strand + 



28612 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 434 4 

Method AAT/GAP 

End 748 

Score 229 



OJ000250_51.0211.C3.ol.gp 
617 
none 
617. .748 

28732 
59341 
6681 

OJ000250_51.0211.C3.o2.gs 
.6681 
none 

6681.. 6878, 7241.. 7385, 7863.. 7882, 7986.. 8083, 9327.. 9396 



Seq. ID OJ000250_51.0211.C3 

Strand + 

End 9396 

Method GENSCAN 

End 9396 

Score . 6 



28732 Seq. ID 

59342 Strand 

2109 End 

OJ000250_51 . 0211 . C3 . o2 . gp Method 

2109 End 

none Score 
2109. .2635 



OJ000250_51.0211.C3 

2635 
AAT/GAP 
2635 
920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28732 

59343. 

3241 

OJ000250_51.0211.C3.o2.tm 

254 

none 



OJ000250 51. 0211. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

254. .289, 292. .336, 293. .337, 334. .444, 342. .413, 549. .605, 
563. .604, 564. .698, 566. .706, 668. .754, 675. .737, 2064. .2123, 
2076.. 2168, 2077.. 2166 



12884 

TBLASTX: Maize 

2168 

37 



OJ000250_51.0211.C3 

12884 
AAT/NAP 
12884 
1008 



28732 Seq. ID 

59343 Strand 
3241 End 
OJ000250_51 . 0211 . C3 . o2 . np Method 
3241 End ' 

400972 Score 
3241.. 3289, 11250.. 12884 

RETICULINE OXIDASE PRECURSOR (BERBERINE-BRIDGE- FORMING ENZYME) 
(BBE) (TETRAHYDROPROTOBERBERINE SYNTHASE) gi | 99506 | pir | | A4 1533 
reticuline oxidase (EC 1.5.3.9) precursor - California poppy 
gi I 239110 |bbs | 65555 (S65550) (S) -reticuline : oxygen 
oxidoreductase (methylene-bridge-f orming) , berberine bridge 
enzyme {EC 1.5.3.9} [Eschscholtzia calif ornica, Peptide, 538 aa] 
[Esch 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28732 
59343 
3241 

OJ000250_51 . 021 1 . C3 . ol . tm 

11250 

none 



Seq. ID OJ000250_51.0211.C3 
Strand 

End 12884 

Method TBLASTX : Mai ze 

End 12103 

Score 56 



11250. .11336, 11258. .11338, 11403 .. 11525, 11408 .. 11518 , 
11573. .11809, 11586. .11801, 11837 .. 11956, 12020.. 12103 



Seq. No. 



28732 



Seq. ID OJ000250_51.0211.C3 



28613 




Gene No. 


59343 


Strand 






Start 


3241 


End 


12884 




Name 


OJ000250_51.0211.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


11258 


End 


11968 




GI 


none 


Score 


49 




Exons 


11258. .11338, 11262. .11336, 


11406. .11504, 11423. .11527, 






11573. .11782, 11595. .11669, 


11825. .11968 




Seq. No. 


28732 


Seq. ID 


OJ000250_51.0211 


.C3 


Gene No. 


59343 


Strand 






Start 


3241 


End 


12884 




Name 


OJ000250_51 . 0211 .C3 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


11258 


End 


11920 




GI 


none 


Score 


74 




Exons 


11258. .11338, 11423. .11515, 


11570. .11821, 11577. .11762, 






11843. .11920, 11844. .11915 








Seq. No. 


28732 


Seq. ID 


OJ000250_51.0211 


. C3 


Gene No. 


59343 


" Strand 






Start 


3241 


End 


12884 




Name 


OJ000250_51 . 0211 .C3 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


11421 


End 


11800 




GI 


none 


Score 


64 




Exons 


11421. .11519, 11423. .11530, 


11567. .11800, 11586. .11774 . 




Seq. No. 


28732 


Seq. ID 


OJ000250_51.0211 


.C3 


Gene No. 


59343 


Strand 






Start 


3241 


End 


12884 




Name 


OJ000250 51.0211.C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


12002 


End 


12316 




GI 


none 


Score 


245 




Exons 


12002. .12316 








Seq. No. 


28732 


Seq. ID 


OJ000250_51.0211 


.C3 


Gene No. 


59343 


Strand 






Start 


3241 


End 


12884 




Name 


OJ000250_51 . 0211 . C3 . o2 . ts 


Method 


. TBLASTX: Soybean 




Start 


12104 


End 


12646 




GI 


none 


Score 


88 




Exons 


12104. .12310, 12413. .12505, 


12554. .12646 




Seq. No. 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No. 


59344 


Strand 


+ 




Start 


1 


End 


4842 




Name 


OJ000250_51 . 0211 .C5 . ol . np 


Method- 


AAT/NAP 




Start 


1 


End . 


4842 




GI 


4680203 


Score 


1343 




Exons 


1..76, 971. .2268, 4806. .4842 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No. 


59344 


Strand 


+ 




Start 


1 


End 


4842 




Name 


OJ000250 51.0211.C5.ol.gs 


Method 


GENSCAN 




Start 


1279 


End 


2115 




GI 


none 


Score 


.76 




Exons 


1279.. 1432, 1608.. 1780, 1915 


. .2115 







28614 




Seq. No. 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No. 


59345 


Strand 


+ 




Start 


5321 


End 


5557 




Name 


OJ000250 51.0211.C5.o2.np 


Method 


AAT/NAP 




Start 


4889 


End 


5434 




GI 


6539585 


Score 


277 




Exons 


4889.. 5062, 5361. .5434 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28733 


Seq. ID 


OJ000250 51.0211 


. C5 


Gene No. 


59345 


Strand 


+ ~ 




Start 


5321 


End 


5557 




Name 


OJ000250 51.0211.C5.o2.gs 


Method 


GENSCAN 




Start 


5321 


End 


5557 




GI 


none 


Score 


.48 




Exons 


5321. .5557 








Seq. No. 


28733 


Seq. ID 


OJ000250 51.0211 


.C5 


Gene No . 


59346 


Strand 


+ 




Start 


6337 


End 


15857 




Name 


OJ000250 51.0211.C5.o3.np 


Method 


AAT/NAP 




Start 


6328 


End 


10619 




GI 


6907089 


Score 


1059 




Exons 


6328.. 7330, 7361.. 7611, 10222 


. .10619 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Qprr Mr) 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No. 


59346 


Strand 


+ . 




Start 


6337 


End 


15857 




Name 


OJ000250 51.0211.C5.o3.gs 


Method 


GENSCAN 




Start 


6337 


End 


8258 




GI 


none 


Score 


.58 




Exons 


6337.. 6642, 6688.. 6760, 6869. 


.7360, 7516. .7619, 7719. .8258 


Seq. No. 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No. 


59346 


Strand 


+ 




Start 


6337 


End 


15857 




Name 


OJ000250 51.0211.C5.o4.np 


Method 


AAT/NAP 




Start 


9012 


End 


15857 




GI 


5852180 


Score 


683 




Exons 


9012.. 9059, 10053. .10170, 10222 10635, 


11333. .11505, 






15819. .15857 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No 


59347 


Strand 






Start 


8413 


End 


12491 




Name 


OJ000250 51.0211.C5.o4.gs 


Method 


GENSCAN 




Start 


8413 


End 


12491 




GI 


none 


Score 


.65 




Exons 


8413.. 8479, 9549.-9568, 9759. 


.9815, 10075. .10197/ 10380 


. .10918, 




12266.. 12491 








Seq. No. 


28733 


Seq. ID 


OJ000250_51.0211 


.C5 


Gene No. 


59347 


Strand 






Start 


8413 ■ 


End 


12491 





28615 




Name OJ000250_51 . 0211 .C5,. ol . gp Method AAT/GAP 

Start 8920 End . 9293 

GI uC-osflcyp033a04bl Score 533 

Exons 8920.. 9293 

GI Descrip. 1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

Seq. No. 28733 Seq.' ID OJ000250_51 . 0211 . C5 

Gene No. 59348 Strand 



Start 


13476 






End 


15857 


Name 


OJ000250 51. 


0211. 


C5.o2. tw 


Method 


TBLASTX: Wheat 


Start 


1321 






End 


1664 


GI 


'none 






Score 


79 


Exons 


1321. .1452, 


1349. 


.1414, 1363. 


.1518, 1412. .1528, 1489. .1659, 




1505. .1660, 


1506. 


.1664, 1525. 


.1662 




Seq. No. 


28733 






Seq. ID 


OJ000250_51.0211.C5 


Gene No. . 


59348 






Strand 




Start 


13476 






End 


15857 


Name 


OJ000250 51. 


0211. 


C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1595 






End 


2019 


GI 


none 






Score 


99 


Exons 


1595. .1666, 


1724. 


.1897, 1774. 


.1890, 1903.. 2019, 1912.. 2001 


Sea No . 


28733 






Seq. ID 


OJ000250_51.0211.C5 


Gene No. 


59348 






Strand 




Start 


13476 * 






End 


15857 


Name 


OJ000250 51. 


0211. 


C5.ol.tc ' 


Method 


TBLASTX: Cress 


Start 


1760 






End 


2100 


GI 


none 






Score 


116 


Exons 


1760. .1900, 


1852. 


.1899, 1897. 


.2100, 1950.. 2096 


Seq. No. 


28733 






Seq. ID 


OJ000250_51.0211.C5 


Gene No. 


59348 






Strand 




Start 


13476 






End 


15857 


Name 


OJ000250 51. 


0211. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1760 






End 


2147 


GI 


none 






. Score 


66 


Exons 


1760. .1849, 


1896. 


.2147, 1897. 


.2139 




Seq. No. 


28733 






Seq. ID 


OJ000250_51.0211.C5 


Gene No. 


59348 






Strand 




Start 


i n AH c 
1 J4 / o 






End 


15857 


Name 


OJ000250 51. 


0211. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1885 






End 


2229 


GI 


none 






Score 


154 


Exons 


1885. .2088, 


1899. 


.2162, 1899. 


.2201, 1900.. 2229, 1916.. 2221 


Seq. No. 


28733 






Seq. ID 


OJ000250_51.0211.C5 


Gene No. 


59348 






Strand 




Start 


13476 






End 


15857 


Name 


OJ000250 51. 


0211. 


C5 . o5 . gs 


Method 


GEN SCAN 


Start 


13476 






End 


15143 


GI 


none 






Score 


.63 


Exons 


13476. .13631 


, 13740. .14416, 14588. .15143 


Seq. No. 


28733 






Seq. ID 


OJ000250_51 . 0211 . C5 



28616 



Gene No. 59348 . Strand 

Start 13476 End 15857 

Name OJ000250_51.0211.C5.o5.np Method AAT/NAP 

Start 13793 End 15857 

GI 161752 Score 98 

Exons 13793. .13895, 14163 . . 14241, 

14780. .14891, 15830.. 15857 
GI Descrip. (L03710) cnjB [Tetrahymena thermophila] gi | 7374 94 | prf || 1922371A 

cnjB gene [Tetrahymena thermophila] 



14387. .14462, 14 4 96 .. 14 632, 



Seq. No. 28733 Seq. ID OJ000250_51 . 0211 . C5 

Gene No. 59348 Strand 

Start 13476 End 15857 

Name OJ000250_51 . 0211 .C5 . 06 . np Method AAT/NAP 

Start 13797 End 15460 

GI 729704 Score 95 

Exons 13797. .13903, 14159 14241, 144 84 .. 14540, 147 63 .. 14858 , 

15428. .15460 

GI Descrip. DNA-BINDING PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 

gi| 1078700 |pir| IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



Seq. No. 28734 . . f Seq. ID 

Gene No. 59349 v ' ' - Strand 

Start 383 End 

Name OJ000250_51.0211.C6.ol.gs Method 

Start 383 End 

GI none Score 

Exons 383.. 655 



OJ000250_51.0211.C6 
+ 

655 

GENSCAN 

655 

.59 



Seq. No. 


28734 




Seq. ID 


OJ000250_51.0211.C6 


Gene No. 


59350 




Strand 


+ 


Start 


1676 




End 


3455 


Name 


OJ000250 51.0211.C6.ol 


.np 


Method 


AAT/NAP 


Start 


1676 




End 


3455 


GI 


5852180 




Score 


564 


Exons 


1676.. 1728, 2698. .2816 


, 2868. 


.3455 




GI Descrip. 


(AL117265) zhb00010.1 


[Oryza 


sativa] 




Seq. No. 


28734 




Seq. ID 


OJ000250_51.0211.C6 


Gene No. 


59351 




Strand 




Start 


1578 




End 


1959 


Name 


OJ000250 51.0211.C6.ol 


.gp 


Method 


AAT/GAP 


Start 


1578 




End 


1959 


GI 


uC-osflcyp033a04bl 




Score 


695 


Exons 


1578. .1959 








GI Descrip. 


'6016845/dbj IAP000570. 


1IAP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28734 Seq. ID 

59352 Strand 

2388 End 

OJ000250_51 . 0211 .C6 . o2 . gs Method 

2388 End 

none Score 

2388.. 2473, 2790.. 2931, 3023.. 3262 



OJ000250_51.0211.C6 

3262 
GENSCAN 
3262 
.65 



28617 




Seq. No. 


28735 


Qc*ci TO 


OJ000250 


51 0211 


. C7 


Gene No. 


59353 


Strand 


+ . 






Start 


610 


End 


1383 






Name 


OJ000250 51.0211.C7.ol.gs 


Method 


GENSCAN 






Start 


610 


End 


1383 






GI 


none 


Score 


.81 






Exons 


610. .1383 










Seq. No. 


28735 


Seq. ID 


OJ000250_ 


51.0211 


.C7 


Gene No . 


59354 


Strand 


+ 






Start 


4618 


End 


5150 






Name 


OJ000250 51.0211.C7.o3.np 


Method 


AAT/NAP 






Start 


4618 


. End 


5150 






GI 


6539585 


Score 


230 






Exons 


4618. .4772, 5071. .5150 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28735 


Seq. ID 


OJ000250_ 


51.0211 


.C7 


Gene No. 


59355 


Strand 


+ 






Start 


9663 


End 


11839 






Name 


OJ000250 51.0211.C7.o6.np 


Method 


AAT/NAP 






Start 


9663 


End 


11839 






GI 


6721512 


Score 


51 






Exons 


9663. .9722, 11712. .11839 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28735 


Seq. ID 


OJ000250 


51.0211 


.C7 


Gene No. 


59355 


Strand 


+ 






Start 


9663 


End 


11839 






Name 


OJ000250 51.0211.C7.o4.np 


Method 


AAT/NAP 






Start 


11270 


End 


11400 






GI 


5922620 


Score 


166 






Exons 


11270. .11400 










GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514 ) 






corresponds to a region of the predicted gene.; 


hypothetica 




protein [Oryza sativa] 










Seq. No. 


28735 


Seq. ID 


OJ000250 


51.0211 


.C7 


Gene No . 


59356 


Strand 


+ 






Start 


14542 


End 


21019 






Name 


OJ000250 51.0211.C7.o3.gs 


Method 


GENSCAN 






Start 


14542 . 


End 


20458 






GI 


none 


Score 


.93 






Exons 


14542. .14601, 15731. .15811, 


16449. .17039, 19041. 


.19277, 






19573. .19715, 20143 .. 20233, 


20318. .20458 






Seq. No. 


28735 


Seq. ID 


OJ000250_ 


51.0211 


.C7 


Gene No. 


59356 


Strand 


+ 






Start 


14542 


End 


21019 






Name 


OJ000250 51.0211.C7.o7.np 


Method 


AAT/NAP 






Start 


16498 


End 


21019 






GI 


4193320 


Score 


2109 






Exons 


16498. .17039, 19041 .. 19481, 


19573. .19715, 20143. 


.20233, 





20318. .20452, 20999.. 21019 



28618 



GI Descrip. 


(AF045473) 


Seq. No. 


28735 


Gene No. 


59357 


Start 


857 


Name 


OJ000250 51 


Start 


857 




5042454 


Exons 


857. .876/' 1 




3911. .4418, 


GI Descrip. 


(AC007789) 


Seq. No. 


28735 


Gene No. 


59357 


Start 


857 


Name 


OJ000250 51 


Start 


2070 


GI 


6498441 


Exons 


2070. .2351, 


GI Descrip. 


(AP000815) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 9799 

Method AAT/NAP 

End 5202 

Score . 8 65 

129, 2774.. 3029, 3204.. 3777, 
.5202 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_51.0211.C7 

9799 
AAT/NAP 
7779 
1758 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



28735 
59357 
857 

OJ000250_51 . 0211 . C7 . o2 . gs 

2262 

none 



•OJ000250 51. 0211. C7 



Seq. ID _ 
Strand 

End 9799 
Method GENS CAN 
End 9799 
Score .44 

2262. .2924, 2943. .3524, 3570. .4434, 5554. .5590, 7061. .7477, 
7568. .7681, 9745. .9799 



28735 
59358 
11540 

OJ000250_51.0211.C7.o2.tw 

2079 

none 



OJ000250 51. 0211. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2079. .2204, 2235. .2687, 2446. .2688, 2455.-2538, 2578. .2643, 
2639.. 2677 



11625 

TBLASTX: Wheat 

2688 

69 



Seq. No. 28735 

Gene No. 59358 

Start 11540 

Name OJ000250_51. 0211 .C7.o4 .tm 

Start 2200 

GI none 

Exons 2200.. 2316, 2202.. 2465 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 11625 

Method TBLASTX : Mai ze 

End 24 65 

Score 79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28735 
59358 
11540 

OJ000250_51.0211.C7.o3.tw 

2695 

none 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 11625 

Method TBLASTX : Wheat 

End 3063' 

Score 142 



2695.. 2961, 2709.. 3062, 3007.. 3063 



28619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28735 
59358 
11540 

OJ000250_51 . 0211 . C7 . o3 . tm 

2877 

none 

2877. .3200, 2887. .3171 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 11625 

Method TBLASTX : Mai ze 

End 3200 

Score 187 



28735 
59358 
11540 

OJ000250_51 . 0211 . C7 . o5 .np 
11540 
6630699 
11540. .11625 

(AP000969) hypothetical protein [Oryza sativa] 
- gi| 6721536 |dbj |BAA89566.1| (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 11625 

Method- AAT/NAP 

End 11625 

Score 87 



28735 
59359 
16568 

OJ000250_51.0211.C7.ol.tm 
16568 
none 

16568. .17005, 16569.. 17006 

28735 
59359 
16568 

OJ000250_51.0211.C7.ol.ts 
16569 
none 

16569. .17036, 16574 16672, 16736 .. 17029, 19038 .. 1928 6, 
19040. .19285, 19051 .. 19287, 19068.. 19295 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 20233 

Method TBLASTX : Mai ze 

End - 17006 

Score 754 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 20233 

Method TBLASTX : Soybean 

End 19295 

Score 58 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28735 
59359 

16568 ♦ ~ 

OJ000250_51.0211.C7.ol.tc' 

16571 

none 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 20233 

Method TBLASTX : Cress 

End 20230 

Score 597 



16571. .16675, 16572 .. 17036, 16727 .. 17029, 19040 .. 19159, 
19068. .19481, 19112. .19480, 19192 .. 194 97 , 19572 .. 19691, 
19573. .19716, 20141.. 20230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



28735 
59359 
16568 

OJ000250_51.0211.C7.o2.tm 

19051 

none 



Seq. ID OJ000250_51.0211.C7 
Strand 

End 20233 

Method TBLASTX : Maize 

End 20233 

Score 606 



19051. .19098, 19068. .19481, 19091 .. 19480, 19572 .. 19688 , 
19573. .19716, 20141. .20233 



28735 
59359 



Seq. ID OJ000250_51.0211.C7 
Strand 



28620 



O L Ct i. L 




End 


20233 


Name 


OJ000250 51.0211.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


19242 . 


End 


19681 


GI 


none 


Score 


347 


Exons 


19242. .19481, 19255 19500, 


19316. .19480, 19556. .19681, 




19573. .19680 






Seq. No. 


28735 


Seq. ID 


OJ000250_51.0211.C7 


Hpnp Mr\ 

\JC11C IN u ■ 


j ? j j j 


Strand 




Start 


16568 


End 


20233 


Name 


OJ000250 51.0211.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


19295 


End 


19629 


GI 


none 


Score 


304 


Exons 


19295. .19480, 19296 19478, 


19573. .19629 


Seq. No. 


28735 


Seq. ID 


OJ000250_51.0211.C7 




59360 


Strand 




Start 


20315 


End 


20452 


Name 


OJ000250 51.0211.C7.o5.tm 


Method 


TBLASTX: Maize 


Start 


20315 


End 


20452 


GI 


none 


Score 


133 


Exons 


20315. .20452, 20316 .. 20429, 


20318. .20452 


Seq. No. 


28736 


Seq. ID 


OJ000250_51.0211.C8 


Gene No. 


59361 


Strand 


+ 


Start 


545 


End 


5469 


Name 


OJ000250 51.0211.C8.ol.np 


Method 


AAT/NAP 


Start 


545 


End 


3882 


GI 


5441880 


Score 


2672 


Exons 


545.-2456, 2533.. 2791, 3036. 


.3133, 3380. .3532, 3648. .3882 


GI Descrip. 


(AP000367) EST C28952 (C62945) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA protein 




(AC003981) [Oryza sativa] 






Seq. No. 


28736 


Seq. ID 


OJ000250_51.0211.C8 . 


Gene No. 


59361 


Strand 


+ 


Start 


545 


End 


5469 


Name 


OJ000250 51.0211.C8.ol.gs 


Method 


GENSCAN 


Start 


586 


End 


5469 


GI 


none 


Score 


.67 


Exons 


.586. .1148, 1750. .2065, 2158. 


.2308, 2380.. 2456, 2585.. 2791, 




2884.. 3004, 3036.. 3133, 3224 


..3307, 3399.. 3532, 3596.. 3643, 




3648. .3780, 4574. .4732, 4799 


..4876, 5329. .5469 


Seq. No. 


28736 


Seq. ID 


OJ000250_51.0211.C8 


Gene No. 


59361 


Strand 


+ 


Start 


545 


End 


5469 


Name 


OJ000250 51.0211.C8.ol.gp 


Method 


AAT/GAP 


Start 


1148 


End 


1630 


GI 


5701669 


Score 


408 


Exons 


1148. .1383, 1604. .1630 






GI Descrip. 


5441880/dbj | BAA82378.il 5.0e 


-75 (AP000367) EST C28 952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 



28736 
59361 



Seq. ID OJ000250_51.0211.C8 
Strand + 



28621 



• 

Start 545 

Name OJ000250_51 . 0211 . C8 . o2 . gp 

Start 2284 

GI LIB3475-007-P1-K1-G8 
Exons 2284..24S6, 2533.-2783 

GI Descrip. • 5441880/dbj | BAA82378 . 1 1 5 
corresponds to a region of 
transposon MuDR mudrA prot 

Seq. No. 28736 

Gene No. 59362 

Start 7260 

Name OJ000250_51 . 0211 . C8 . o2 . gs 

Start 7260 

GI none 

Exons 7260.. 7267, 7578.. 7701 




End 54 69 

Method AAT/GAP 

End 2783 

Score 7 65 

.Oe-75 (AP000367) EST C28952 (C62945 ) 
the predicted gene.; Similar to maize 
ein- (AC003981) [Oryza sativa] ' 

Seq. ID OJ000250_51.0211.C8 

Strand + 

End 7701 

Method GENSCAN 

End 7701 

Score .66 



Seq. No. 


28736 




Seq. ID 


OJ000250 


Gene No. 


59363 




Strand 




Start 


6896 




End 


9586 


Name 


OJ000250 51 


.0211.C8.o2.np 


Method 


AAT/NAP 


Start 


6896 




End 


9586 


GI 


6498436 




Score 


93 


Exons 


6896. .6949, 


8101.. 8330, 9551 


.9586 




GI Descrip. 


(AP000815) 


hypothetical protein ' [Oryza 


sativa] 


Seq. No. 


28737 




Seq. ID 


OJ000250 


Gene No. 


59364 




Strand 




Start 


1 




End 


1567 


Name 


OJ000250 51 


.0211.C9.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1567 


GI . 


1778149 




Score 


467 


Exons 


1..224, 711 


..801, 902.. 1054, 


1146. .1273, 1494.. 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



(U66404) phosphate /phosphoenolpyruvate translocator precursor 
[Zea mays] 



Seq. ID OJ000250_51.0211.C9 
Strand 

End 1567 

Method TBLASTX: Cress 

End 1271 

Score 65 



28737 
59364 
1 

OJ000250_51.0211.C9.ol.tc 
715 
none 

715. .798, 716. .799, 902. .1057, 903. .1058, 918. .1058, 928. .1059, 
947. .1153, 1095. .1271, 1146. .1271 



28737 
59364 
1 

OJ000250_51.0211.C9.ol.ts 

715 

none 



Seq. ID OJ000250_51.0211.C9 
Strand 

End 1567 

Method TBLASTX : Soybean 

End 1196 

Score 99 



715. .804, 716. .802, 902. .1054, 903. .1055, 1095. .1196 



28737 
59364 
1 

OJ000250 51.0211.C9.ol.tm 



Seq. ID OJ000250_51.0211.C9 
Strand 

End 1567 

Method TBLASTX : Mai ze 



28622 



Start 
GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



715 End 1272 

none Score 109 

715. .804, 716. .802, 899. .1057, 903. .1055, 906. .1067, 907. .1056, 
1095. .1271, 1146. .1271, 1150. .1272 



28737 
59364 
1 

OJ000250_51.0211.C9.ol.tw 

718 

none 



Seq. ID OJ000250_51.0211.C9 
Strand 

End 1567 

Method ' TBLASTX : Wheat 

End 1301 

Score 51 



718. .786, 719. .787, 902. .1048, 903. .1049, 1161. .1301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J Seq. No, 

3 Gene No. 

h Start 

is Name 

t Start 

=jj GI 

L? Exons 



28737 
59364 
1 

OJ000250_51.0211.C9.ol.gp 

726 

LIB3431-016-P1-K1-H1 



Seq. ID OJ000250_51.0211.C9 
Strand 

End 1567 

Method AAT/GAP 

End 1268 

Score 651 



726. .801, 902. .1054, 1146. .1268 

»5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



28737 
59364 
1 

OJ000250_51.0211.C9.ol.gs 

902 

none 

902.. 1054, 1146.. 1268 



Seq. ID OJ000250_51.0211.C9 
Strand 

End 1567 

Method GENSCAN 

End 1268 

Score . 97 



Seq. No. 


28738 


Seq. ID 


OJ000250_51. 0211. C10 


Gene No. 


59365 


Strand 


+ 


Start 


3298 


End 


4366 


Name 


OJ000250 51.0211.C10.o2.gs 


Method 


GENSCAN 


Start 


3298 


End 


4366 


GI 


none 


Score 


.67 


Exons 


3298.. 3538, 3926. .4006, 4149. 


.4366 




Seq. No. 


28738 


Seq. ID 


OJ000250_51. 0211. C10 


Gene No. 


59366 


Strand 




Start 


574 


End 


2691 


Name 


OJ000250 51,0211. C10. ol.np 


Method 


AAT/NAP 


Start 


574 


End 


960 


GI 


1778149 


Score 


162 


Exons 


S74..864, 906. .960 






GI Descrip. 


(U66404 ) phosphate/phosphoenolpyruvate 


translocator precursor 



[Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28738 
59366 
574 

OJ000250 

583 

none 

583. .963 



51-0211. C10. ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_51. 0211. C10 

2691 
GENSCAN 
963 
.85 



28623 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28738 
59366 
574 

OJ000250_51 . 0211 . CIO . o2 , 
636 

1947160 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_51. 0211. CIO 

2691 
AAT/NAP 
2691 
114 



636.-859, 944. .1163, 2564. .2691 

(AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 



28739 Seq. ID 

59367 Strand 

289 End 
OJ000250_51 . 0211 . Cll . ol . gs Method 

289 End 

none Score 
289. .870 



OJ000250_51. 0211. Cll 
+ 

1396- 
GENSCAN 
870 
.85 



Seq. No. 28739 Seq. ID OJ000250_51 . 0211 . Cll 

Gene No. 59367 Strand + 

Start 289 End 1396 

Name OJ000250_51 . 0211 . Cll . ol . np Method AAT/NAP 

Start 328 End 1396 

GI 6539555 Score 883 

Exons 328.. 1006, 1085.. 1396 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) ,[Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 


28739 




Seq. ID 


OJ000250_51 


.0211. Cll 


Gene No. 


59368 




Strand 






Start 


1412 




End 


1937 




Name 


OJ000250 51. 0211. Cll. o2 


.gs 


Method 


GENSCAN 




Start 


1412 




End 


1937 




GI 


none 




Score 


.58 




Exons 


1412. .1421, 1798. .1937 










Seq. No. 


28740 




Seq. ID 


OJ000250_51 


.0211. C12 


Gene No. 


59369 




Strand 


+ 




Start 


625 




End 


845 




Name 


OJ000250 51.0211.C12.ol 


• gp 


Method 


AAT/GAP 




Start 


625 




End 


845 




GI 


7406 1.R1084 




Score 


201 




Exons 


625.-793, 817. .845 










GI Descrip. 


' 1122315/emb | CAA63901 | 


7.0e- 


10 (X94191 


i heat shock 


protein 




[Pennisetum glaucum] 1 










Seq. No. 


28741 




Seq. ID 


OJ000250_51 


.0211.C13 


Gene No. 


59370 




Strand 


+ 




Start 


632 




End 


857 




Name 


OJ000250 51.0211.C13.ol 


.gs 


Method 


GENSCAN 




Start ' 


632 




End 


857 




GI 


none 




Score 


.95 




Exons 


632. .857 










Seq. No. 


28741 




Seq. ID 


OJ000250_51 


.0211. C13 



28624 



Gene No. 59371 Strand 

Start 717 End 863 

Name OJ000250_51 . 0211 .C13.ol . gp Method AAT/GAP 

Start 717 End 863 

GI 1881_1.R1084 Score 250 

Exons 717 . .863 

GI Descrip. 1 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana]' 



Seq. No. 28742 Seq. ID 

Gene No. 59372 Strand 

Start 1410 End 

Name OJ000250_51 . 0211 .C14 . ol . gp Method 

Start 1410 End 

GI 1881_2.R1084 Score 

Exons 1410.. 1464, 1963.. 2061, 2163.. 2215, 2393.. 2466, 2556.. 2811 

GI Descrip. 1 2832681/emb | CAA16781 . 1 1 3.0e-49 (AL021712) putative protein 
[Arabidopsis thaliana] ' 



OJ000250_51.0211.C14 
+ 

2811 
AAT/GAP 
2811 
842 



oeq. NO. 


907/19 






Seq. ID 


OJ000250 51.0211.C14 


Gene No. 


59372 






Strand 


+ 


Start 


1410 






End 


2811 


Name 


OJ000250 51 


.0211. 


C14 .ol.np 


Method 


AAT/NAP 


Start 


1410 






End 


2511 


GI 


2832681 






Score 


364 


Exons 


1410. .1464, 


1963. 


.2061, 2163 


..2215, 2393. .2511 


GI Descrip. 


(AL021712) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28742 






Seq. ID 


OJ000250_51.0211.C14 


Gene No. 


59373 






Strand 


+ 


Start 


7180 






End 


7299 


Name 


OJ000250 51 


.0211. 


C14.o3.np 


Method 


AAT/NAP 


Start 


7180 






End 


7299 


GI 


5042462 






Score 


92 


Exons 


7180. .7299 










GI Descrip. 


(AC007789) 


putative negatively light-regulated protein [Oryza 




sativa] 










Seq. No. 


28742 






Seq. ID 


OJ000250_51.0211.C14 


Gene No. 


59374 






Strand 




Start 


3624 






End 


9792 


Name 


OJ000250 51 


.0211. 


C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1409 






End 


2605 


GI 


none 






Score 


83 


Exons 


1409. .1462, 


1411. 


.1473, 1411 


..1464, 1962. .2066, 1964. .2056, 




2155. .2214, 


2162. 


.2215, 2166 


..2216, 2167. .2220, 2381. .2467, 




2391. .2480, 


2391. 


.2468, 2392 


..2472, 2554. .2595, 2576. .2605 


Seq. No. 


28742 






Seq. ID 


OJ000250_51.0211.C14 


Gene No. 


59374 






Strand 




Start 


3624 






End 


9792. 


Name 


OJ000250 51 


.0211. 


C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


1415 






End 


2607 


GI 


none 






Score 


88 



28625 



4. 




Exons 


1415. .1465, 


1416. 


.1463, 


1417. 


.1464, 1962. .2066, 


1964. .2059, 




2155. .2214, 


2162. 


.2215, 


2167. 


.2220, 2359.. 2454, 


. 2359. .2466, 




2381. .2467, 


2396. 


.2470, 


2552. 


.2602, 2554.. 2607 ' ; 




Seq. No. 


28742 








Seq. ID 


OJ000250 


_51.0211.C14 


Gene No. 


59374 








Strand 






Start 


3624 








End 


9792 




Name 


OJ000250 51 


.0211. 


C14.ol. 


tc , 


Method 


TBLASTX: 


Cress 


Start 


1419 








End 


2470 




GI 


none 








Score 


81 




Exons 


1419. .1463, 


1948. 


.2058, 


1962. 


.2066, 1964.. 2056, 


2155. .2214, 




2162. .2215, 


2170. 


.2220, 


2359. 


.2466, 2392.. 2463, 


2393. .2470 


Seq. No. 


28742 








Seq. ID 


OJ000250 


_51.0211.C14 


Gene No . 


59374 








Strand 






Start 


3624 








End 


9792 




Name 


OJ000250 51 


.0211. 


C14.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3621 








End 


4195 




GI 


none 








Score 


132 




Exons 


3621. .3731, 


3732. 


.3815, 


3916. 


.4194, 3964. .4194, 


3965. .4195 


Seq. No. 


28742 








Seq. ID 


OJ000250 


_51.0211.C14 


Gene No. 


59374 








Strand 






Start 


3624 








End 


9792 




Name 


OJ000250 51 


.0211. 


C14.o2. 


np 


Method 


AAT/NAP 




Start 


3624 








End 


8286 




GI 


6069646 








Score 


466 




Exons 


3624. .4449, 


8259. 


.8286 










GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 28742 Seq. ID 

Gene No. 59374 Strand 

Start 3624 End 

Name OJ000250_51 . 0211 .C14 . o2 . tw Method 

Start 3747 End 

GI none Score 

Exons 3747.. 3821, 3886.. 4089 



OJ000250_51.0211.C14 
9792 

TBLASTX: Wheat 

4089 

163 



Seq. No. 28742 Seq. ID 

Gene No. 59374 Strand 

Start 3624 End 

Name OJ000250_51 . 02 1 1 . C14 . o3 . tm Method 

Start 4198 End 

GI none Score 

Exons 4198.. 4473, 4229.. 4450 



OJ000250_51.0211.C14 
9792 

TBLASTX: Maize 

4473 

88 



Seq. No. 28742 Seq. ID 

Gene No. 59374 Strand 

Start 3624 End 

Name OJ000250_51 . 0211 . C14 . o2 . gs Method 

Start 7566 End 

GI none Score 
Exons 



OJ000250_51.0211.C14 

9792 
GENSCAN 
9792 
.71 



7566. .7755, 9111. .9225, 9251. .9391, 9780. .9792 



28626 



Seq. No. 28743 

Gene No. 59375 

Start 1 

Name OJ000250_51 . 0211 . C15 . ol . gp 

Start 1 

GI LIB3475-004-P1-K2-H7 

Exons , 1..28, 169.. 240 

GI Descrip. '1778149 4.0e-33 (U66404) phosphate/phosphoenolpyruvate 
translocator precursor [Zea mays] 1 



Seq. ID OJ000250_51.0211.C15 

Strand + 

End 1913 

Method AAT/GAP 

End 240 

Score 168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28743 
59375 
1 

OJ000250_51.0211.C15.ol.np 
1 

1778147 



Seq. ID OJ000250_51.0211.C15 

Strand + 

End 1913 

Method AAT/NAP 

End 1913 

Score 217 



1...28, 169. .288, 413. .497, 1894. .1913 

(U66403) phosphate/phosphoenolpyruvate translocator precursor 
[Zea mays] 



28743 
59375 
1 

OJ000250_51.0211.C15'.ol.tm 

162 ; ' : 
none 



Seq. ID OJ000250_51.0211.C15 

Strand + 

End 1913 

Method TBLASTX: Maize 

End 4 90 

Score 124 



162. .287, 163. .297, 168. .287, 412. .483, 413. .490, 413. .484 



28743 
59375 
1 

OJ000250_51.0211.C15.ol.tc 

163 

none 



Seq. ID OJ000250_51.0211.C15 

Strand + 

End 1913 

Method TBLASTX: Cress 

End 4 90 

Score 148 



163. .303, 166. .270, 168. .287, 173. .289, 412. .483, 413. .490 



Seq. No. 28743 

Gene No. 59375 

Start 1 

Name OJ000250_51 . 0211 . C15 . ol . ts 

Start 175 

GI none 
Exons 



Seq. ID OJ000250_51.0211.C15 

Strand + 

End 1913 

Method TBLASTX : Soybean 

End 4 90 

Score 145 



175. .303, 177. .287, 178. .288, 412. .483, 413. .490 



Seq. No. 28743 

Gene No. 59375 

Start 1 

Name OJ000250_51.0211.C15.o2.gp 

Start . 396 

GI 23641_1.R1084 

Exons 396.. 4 97 

GI Descrip. '1778147 3.0e-36 (U66403) phosphate/phosphoenolpyruvate 
translocator precursor [Zea mays] ' 



Seq. No. 
Gene No. 



Seq. ID OJ000250_51.0211.C15 

Strand + 

End 1913 

Method AAT/GAP 

End 4 97 

Score 113 



28744 
59376 



Seq. ID OJ000250_51.0211.C16 
Strand + 



28627 




Start 


174 




End 


1219 




Name 


OJ000250 51.0211.C16.ol. 


gs 


Method 


GENSCAN 




Start 


174 




End . 


955 




GI 


none 




Score 


.6 




Exons 


174. .343, 658. .787, 879. 


.955 








Seq. No. 


28744 




Seq. ID 


OJ000250_51. 


0211. C16 


Gene No. 


59376 




Strand 


+ 




Start 


174 




End 


1219 ' 




Name 


OJ000250 51.0211.C16.ol. 


np 


Method 


AAT/NAP 




Start 


581 




End 


952 




GI 


1778149 




Score 


271 




Exons 


581.. 787, 879. .952 










GI Descrip. 


(U66404 ) phosphate/phosphoenolpyruvate 


translocator 


precursor 




[Zea mays] 










Seq. No. 


28744 




Seq. ID 


OJ000250_51. 


0211. C16 


Gene No. 


59376 




Strand 


+ 




Start 


174 




End 


1219 




Name 


OJ000250 51.0211.C16.ol. 


gp 


Method 


AAT/GAP 




Start 


658 




End 


1219 




GI 


23641 1.R1084 




Score 


895 




Exons 


658. .787, 879. .1219 











GI Descrip. •1778147 3.0e-36 (U66403) phosphate/phosphoenolpyruvate 



translocator precursor [Zea mays] ' 



Seq. No. 


28744 






Seq. ID 


OJ000250_51.0211.C16 


Gene No. 


59377 






Strand 




Start 


1462 






End 


3635 


Name 


OJ000250 


51.0211.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


618 






End 


960 


GI 


none 






Score 


64 


Exons 


618. .764, 


655.. 789, 657 


. .791, 


877. .960 


, 878. .919 


Seq. No. 


28744 






Seq. ID 


OJ000250_51.0211.C16 


Gene No. 


59377 ' 






Strand 




Start 


1462 






End 


3635 


Name 


OJ000250 


51.0211.C16.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


655 






End 


951 


GI 


none 






Score 


195 


Exons 


655. .789, 


655.. 789, 657 


. .791, 


877. .951 


, 878. .919 


Seq. No. 


28744 






Seq. ID 


OJ000250_51.0211.C16 


Gene No. 


59377 






Strand 




Start 


1462 






End 


3635 


Name 


OJ000250 


51.0211.C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


655 






End 


984 


GI 


none 






Score 


212 


Exons 


655. .789, 


655.. 789, 875 


. .919, 


877. .984 


, 877. .951, 882. .983 


Seq. No. 


28744 






Seq. ID 


OJ000250_51.0211.C16 


Gene No. 


59377 






Strand 




Start 


1462 






End 


3635 


Name 


OJ000250 


51-.0211.C16.o2 


.np 


Method 


AAT/NAP 


Start 


1462 






End 


3635 


GI 


6466937 






Score 


668 


Exons 


1462.. 1577, 2607.. 3635 









28628 




GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


28744 








Seq. ID 


OJ000250_51 . 0211 .C16 


Gene No. 


59377 








Strand 




Start 


1462 








End 


3635 


Name 


OJ000250 51 


.0211 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2564 








End 


3172 


GI 


none 








Score 


43 


Exons . 


^ J Oft . . Z / *i J , 


9 6m 


979fi 


977 R 


.3032, 2777. .3172, 2810. .3133 


Seq. No. 


28744 








Qprr TO 


OJ000250 51 0211 P16 


Gene No. 


59377 












Start 


1462 










JO JJ 


Name 


OJ000250 51 


.0211 


.C16.o2 


. gs 


ClKi L.11UU 




Start 


2642 












GI 


none 








Score 


. 4 J 


Exons 


9649 7f)fi8 
^04^ . . jVJ OO , 












Seq. No. 


28744 










rvrnnn9^n m 091 i pi f, 


Gene No. 


59377 








oiianu 




Start 


1462 








EjIKJ. 


jDjj 


Name 


OJ000250 51 


.0211 


.C16.ol 


.tw 


netnou 


TRT flCTY • TA?Hoa+- 

i oixrto i a . wnea u 


Start 


2763 . 








ill 1 Id 


"31 1 R 
Jll J 


GI 


none 








Score 


1AA 


Exons 


£. f Dj . . JUjZ, 


0777 
£.111 


Ol 1 c 


ZoZo . 


.3112 




Seq. No. 


28744 








Qorr TPl 




Gene No. 


59377 








C +- v-^nH 
OtiallU 




Start 


1462 








£jnQ. 


jDjj 


Name 


OJ000250 51 


.0211 


.C16.o2 


.tw 




T RT Z\ Q TY • TaTK o a +■ 
1 D-Lirto 1 A . l/Vncdt 


Start 


3179 










JJDJ 


GI 


none 








Score 


7 R 
/ j 


Exons 


"31 7 Q ^RfiR 
j J. / :? . . jjDJ; 


ft n 


£9 








Seq. No. 


28744 








Seq. ID 


OJ000250_51.0211.C16 


Gene No. 


59377 








Strand 




Start 


1462 








End 


3635 


Name 


OJ000250 51 


.0211 


.C16.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


3188 








End 


3634 


GI 


none 








Score 


195 


Exons 


3188. .3634, 


3234 


. .3629 








Seq. No. 


28744 








Seq. ID 


OJ000250_51.0211.C16 


Gene No. 


59377 








Strand 




Start 


1462 








End 


3635 


Name 


OJ000250 51 


.0211 


.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3287 








End 


3556 


GI 


none 








Score 


37 


Exons 


3287. .3337, 


3288 


. .3329, 


3323. 


.3400, 3326.-3379, 3410.. 3556, 




3414. .3470 












Seq. No. 


28745 








. Seq. ID 


OJ000250_51.0211.C17 


Gene No. 


59378 








Strand 




Start 


1 








End 


4116 


Name 


OJ000250 51 


.0211 


.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


4013 



28629 



GI 


6466937 




Score 


1173 


Exons 


1..2377, 2863. .2930, 


3777. . 


4013 




GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops. 




thaliana] 








Seq. No. 


28745 




Seq. ID 


OJ000250_51.0211.C17 


Gene No. 


59378 




Strand 




Start 


1 




End 


4116 


Na.ru e 




. o2 . np 


Method 


AAT/NAP 


Start 


1 




■End 


4045 


GI 


6466937 




Score 


1170 


Exons 


1. .2377, .2863. .2930, 


3938. . 


4045 




GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


28745 




Seq. ID 


OJ000250_51.0211.C17 


{2&r* a Mo 


59378 




Strand 


- 


Start 


1 




End 


4116 


Name 


OJ000250 51.0211.C17 


.o2. tm 


Method 


TBLASTX: Maize 


Start 


5 








GI 


none 




Score 


45 


Exons 


5. .70, 12. .71, 77. .265, 78. 


.278, 268.. 


363 


Seq. No.. 


£ O / *i <J 




Seq. ID 


OJ000250_51.0211.C17 


OCT 11C Vi\J • 


•J 2? O f o 




Strand 


- 


Start 


1 




End 


4116 


Name 


OJ000250_51.0211.C17 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 






End 


A 1 1 
H x X O 


GI 


none 




Score 


96 


Exons 


5. .70, 68. .265, 78.. 


188, 87 


. .296> 101. 


.199, 268.-384, 4060. 


Seq. No. 


28745 




Seq. ID 


OJ000250_51.0211.C17 




59378 




Strand 


- 


Start 


1 




End 


4116 


Name 


OJ000250 51.0211.C17 


.ol . ts 


Method 


TBLASTX : Soybean 


Start 


92 




End 


H D J 


GI 


none 




Score 


95 * 


Exons 


92.. 265, 95.. 253, 99 


. .269, 


268. .453 




Seq. No. 


28745 




Seq. ID 


OJ000250_51.0211.C17 




59378 




Strand 




Start 


1 




End 


4116 


Name 


OJ000250 51.0211.C17 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


382 




End 


866 


GI 


none 




Score 


159 


Exons 


382.. 861, 388.. 825, 


413. .850, 567. .866 




Seq. No. 


28745 




Seq. ID 


OJ000250_51.0211.C17 


f!ono Mo 


59378 




Strand 




Start 


1 




End 


4116 


Name 


OJ000250 51.0211.C17 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


436 




End 


918 


GI 


none 




Score 


230 


Exons 


436. .918, 440. .880 








Seq. No. 


28745 




Seq. ID 


OJ000250_51.0211.C17 


Gene No. 


59378 




Strand 





4116 



28630 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
-Start * 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_51 . 0211 . C17 . ol . tc 

472 

none 

472. .789 

28745 
59378 
1 

OJ000250_51.0211.C17.o2.ts 

568 

none 

568. .882 

28745 
59378 
1 

OJ000250_51 . 0211 . C17 . o3 . tm 

1123 

none 



End 

Method 

End 

Score 



4116 

TBLASTX: Cress 

789 

185 



Seq. ID OJ000250_51.0211.C17 
Strand 

End 4116 

Method TBLASTX : Soybean 

End 882 

Score 222 



Seq. ID OJ000250_51.0211.C17 
Strand 

End 4116 

Method TBLASTX: Maize 

End 1740 

Score 124 



1123. .1215, 1306. .1380, 1423. .1539, 1618. .1740 



28745 
59378 
1 

OJ000250_51.0211.C17.o4.tm 

1915 

none 



Seq. ID OJ000250_51.0211.C17 
Strand 

End 4116 

Method TBLASTX : Mai ze 

End 2320 

Score 84 



1915.. 2175, 1919.. 2158, 2186. .2320, 2200.. 2319 



Seq. ID OJ000250_52.0214.C1 
Strand 

End 5520 

Method GENSCAN 

End 5520 

Score .58 

1217.. 1257, 1677. .1835, 3756.-3787, 4292.. 4386, 4693.. 4851, 
5455.. 5520 



28746 
59379 
1217 

OJ000250_52 . 0214 . CI . ol . gs 

1217 

none 



Seq. No. 28746 

Gene No. 59380 

Start 6827 

Name OJ000250_52 . 0214 . CI . o2 . gs 

Start 6827 

GI none 
Exons 



Seq. ID OJ000250_52.0214.C1 
Strand 

End 12231 

Method GENSCAN 

End 12231 

Score .79 

6827. .7397, 7642. .7844, 7908. .8009, 10788 .. 10929, 11143 11218, 
12072. .12231 



Seq. No. 28747 

Gene No. 59381 

Start 1 

Name OJ000250_52 . 0214 . C2 . ol . np 

Start 1 

GI 6503299 

Exons 1..14 68 

GI Descrip. (AC011713) Contains similarity to gb|U82481. KI domain 

interacting kinase 1 from Zea mays and contains PF 100069 



Seq. ID OJ000250_52.0214.C2 

Strand + 

End 1489 

Method AAT/NAP 

End 14 68 

Score 712 



28631 



Eukaryotic protein kinase domain. ESTs gb|H77140, gb|H76842 and 
gb|AI994303 come from this gene. [Arabi... 



Seq. No. 


28747 






Seq. ID 


OJ000250_52.0214 


.C2 


Gene No. 


59381 






Strand 


+ 




Start 


1 






End 


1489 




Name 


OJ000250 52. 0214. C2 


.ol. 


gs 


Method 


GENSCAN 




Start 


92 






End 


1489 




GI 


none 






Score 


1 




Exons 


92 . . 1489 












Seq. No. 


28747 






Seq. ID 


OJ000250_52. 0214 


.C2 


Gene No. 


59382 






Strand 


+ 




Start 


5823 






End 


9014 




Name 


OJ000250 52. 0214. C2 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


41 






End 


292 




GI 


none 






Score 


74 




Exons 


41.'. 106, 128. .292 












Seq. No. 


28747 






Seq. ID 


OJ000250_52.0214 


.C2 


Gene No. 


59382 






Strand 


+ 




Start 


5823 






End 


9014 




Name 


OJ000250 52. 0214. C2 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


"50 






End 


1330 




GI 


-none 






Score 


210 






50 292. 1016 1057 


, 1091. .1153, 1184. 


. 1330 




Seq. No. 


28747 






Seq. ID 


OJ000250_52.0214 


.C2 


Gene No. 


59382 






Strand 


+ 




Start 


5823 






End 


9014 




Name 


OJ000250 52. 0214. C2 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


53 






End 


289 




GI 


none 






Score 


188 




Exons 


53. .289 












Seq. No. 


28747 






Seq. ID 


OJ000250_52.0214 


.C2 


Gene No. 


59382 






Strand 


+ 




Start 


5823 






End 


9014 




Name 


OJ000250 52. 0214. C2 


.o2. 


tc 


Method 


TBLASTX :Cress 




Start- ' • 


53 






End 


1159 




GI 


none 






Score 


244 




Exons 


53.. 292, 1097.. 1159 












Seq. No. 


28747 






Seq. ID 


OJ000250_52.0214 


.C2 


Gene No. 


59382 






Strand 


+ 




Start 


5823 






End 


9014 




Name 


OJ000250 52. 0214. C2 


.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1003 






End 


1387 




GL 


none 






Score 


91 




Exons 


1003.. 1047, 1007.. 1069, 


1082. 


.1183, 1108. .1215, 1184. .1267 




1280. .1387 












Seq. No. 


28747 






Seq. ID 


OJ000250_52.0214 


.C2 


Gene No. 


59382 






Strand 


+ 




Start 


5823 






End 


9014 




Name 


OJ000250 52. 0214. C2 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1160 






End 


1396 





28632 




GI 


none 








Score 


291 




Exons 


1160. .1396, 


1162. 


.1221, 


1312 


. .1389 






Seq. No. 


28747 








Seq. ID 


OJ000250_ 


_52.0214.C2 














+ 




Start 


5823 








End 


9014 




Name 


OJ000250 52 


.0214. 


C2.o2. 


gs 


Method 


GENSCAN 




Start 


5823 








End 


8887 




GI 


none 








Score 


.43 




Exons 


5823. .6044, 


7213. 


.7498, 


8754 


. .8887 






Seq. No. 


28747 








Seq. ID 


OJ000250_ 


_52.0214.C2 


Gene No. 


59382 








Strand 


+ 




Start 


5823 








End 


9014 




Name 


\J\J \J \J \J £. *J \J *J 


. 0214 . 


C2.o2. 


np 


Method 


AAT/NAP 




Start 


6056 








End 


9014 




GI 


4539658 








Score 


64 




Exons 


6056. .6147, 


8980. 


.9014 










GI Descrip. 


(AF061282) 


serine 


carboxypeptidase-like protein 


[Sorghum 




bicolor] 














Seq. No. 


28748 








Seq. ID 


OJ000250_ 


_52.0214.C3 


UC11C LNVJ • 


J^JO J 








Strand 


- 




Start 


2847 








End 


3039 




Name * 


OJ000250 52 


.0214. 


C3.02; 


gs. . 


Method 


GENSCAN 




Start 


2847 






End 


3039 




GI 


none 








Score 


.47 




Exons 


2847. .3039 














Seq. No. • 


28749 








Seq. ID 


OJ000250_ 


_52.0214.C4 












Strand 






Start * 


26 








End 


101 




Name 


OJ000250 52 


.0214. 


C4.. pl . 


gs 


Method 


GENSCAN 




Start 


26 








End 


101 




GI 


none 








Score 


.71 




Exons 


26. .101 














Seq. No. 


28750 








Seq. ID 


OJ000250_ 


_52.0214.C6 


OC11C • 










Strand 


+ 




Start 


52 








End 


178 ■ 




Name 


OJ000250 52 


.0214. 


C6.0I. 


gs 


Method 


GENSCAN 




Start 


52 






End 


178 




GI 


none 








Score 


.91 




Exons 


52. .178 














Seq. No. 


28751 








Seq. ID 


OJ000250_ 


52. 0214. C8 


vj tr i it LN \J . 










Strand 


+ 




Start 


127 








End 


251 




Name 


OJ000250 52 


.0214. 


C8.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


91 








End 


251 




GI 


none 








Score 


122 




Exons 


91. .240; 92 


. .247, 


117. . 


251, 


118. .249, 


121. .177, 


127. .177 


Seq. No. 


•TV • 

28751 








Seq. ID 


OJ000250_ 


52. 0214. C8 


Gene No. 


59386 








Strand 


+ 




Start 


127 








End 


251 




Name 


OJ000250 52 


.0214. 


C8.0I. 


gs 


Method 


GENSCAN 





28633 




Start 


127 End 


216 


GI 


none Score 


.91 


Exons 


127. .216 




Seq. No. 


28752 Seq. ID 


OJ000250_52 . 0214 .C10 


Gene No. 


59387 Strand 


+ 






1 ^91 
1 D Z _L 


Name 


OJ000250 52.0214 .CIO. 61. np Method 


AAT/NAP 


-Start 


1 End 


1521 


GI 


4680186 Score 


376 


Exons 


1..44, 433. .484, 1321. .1521 




GI Descrip*. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


28752 Seq. ID 


OJ000250 52. 0214. C10 


Gene No. 


59388 Strand 


- 


Start 


1073 - End 


1454 


Name 


ujuuu^ijU . \jz.±H . Liu . oi . gp Lyiernoa 




Start 


1073 ™ End 


1454 


GI 


uC-osflcyp033a04bl Score 


679 


Exons 


1073. .1454 




GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


28753 Seq. ID 


OJ000250_52.0214.C14 


Gene No. 


59389 ■ Strand 


+ 


Start 


1 End 


95 


Name 


OJ000250 52.0214.C14.ol.np Method 


AAT/NAP 


Start 


1 End 


95 . 


GI 


6907087 Score 


109 


Exons 


1. .95 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 




region of the predicted gene.; hypothetical protein [Oryza 




sativa] 




Seq. No. 


28753 Seq. ID 


OJ000250_52.0214.C14 


Gene No. 


59390 Strand 




jLalL 


4 90 End 


650 


Name 


OJ000250 52.0214.C14.o2.np Method 


AAT/NAP 


Start 


4 90 End 


650 


GI 


4680186 Score 


110 


Exons 


490. .650 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


28754 Seq. ID 


OJ000250_52.0214.C16 


Gene No. 


59391 Strand 




Start 


13 End 


573 


Name 


OJ000250 52.0214.C16.ol.gs Method 


GENSCAN 


Start 


13 End 


573 


GI 


none Score 


. 66 


Exons 


13. .573 




Seq. No. 


28755 Seq. ID 


OJ000250_52.0214.C18 


Gene No. 


59392 Strand 


+ 


Start 


376 End 


3011 


Name 


OJ000250 52.0214.C18.ol.gs Method 


GENSCAN 


Start 


37 6 End 


3011 


GI 


none Score 


.76 



28634 



Exons 



376. .693, 777. .1663, 1745. .2164, 2559. .3011 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28755 Seq. ID 

59393 Strand 

10652 End 

OJ000250_52 . 0214 . C18 . o2 . np Method 

10652 End 

6498441 Score 



OJ000250_52.0214.C18 
+ 

16413 
AAT/NAP 
16410 
1340 



10652. .10677, 14599 14 684 , 14730 .. 16035, 16129.. 16410 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


28755 


Seq. ID 


OJ000250_ 


_52.0214.C18 


Gene No. 


59393 


Strand 


+ 




Start 


10652 


End 


16413 




Name 


OJ000250 52.0214.C18.o4.gs 


Method 


GENSCAN 




Start 


12500 


End 


16413 




GI 


none 


Score 


.42 




Exons 


12500. .12815, 13489. .14103, 


14194. .14575, 14755. 


.14910, 




15208 15406, 15602 15930. 


15942. .16413 




Seq. No. 


28755 


Seq. ID 


OJ000250_ 


52.0214.C18 


Gene No. 


59394 


Strand 


+ 




Start 


26656 


End 


30052 




Name 


OJ000250 52.0214.C18.o7.gs 


Method 


GENSCAN 




Start 


26656 


End 


30052 




GI 


none 


Score 


.51 




Exons 


26656. .26760, 26866. . 26931, 


2749S..27792, 28279. 


.28343, 




29075. .29237, 29928.. 30052 








Seq. No. 


28755 


Seq. ID 


OJ000250__ 


52.0214.C18 


Gene No. 


59395 


Strand 






Start 


3554 


End 


12018 




Name 


OJ000250 52.0214.C18.ol.np 


Method 


AAT/NAP 




Start 


3554 


End 


8434. 




GI 


4206306 


Score 


1271 




Exons 


3554. .6682, 8406. .8434 








GI Descrip. 


(AF04 9110) prpol [Zea mays] 








Seq. No. 


28755 


Seq.. ID 


OJ000250_ 


52.0214.C18 


Gene No. 


59395 


Strand 






Start . 


3554 


End 


12018 




Name 


OJ000250 52.0214.C18.o3.gs 


Method 


GENSCAN 




Start 


4787 


End 


12018 




GI 


none 


Score 


.4 




Exons 


4787.. 5123, 5786.. 6395, 6702 


..6847, 7154. .7437, 


8012. .8260, 




8307.. 8404, 8727.. 8951, 9273 


..9425, 9557.. 10257, 


10332. .10444, 




10932. .10965, 114 92 .. 11618, 


11934. .12018 




Seq. No. 


28755 


Seq. ID 


OJ000250_ 


52.0214.C18 


Gene No. 


59396 


Strand 






Start 


17156 


End 


21010 




Name 


OJ000250 52.0214.C18.o5.gs 


Method 


GENSCAN 




Start 


17156 


End 


21010 




GI 


none 


Score 


.82 




Exons 


17156. .17496, 17712 .. 17790, 


18023. .18694, 18741. 


.18839, 



28635 



18869. .18991, 19041 .. 19064, 19104 .. 19228 , 19309 19391 , 
19437. .19564, 19676 .. 19772, 19949 .. 20089, 20662 20732, 
20966. .21010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28755 
59396 
17156 

OJ000250_52.0214.C18.o3.np 

17894 

6721561 



OJ000250 52.0214.C18 



Seq. ID _ 
Strand 

End 21010 
Method AAT/NAP 
End 19218 
Score 1056 

17894. .18659, 18741 18832, 18872 .. 19033, 19147. .19218 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28755 


Seq. ID 


OJ000250_52.0214 


.C18 


Gene No. 


59396 


Strand 






Start 


17156 


End 


21010 




Name 


OJ000250 52.0214.C18.o4.np 


Method 


AAT/NAP 




Start 


18459 


End 


20048 




GI 


6721558 


Score 


261 




Exons 


18459. .18659, 19100 .. 19228, 


19949. .20048 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815083 | dbj | BAA90369 . 1 1 


(AP001081) hypothetical protein 




[Oryza sativa] 








Seq. No. 


28755 


Seq. ID 


OJ000250_52.0214 


.C18 


bene ino . 


59397 


Strand 






Start 


21748 


End 


23843 




Name 


OJ000250 52.0214.C18.o6.gs 


Method 


GENSCAN 




Start 


21748 


End 


23843 




GI 


none 


Score 


.83 




Exons 


21748. .21911, 23804. .23843 








Seq. No. 


28755 


Seq. ID 


OJ000250_52.0214 


-C18 


Gene No. 


59398 


Strand 






Start 


29885 


End 


31101 




Name 


OJ000250 52-;0214.C18.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3540 


End 


16404 




GI 


none 


Score 


151 




Exons 


3540. .3791, 3548. .3793, 3626. .3793, 16201 .. 16293, 16276 


. .16404 


Seq. No. 


28755 


Seq. ID 


OJ000250_52.0214 


.C18 


Gene No. 


59398 


Strand 






Start 


29885 


End 


31101 




Name 


OJ000250 52.0214.C18.o4.tm 


Method 


TBLASTX: Maize 




Start 


3605 


End 


16365 




GI 


none 


Score 


145 




Exons 


3605.. 3682, 16099 .. 16281, 16164 16280, 


16275. .16364, 






16282. .16365 








Seq. No. 


28755 


Seq. ID 


OJ000250_52.0214 


.C18 


Gene No. 


59398 


Strand 






Start 


29885 


End 


31101 





Name 



OJ000250 52.0214.C18.o2.tw 



Method TBLASTX : Wheat 



28636 



Start 
GI 

Exons 



3608 ' End 16401 

none Score 129 

3608. .3703, 3734. .3826, 3884. .4036, 4022. .4171, 15788 .. 15961,. 
15949. .16245, 16270 .. 16401, 16275. .16400 



Seq. No. 28755 Seq. ID OJ000250_52 . 0214 . C18 

Gene No. 59398 Strand 

Start 29885 End 31101 

Name OJ000250_52 . 0214 . C18 . o3 . ts Method TBLASTX : Soybean 

Start 4136 . . End 15753 

GI none Score 36 

Exons 4136. .4534, 4253.. 4276, 4314.. 4430, 15515 15583, 15608 .. 15706, 
15703. .15753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28755 
59398 
29885 

OJ000250_52 . 0214 . C18 . o3 . tw 

4304 

none 



Seq. ID OJ000250_52.0214.C18 
Strand 
End 

Method 
End 
Score 



31101 

TBLASTX: Wheat 

15664 

210 



4304. .4357, 4391. .4498, 4532. .4693, 15284 .. 15529, 152 92 1548 9, 
15517. .15663, 15518. .15664 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



28755 
59398 
29885 

OJ000250_52 . 0214 . C18 . o2 . tm 

4367 

none 



Seq. ID OJ000250_52.0214.C18 
Strand 
End 

Method 
End 
Score 



31101 

TBLASTX: Maize 

15586 

250 



4367.. 4696, 15281 15529, 15301 15522 , 15529 .. 15585, 
15530. .15586 



Seq. No. 28755 

Gene No. 59398 

Start 29885 

Name OJ000250_52 . 0214 . C18 . 06 

Start 4859 
GI ' none 

Exons 4859.. 5095, 4863.. 5093, 

Seq. No. 28755 

Gene No. 59398 

Start 29885 

Name OJ000250_52 . 0214-. C18 . ol 

Start 4986 

GI none 

Exons 4986.. 5099, 4988.. 5110, 
5268. .5393, 14588. .1467 

Seq. No. 28755 

Gene No. 59398 

Start 29885 , 

Name OJ000250_52 . 0214 . C18 . o5 

Start 5633 

GI none 

Exons 5633.-5734, 5774.. 6013, 



Seq. ID OJ000250_52.0214 .C18 
Strand 

End 31101 

. tw Method TBLASTX : Wheat 

End 15079 

Score 68 
14774. .15079, 14821. .15075 

Seq. ID OJ000250_52:0214.C18 
Strand 

End 31101 

.ts Method TBLASTX: Soybean 

End 14881 

Score 64 
5102. .5236, 5118. .5225, 5258. .5395, 
1, 14759.. 14881 

Seq. ID OJ000250_52.0214.C18 
Strand 

End 31101 

.tw Method. TBLASTX : Wheat 

End 6030 

Score 69 
5776. .6030 



28637 




Seq. No. 


28755 








Seq. ID 


OJ000250_52.0214 


.C18 


Gene No. 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5702 








End 


6162 




GI 


none 








Score 


42 




Exons 


5702. .5773, 


5768 


. .6013, 


5775 


..5846, 5776. .6162, 5882. .6013, 




5899. .6162 














Seq. No. 


28755 








Seq. ID 


OJ000250_52.0214 


.C18 


CJf^nt 5 No 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


5857 








End 


6087 




GI 


none 








Score 


83 




Exons 


5857. .6087, 


5882 


. .5995, 


5908 


. .6063 






Seq. No. 


28755 








Seq. ID 


OJ000250_52.0214 


.C18 


fipnp No 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6031 








End 


64*35 




GI 


none 








Score 


227 




Exons 


6031. .6375, 


6031 


. .6384, 


6074 


..6376, 6379.. 6435, 6389. .6430 


Seq. No. 


28755 








Seq. ID 


OJ000250_52.0214 


• V_s J. (J 


fjeanp No 

w cue \j . 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6163 








End 


6381 




GI 


none 








Score 


208 




Exons 


6163. .6381, 


6167 


. .6376, 


6181 


. .6381 






Seq. No. 


28755 








Seq. ID 


OJ000250_52.0214 


.C18 


Cpnp Mo 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


6232 








End 


6597 




GI 


none 








Score 


134 




Exons 


6232. .6366, 


6373 


. .6597 










Seq. No. 


28755 








Seq. ID 


OJ000250_52.0214 


.C18 


Gene No. 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


13916 








End 


14309 




GI 


none 








Score 


67 




Exons 


13916. .14035, 13986. .14069, 


13988. .14065, 14048. .14188, 






14049. .14309 














Seq. No. * 


28755 








Seq. ID 


OJ000250_52.0214 


.C18 


Gene No. 


59398 








Strand 






Start 


29885 








End 


31101 




Name 


OJ000250 52. 


0214 


.C18.o5 


.np 


Method 


AAT/NAP 




Start 


29885 








End 


31101 




GI 


6815052 








Score 


254 





Exons 29885. .30003, 30283 .. 30353, 30435 .. 30601, 31046.. 31101 

28638 




GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


satiya] 




Seq. No. 


28755 




Seq. ID . 


OJ000250_52.0214 


.C18 


Canp NO 


59398 




Strand 






Start 


29885 




End 


31101 




Name 


OJ000250 52.0214.C18.o8 




Mpt h nH 


GENS CAN 




Start 


30438 




End 


30584 




GI 


none 




Score 


.62 




Exons 


30438.. 30584 










Seq. No. 


28756 




Seq. ID 


OJ000250_52.0214 


.C19 


Gene No. 


59399 




Strand 


+ 




Start 


106 




End 


3680 




Name 


OJ000250 52.0214.C19.ol 


,np 


Met hod 


AAT/NAP 




Start 


106 




End 


3680 




GI 


5852172 




Score 


115 




Exons 


106. .130, 3520. .3680 










GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sat iva 1 






Seq. No. 


28756 




Seq. ID 


OJ000250_52.0214 


.C19 


Gene No. 


59400 




Strand 






Start 


993 




End 


2001 




Name 


OJ000250 52 0214 C19 o2 


.gs 


Mpt* hod 


GEN SCAN 




Start 


993 ~ 




End 


2001 ' 




GI 


none 




Score 


.54 




Exons 


993 1251 1257 1338 


1917. 


. 2001 






Seq. No. 


28756 




Seq. ID 


OJ000250_52.0214 


.C19 




59401 




Q+- rand 






Start 


4186 




End 


4628 




Name 


OJ000250 52 0214 C19 ol 


.ts 


Mpt*hoH 


TBLASTX: Soybean 




Start 


4143 _ 




End 


4627 




GI 


none 




Score 


39 




Exons 


4143. .4184, 4222. .4626, 


4226 


4627 






Seq. No. 


28756 




Seq. ID 


OJ000250_52.0214 


.C19 


Gene No. 


59401 




Strand 






Start 


4186 




End 


4628 




Name 


OJ000250 52.0214.C19.o2 


.np 


Method 


AAT/NAP 




Start 


4186 




End 


4628 




GI 


4539662 




Score 


564 




Exons 


4186. .4628 










GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 




Seq. No. 


28756 




Seq. ID 


OJ000250_52.0214 


-C19 


Gene No. 


59401 




Strand 






Start 


4186 




End 


4628 




Name 


OJ000250 52.0214.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


'4234 




End 


4611 




GI 


none 




Score 


100 




Exons 


4234. .4416, 4435. .4611 










Seq. No. 


28756 




Seq. ID 


OJ000250_52.0214 


.C19 


Gene No. 


59401 




Strand 






Start 


4186 




End 


4628 




Name 


OJ000250 52.0214.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4243 




End 


4627 





28639 



GI none Score 148 

Exons 4243.. 4530, 4244.. 4531, 4532.. 4627, 4537.. 4623 

Seq. No. 28757 Seq. ID OJ000250_52 . 0214 . C20 

Gene No. 59402 Strand + 

Start 7099 End 7983 

Name OJ000250__52 . 0214 .C20 . ol . gp Method AAT/GAP 

Start 7099 End 7983 

GI 2315_3.R1084 Score 140 

Exons 7099.. 7205, 7930.. 7983 

GI Descrip. ' 5922603/dbj | AP000492 . 1 | AP000492 1.0e-46 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 

Seq. No. 28757 Seq. ID OJ000250_52 . 0214 . C20 

Gene No. 59403 Strand + 

Start 9289 End 12249 

Name OJ000250_52 . 0214 . C20 . o2 .np Method AAT/NAP 

Start 9289 End ■ 12249 

GI 5042463 Score 142 

Exons 9289.. 9383, 10486 .. 10709, 11378 .. 11531, 11583 .. 11665, 
12183.. 12249 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 

Seq. No. 28757 Seq. ID . .OJ000250_52 . 0214 . C20 

Gene No. ' 59404 • 'Strand - 

Start 1 End 3607 

Name OJ000250_52 . 0214 .C20 . ol .np Method AAT/NAP 

Start 1 End 3607 

GI 2586082 Score 3352 

Exons 1..1027, 1070.. 1174, 1223.. 3607 

GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 


28757 


Seq. ID 


OJ000250 


_52.0214 


.C20 


Gene No. 


59405 


Strand 








Start 


5075 


End 


13053 






Name 


OJ000250 52.0214.C20.o2.gs 


Method 


GEN SCAN 






Start 


5075 


End 


13053 






GI 


none 


Score 


.54 






Exons 


5075.. 5172, 6096.. 6282, 6349 


..6431, 7585. .7643, 


9451. .9533, 




11687. .12043, 12716. .12845, 


12992. .13053 






Seq. No. 


28757 


Seq. ID 


OJ000250 


_52.0214 


.C20 


Gene No. 


59405 


Strand 








Start 


5075 


End 


13053 






Name 


OJ000250 52.0214.C20.o3.np 


Method 


AAT/NAP 






Start 


10357 


End 


12102 






GI 


6539588 


Score 


197 






Exons 


10357. .10410, 11795.. 12102 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28757 


Seq. ID 


OJ000250 


_52.0214 


.C20 


Gene No. r , 


59406 


Strand 








Start 


" 14521 


End 


18138 






Name 


OJ000250 52.0214.C20.o2.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


6376 






GI 


none 


Score 


37 






Exons 


3. .80, 25. .60, 130. .405, 147 


..425, 6251 


. .6376 







28640 




Sea No . 


28757 




Seq. ID 


OJ000250 52.0214 


.C20 


Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


18 




End 


557 




GI 


none 




Score 


33 




Exons 


18. .80, 213. .557, 214.. 


303, 331.. 405, 


430. .540 




, .. 
Seq. No. 


28757 




Seq. ID 


OJ000250_52 .0214 


.C20 


Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


222 




End 


725 




GI 


5509260 




Score 


138 




Exons 


222.. 725, 235.-399, 463 


. .588, 


659. . 697 






GI Descrip. 


— 










Seq. No. 


28757 




Seq. ID 


OJ000250 52.0214 


.C20 


Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


339 




End 


609 




GI 


none 




Score 


109 




Exons 


339.. 608, 339.. 608, 340 


. .609 








Sea No. 


28757 




Seq. ID 


OJ000250 52.0214 


.C20 


Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


429 




End 


687 




GI 


none 




Score 


100 




Exons 


429. .686, 448. .687 










Seq. No. 


28757 




Seq. ID 


OJ000250 52.0214 


.C20 


Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1359 . 




End 


1817 




GI 


none 




Score 


56 




Exons 


1359. .1499, 1371. .1817, 


1543. 


.1806 






Sea. No. 


28757 




Seq. ID 


OJ000250 52.0214 


.C20 


Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1359 




End 


1728 




GI 


none 




Score 


158 




Exons 


1359.. 1727, 1360.. 1728 










Seq. No. 


28757 




Seq. ID 


OJ000250_52.0214 


.C20 


'Gene No. 


59406 




Strand 






Start 


14521 




End 


18138 




Name 


OJ000250 52.0214.C20.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


1386 




End 


1820 




GI 


none 




Score 


261 




Exons 


1386. .1820 











28641 




Seer No 


28757 








Seq. ID 


OJ000250 S2 0214 C20 


Gene No. 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


,C20.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1398 








End 


1823 


GI 


none 








Score 


162 


Exons 


1398. .1712, 


1399. 


. .1749, 


1734. 


.1823 - 




Sea No 


28757 








Seq. ID 


OJ000250_52.0214.C20 


Gene No. 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


C20.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


1827 








End 


2231 


GI 


none 








Score 


64 


Exons 


1827. .1997, 


2022. 


.2144, 


2026. 


.2130, 2136.. 2231 


Seq. No. 


28757 








Seq. ID 


OJ000250_52 . 0214 . C20 


Gene No. 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


C20.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


1836 








End 


2009 


GI 


none 








Score 


93 


Exons 


1836. .2009, 


1837. 


.1989 








Sea No 


28757 








Seq. ID 


OJ000250_52.0214.C20 


Gene No. 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


C20.O4 


. tm 


Method 


TBLASTX: Maize 


Start 


2316 








End 


2615 


GI 


none 








Score 


227 


Exons 


2316. .2615 












Seq. No. 


28757 








Seq. ID 


OJ000250_52 . 0214 . C20 


Gene No - 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


C20.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2320 








End 


2706 


GI 


none 








Score 


115 


Exons 


2320. .2493, 


2320. 


.2406, 


2322. 


.2690, 2349.. 2660, 2525.. 2662, 




2527. .2706 












Sea. No. 


28757 








Seq. ID 


OJ000250_52.0214.C20 


Gene No. 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


C20.O3 


.tc 


Method 


TBLASTX: Cress 


Start 


3003 








End 


3547 


GI 


none 








Score 


76 


Exons 


3003. .3392, 


3407. 


.3547 








Seq. No. 


28757 








Seq. ID 


OJ000250_52 . 0214 . C20 


Gene No. 


59406 








Strand 




Start 


14521 








End 


18138 


Name 


OJ000250 52 


.0214. 


C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3078 








End 


3511 


GI 


none 








Score 


155 


Exons 


3078. .3386, 


3085. 


.3387, 


3404. 


.3511 





28642 



OJ000250 52.0214.C20 



Seq. No. 28757 Seq. ID 

Gene No. 59406 Strand 

Start 14521 End 

Name OJ000250_52 . 0214 . C20 . o4 . tw Method 

Start 3078 End 

GI none Score 

Exons 3078.. 3260, 3085.. 3285, 3265.. 3402, 3279.. 3401, 3422.. 3514, 
3426. .3509 



18138 

TBLASTX: Wheat 

3514 

68 



Seq. ID OJ000250_52.0214.C20 



Seq. No. 28757 

Gene No. 59406 Strand 

Start 14521 End 18138 

Name OJ000250_52. 0214 .C20.o3.gs Method GEN SCAN 

Start 14521 End 18138 

GI none Score .88 

Exons 14521. .14618, 16600 .. 16709, 18107.. 18138 



Seq. No. 28758 Seq. ID 

Gene No. 59407 Strand 

Start 1 End 

Name OJ000250_52 . 0214 . C21 . ol . np Method 

Start 1 End 

GI 4115383 . Score 

Exons 1..227, 270.. 799, 854.. 1972 

GI Descrip. (AC005967) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ000250_52.0214.C21 
+ 

1981 
AAT/NAP 
1972 
1812 



Seq. No. 28758 Seq. ID 

Gene No. 59407 Strand 

Start 1 End 

Name 0 J000250_52 . 0214 . C21 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 1981 



OJ000250_52.0214.C21 
+ 

1981 
GENSCAN 
1981 
1 



Seq. No. 28758 Seq. ID 

Gene No. 59407 Strand 

Start 1 End 

Name OJ000250_52 . 0214 . C21 . ol . gp Method 

Start 61 End 

GI none Score 

Exons 61.. 500 



OJ000250_52.0214.C21 
+ 

1981 
AAT/GAP 
500 
813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28758 
59408 
6023 

OJ000250_52 
6023 
none 
6023. , 
15080, 
19690, 



0214.C21.o2.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6065, 9058.. 9660, 13004 .. 13066, 
.15119, 16651. .16804, 17851 

21434 



.20210, 20297. .20453, 



OJ000250_52.0214.C21 
+ 

23840 
GENSCAN 
23779 
.48 

14073. .14137, 
.18018, 18238. .18706, 
.21615, 23374.. 23779 



Seq. No. 
Gene No. 
Start 



28758 
59408 
6023 



Seq. ID OJ000250_52.0214.C21 
Strand + 
End 23840 



28643 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_52 . 0214 . C21 . o2 . np Method AAT/NAP 

15689 End 23519 

4894965 Score 360 

15689. .15736, 19795 20210, 20339 20443, 23374.. 23519 

(AF140554) DNA-binding protein WRKY1 [Avena sativa] 



28758 Seq. ID 

^59408 . Strand 

6023 End 
OJ000250_52 . 0214 . C21 . o3 . gp Method 
19850 End 
LIB3431-016-P1-K1-D12 Score 
19850. .20210, 20297.. 20353 

f 2130023/pir| IS61413 6.0e-09 DNA-binding protein ABF1 - wild oat 
(fragment) >gi_1159877_emb_CAA88326_ (Z48429) DNA-binding 
protein [Avena fatua] 1 



OJ000250_52 . 0214 . C21 
+ 

23840 
AAT/GAP 
20353 
769 



28758 Seq. ID 

59408 Strand 
6023 End 
OJ000250_52 . 0214 . C21 . o4 . gp Method 
23374 End 
2798493 Score 
23374.. 23840 

2130023/pir| | S61413 6.0e-09 DNA-binding protein ABF1 - wild oat 
(fragment) >gi_1159877_emb_CAA88326_ (Z48429) DNA-binding 
protein [Avena fatua] 



OJ000250_52.0214.C21. 
+ 

23840 
AAT/GAP 
23840 
888 



Seq. No. 


28758 




Seq. ID OJ000250_ 


52.0214 


.C21 


Gene No. 


59409 




Strand + 






Start 


28690 




End 30768 






Name 


OJ000250 52.0214.C21 


.o4 .gs 


Method GEN SCAN 






Start 


28690 




End 30768 






GI 


none 




Score .52 






Exons 


28690. .28816, 28930. 


.29011, 


29876..29897, 30616. 


.30768 




Seq. No. 


28758 




Seq. ID OJ000250_ 


52.0214 


.C21 


Gene No. 


59410 




Strand + 






Start 


32432 




End - 34696 






Name 


OJ000250 52.0214.C21 


.oS.gs 


Method GENSCAN 






Start 


32432 " 




End 34316 






GI 


none 




Score .95 






Exons 


32432. .32548, 33335. 


.33466, 


33766. .33851, 34163. 


.34316 




Seq. No. 


28758 




Seq. ID OJ000250_ 


52.0214 


.C21 


Gene No. 


59410 




Strand + 






Start 


32432 




End 34696 






Name 


OJ000250 52.0214.C21 


.o4 .np 


Method AAT/NAP 






Start 


32441 




End 34696 






GI 


4115377 




Score 892 






Exons 


32441. .32555, 33276. 


.33466, 


33550. .33652, 33735. 


.33851, 






33945. .34056, 34163. 


.34316, 


34461. .34696 






GI Descrip. 


(AC005967) putative multispanning membrane protein [Arabidopsis 




thaliana] 










Seq. No. 


28758 




Seq. ID OJ000250_ 


52.0214 


.C21 


Gene No. 


59410 




Strand + 







28644 




Start 


32432 




End 


34696 


Name 


OJ000250 52.0214.C21.o7 


• gp 


Method 


AAT/GAP 


Start 


32698 




End 


32974 


GI 


569986 




Score 


529 


Exons 


32698.-32974 








Seq. No. 


28758 




Seq. ID 


OJ000250_52 . 0214 -C21 


Gene No. 


59411 




Strand 




Start 


1820 




End 


2239 


Name 


OJ000250 52.0214.C21.o2 


.gp 


Method 


AAT/GAP . 


Start 


1820 




End 


2239 


GI 


uC-osrocyp014c09al 




Score 


823 


Exons 


1820. .2239 








GI Descrip. 


'4115383 2.0e-16 (AC005967) 


receptor-like protein kinase 




[Arabidopsis thaliana] ' 








Seq. No. 


28758 . 




Seq. ID 


OJ000250_52 . 0214 . C21 


Gene No . 


59412 




Strand 




Start 


24320 




End 


27424 


Name 


OJ000250 52.0214.C21.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


528 




End 


754 


GI 


none 




Score 


130 


Exons 


528..638 f 531.. 650, 532 


. .750 


, 533.-754 


, 536.-754 


Seq. No. 


28758 




Seq. ID 


OJ000250_52.0214.C21 


Gene No 


59412 




Strand 




Start 


24320 




End 


27424 


Name 


OJ000250 52.0214.C21.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


759 




End 


1235 


GI 


none 




Score 


136 


Exons 


759.. 887, 767.. 886, 898 


..1233, 899. .1234, 912. .1235 


Seq. No. 


28758 




Seq. ID 


OJ000250_52.0214.C21 


Gene No. 


59412 




Strand 




Start 


24320 




End 


27424 


Name 


OJ000250 52.0214.C21.o2 


. ts 


Method 


TBLASTX: Soybean . 


Start 


988 




End 


1732 


GI 


none 




Score 


294 


Exons 


988. .1128, 992. .1312, 1195.. 


1293, 1418 


..1579, 1435.. 1566, 




1616.. 1651, 1667. ,1732, 


1672 


..1722 




Seq. No. 


28758 




Seq. ID 


OJ000250_52.0214.C21 


Gene No. . 


59412 




Strand 




Start 


.24320 




End 


27424 


Name 


OJ000250 52.0214.C21.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1004 




End 


1957 


GI 


none 




Score 


167 


Exons 


1004. .1246, 1247. .1306, 


1403 


..1573, 1429. .1569, 1651. .1713, 




1667.. 1756, 1766.. 1957 








Seq. No. 


28758 




Seq. ID 


OJ000250_52.0214.C21 


Gene No. 


59412 




Strand 




Start 


24320 




End 


27424 


Name 


OJ000250 52.0214.C21.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1163 




End 


18689 


GI 


none 




Score 


125 


Exons 


1163.. 1309, 1181. .1309, 


1415 


..1606, 1426.. 1584, 18633.. 1868! 



28645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28758 
59412 
24320 

OJ000250_52 . 02 14 . C2 1 . o3 . tm 

1243 

none 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Maize 

End . 1597 

Score 129 



1243. .1.386, 1247. .1396, 1247. .1381, 1248. .1382, 1359. .1487, 
1360.. 1590, 1372.. 1596, 1373.. 1597 



Seq. No. 28758 

Gene No. 59412 

Start 24320 

Name OJ000250_52 . 0214 . C21 . o5 . tm 

Start 1648 

GI none 
Exons 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Mai ze 

End 1971 

Score 115 



1648. .1749, 1649. .1762, 1649. .1747, 1696. .1866, 1740. .1838, 
1756. .1866, 1867. .1971, 1868. .1963 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



28758 
59412 
24320 

OJ000250_52.0214 .C21.o3.ts 

9903 

none 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Soybean 

End 23500 

Score 64 



9903. .10052, 19794. .19832, 19795 .. 19992, 1988 1 .. 19994 , 
20384. .20440, 20385 .. 20444 , 23372 .. 23437 , 23456.. 23500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28758 
59412 
24320 

OJ000250_52.0214.C21.olO.tm 

9984 

none 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Maize 

End 27419 

Score 66 



9984. .10106, 27143. .27340, 27144 .. 27260, 27348 27419, 
27373. .27414, 27375. .27416 



Seq. No. 28758 

Gene No. 59412 

Start 24320 

Name OJ000250_52 . 0214 . C21 . 08 . tm 

Start 19647 

GI none 
Exons 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Maize 

End 23425 

Score 105 



19647. .19805, 19648 .. 19782, 19747 .. 19917 , 19748 .. 19918 , 
19780. .19917, 20382. .20444, 23372.. 23425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



28758 
59412 
24320 

OJ000250_52.0214.C21.ol.tw 

19734 

none 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Wheat 

End 23491 

Score 160 



19734. .19964, 19753 .. 19968 , 19753 .. 19968 , 20385 .. 20444 , 
23372. .23437, 23438.. 23491 



28758 
59412 



Seq. ID OJ000250_52.0214.C21 
Strand 



28646 



OldlL 






Name 


OJ000250 52.0214.C21 


.o3. tc 


Start 


19795 




GI 


none 




Exons 


19795. .19980, 20384. 


.20440, 




23456. .23491 




Seq. No. 


28758 




Gene No. 


59412 






£. *± ■J £.\J 




Name 


OJ000250 52.0214.C21 


.o7 . tm 


Start 


23429 




GI 


none 




Exons 


23429.-23467, 23432. 


.23479, 




23555. .23797, 23581. 


.23796, 


Seq. No. 


28758 




UCllC i-N w ■ 


•J J *i X c. 




Start 


24320 




Name 


OJ000250 52.0214.C21 


. o5 . gp 


Start 


24320 




GI 


702364 




Exons 


24320. .24562, 24666. 


.24751, 


Seq. No. 


28758 * * 




Gene No. 


59412 




otait 






Name 


OJ000250 52.0214.C21 


.o9.tm 


Start 


24388 




GI 


none 




Exons 


24388. .24561, 24392. 


.24562, 




24861. .24896, 24862. 


.24897 


Seq. No. 


28758 




Gene No. 


59412 




Start 


24320 




Name 


OJ000250 52.0214.C21 


.o3.np 


Start 


24397 




GI 


6587804 




Exons 


24397. .24562, 24666. 


.24751, 




25893. .26083, 26840. 


.27400 


GI Descrip. 


(AC010924) ESTs gb|T43280, 




[Arabidopsis thaliana] 


Seq. No. 


28758 






59412 




Start 


24320 




Name 


OJ000250 52.0214.C21 


. o5 . tc 


Start 


24431 




GI 


none 




Exons 


24431. .24550, 24451. 


.24561, 


Seq. No. 


28758 




Gene No. 


59412 




Start 


24320 




Name 


OJ000250 52.0214.C21 


. oS.ts 


Start 


24668 





End 

Method 

End 

Score 



27424 

TBLASTX: Cress 

23491 

223 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Maize 

End 23863 

Score 58 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method AAT/GAP 

End 25007 

Score 794 



Seq. ID OJ000250_52.0214.C21 
Strand 

End • 27424 

Method TBLASTX : Mai ze 

End 24897 

Score 159 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method AAT/NAP 

End 27400 

Score 1278 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Cress 

End 24761 

Score 93 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 27424 

Method TBLASTX : Soybean 

End 24 996 



28647 



GI 

Exons 



none Score 67 

24668. .24754, 24 669.-24752, 24861 24 968, 248 61 .. 24 98 6, 

24862.. 24996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28758 Seq. ID 

59412 Strand 

24320 End 

OJ000250_52 . 0214 . C21 . o4 . tm Method 

24924 End7 " 

none Score 



OJ000250_52 . 0214 . C21 
27424 

TBLASTX: Maize 

26935' 

78 



24924. .24995, 24 934 .. 24996, 25114 .. 25383, 25116 .. 25382, 
25865. .26086, 25891 .. 26085, 25892 .. 26086, 2 6007 .. 26093, 
26840.. 26935 



Seq. No. 28758 Seq. ID 

Gene No. 59412 Strand 

Start 24320 End 

Name OJ000250_52 . 0214 . C21 . 06 . gp Method 

Start 27168 End 

GI none Score 

Exons 27168. .27424 



OJ000250_52 . 0214 . C21 

27424 
AAT/GAP 
27424 
466 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28758 
59413 
32300 

OJ000250_52.0214 .C21.o4.ts 
32300 



OJ000250 52.0214.C21 



none 
32300. 
33349. 
33575. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

32437, 32510. .32548, 32578 32631, 33329 .. 33400, 
33393, 33389. .33463, 33400 .. 33456, 33544 .. 33573, 
33661, 33580. .33660, 33735.. 33806 



34695 

TBLASTX: Soybean 

33806 

40 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28758 
59413 
32300 

OJ000250_52.02 

32489 

none 

32489. .32563, 
33389: .33466, 
33574. .33669, 
33735. .33848, 
33946. .34023, 
34160. .34384, 
34442. .34513, 



14.C21.ol.tm 



32507. 
33400. 
33583. 
33778. 
34003. 
34161. 
34491. 



32548, 
33459, 
33660, 
33852, 
34056, 
34316, 
34694, 



Seq. ID OJ000250_52.0214.C21 
Strand 

End 34695 

Method TBLASTX : Mai ze 

End 34695 

Score 71 
33332. .33400, 33334 .. 33399, 
33544. .33573, 33550. .33609, 
33713. .33844, 33714 .. 33851, 
33944. .34069, 33945 .. 34016, 
34013. .34057, 34 153 .. 34320, 
34162. .34317, 34437 .. 34514, 
34492. .34695, 34492.. 34695 



Seq. No. 28758 Seq. ID 

Gene No. 59413 Strand 

Start 32300 ' End 

Name OJ000250_52 . 0214 . C21 . o4 . tc Method 

Start 33407 End 

GI none Score 

Exons 33407. .33466, 33415 .. 334 62, 33575 .. 33661 , 33613 

33713. .33790, 33735 .. 33791, 33735 .. 33791, 33807 



OJ000250 52.0214.C21 



34695 

TBLASTX: Cress 
34199 
88 

33660, 
33845, 



33945. .34007, 34010 .. 34054 , 34161. .34199 



Seq. No. 



28758 



Seq. ID OJ000250_52.0214.C21 



28648 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



59413 Strand 

32300 End 

OJ000250_52 . 02 14 . C21 . ol . ts Method 

33818 End 

none Score 



34695 

TBLASTX : Soybean 

34695 

41 



33818. .33844, 33821 .. 33844, 33944 34006, 33945 34007 , 

34022. .34057, 34 160 .. 34321, 34161 .. 34316, 34 164 .. 34328 , 

34165. .34338, 34437 .. 34514, 34448 .. 34513, 3448 9.-34692, 

34491. .34694, 344 92 34 695, 344 93.-34 693, 34533. .34694 



Seq. No. 28758 

Gene No. 59413 

Start 32300 

Name OJ000250_52 . 0214 .C21 . ol . tc 

Start 34202 

GI none 
Exons 



Seq. ID OJ000250_52.0214.C21 
Strand 
End 

Method 
End 
Score 



34695 

TBLASTX: Cress 

34680 

149 



34202. .34321, 34203 .. 34316, 34437 .. 34514 , 34 443 .. 344 90, 
34489. .34680, 34 4 91 .. 34679, 34492. .34680 



Seq. No. 28759 Seq. ID 

Gene No. 59414 Strand 

Start 1 End 

Name OJ000250_52 . 0214 . C22 . ol . np Method 

Start 1 End 

GI 4115377 Score 

Exons* 1..785 

GI Descrip. (AC005967) putative multispanning membrane protein [Arabidopsis 
thaliana] 



OJ000250_52 . 0214 . C22 
+ 

2145 
AAT/NAP 
785 
1147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
..Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_52.0214.C22 

Strand + 

End 2145 

Method TBLASTX : Cress 

End 189 

Score 191 



Seq. ID OJ000250_52.0214.C22 

Strand + 

End 2145 

Method TBLASTX : Soybean 

End 788 

Score 603 



28759 
59414 
1 

OJ000250_52.0214.C22.o2.tc 
1 

none 

1..189, 3. .59, 93. .188 

28759 
59414 
1 

OJ000250_52 . 0214 . C22 . ol . ts 
1 

none 

1..441, 3. .434, 430. .483, 433. .483, 485. .784, 488. .781, 498. .788 



28759 
59414 
1 

OJ000250_52.0214.C22.ol.tm 
56 

none 



Seq. ID OJ000250_52.0214.C22 

Strand + 

End 2145 

Method TBLASTX: Maize 

End 1085 

Score 77 



56. .148, 93. .434, 94. .441, 100. .435, 426. .485, 433. .483, 
473. .787, 474. .791, 498. .788, 792. .821, 793. .825, 888. .968, 
889. .969, 1025. .1081, 1026. .1085 



Seq. No. 
Gene No. 



28759 
59414 



Seq. ID OJ000250_52.0214.C22 
Strand + 



28649 



Start 


1 


End 


2145 




Name 


OJ000250 52.0214.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


136 


End 


441 




GI 


none 


Score 


100 




Exons 


136. .291, 151. .246, 304. .441, 


315. .428 






Seq. No. 


28759 


Seq. ID 


OJ000250_52.0214 


.C22 


Gene No. 


59414 


Strand 


+ 






i 

-L 


SLtlLKJ. 


214 S 




Name 


OJ000250 52.0214.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


190 


End 


788 




GI 


none 


Score 


397 




Exons 


190. .441, 192. .434, 208. .438, 


426. .485 


, 433. .483, 473.. 


784, 




498. .788 








Seq. No. 


28759 


Seq. ID 


OJ000250_52.0214 


.C22 




59414 


Strand 


+ 




Start 


1 


End 


2145 




Name 


OJ000250 52.0214.C22.ol.gs 


Method 


GENSCAN 




Start 


537 


End 


2145 




GI 


none 


Score 


.7 




Exons 


537. .784, 1624. .1776, 1995. .2145 






Seq. No. 


28759 


Seq. ID 


OJ000250_52.0214 


.C22 


Gene No. 


59414 


Strand 


+ 




O Lai L. 


1 


End 


2145 




Name 


OJ000250 52.0214.C22.o2.np 


Method 


AAT/NAP 




Start 


1758 


End 


1857 




GI 


5777617 


Score 


87 




Exons 


1758. .1857 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


28760 


Seq. ID 


OJ000250_52.0214 


.C23 


uci it; ixu . 


59415 


Strand 






Start 


393 


End 


1109 




Name 


OJ000250 52.0214.C23.ol.gs 


Method 


GENSCAN 




Start 


393 


End 


1109 




GI 


none 


Score 


.58 




Exons 


393.. 618, 787.. 911, 1032.. 1109 






Seq. No. 


28760 


Seq. ID 


OJ000250_52.0214 


.C23 


Gene No. 


59415 


Strand 






Start 


393 


End 


1109 




Name 


OJ000250 52.0214.C23.ol.np 


Method 


AAT/NAP 




Start 


767 


End 


867 




GI 


5777617 


Score 


75 




Exons 


767. .867 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


28761 


Seq. ID 


OJ000250_52.0214 


.C24 


Gene No. 


59416 


Strand 


+ 




Start 


1264 


End 


1622 




Name 


OJ000250 52.0214.C24.ol.gs 


Method 


GENSCAN 




Start 


1264 


End 


1622 




GI 


none 


Score 


.6 




Exons 


1264. .1411, 1588. .1622 









28650 



Seq. No. 


28761 


Seq. ID 


Gene No. 


59417 


Strand 


O L.ai U 


1302 


End 


Name 


OJ000250 52.0214.C24.ol 


. np Method 


Start 


1302 


End 


GI 


5852181 


Score 


Exons 


1302. .1767, 4949. .4974 




GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 


Seq. No. 






Gene No. 


D 27 fi J. / 


Of ranH 
oil clllU 




1302 


End 


Name 


OJ000250 52.0214.C24.o2 


. np Method 


Start 




End 


GI 


fiS^QSft ft 




Exons 


4*31 ^ 4d9ft Rfifi9 RQQd 




GI Descrip. 


\ t\c UUUO J / J fiypUCllctlLdl 




Seq. No. 


/ Dl 




Gene No. 


C^CM 1 7 

o y*t 1 / 


C+- y-anH 


Of arl- 
D Lai L 






Name 




nc Mot" h r>H 


Start 


5505 ~~ 


End 


GI 


none 


Score 


Exons 


5505.. 5619, 5693.. 5784, 


5867.'. 5967, 67 




7132.. 7211, 7353.. 7378, 


7494. .7744 


Seq. No. 


28762 


Seq. ID 


Gene No. 


59418 


Strand 


Start 


1262 


End 


Name 


OJ000250 52.0214.C25.ol 


. np Method 


Start 


1262 


End 


GI 


6630699 


Score 


Exons 


1262. .1347 




GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 




gi| 6721536 |dbj IBAA89566 


.11 ' (AP001073) 




[Oryza sativa] 





OJ000250_52 .0214.C24 

7744 
AAT/NAP 
4974 
77 



OJ000250_52.0214.C24 

7744 
AAT/NAP 
5994 
202 



OJ000250_52.0214.C24 

7744 
GENSCAN 
7744 
.63 



OJ000250_ 
+ 

1347 
AAT/NAP 
1347 
76 



sativa] 
hypothetical 



52.0214.C25 



protein 



.Seq. No. 


28762 




Seq. ID 


OJ000250 


Gene No. 


59419 




Strand 


+ 


Start 


1479 




End 


3464 


Name 


OJ000250 52 


.0214.C25.o2 


. np Method 


AAT/NAP 


Start 


1479 




End 


3464 


GI 


6539570 




Score 


220 


Exons 


1479. .1681, 


1817. .1894, 


3446. .3464 




GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


28762 




Seq. ID 


OJ000250 


Gene No. 


59419 




Strand 


+ 


Start 


1479 




End 


3464 


Name 


OJ000250 52 


.0214.C25.o3 


np Method 


AAT/NAP 


Start 


1479 




End 


1887 


GI 


6539570 




Score ' 


220 


Exons 


1479. .1681, 


1817. .1887 






GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28762 




Seq. ID 


OJ000250 



28651 




Gene No . 


o y 4 1 y 




otranu 


• 


Start 


1479 




End 


3464 


Name 


OJ000250 52.0214.C25.ol 


.gs 


Method 


GENS CAN 


Start 


1521 




End 


1711 


GI 


none 




Score 


.5 


Exons 


1521. .1711 








Seq. No. 


28763 




Seq. ID 


OJ000250 


Gene No. 


59420 




Strand 


- 


Start 


1 




End 


446 


Name 


OJ000250 53. 0228. CI. ol.: 


np 


Method 


AAT/NAP 


Start 


1 




End 


372 


GI 


6006359 




Score 


50 


Exons 


1..20, 276. .372 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 


28763 


Seq. ID 


OJ000250_ 


53 


.0228 


-CI 


Gene No. 


59420 


Strand 










Start 


1 


End 


446 








Name 


OJ000250 53.0228.Cl.ol.gs 


Method 


GENSCAN 








Start 


168 


End 


446 








GI 


none 


Score 


.85 








Exons 


168. .446 












Seq. No. 


28764 


Seq. ID 


OJ000250_ 


_53 


.0228 


.C2 


Gene No. 


59421 


Strand 


+ 








Start 


263 


End 


1303 








Name 


OJ000250 53.0228.C2.ol.np 


Method 


AAT/NAP 








Start 


263 


End 


1303 








GI 


6721512 


Score 


72 








Exons 


263. .354, 382. .517, 1264.. 


1303 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 









Seq. No. 28764 Seq. ID 

Gene No. 59422 Strand 

Start 1207 End 

Name OJ000250_53 . 0228 . C2 . o2 . np Method 

Start 1207 End 

GI 6721558 Score 
Exons 1207.. 1303 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 1 dbj |BAA90369.1| (AP001081) hypothetical protein 
[Oryza sativa] 



OJ000250_53.0228.C2 
+ 

1303 
AAT/NAP 
1303 
107 



Seq. No. 


28764 












Seq. ID 


OJ000250 


Gene No. 


59423 












Strand 




Start 


786 












End 


923 


Name 


OJ000250 


53. 


0228. 


.C2. 


.ol 


.gs 


Method 


GENSCAN 


Start 


786 












End 


923 


GI 


none 












Score 


.6 


Exons 


786. .923 
















Seq. No. 


28765 












Seq. ID 


OJ000250 


Gene No. 


59424 












Strand 


+ 


Start 


1 












End 


4032 


Name 


OJ000250 


53. 


0228. 


,C3, 


.ol 


. np 


Method 


AAT/NAP 


Start 


1 












End 


4032 



28652 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6907089 Score 283 

1..594, 3980. .4032 

(AP001129) hypothetical protein [Oryza sativa] 



28765 
59424 
1 

OJ000250_53 . 0228 . C3 . ol . qs 

131 

none 

131. .273, 508. .594, 676. .800, 
2171. .2267, 2417. .2938 



Seq. ID OJ000250_53.0228.C3 

Strand + 

End 4032 

Method GENSCAN 

End 2938 

Score .92 

869. .1063, 1134. .1192, 1321. .2034, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28765 
59424 
1 

OJ000250_53.0228.C3.o2.np 
563 

6721561 
563. .631, 
(AP001073 



Seq. ID 
Strand 
End 

Method 
End 
Score 

869. .1063, 1134. .1192, 1273. .2035 
EST AU082058 (C12976) corresponds to a region of the 



OJ000250_53.0228.C3 
+ 

4032 
AAT/NAP 
2035 
1040 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj | BAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the' predicted gene .;• hypothetical 
protein [Oryza sativa] 



Seq. No. 


28765 








Seq. ID 


OJ000250_53.0228 


.C3 


Gene No. 


59425 








Strand 






Start 


3551 








End 


4824 




Name 


OJ000250 53 


.0228 


.C3.o2. 


gs 


Method 


GENSCAN 




Start 


3551 








End 


4764 




GI 


none 








Score 


.76 




Exons 


3551. .3931, 


3995 


. .4117, 


4555. 


.4764 






Seq. No. 


28765 








Seq. ID 


OJ000250_53.0228 


.C3 


Gene No. 


59425 








Strand 






Start 


3551 








End 


4824 




Name 


OJ000250 53 


.0228 


.C3.o3. 


np 


Method 


AAT/NAP 




Start 


3554 






End 


4824 




GI 


5902445 








Score 


1223 




Exons 


3554. .4824 














GI Descrip. 


(AB030283) i 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28765 








Seq. ID 


OJ000250_53.0228 


.C3 


Gene No. 


59425 








Strand 






Start 


3551 








End 


4824 




Name 


OJ000250 53 


.0228 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3563 








End 


4171 




GI 


none 








Score 


63 




Exons 


3563. .3694, 


3567 


. .3689, 


3719. 


.4171, 3915.. 4022 




Seq. No. 


28765 








Seq. ID 


OJ000250_53.0228 


.C3 


Gene No. 


59425 








Strand 






Start 


3551 








End 


4824 




Name 


OJ000250 53 


.0228 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3599 








End 


3865 




GI 


none 








Score 


47 





28653 




Exons 


3599. .3682, 


3600.. 3692, 3677 


..3796, 3683. .3865 




Seq. No. 


28765 




Seq. ID 


OJ000250_53.0228. 


C3 


f cly\ ^ XT /™v 
ucllc LNtJ • 


D -? 4 c. D 










Start 


3551 




FnH 


4 ft 9 4 




Name 


OJ000250 53. 


0228.C3.o2.tw 


Mo+- h f\H 


TRT.A^TX • Whpat 

J. D Ltnu J. /\ • ullca U 




Start 


4294 






4 677 




GI 


none 




Score 


192 




Exons 


4294. .4677, 


4295. .4669 








Seq. No. 


28765 




Seq. ID 


OJ000250_53.0228. 


C3 


bene ino . 












Start 


3551 




FnH 


4 ft 9d 




Name 


OJ000250 53. 


0228.C3.ol.tm 


l it- t_ i IUU 


TRT.A9TY • Ma i 7P 
x DbnO lAi Lid i^c 




Start 


4372 




FnH 


4 677 




GI 


none 






1 7Q 




Exons 


4372. .4677, 


4373. .4660 








Seq. No. 


28766 * 




Seq. ID 


OJ000250_53.0228. 


C4 


Gene No. 


59426 




Strand 






Start 


1 




End 


1192 




Name 


OJ000250 53. 


0228.C4.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1192 




GI 


5902445 




Score 


1136 




Exons 


1. .1192 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28766 




Seq. ID 


OJ000250_53.0228. 


C4 


Gene No . 


59426 




Strand 






Start 


1 




End 


1192 




Name 


OJ000250 53. 


0228.C4.ol.gs 


Method 


GENSCAN 




Start 


4 




End 


936 




GI 


none 




Score 


.99 




Exons 


4. .936 










Seq. No. 


28766 




Seq. ID 


OJ000250_53.0228. 


C4 


belle INU . 


59426 




Strand 






Start 


1 




End 


1192 




Name 


OJ000250 53. 


0228.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


55 




End 


463 




GI 


none 




Score 


62 




Exons 


55.. 231, 56. 


.178, 238. .462, ; 


245. .463 






Seq. No. 


28766 




Seq. ID 


OJ000250_53.0228. 


C4 


UCIlC LN(J ■ 


59426 




Strand 






Start 


1 




End 


1192 




Name 


OJ000250 53. 


0228.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


553 




End 


961 




GI 


none 




Score 


83 




Exons 


553.-948, 794. .946, 830. .961 








Seq. No. 


28766 




Seq. ID 


OJ000250_53.0228. 


C4 


Gene No. 


59426 




Strand 






Start 


1 




End 


1192 




Name 


OJ000250 53. 


0228.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


608 




End 


1033 




GI 


none 




Score 


299 





28654 



Exons 



608. .1033, 610. .1032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28766 Seq. ID 

59426 Strand 

1 End 

OJ000250_53 . 0228 . C4 . ol . tm Method 

706 End 

none Score 

706. .1089, 707. .1054 



OJ000250_53.0228.C4 
1192 

TBLASTX: Maize 

1089 

197 



OJ000250 53. 0228. C5 



28767 Seq. ID 

59427 Strand 
1 End 625 

OJ000250_53 . 0228 . C5 . ol . np Method AAT/NAP 

1 End 625 

6630696 Score 1010 

1. .625 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



28768 Seq. ID 

59428 Strand 
2 End 
OJ000250_53 . 0228 . C6 . ol . gs Method 
2 End 
none Score 
2. .136, 180. .389, 666. .754 

28769 Seq. ID 

59429 Strand 
1 End 
OJ000250_53 . 0228 . C7 . ol . np Method 
1 End 
4206306 Score 
1..3744, 3918. .4007 

(AF049110) prpol [Zea mays] 

28769 Seq. ID 

59429 Strand 

1 End 

OJ000250_53 . 0228 . C7 . ol . gs Method 

96 End 

none Score 
96. .911, 1002. .1672, 1906. .2005, 2085. 
3244..4746, 4918. .5067 



OJ000250_53.0228.C6 
+ 

754 

GENS CAN 

754 

.42 



OJ000250 53. 0228. C7 



5067 
AAT/NAP 
4007 
2895 



OJ000250_53.0228.C7 

5067 . 
GENSCAN 
5067 
.42 

,2684, 2776.. 3090, 



28770 
59430 
1 

OJ000250_53 . 0228 . C8 . ol . np 
1 

5042447 
1..411, 708. .771 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000250_53.0228.C8 
Strand 

End 771 

Method AAT/NAP 

End 771 

Score 364 



Seq. No. 



28770 



Seq. ID OJ000250_53.0228.C8 



28655 



Gene No. 59430 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C8 . ol . gs Method 

Start 183 End 

GI none Score 

Exons 183. . 411 



771 

GENSCAN 

411 

.5 



Seq. No. 28771 Seq. ID 

Gene No. 59431 Strand 

Start 3424 End 

Name OJ000250_53 . 0228 . C9 . o2 . gs Method 

Start 3424 End 

GI none Score 

Exons 3424.. 3510, 4523.. 4645, 4759.. 4767 



OJ000250_53.0228.C9 

- + 

4767 
GENSCAN 
4767 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28771 Seq. ID 

59432 Strand 

8343 End 

OJ000250_53.0228.C9.o3.np Method 

8343 End 

6907089 Score 
8343. .9604, 9704. .11648 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000250_53.0228.C9 
+ 

11648 
AAT/NAP 
11648 
4262 



28771 
59433 
1 

OJ000250_53.0228.C9.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000250_53.0228.C9 

3935 
AAT/NAP 
3935 
274 



6063554 

1..77, 723. .750, 1068. .1290, 1408. .1604, 1648. .1739, 3915. .3935 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 53. 0228. C9 



3935 
AAT/NAP 
2551 
390 



28771 
59433 
1 

OJ000250_53.0228.C9.o2.np 
1 

6630696 

1..21, 1401. .1480, 2274. .2551 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

28771 Seq. ID OJ000250_53 . 0228 . C9 

59434 Strand 

12271 End 12405 

OJ000250_53.0228.C9.o4.np Method AAT/NAP 

12271 End 12405 

6498441 Score 208 

12271.. 12405 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



28656 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28772 Seq. ID 

59435 Strand 
1 End 
OJ000250_53 . 0228 . CIO . ol . np Method 
1 End . 

6498441 Score 
1..1145, 1317. .1798, 1991. .2069 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000250_53. 0228. CIO 

2069 
AAT/NAP 
2069 
2615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28772 Seq. ID 

59435 Strand 

1 End 
OJ000250_53 . 0228 . C10 . ol . gs Method 

8 End 

none Score 

8. .1075, 1106. .1253, 1331. .1885 



OJ000250_53. 0228. C10 

2069 
GENSCAN 
1885 
.42 



Seq. No. 28772 Seq. ID 

Gene No. 59435 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C10 . ol . tw Method 

Start 12 End 

GI none Score 

Exons 12.. 365, 16.. 264, 310.. 366 



OJ000250_53. 0228. C10 
2069 

TBLASTX: Wheat 

366 

164 



Seq,. No. 28772 Seq. ID 

Gene No. 59435 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C10 . ol . tm Method 

Start 180 End 

GI none Score 

Exons 180.. 503, 193.. 474 



OJ000250_53. 0228. C10 
2069 

TBLASTX: Maize 

503 

192 



Seq. No. 28772 Seq. ID 

Gene No. 59435 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C10 . o3 . tw Method 

Start - 696 End 1 

GI none Score 

Exons 696.. 956, 832.. 1008 



OJ000250_53 . 0228 .C10 
2069 

TBLASTX: Wheat 

1008 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



28772 Seq. ID 

59435 Strand 

1 End 

OJ000250_53. 0228. C10. ol.ts Method 

756 End 

5666795 Score 



OJ000250_53. 0228. C10 
2069 

TBLASTX: Soybean 

1322 

68 



756. .956, 1011. .1148, 1224. .1322 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



28772 Seq. ID 

59435 Strand 

1 End 

OJ000250_53 . 0228 . C10 . o2 . tw Method 

1011 End 



OJ000250_53 . 0228 . C10 
2069 

TBLASTX: Wheat 
1471 



28657 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none :? . - 

1011. .1160, 1012. .1149, 1014. 

1358. .1444, 1379. .1471 



Score 87 

.1151, 1207.. 1362, 1221. .1361, 



28773 
59436 
1 

OJ000250_53.0228.Cll.ol.np 
1 

6498441 
1..231, 562. .1625 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ000250_53.0228.C11 
Strand 

End 1903 

Method AAT/NAP 

End 1625 

Score 1887 



28773 
59436 
1 

OJ000250_53.0228.Cll.o2.tw 
1 

none 



Seq. ID OJ000250_53.0228.C11 
Strand 

End 1903 

Method TBLASTX : Wheat 

End 347 

Score 55 



1..78, 2. .79, 77. .346, 78. .152, 185. .334, 210. .347 



28773 
59436 
1 

OJ000250_53.0228.Cll.ol.gs 
64 

none 

64. .1903 



Seq. ID OJ000250_53.0228.C11 
Strand 

End 1903 

Method GENSCAN 

End 1903 

Score .71 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 
Gene No. 



28773 
59436 
1 

OJ000250_53.0228.Cll.ol.tw 

1085 

none 



Seq. ID OJ000250_53.0228.C11 
Strand 

End 1903 

Method TBLASTX : Wheat 

End 1477 

Score 83 



1085. .1342, 1197. .1358, 1325. .1423, 1326. .1406, 1430. .1477 



28773 
59436 
1 

OJ000250_53.0228.Cll-ol.tm 
1187 
none 

1187. .1435, 1188. .1472 

28774 
59437 
514 

OJ000250_53.0228.C12.ol.gs 
514 
none 

514. .747, 939. .1067, 1172. .1319 



Seq. ID OJ000250_53.0228.C11 
Strand 

End 1903 

Method TBLASTX : Mai ze 

End 1472 

Score 81 



Seq. ID OJ000250_53.0228.C12 
Strand 

End 1319 

Method GENSCAN 

End 1319 

Score .81 



28775 
59438 



Seq. ID OJ000250_53.0228.C14 
Strand 



28658 



Start 


1227 










End 


2210 






Name 


OJ000250 53 


.0228. 


C14.ol 


. tm 


Method TBLASTX: 


Maize 




Start 


1227 










End 


2210 






GI 


none 










Score 


75 






Exons 


1227. 


.1343, 


1227. 


.1334, 


1242. 


.1337, 


1253. .1348, 


1255. 


.1359, 




1258. 


.1368, 


1258. 


.1335, 


1259. 


.1342, 


1259. .1330, 


1261. 


.1350, 




1265. 


.1345, 


1367. 


.1522, 


1367. 


.1489, 


1377. .1589, 


1378. 


.1485, 




1385. 


.1498, 


1391. 


-.1492, 


1393. 


.1500, 


1500. .1640, 


1509. 


.1691, 




1515. 


.1655, 


1532. 


.0:651, 


1532. 


.1654, 


1533. .1655, 


1534. 


.1698, 




1540. 


.1686, 


1543. 


.1677, 


1548. 


.1718, 


1548. .1688, 


1628. 


.1705, 




1635. 


.1712, 


1635. 


.1721, 


1717. 


.1806, 


1720. .1809, 


1720. 


.1782, 




1720. 


.1803, 


1763. 


.1807, 


1766. 


.1801, 


1815. .1886, 


1817. 


.1879, 




1821. 


.1871, 


1821. 


.1904, 


1823. 


.1894, 


1825. .1893, 


1889. 


.2035, 




1922. 


.1951, 


1954. 


.2028, 


1970. 


.2035, 


2040. .2105, 


2042. 


.2107, 




2163. 


.2210 

















Seq. No. 28776 

Gene No. 59439 

Start 955 

Name OJ000250_53 . 0228 . C16 . ol . np 

Start 955 

GI 5915857 

Exons 955.. 1486, 2617.. 2637 

GI Descrip. CYTOCHROME P450 98A1 gi 12766448 (AF029856) cytochrome P450 
CYP98A1 [Sorghum bicolor] 



Seq. ID OJ000250_53.0228.C16 

Strand + 

End 2637 

Method AAT/NAP 

End 2637 

Score 560 



Seq. No. 28776 

Gene No. 59439 

Start 955 

Name OJ000250_53 . 0228 . C16 . ol . gp 

Start 2315 

GI uC-osflcypl76dl2bl 

Exons 2315.. 2382, 2406.. 2637 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. ID OJ000250_53.0228.C16 

Strand + 

End 2637 

Method AAT/GAP 

End 2637 

Score 502 



Seq. No. 28776 

Gene No. 59440 

Start 796 

Name OJ000250_53 . 0228 . C16 . ol . gs 

Start 796 

GI none 

Exons 796. . 1200, 1298 . . 1504 



Seq. ID OJ000250_53.0228.C16 
Strand 

End 1504 

Method GEN SCAN 

End 1504 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28776 
59440 
796 

OJ000250_53 . 0228 . C16 . ol . tm 

1022 

none 



Seq. ID OJ000250_53.0228.C16 
Strand 

End 1504 

Method TBLASTX : Mai ze 

End 1458 

Score 58 



1022.. 1081, 1030.. 1080, 1077.. 1220, 1078.. 1221, 1079.. 1222, 
1086. .1223, 1229. .1456, 1229. .1453, 1237. .1458 



Seq. No. 28776 

Gene No. 594 4 0 

Start 796 

Name OJ000250 53 . 0228 . C16. ol . tw 



Seq. ID OJ000250_53.0228.C16 
Strand 

End 1504 

Method TBLASTX : Wheat 



28659 



Start 
GI 

Exons 



1022 End 1363 

none Score 83 

1022. .1081, 1030. .1080, 1062 .. 1250, .1078 .. 1251, 1229. .1363, 
1237. .1362 



Seq. No. 28776 Seq. ID OJ000250_53 . 0228 . C16 

Gene No. 59440 Strand 

Start. 796 End 1504 

Name OJ000250_53.0228.C16.ol.ts Method TBLASTX: Soybean 

Start 1039 End 1462 

GI none Score 55 

Exons 1039.. 1080, 1046.. 1081, 1062.. 1214, 1078.. 1221, 1229.. 1462, 
1231. .1437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No 

Gene No 

Start 

Name 

Start 

GI 

Exons 



28776 Seq. ID 

59440 Strand 

796 End 

OJ000250_53.0228.C16.ol.tc Method 

1055 End 

none Score 



OJ000250_53.0228.C16 
1504 

TBLASTX: Cress 

1453 

157 



1055. .1093, 1077. .1214, 1078. .1221, 1229. .1453, 1240. .1452 



28777 
59441 
892 

OJ000250_53.0228.C18.ol.np 
892 

6498441 

892. .1956, 2287. 
4216. .4596, 4768 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3187, 3371 
.6541 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



2750, 2814.. 
.6166, 6260. 



OJ000250_53.0228.C18 
+ 

6541 
AAT/NAP 
6541 
6891 

3505, 3680. 



,4023, 



Seq. No. 28777 Seq. ID 

Gene No. 59442 Strand 

Start 6703 End 

Name OJ000250_53 . 0228 .C18 . ol .gp Method 

Start 6703 End 

GI 2428323 Score 

Exons 6703.. 7164 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 



OJ000250_53.0228.C18 
+ 

7164 
AAT/GAP 
7164 
846 



Seq. No. 


28777 


Seq. ID 


OJ000250 


Gene No. 


59443 


Strand 


+ 


Start 


11534 


End 


12370 


Name 


OJ000250 53.0228.C18.o3.gs 


Method 


GENSCAN 


Start 


11534 


End 


12370 


GI 


none 


Score 


.76 


Exons 


11534. .11620, 11857. .12027, 


12368. .12370 


Seq. No. 


28777 


Seq; ID 


OJ000250 


Gene No. 


59444 


Strand 




Start 


7172 


End 


10389 


Name 


OJ000250 53.0228.C18,.o2.gs 


Method 


GENSCAN 


Start 


7172 


End 


10389 



•53.0228.C18 



28660 




GI 


none 








Score 


.8 




Exons 


7172. .7318, 


7424. 


. .7716, 


7850. 


.9033, 9129.. 9875, 9902.. 10389 


Seq. No. 


28777 








Seq. ID 


OJ000250_53 . 0228 


.C18 


Gene No. 


59444 








Strand 






Start 


7172 








End 


10389 




Name 


OJ000250 53 


.0228. 


.C18.o2 


.np 


Method 


AAT/NAP 




Start 


7175 < 








End 


10389 




GI 


5803259 








Score 


5081 




Exons 


7175. .9033, 


9129. 


. .10389 










GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228 


• C18 


Gene No. 


59445 








Strand 






Start 


11204 








End 


20349 




Name 


OJ000250 53 


.0228. 


CI8.06 


. tw 


Method 


TBLASTX: Wheat 




Start 


1041 








End 


1433 




GI 


none 








Score 


58 




Exons 


1041. .1088, 


1095. 


.1193, 


1100. 


.1192, 1160.. 1399, 1176.. 1433 


Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228 


.C18 


Gene No. 


59445 








Strand 






Start 


11204 








End 


20349 




Name 


OJ000250 53 


.0228. 


C18 .o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1046 








End 


1331 




GI 


none 








Score 


197 




Exons 


1046. .1330, 


1083. 


.1331 










Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228 


.C18 


Gene No. 


59445 








Strand 






Start 


11204 








End 


20349 




Name 


OJ000250 53 


.0228. 


C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2171 








End 


2666 




GI 


none 








Score 


414 




Exons 


2171. .2308, 


2172. 


.2666, 


2366. 


.2626, 2436.. 2630 




Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228 


.C18 


Gene No. 


59445 








Strand 






Start 


11204 








End 


20349 




Name 


OJ000250 53 


.0228. 


C18 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2822 








End 


3284 




GI 


none 








Score 


587 




Exons 


2822. .3277, 


2823. 


.3284, 


2823. 


.3278 






Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228 


.C18 


Gene No. 


59445 








Strand 






Start 


11204 








End 


20349 




Name 


OJ000250 53 


.0228. 


CI8.0I, 


. tm 


Method 


TBLASTX: Maize 




Start 


2952 








End 


3308 




GI 


none 








Score 


392 




Exons 


2952. .3308, 


2987. 


.3298, 


3003. 


.3308 






Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228 


.C18 


Gene No. 


59445 








Strand 






Start 


11204 








End 


20349 




Name 


OJ000250 53 


.0228. 


C18.o3, 


, tm 


Method 


TBLASTX: Maize 




Start 


3335 








End 


3701 





28661 




GI 


none 








Score 


342 


Exons 


3335. .3700, 


3336 


. .3701 








Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 




59445 








Strand 




Start 


11204 








End 


20349 


Name 


OJ000250 53. 


0228 


-C18.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3392 








End 


3813 


GI 


none 








Score 


359 


Exons 


3392. .3703, 


3393 


. .3701, 


3495. 


.3737, 3691.. 3813, 3699.. 3806 


Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 


Rpnp Mo 


59445 








Strand 




Start 


11204 








End 


.20349 


Name 


OJ000250 53. 


0228 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3471 








End 


3843 


GI 


none 








Score 


181 


Exons 


3471. .3704, 


3488 


. .3631, 


3700. 


.3843 . 




Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 


Gene No. 


59445 








Strand 




Start 


11204 








End 


20349 


Name 


OJ000250 53. 


0228 


.C18.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


4 4.68 








End 


4903 


GI 


none 








Score 


236 


Exons 


4468. .4719, 


4468 


. .4665, 


4533. 


.4709, 4753. .4842V 1 ' 4764. .4841, 




4844. .4900, 


4847 


. .4903 








Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 


UCllC IMKJ • 


59445 








Strand 




Start 


11204 








End 


20349 


Name 


OJ000250 53. 


0228 


.CI8.08 


.tw 


Method 


TBLASTX: Wheat 


Start 


4906 








End 


5218 


GI 


none 








Score 


192 


Exons 


4906. .5082, 


4958 


. .5218 








Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 


fipnp No 


59445 








Strand 




Start 


11204 








End. 


20349 


Name 


OJ000250 53. 


0228 


.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5411 








End 


5734 


GI 


none 








Score 


360 


Exons . 


5411. .5734, 


5440 


. .5721 








Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 


Gene No 


59445 








Strand 




Start 


11204 








End 


20349 


Name 


OJ000250 53. 


0228 


.C18.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5548 








End 


5929 


GI 


none 








Score 


375 


Exons 


5548. .5604, 


5549 


. .5929, 


5645i 


.5890, 5650.. 5898 


Seq. No. 


28777 








Seq. ID 


OJ000250_53.0228.C18 


Gene No. 


59445 








Strand 




Start 


11204 








End 


20349 


Name 


OJ000250 53. 


0228 


.C18.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


5930 








End 


6532 



28662 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 265 

5930. .6214, 5935. .6213, 6406 .. 6528 , 6407 .. 6532 



28777 Seq. ID 

59445 Strand 

11204 End 

OJ000250_53 . 0228 . C18 . o3 . np Method 

11204 End 

5922623 Score 



OJ000250_53.0228.C18 

20349 
AAT/NAP 
12060 
211 



11204. .11279, . 11447. .11599, 11976. .12060 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



28777 
59445 
11204 

OJ000250_53 . 0228 . C18 . o4 . np 

11764 

1076641 

11764. .11788, 14234 



OJ000250 53.0228.C18 



Seq. ID 
Strand 

End 20349 
Method AAT/NAP 
End 14540 
Score 148 
14337, 14430.. 14540 
tau-protein kinase (EC 2.7.1.135) homolog - common tobacco 
gi|456356|emb|CAA54803| (X77763) shaggy like protein kinase 
[Nicotiana tabacum] gi | 1094395 | prf | | 2106142A Ser/Thr protein 
kinase ' [Nicotiana tabacum] 



28777 
59445 
11204 

OJ000250_53 . 0228 . C18 . o5 . np 

12999 

322759 

12999. .13026, 16228. 



OJ000250 53.0228.C18 



Seq. ID _ 
Strand 

End 20349 
Method AAT/NAP 
End 17845 
Score 87 
16768, 17674.. 17845 
pistil extensin-like protein (clone pMG14) - common tobacco 
(fragment) gi | 19927 | emb | CAA78393 | (Z14015) pistil extensin like 
protein [Nicotiana tabacum] 



28777 Seq. ID 

59445 Strand 

11204 End 

OJ000250_53 . 0228 . C18 . o2 . gp Method 

13628 End 

uC-osflcypll2hllal Score 



OJ000250_53.0228.C18 

20349 
AAT/GAP 
14293 
878 



13628. .13977, 14074 .. 14122, 14234. .14293 

' 417 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



28777 
59445 
11204 

OJ000250_53 . 0228 . C18 . o4 . gs 

14185 

none 



Seq. ID OJ000250_53.0228.C18 
Strand 

End 20349 

Method GENSCAN 

End 20349 

Score .76 



14185. .14337, 14430 .. 14540, 15083 .. 15148 , 16084 .. 16253, 

16332. .16425, 16559 .. 16630, 16727 .. 16860, 18305 .. 18356, 

18389. .18448, 18822 .. 188 63, 19400 .. 19406, 19598 .. 19718, 
20103. .20349 



28663 




opri Mo 


PR777 


Seq. ID 


OJ00.0250_53.0228. 


C18 


Gene No. 


59445 


Strand 






Start 


11204 


End 


20349 




Name 


OJ000250 53.0228.C18.o4.tm 


Method 


TBLASTX: Maize 




Start 


14233 


End 


14628 




GI 


none 


Score 


116 




Exons 


14233. .14340, 1424 9 .. 14338, 


14407. . 14628, 14433. .14627 






28777 


Seq. ID 


OJ000250 53.0228. 


C18 


Gene No. 


59445 


Strand 






Start 


11204 


End 


20349 




Name 


OJ000250 53.0228.C18.o3.gp 


Method 


AAT/GAP 




Start 


15229 


End 


15611 




GI 


3107859 


Score 


752 




Exons 


15229. .15611 








Seq. No. 


28777 


Seq. ID 


OJ000250 53 0228. 


C18 


Gene No. ' 


59445 


Strand 






Start 


11204 


End 


20349 




Name 


OJ000250 53.0228.C18.o4.gp 


Method 


AAT/GAP 




Start 


16694 


End 


16867 




GI 


uC-osrocyp011c06bl 


Score 


327 




Exons 


16694.. 16867 ■ 








GI Descrip. 


•■'5852170/emb|AL117265.11OST17804 1 . Oe- 


50 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


28778 


Seq. ID 


OJ000250_53.0228. 


C19 


(lone* No 


59446 


Strand 






Start 


1 


End 


1156 




Name 


OJ000250 53.0228.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1156 




GI 


4680203 


Score 


161 




Exons 


1..45, 568. .928, 1114. .1156 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Qprr No 


28778 


Seq. ID 


OJ000250_53.0228. 


C19 


Gene No. 


59446 


Strand 






Start 


1 


End 


1156 




Name 


OJ000250 53.0228.C19.ol.gs 


Method 


GENSCAN 




Start 


547 


End 


930 




GI 


none 


Score 


.64 




Exons 


547. .654, 694. .930 








cpn: No 


28779 


Seq. ID 


OJ000250_53.0228. 


C20 


Gene No. 


59447 


Strand 


+ 




Start 


1687 


End 


1788 




Name 


OJ000250 53.0228.C20.ol.gs 


Method 


GENSCAN 




Start 


1687 


End 


1788 




GI 


none 


Score 


.95 




Exons 


1687. .1788 








Seq. No. 


28779 


Seq. ID 


OJ000250_53.0228. 


C20 


Gene No. 


59448 


Strand 






Start 


2209 


End 


2283 




Name 


OJ000250 53.0228.C20.o2.gs 


Method 


GENSCAN 




Start 


2209 


> End 


2283 





28664 



GI 


none 


Score 


.48 






Exons 


2209. .2283 










Seq. No. 


28780 


Seq. ID 


OJ000250_53. 


0228 


.C21 


uene iNu . 


SQ44 Q 

J .7*1 H _7 


rand 








Start 


28 


End 


2261 






Name 


OJ000250 53.0228.C21.ol.gp 


Method 


AAT/GAP 






Start 


28 


End 


2261 






GI 


2311800 


Score 


658 






Exons 


28. .118, 2001. .2261 










Seq. No. 


28780 


Seq. ID 


OJ000250_53. 


0228 


.C21 


Gene No. 


59450 


Strand 








C+- -j T~4- 


w) J _7 


End 


4 425 






Name 


OJ000250 53.0228.C21.ol.gs 


Method 


GEN SCAN 






Start 


539 


End 


4010 






GI 


none 


Score 


.61 






Exons 


539. .641, 1061. .1230, 1249.. 


1401, 2016 


..2141, 2936. 


.3008, 




3187.. 3314, 3639.. 4010 










Seq. No. 


28780 


Seq. ID 


OJ000250_53. 


0228 


.C21 


Gene No. 


59450 


Strand 








Start 


539 


End 


4425 






NT a mo 


OJ000250 53.0228.C21.ol.np 


Method 


AAT/NAP 






Start 


1929 


End 


3746 . 






GI 


99922 


Score 


166 






Exons 


1929. .2037, 3430.. 3746 










GI Descrip. 


hypothetical protein - soybean gi | 930025 | emb | CAA31883 | 


(X13528 




ORF (334 AA) [Glycine max] 










Seq. No. 


28780 


Seq. ID 


OJ000250_53. 


0228 




Gene No. 


59450 


Strand 








O Lai U 


539 


End 


4425 






Name 


OJ000250 53.0228.C21.o2.np 


Method 


AAT/NAP 






Start 


1934 


End 


4425 






GI 


4680203 


Score 


292 






Exons 


1934.. 2037, 3430.. 4289, 4326 


. .4425 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


28780 


Seq. ID 


OJ000250_53. 


0228 


.C21 




59451 


Strand 








Start 


5577 


End 


7085 






Name 


OJ000250 53.0228.C21.o2.gs 


Method 


GENSCAN 






Start 


5577 


End 


7085 






GI 


none 


Score 


.41 






Exons 


5577.. 5747, 6418.. 6503, 6505 


..6637, 7017. .7085 






Seq. No. 


28781 


Seq. ID 


OJ000250_53. 


0228 


.C22 




59452 


Strand 


+ 






Start 


1363 


End 


1886 






Name 


OJ000250 53.0228.C22.ol.gp 


Method 


AAT/GAP 






Start 


1363 


End 


1886 






GI 


none 


Score 


1039 






Exons 


1363. .1886 










Seq. No. 


28782 


Seq. ID 


OJ000250_53. 


0228 


.C23 


Gene No. 


59453 


Strand 









28665 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



837 

AAT/GAP 
578 
950 



OJ000250_53 . 0228 . C23 . ol . gp 
1 

uC-osflcypl74fllbl 
1..203, 287. .578 

'5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


28782 


Seq. ID 


Gene No. 


59453 


Strand 


Start 


1 


End 


Name 


OJ000250_53.0228.C23.ol.gs 


Method 


Start 


89 


End 


GI 


none 


Score 


Exons 


89. .203, 287. .371, 774. .837 




Seq. No. 


28783 


Seq. ID 


Gene No. 


59454 


Strand 


Start 


1 


End 


Name 


OJ000250 53.0228.C24.ol.np 


Method 


Start 


1 


End 


GI 


5902445 


Score 


Exons 


1. .820 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza s 


Seq. No. 


28783 


Seq. ID 


Gene No . 


59454 


Strand 


Start 


1 


End 


Name 


OJ000250 5*3. 0228. C24.ol.ts 


Method 


Start 


2 


End 


GI 


none 


Score 


Exons 


2. .328, 168. .311 




Seq. No. 


28783 


Seq. ID 


Gene No . 


59454 


Strand 


Start 


1 


End 


Name 


OJ000250 53.0228.C24..o2.tw 


Method 


Start 


2 


End 


GI 


none 


Score 


Exons 


2. .202, 3. .203 




Seq. No. 


28783 


Seq. ID 


Gene No. 


59454 


Strand 


Start 


1 


End 


Name 


OJ000250 53.0228.C24.o2.tm 


Method 


Start 


80 


End 


GI 


none 


Score 


Exons 


80. .382, 99. .383, 363.-464, 


379. .465 


Seq. No. 


28783 


Seq. ID 


Gene No. 


59454 


Strand 


Start 


1 


End 


Name 


OJ000250 53.0228.C24.ol.tw 


Method 


Start 


203 


End 


GI 


none 


Score 


Exons 


203.. 361, 216.. 353, 372.. 623 


, 376.. 62: 



837 

GENSCAN 

837 

.61 



820 

AAT/NAP 

820 

904 



820 

TBLASTX : Soybean 

328 

90 



820 

TBLASTX: Wheat 

203 

123 



820 

TBLASTX: Maize 

465 

200 



820 

TBLASTX: Wheat 

623 

115 



28666 



Seq. No. 28783 

Gene No. 59454 

Start 1 

Name OJ000250_53 . 0228 . C24 . ol , 

Start 333 

GI none 

Exons 333.-589 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53.0228.C24 
820 

GENS CAN 

589 

.54 



Seq. No. 28783 

Gene No. 59454 

Start 1 

Name OJ000250_53 . 0228 . C24 . ol . 

Start 492 

GI none 

Exons 492.. 725, 492.. 761, 502, 

Seq. No. 28783 

Gene No. 59454 

Start 1 

Name OJ000250_53 . 0228 . C24 . o3 . 

Start 624 

GI none 

Exons 624.. 764, 624.. 761, 625. 



Seq. ID OJ000250_53.0228.C24 
Strand 

End 820 

tm Method TBLASTX: Maize 

End 813 

Score 117 
.762, 766. .813 

Seq. ID OJ000250_53.0228.C24 
Strand 

End 820 

tw Method TBLASTX : Wheat 

End 7 65 

Score 98 

.765 



Seq. No. 28784 

Gene No. 59455 

Start 11 

Name OJ000250_53. 0228 .C25 .ol , 

Start 11 

GI none 

Exons 11. . 166 



gs 



Seq. ID OJ000250_53.0228.C25 
Strand 

End 166 

Method GENS CAN 

End 166 

Score .8 



Seq. No. 28785 

Gene No. 59456 

Start 333 

Name OJ000250_53 . 0228 . C26 . ol , 

Start 333 

GI none 

Exons 333. .539 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53.0228.C26 
539 

GENSCAN 

539 

.55 



Seq. No. 28786 
Gene No. 59457 
Start 1 

Name OJ000250_53 . 0228 . C27 . ol . 

Start 1 

GI LIB3477-003-P1-K1-E9 

Exons 1. .77, 467. .501 

GI Descrip. ' 2498586/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY S if 

sativa] ' 



gp 



Seq. ID OJ000250_53.0228.C27 

Strand + 

End 501 

Method AAT/GAP 

End 501 

Score 154 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 28786 

Gene No. 59458 

Start 524 

Name OJ000250_53. 0228 .C27 . ol . 

Start 524 

GI none 



gs 



Seq. ID OJ000250_53.0228.C27 

Strand + 

End 2309 

Method GENSCAN 

End 2309 

Score .56 



28667 



Exons 


524. .751, 


1762.. 1958, 2026.. 


2185, 2198 


. .2309 


Seq. No. 


28787 




Seq. ID 


OJ000250_ 


Gene No . 


59459 




Strand 


+ 


Start 


309 




End 


4 97 


Name 


OJ000250 


53.0228. C28.ol.gs 


Method 


GEN SCAN 


Start 


309 




End 


4 97 


GI 


none 




Score 


.93 


Exons 


309. .497 








Seq. No. 


28787 




Seq. ID 


OJ000250_ 


Gene No. 


59460 




Strand 


+ 


Start 


798 




End 


2950 


Name 


OJ000250 


53.0228.C28 .o2.np 


Method 


AAT/NAP 


Start 


798 




End 


2950 


GI 


5922620 




Score 


130 


Exons 


798. .947, 


1307.. 1332, 2643.. 


2950 




GI Descrip. 


(AP000492 


) EST D15357 (C0514) 


corresponds to a re 



53.0228.C28 



predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 





corresponds to a region of the predicted gene.; 




protein [Oryza sativa] 






Seq. No. 


28787 


Seq. ID 


OJ000250 


Gene No. 


59461 


Strand 




Start 


1 


End 


532 


Name 


OJ000250 53.0228.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


532 


GI 


6539570 


Score 


119 


Exons 


1..20, 86. .159, 330. .532 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28788 


Seq. ID 


OJ000250 


Gene No. 


59462 " 


Strand 




Start 


189 


End 


1292 


Name 


OJ000250 53.0228.C29.ol.gs 


Method 


GENSCAN 


Start 


189 


End 


1292 


GI 


none 


Score 


.58 


Exons 


189. .259, 578.-693, 945. .1035 


, 1247. .1292 


Seq. No. 


28788 


Seq. ID 


OJ000250 


Gene No. 


59462 


Strand 




Start 


189 


End 


1292 


Name 


OJ000250 53.0228.C29.ol.np 


Method 


AAT/NAP 


Start 


735 


End 


1173 


GI 


6539570 


Score 


135 


Exons 


735. .801, 971. .1173 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 



Seq. No. 28789 

Gene No. 594 63 

Start 4780 

Name OJ000250_53 . 0228 . C30 . ol . np 

Start 4769 

GI 6006864 

Exons 4769.. 5027, 5064.. 6119, 6408, 
7517. .7669, 8167. .8501 



OJ000250_53.0228.C30 
+ 

10710 
AAT/NAP 
8501 
1156 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6541, 6750. .6990, 7087. .7292, 



28668 



GI Descrip. (AC009540) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 28789 

Gene No. 594 63 

Start 4780 

Name OJ000250_53 . 0228 . C30 . o2 . gs 

Start 4780 

GI none 

Exons 4780.. 5854, 6018.. 6119, 6408. 

7416.. 7462, 7567.. 7669, 8173. 



Seq. ID OJ000250_53.0228.C30 

Strand + 

End 10710 

Method GENSCAN 

End 8409 

Score .72 

.6541, 6750. .6990, 7087. .7298, 
.8409 



Seq. No. 28789 Seq. ID 

Gene No. 594 63 Strand 

Start 4780 End 

Name OJ000250_53 . 0228 . C30 . o2 . np Method 

Start 6456 End 

GI 3810595 Score 

Exons 6456.. 6532, 10361.. 10710 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000250_53.0228.C30 
+ 

10710 
AAT/NAP 
10710 
100 



Seq. No. 28789 

Gene No. 59464 

Start 9130 

Name OJ000250_53 . 0228 . C30 . ol . tm 

Start 5068 

GI none 

Exons 5068.. 5571, 5079.. 5459, 5542. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5715, 5545. .5715 



OJ000250_53.0228.C30 
11081 

TBLASTX: Maize 
5715 
351 



Seq. No. 28789 
Gene No. 594 64 

Start 9130 

Name OJ000250_53 . 0228 . C30 . o2 . tc 

Start 5095 
GI none 
Exons 5095. 

5292. 

5770. 



.5532, 5155. .5244, 
.5396, 5539.. 5715, 
.5811 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 53.0228.C30 



5202. 
5545. 



11081 

TBLASTX: Cress 
5874 
213 

5315, 5227.. 5463, 5245.. 5511, 
5874, 5551.. 5718, 5560.. 5664, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28789 
59464 
9130 

OJ000250_53 . 0228 . C30 . ol . ts 

5134 

none 



Seq. ID OJ000250_53.0228.C30 
Strand 
End 

Method 
End 
Score 



11081 

TBLASTX : Soybean 

5862 

120 



5134. .5445, 5155. .5337, 5157. .5336, 5305. .5862 



Seq. No. 28789 
Gene No. 59464 
Start 9130 

Name OJ000250_53 . 0228 . C30 . o2 . tm 

Start 5748 
GI none 
Exons 5748. 

6019. 

6464. 

6749. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53.0228.C30 
11081 

TBLASTX: Maize 

6824 

133 



.5936, 5748.. 6020, 5770.. 5940, 5982.. 6023, 6003.. 6116, 

.6120, 6020. .6115, 6406. .6450, 6407. .6472, 6464. .6544, 

.6541, 6466. .6546, 6466. .6543, 6747. .6824, 6747. .6821, 
.6823 



28669 




Seq. No. 


28789 








Seq. ID 


OJ000250_53.0228.C30 


belle 1NU • 










Strand 




Start 


9130 








End 


' 11081 


Name 


OJ000250 53. 


0228 


.C30.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6406 








End 


7220 


GI 


none 








Score 


115 


Exons 


6406. .6525, 


6407 


. .6535, 


6740. 


.6901, 6750.. 6905, 6755.. 6904, 




6905. .6994, 


6906 


. .6989, 


7089. 


.7220, 7109. .7198 


O tJ * in <J . 


9878 Q 








Seq. ID 


OJ000250_53.0228.C30 


Gene No. 


59464 








Strand 




Start 


9130 








End 


11081 


Name 


OJ000250 53. 


0228 


.C30.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


6917 








End 


7280 


GI 


none 








Score 


82 


Exons 


6917. .6991, 


6918 


. .6992, 


7085. 


.7279, 7086. .7280 




98 78 9 








Seq. ID 


OJ000250_53.0228.C30 


Gene No. 


59464 








Strand 




Start 


9130 








End 


11081 


Name 


OJ000250 53. 


0228 


,C30.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7092 








End * 


7301 


GI 


none 








Score 


136 


Exons 


7092. .7181, 


7092 


. .7181, 


7196. 


.7300, 7200. .7301 


Ot?q . JNU. 


98789 








Seq. ID 


OJ000250_53.0228.C30 


Gene No. 


59464 








Strand 




Start 


9130 








End 


11081 


Name 


OJ000250 53. 


0228 


.C30.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


8137 








End 


8391 


GI 


none 








Score 


187 


Exons 


8137. .8379, 


8232 


. .8378, 


8251. 


.8391 




OC^> ViKJ • 


98789 

£.0/0-7 








Seq. ID 


OJ000250_53.0228.C30 


Gene No. 


59464 








Strand 




Start 


9130 








End 


11081 


Name 


OJ000250 53. 


0228 


.C30.o3 


.gs 


Method 


GENSCAN 


Start 


9130 








End 


11081 


GI 


none 








Score 


.53 


Exons 


9130. .9410, 


9818 


. .9999, 


10095 


- .10218, 


10799. .11081 


Seq. No. 


28789 








Seq. ID 


OJ000250_53.0228.C30 




594 64 








Strand 




Start 


9130 








End 


11081 


Name 


OJ000250 53. 


0228 


.C30.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


10295 








End 


10725 


GI 


none 








Score 


74 


Exons 


10295. .10501 


, 10486. .10620, 10500. .10574, 10618 10725, 




10629. .10697 












Seq. No. 


28790 








Seq. ID 


OJ000250_53.0228.C31 


Gene No. 


59465 








Strand 


+ 


Start 


316 








End 


706 


Name 


OJ000250 53. 


0228 


.C31.ol 


.gs 


Method 


GENSCAN 


Start 


316 








End 


706 


GI 


none 








Score 


.92 



28670 



Exons 



316. .706 



Seq. No. 28790 Seq. ID 

Gene No. 594 66 Strand 

Start 790 End 

Name OJ000250_53 . 0228 . C31 . o2 . np Method 

Start 790 End 

GI 6466937 Score 

Exons 790.. 979, 1422.. 1596, 1947.. 2157, 3460 
GI Descrip. 



OJ000250_53.0228.C31 
+ 

3492 
AAT/NAP 
3492 
134 
. .3492 



(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28790 
59467 
1 

OJ000250_53.0228.C31.ol.np 
1 

4335745 

1..29, 1332. .1573, 2772. .2860 

(AC006284) putative esterase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53. 0228 .C31 

8982 
AAT/NAP 
2860 
77 



Seq. No. 28790 

Gene No. 594 67 

Start 1 

Name OJ000250_53.0228.C31.o2.gs 

Start 1093 

GI none 
Exons 



1093. 
5819. 



.1530, 1566.. 1709, 3376.. 3564, 4831 
,5891, 5995.. 6103, 8561.. 8629 



Seq. ID OJ000250_53.0228.C31 
Strand 

End 8982 

Method GEN SCAN 

End 8629 

Score .84 

4920, 5095.. 5188, 



Seq. No. 28790 Seq. ID 

Gene No. 594 67 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C31 . ol . gp Method 

Start 3244 End 

GI none Score 

Exons 3244.. 3546 



OJ000250_53.0228.C31 

8982 
AAT/GAP 
3546 
558 



Seq. No. 28790 

Gene No. 594 67 

Start 1 

Name OJ000250_53 . 0228 . C31 . o2 . tm 

Start 3424 

GI none 
Exons 



Seq. ID OJ000250_53.0228.C31 
Strand 

End 8982 

Method TBLASTX : Maize 

End 3847 

Score 142 



3424.. 3558, 3426.. 3566, 3434. .3583, 3785.. 3847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



28790 
594 67 
1 

OJ000250_53.0228.C31.o3.np 

4743 

6572067 



Seq. ID OJ000250_53.0228.C31 
Strand 

End 8982 

Method AAT/NAP 

End 8982 

Score 336 



4743. .4920, 5095. . 5188, "5812 5891, 6077. .6117, 6217. .6252, 
8529. .8660, 8837. .8982 

(AL133452) putative protein [Arabidopsis thaliana] 



28790 



Seq. ID OJ000250_53.0228.C31 



28671 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



594 67 Strand 

1 End 

OJ000250_53 . 0228 . C31 . ol . tm Method 

4856 End 

none Score 



8982 

TBLASTX: Maize 

8634 

70 



4856. .4921, 4858. .4941, 4858. .4920, 5093. .5188, 5093. .5188, 

5095. .5196, 5095. .5196, 5815. .5889, 5816. .5890, 5817. .5891, 

5818.. 5892,. 5995..6105-, 5996.. 6106, 5996.. 6106, 8553.-8633, 

8561.. 8632, 8563.. 8634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_53.0228.C32 
+ 

1296 
AAT/NAP 
1296 
208 



28791 Seq. ID 

59468 Strand 
1 End 
OJ000250_53 . 0228 . C32 . o2 . np Method 
1 End 
6069646 Score 
1..24, 554. .887, 1163. .1296 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



28791 Seq. ID 

59469 Strand 

1 End 

OJ000250_53 . 0228 . C32 . ol . np Method 

1 End 

6572067 Score 
1..115, 191. .261, 1255. .1296 

(AL133452) putative protein [Arabidopsis thaliana] 



OJ000250_53.0228.C32 

1296 
AAT/NAP 
1296 
142 



28791 
59469 



Seq. ID OJ000250_53.0228.C32 
Strand 



1 End 
OJ000250_53 . 0228 . C32 . o2 . tm Method 
6 End 
none Score 
6. .116, 6. .101, 13. .117, 14. .121, 32. 
190.. 258 



1296 

TBLASTX: Maize 

259 

89 

118, 91. .246, 185. .259, 



Seq. No. 28791 

Gene No. 59469 

Start 1 

Name OJ000250_53 . 0228 . C32 . ol . gs 

Start 191 

GI none 

Exons 191.. 261, 576.. 690 

Seq. No. 28791 

Gene No. 594 69 

Start 1 

Name OJ000250_53 . 0228 . C32 . ol . tm 

Start 585 

GI none 
Exons 



Seq. ID OJ000250_53.0228.C32 
Strand 

End 1296 

Method GENSCAN 

End 690 

Score .88 



Seq. ID OJ000250_53.0228.C32 
Strand 

End 1296 

Method TBLASTX : Mai ze 

End 1099 

Score 76 



585. .728, 604. .675, 731. .1012, 733. .1008, 989. .1099, 1045. .1095 



28672 



Seq. ID OJ000250_53.0228.C33 



Seq. No. 28792 
Gene No. 59470 Strand + 

Start 1 End 268 

Name OJ000250_53. 0228 -C33 .ol .np Method AAT/NAP 

Start 1 End 268 

GI 6069646 Score 177 

Exons 1..268 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28792 
59471 
8 

OJ000250_53 . 0228 .C33 .ol . tm 
3 

none 



Seq. ID OJ000250_53.0228.C33 



Strand 
End 

Method 

End 

Score 



3657 

TBLASTX: Maize 

509 

46 



3. .47, 8. .52, 48. .290, 56. .286, 285. .410, 333. .434, 492. .509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28792 
59471 
8 

OJ000250_53.0'228.C33.ol.gs 
8 

none 



Seq. ID OJ000250_53.0228.C33 



Strand 
End 

Method 

End 

Score 



3657 
GENSCAN 
2330 
.74 



8. .176, 1078. .1155, 1346. .1432, 1812. .1945, 2082. .2162, 
2253.. 2330 



Seq. No. 28792 Seq. ID 

Gene No. 59471 Strand 

Start 8 End 

Name OJ000250_53 . 0228 . C33 . ol . tw Method 

Start 56 End 

GI none Score 

Exons 56.-244, 60.. 245 



OJ000250_53.0228.C33 
3657 

TBLASTX: Wheat 

245 

209 



np 



Seq. No. 28792 

Gene No. 59471 

Start 8 

Name OJ000250_53 . 0228 . C33 . o2 , 

Start 1066 

GI 6572067 

Exons 1066.. 1155, 1346.. 1432, 
2413.. 2478, 3616.. 3657 

GI Descrip. (AL133452) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53.0228.C33 

3657 
AAT/NAP 
3657 
320 



1812. .1930, 2008. .2162, 2288. .2330, 



Seq. No. 28792 

Gene No. 59471 

Start 8 

Name OJ000250_53 . 0228 . C33 . o2 . tm 

Start 1361 

GI none 
Exons 



Seq. ID OJ000250_53.0228.C33 
Strand 

End 3657 

Method TBLASTX: Maize 

End 2472 

Score 105 



1361. .1435, 1361. .1438,- 1371. .1436, 1792. .1920, 1809. .1919, 
2078. .2161, 2080. .2163, 2080. .2160, 2081. .2164, 2283.-2336, 
2283.-2348, 2296.-2358, 2411. .2461, 2413. .2460, 2452. .2472 



28673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28793 



Seq. ID OJ000250_53.0228.C34 



59472 Strand + 

1 End 1588 

OJ000250_53 . 0228 . C34 . ol . np Method AAT/NAP 
1 End 421 

6069646 Score 180 

1..421 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



28793 



Seq. ID OJ000250_53.0228.C34 



59472 Strand 
1 End 
OJ000250_53.0228.C34.ol.tm Method 
6 End 
none Score 
6. .215, 8. .142, 250. .393, 251. .430 



+ 

1588 

TBLASTX: Maize 

430 

201 



Seq. No. 28793 
Gene No. . 59472 

Start 1 

Name OJ000250_53 . 0228 . C34 . ol . tw 

Start 6 

GI none 
Exons 



Seq. ID OJ000250_53.0228.C34 

Strand + 

End 1588 

Method * TBLASTX : Wheat 

End 14 41 

Score 142 



6. .203, 6. .164, 245. .403, 248. .328, 250. .330, 1355. .1441 



Seq. No. 28793 

Gene No. 59472 

Start 1 

Name OJ000250_53 . 0228 . C34 . o2 . tm 

Start 1330 

GI none 
Exons 



Seq. ID OJ000250_53.0228.C34 

Strand + 

End 1588 

Method TBLASTX : Mai ze 

End 1588 

Score 191 



1330. .1473, 1331. .1588, 1373. .1474 



Seq. No. 28794 
Gene No. 59473 
Start 1 

Name OJ000250_53 . 0228 . C35 . ol . gp 

Start 1 
GI 44750_1.R1084 
Exons 1 . . 355 

GI Descrip. '1657619 4.0e-18 (U72504) G5p [Arabidopsis thaliana] >gi_3068710 
(AF049236) putative transmembrane protein G5p [Arabidopsis 
thaliana] ' 



Seq. ID OJ000250_53.0228.C35 

Strand 

End 361 

Method AAT/GAP 

End 355 

Score 686 



Seq. No. 28794 

Gene No. 59473 

Start 1 

Name OJ000250_53 . 0228 ^C35 . ol . np 

Start 1 

GI 6572067 

Exons 1 . . 333 

GI Descrip. (AL133452) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000250_53.0228.C35 
Strand 

End 361 

Method AAT/NAP 

End 333 

Score 283 



28674 




Seq. No. 28794 

Gene No. 59473 

Start 1 

Name OJ000250_53 . 0228 . C35 . ol . tm 

Start 1 

GI none 

Exons 1..354, 5.. 361 

Seq. No. 28794 

Gene No. 59473 

Start 1 

Name OJ000250_53 . 0228 . C35 .ol . ts 

Start 1 

GI none 

Exons 1..309, 2.. 310 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250__53.0228.C35 
361 

TBLASTX: Maize 

361 

366 



OJ000250_53.0228.C35 
361 

TBLASTX: Soybean 

310 

201 



Seq. No. 28794 Seq. ID 

Gene No. 59473 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C35 . ol . tc Method 

Start 25 End 

GI none Score 

Exons 25.. 309, 26.. 307 -\ 



OJ000250_53.0228.C35 
361 

TBLASTX: Cress 

309 

133 



Seq. No. 28794 Seq. ID 

Gene No. 59473 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C35 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 353 



OJ000250_53 . 0228 . C35 
361 

GENSCAN 

353 

.42 



Seq. No. 28794 Seq. ID 

Gene No. 59473 Strand 

Start 1 End 

Name OJ000250__53 . 0228 . C35 . ol . tw Method 

Start 161 End 

GI none Score 

Exons 161.. 361, 163.. 354 



OJ000250_53.0228.C35 
361 

TBLASTX: Wheat 

361 

143 



Seq. No. 28795 Seq. ID 

Gene No. 59475 Strand 

Start 3574 End 

Name OJ000250_53 . 0228 . C36 . o2 . gs Method 

Start 3574 End 

GI none Score 

Exons 3574.. 3915, 4023.. 4201 

Seq. No. 28796 Seq. ID 

Gene No. 59476 Strand 

Start , 54 End 

Name OJ000250_53 . 0228 . C37 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54. .180 



OJ000250_53 . 0228 . C36 

4201 
GENSCAN 
4201 
.44 



OJ000250_53.0228.C37 
180 

GENSCAN 

180 

.52 



28675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28797 Seq. ID 

59477 Strand 

4 60 End 

OJ000250_53 . 0228 . C38 . ol . gs Method 

460 End 

none Score 
460. .954, 1131. .1517 

28797 <' Seq. ID 

59477 Strand 

4 60 End 

OJ000250_53.0228.C38.o3.np Method 

475 End 

6705984 Score 
475. .534, 2900. .3354 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000250_53.0228.C38 
+ 

4072 
GENSCAN 
1517 
.82 



OJ000250_53.0228.C38 
+ 

4072 
AAT/NAP 
3354 
423 



28797 
59477 
460 

OJ000250_53 . 0228 . C38 . o2 , 
733 

6721562 



Seq. ID OJ000250_53.0228.C38 
Strand + 
End 4072 
np Method AAT/NAP 
End 3586 
Score 417 
733. .954, 1326. .1656, - 1906. .2525, 3543. .3586 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 | dbj. | BAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28797 Seq. ID 

59477 Strand 

4 60 End 
OJ000250_53 . 0228 . C38 . o4 . np Method 

2530 End 

6498436 Score 
2530. .2614, 3733. .4072 

(AP000815) hypothetical protein [Oryza sativa] ' 



OJ000250_53 . 0228 . C38 
+ 

4072 
AAT/NAP 
4072 
303 



28797 Seq. ID 

59478 Strand 

1 ' End 

OJ000250_53 . 0228 . C38 . ol . np Method 

1 End 

6721512 Score 



OJ000250_53 . 0228 . C38 

2391 
AAT/NAP 
2119 
82 



1..101, 239. .385, 413. .517, 2080. .2119 
(AP001072) hypothetical protein [Oryza sativa] 



28797 Seq. ID 

59478 Strand 
1 End 
OJ000250_53 . 0228 . C38 . o2 . tw Method 

1999 ' End 
none Score 



OJ000250_53.0228.C38 
2391 

TBLASTX: Wheat 

2391 

64 



1999. .2043, 2044. .2157, 2067. .2147, 2116. .2391, 2130. .2336 



Seq. No. 



28797 



Seq. ID OJ000250_53.0228.C38 



28676 




Gene No . 










otiana 




Start 


1 








End 


2391 


Name 


OJ000250 53 


.0228 


.C38.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2023 








End 


2277 


GI 


none 








Score 


180 


Exons 


2023. .2277 












Seq. No. 


28797 








Seq. ID 


OJ000250_53 . 0228 . C38 


Gene No. 


59479 








Strand 




Start 


zooo 








End 


3364 


Name 


OJ000250 53 


.0228 


.C38.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2885 








End 


3336 


GI 


none 








Score 


263 


Exons 


2885. .3142, 


2897 


. .3148, 


2920. 


.3147, 3147.. 3233, 3152.. 3331, 




3161. .3313, 


3172 


. .3336 








Seq. No. 


28797 








Seq. ID 


OJ000250_53.0228.C38 


Gene no. 


oy4 / y 








Strand 




Start 


2885 








End 


3364 


Name 


OJ000250 53 


.0228 


.C38.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2924 








End 


3343 


GI 


none 








Score 


172 


Exons 


2924. .3193, 


2965 


. .3189, 


2981. 


.3193, 3185.. 3343, 3202.. 3333 


Seq. No. 


28797 








Seq. ID 


OJ000250_53.0228.C38 


Gene No . 


o94 /y 








Strand 




Start 


2885 








End 


3364 


Name 


OJ000250 53 


.0228 


.C38.ol 


. tm - 


Method 


TBLASTX: Maize 


Start 


3112 








End 


3364 


GI 


none 








Score 


201 


Exons 


3112. .3246, 


3113 


. .3346, 


3140. 


.3364 




Seq. No. 


28798 








Seq. ID 


OJ000250_53.0228.C39 


Gene No. 


59480 








Strand 


+ 




A Q R 








End 


1060 


Name 


OJ000250 53 


.0228 


.C39.ol 


.np 


Method 


AAT/NAP 


Start 


485 








End 


1057 


GI 


5902444 








Score 


401 


Exons 


485. .1057 












GI Descrip. 


(AB030283) 


GAG- POL precursor 


[Oryza sativa] 


Seq. No. 


28798 








Seq. ID 


OJ000250_53.0228.C39 


Gene No . 


O o U 








Strand 


+ 


Start 


485 








End 


1060 


Name 


OJ000250 53 


.0228 


.C39.ol 


.gs 


Method 


GENS CAN 


Start 


572 








End 


1060 


GI 


none 








Score 


.99 


Exons 


572. .1060 












Seq. No. 


28798 








Seq.- ID 


OJ000250_53.0228.C39 


Gene No. 


59481 








Strand 


+ 


Start 


1124 








End 


1286 


Name 


OJ000250 53 


.0228 


.C39.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


494 








End 


1176 


GI 


none 








Score 


64 


Exons 


494. .604, 641. .877, 643 


. .729, 


645. .803 


, 653. .820, 802. .867, 




. 935. .1174, 


1055. 


.1171, 


1078. . 


1176 





28677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28798 
59481 
1124 

OJ000250_53 . 0228 . C39 . o2 . np 
1124 
5902445 
1124. .1286 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000250_53.0228.C39 

Strand + 

End 1286 

Method AAT/NAP 

End 1286 

Score 174 



28799 Seq. ID 

59482 Strand 

1 End 
OJ000250_53 . 0228 . C40 . ol . np Method 

1 End 

4680179 Score 
1. .734 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000250_53.0228.C40 
+ 

734 

AAT/NAP 
734 
979 



28799 Seq. ID 

59482 Strand 

1 End 
OJ000250_53 . 0228 . C40 . ol . gs Method 

23 End 

none Score 
23. .690 



OJ000250_53 . 0228 .C4 0 
+ 

734 

GEN SCAN 
690 

v6' 



Seq. No. 28800 Seq. ID 

Gene No. 59483 Strand 

Start 2 End 

Name OJ000250_53 . 0228 . C42 . ol . np Method 

Start 84 End 

GI 586238 Score 

Exons 84.. 610 

GI Descrip. VIVIPAROUS PROTEIN HOMOLOG gi I 632294 | pir | | S48899 VP1 protein 
(OSVP1) - Oryza sativa gi | 391885 | dbj | BAA04066 . 1 | (D16640) VP1 
protein (OSVP1) [Oryza sativa] 



OJ000250_53.0228.C42 
+ 

610 

AAT/NAP 

610 

911 



Seq. No. 28800 Seq. ID 

Gene No. 59484 Strand 

Start 4 6 End 

Name OJ000250_53 . 0228 . C42 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 4 6.. 508 



OJ000250_53 . 0228 .C42 
508 

GENS CAN 

508 

.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28801 
59485 
60 

OJ000250_53.0228.C44.ol.gs 
60 

none 



Seq. ID OJ000250_53.0228.C44 
Strand 

End 1431 

Method GENSCAN 

End 1431 

Score .52 



60. .406, 554. .734, 823. .898, 971. .1363, 1379. .1431 



Seq. No. 
Gene No. 
Start 



28802 
59486 
1 



Seq. ID 

Strand 

End 



OJ000250 53.0228.C47 



846 



28678 



Name OJ000250_53 . 0228 .C47.ol.np 

Start 1 

GI 4680179 

Exons 1 . . 84 6 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 28802 

Gene No. 59486 

Start 1 

Name OJ000250_53 . 0228 .C47 . o2 . tw 

Start 8 

GI none 

Exons 8.. 250, 12.. 248 

Seq. No. 28802 

Gene No. 59486 

Start 1 

Name OJ000250_53 . 0228 . C47 . ol . ts 

Start 9 

GI none 

Exons 9.. 254, 10.. 231, 11.. 322, 282. 

Seq. No. 28802 

Gene No. 59486 - 

Start 1 

Name OJ000250_53 . 0228 . C47 . o2 . tm 

Start 9 

GI none 

Exons 9.. 95, 14.. 229 

Seq. No. 28802 

Gene No. 59486 

Start 1 ■ 

Name OJ000250_53 . 0228 .C47 .ol . gs 

Start 52 

GI none 

Exons 52.. 811 



Method AAT/NAP 
End 84 6 

Score 1289 

sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53.0228.C47 
84 6 

TBLASTX: Wheat 

250 

220 



OJ000250_53.0228.C47 
846 

TBLASTX : Soybean 

358 

168 



.320, 326.-358, 327. .356 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_53.0228.C47 
846 

TBLASTX: Maize 

229 

73 



OJ000250_53.0228.C47 
846 

GENSCAN 

811 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28802 
59486 
1 

OJ000250_53.0228.C47.ol.tm 

245 

none 

245. .676, 252. .446, 458. .637 

28802 
59486 
1 

OJ000250_53.0228.C47.ol.tw 

299 

none 

299.-676, 342. .785, 731. .781 

28802 
59486 
1 



Seq. ID 

Strand 

End 

-Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000250_53.0228.C47 
846 

TBLASTX: Maize 

676 

79 



OJ000250_53.0228.C47 
846 

TBLASTX: Wheat 

785 

260 



OJ000250 53.0228.C47 



846 



28679 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_53 . 0228 . C47 . ol . tc Method 

335 End 

none Score 
335.. 652, 482.. 622 

28803 Seq. ID 

59487 Strand 

1 End 

0 J000250_53 . 0228 . C48 . ol . np Method 

1 End 

2894559 Score 
1..103, 263. .349, 475.-496 

(AL021890) putative protein [Arabidopsis thaliana] 



TBLASTX: Cress 
652 
55 . 



OJ000250_53.0228 .C48 
+ 

496 

AAT/NAP 
496 
124 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28804 
59488 
1 

OJ000250_53.0228.C49.ol.np 
1 

6630696 
1..698 

(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000250_53.0228. 
+ 

698 

AAT/NAP 

698 

1076 



C49 



Seq. No. 28804 Seq. ID 

Gene No. 59488 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C4 9 . ol . gs Method 

Start 315 End 

GI none Score 

Exons 315. . 650 



OJ000250_53.0228.C49 
+ 

698 

GENSCAN 

650 

.59 



Seq. No. 28805 Seq. ID 

Gene No. 59489 Strand 

Start 928 End 

Name OJ000250_53 . 0228 . C50 . ol . gs Method 

Start 928 End 

GI none Score 

Exons 928.. 1113 



OJ000250_53.0228.C50 
+ 

1113 
GENSCAN 
1113 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



28805 
59490 
2112 

OJ000250_53 . 0228 . C50 . o2 . gs 

2112 

none 

2112.. 2253, 2675.. 2840, 2983. 
4451. .4490, 4817. .4926 

28805 
59491 
6551 

OJ000250_53 . 0228 . C50 . ol . np 

6537 

1171577 

6537.. 7247, 7311.. 7543, 8812. 



Seq. ID OJ000250_53.0228.C50 
Strand 

End 4926 

Method GENSCAN 

End 4 926 

Score . 64 

.3158, 3622.. 3701, 4030.. 4068, 



Seq. ID OJ000250_53.0228.C50 
Strand 

End 8840 

Method AAT/NAP 

End 8840 

Score 391 
.8840 



28680 



GI Descrip. 



(X95343) Tiypersensitivity-related gene 



[Nicotiana tabacum] 



Seq. No. 


28805 


Seq. ID 


OJ000250_53.0228.C50 


Gene No. 


59491 


Strand 




Start 


6551 


End 


8840 


Name 


OJ000250_53. 0228 .C50.o3.gs 


Method 


GEN SCAN 


Start 


6551 


End 


7255 


GI 


none 


Score 


.82 


Exons 


6551. . 7255 






Seq. No. 


28806 


Seq. ID 


UJUUUZOU Do . VZZa . Col 


Gene No. 


59492 


Strand 




Start 


1 


End 


211 


Name 


OJ000250 53.0228.C51.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


211 


GI 


1171577 


Score 


110 


Exons 


1. .211 






GI Descrip. 


(X95343) hypersensitivity-related gene 


[Nicotiana tabacum] 



Seq. No. 28806 Seq. ID 

Gene No. 59492 Strand 

Start 1 End 

Name OJ000250_53 . 0228 .C51.ol.gs Method 

Start 23 End 

GI none Score 

Exons 23.. 193 



OJ000250_5J.0228.C51 
211 

GEN SCAN 

193 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28807 
59495 
1 

OJ000250_53.0228.C59.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000250_53.0228.C59 
471 

AAT/NAP 
471 
160 



6729029 
1..144, 248. .301, 427. .471 

(AC009177) putative branched-chain amino acid aminotransferase 
[Arabidopsis thaliana] 



Seq. No. 


28807 






Seq. ID 


OJ000250 


Gene No. 


59495 






Strand 




Start 


1 






End 


471 


Name 


OJ000250 


_53.0228.C59.ol. 


gs 


Method 


GENSCAN 


Start 


61 






End 


301 


GI 


none 






Score 


.92 


Exons 


61. .144, 


248. .301 








Seq. No. 


28808 






Seq. ID 


OJ000250 


Gene No. 


59496 






Strand 




Start 


1 






. End 


116 


Name 


OJ000250 


_53.0228.C60.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


116 


GI 


2586082 






Score 


140 


Exons 


1. .116 










GI Descrip. 


(U72725) 


retrofit [Oryza 


longistaminata] 



Seq. No. 28809 Seq. ID OJ000250_53 . 0228 . C62 

Gene No. 594 97 Strand 

Start 16 End 213 

28681 



Name 

Start 

GI 

Exons 



0 J000250_53 . 0228 . C62 . ol . gs Method GENSCAN 

16 End 213 

none Score .88 
16. .108, 175. .213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28810 Seq. ID OJ000250_53 . 0228 . C64 

59498 Strand 

1 End 428 

OJ000250_53.0228.C64.ol.np Method AAT/NAP 

1 End 428 

6630696 Score 637 

1..428 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978)- [Oryza sativa] 



28810 Seq. ID 

59498 Strand 

1 End 
OJ000250_53.0228.C64.ol.gs Method 

151 End 

none Score 
151. .328 



OJ000250_53.0228.C64 
428 

GENSCAN 

328 

.53 



Seq. No." 28811 Seq. ID 

Gene No. 59499 Strand 

Start 1 End 

Name OJ000250_53. 0228 .C66 .ol .np Method 

Start 1 End 

GI 4680179 Score 

Exons 1. .725 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000250_53.0228.C66 
+ 

725 

AAT/NAP 
725 
669 



Seq. No. . 28811 Seq. ID 

Gene No. 59499 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C66 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19.. 245, 342.. 669 



OJ000250_53.0228.C66 
+ 

725 

GENSCAN 

669 

.7 



Seq. No. 28811 

Gene No. 59499 

Start 1 

Name OJ000250_53.0228.C66.ol.tw 

Start 88 

GI none 

Exons 88.. 450, 103.. 252, 120.. 449 



Seq. ID OJ000250_53.0228.C66 
Strand 
End 

Method 
End 
Score 



+ 

725 

TBLASTX: Wheat 

450 

286 



Seq. No. 28811 Seq. ID 

Gene No. 59499 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C66 . ol . tm Method 

Start 331 End 

GI none Score 

Exons 331.. 636, 345.. 509 



OJ000250_53.0228.C66 
+ 

725 

TBLASTX: Maize 

636 

221 



28682 




Seq. No. 


28812 


Seq. ID 


OJ000250_53.0228 


.C69 


Gene No. 


59500 


Strand 


+ 




Start 


1 


End 


814 




Name 


OJ000250 53.0228.C69.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


811 




GI 


4680179 


Score 


1153 




Exons 


1. .811 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. inciica] 




Seq. No. 


28812 


Seq. ID 


OJ000250 53.0228 


.C69 


HpriP Mo 


59500 


Strand 


+ 




Start 


1 


End 


814 




Name 


OJ000250 53 0228 C69 ol tw 


Method 


TBLASTX: Wheat 




Start 


1 _ 


End 


433 




GI 


none 


Score 


112 




Exons 


1 198 1 321 2 433 179 


. .430 






Seq. No. 


28812 


Seq. ID 


OJ000250_53.0228 


.C69 


VJC11C liU • 


59500 


Strand 


+ 




Start 


1 


End 


814 




Name 


0,70009^0 R? 0998 PfiQ nl 1-m 


Method 


TBLASTX: Maize 




Start 


o ~~ 


End 


586 




GI 


none 


Score 


214 




Exons 


9 148 1 ? 141 1 4 S 91? 


145. .570, 146. .586 




Seq. No. 


28812 


Seq. ID 


OJ000250_53.0228 


-C69 


VJCilC LN KJ • 


59500 


Strand 


+ 




Start 


i 

JL 


End 


814 




Name 


O.Tnnn^Rn R? 0998 CM r>1 rrQ 


Method 


GENS CAN 




Start 


fi9 — 


End 


814 




GI 


nnno 
11U1 it? 


Score 


.99 




Exons 


62 . . 814 








Seq. No. 


28812 


Seq. ID 


OJ000250_53.0228 


.C69 




59500 


Strand 


+ 




Start 


1 


End 


814 




Name 


OJ000250 53 0998 C69 o2 tw 


Method 


TBLASTX: Wheat 




Start 


4?fi _ 


End 


766 




GI 


none 


Score 


313 




Exons 


4?fi 709 4^7 7fifi 








Seq. No. 


2881 3 

C O O X «J 


Seq. ID 


OJ000250_53.0228 


.C71 




59501 


Strand 


+ 




Start 


420 


End 


1817 




Name 


OJ000250 53.0228.C71.ol.gs 


Method 


GENSCAN 




Start 


420 


End 


1817 




GI 


none 


Score 


.41 




Exons 


420.. 538., 1704.. 1817 








Seq. No. 


28814 


Seq. ID 


OJ000250 53.0228 


.C72 


Gene No. 


59502 


Strand 


+ 




Start 


1 


End 


335*6 




Name 


OJ000250 53.0228.C72.ol.np . 


Method 


AAT/NAP 




Start 


1 


End 


3145 




GI 


4680186 


Score 


270 




Exons 


1..38, 331. .430, 2041. .2096 


, 2940. .3145 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 





28683 



Seq. No. 28814 Seq. ID 

Gene No. 59502 Strand 

Start 1 End 

Name OJ000250_53 . 0228 . C72 . ol . gs Method 

Start 143 End 

GI none . Score 

Exons 143.. 288, 331.. 418, 561.. 659 



OJ000250_53.0228.C72 
+ 

3356 
GEN SCAN 
659 
.65 



Seq. No. 28814 

Gene No. 59502 

Start 1 

Name OJ000250_53 . 0228 . C72 . o2 . gs 

Start 1381 

GI none 

Exons 1381.. 1471, 1518.. 1648, 2940. 



Seq. ID OJ000250_53.0228.C72 

Strand + 

End 3356 

Method GENSCAN 

End 3356 

Score .72 
.3093, 3352. .3356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28814 
59503 
4008 

OJ000250_53.0228.C72.o2.np 
4008 
4680185 
4008. .4116 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_53.0228.C72 

Strand + 

End 4116 

Method AAT/NAP 

End 4116 

Score 111 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 53.0228.C72 



28814 
59504 
2692 

OJ000250_53.0228.C72.ol.gp 
2692 

uC-osflcyp033a04bl 
2692.. 3073 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



3073 
AAT/GAP 
3073 
651 



Seq. No. 28814 . Seq. ID 

Gene No. 59505 Strand 

Start 3491 End 

Name OJ000250_53 . 0228 . C72 . o3 . gs Method 

Start 3491 End 

GI none Score 

Exons 3491.. 3576, 3872.. 4067 



OJ000250_53.0228.C72 

4067. . 
GENSCAN 
4067 
.83 



Seq. No. 28815 Seq. ID 

Gene No. 59506 Strand 

Start 1173 End 

Name OJ000250_53 . 0228 . C73 . ol . gs Method 

Start 1173 End 

GI none Score 

Exons 1173. .1476, 1548. .1682 



OJ000250_53.0228.C73 
+ 

1682 
GENSCAN 
1682 
.63 



Seq. No. 28815 Seq. ID 

Gene No. 59507 Strand 

Start 2648 End 

Name OJ000250_53 . 0228 . C73 . o2 . gp Method 

Start 2550 End 



OJ000250_53.0228.C73 
+ 

4628 

AAT/GAP 

2932 



28684 



GI uOosflcyp033a04bl Score 704 

Exons 2550.. 2932 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 28815 Seq. ID 

Gene No. 59507 Strand 

Start 2648 End 

Name OJ000250_53 . 0228 .C73 .o2 . gs Method 

Start 2648 End 

GI none Score 

Exons 2648.. 2719, 3819.. 4628 



OJ000250_53.0228.C73 
+ 

4628 
GENSCAN 
4628 
.93 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28815 Seq. ID 

59508 Strand 

1223 End 

OJ000250_53 . 0228 . C7 3 . ol . np Method 

1223 End" 

5852180 Score 



OJ000250__53.0228.C73 

4894 
AAT/NAP 
4894 
640 



1223. .1631, 1683. .1800, 2781. .2836, 4862. .4894 
(AL117265) zhbOOOlO.l [Oryza sativa] 



28816 Seq. ID 

59509 Strand 

.19 . End 
OJ000250_53 . 0228 . C74 . ol . gs Method 

19 End 

none Score 
19. .1560 



OJ000250_53.0228.C74 
+ 

1560 
GENSCAN 
1560 
.57 



Seq. No. 28816 Seq. ID 

Gene No. 59509 Strand 

Start 19 End 

Name OJ000250_53 . 0228 . C74 . ol . ts Method 

Start 970 End 

GI none Score 

Exons 970.. 1332 



OJ000250_53.0228.C74 
+ 

1560 

TBLASTX : Soybean 

1332 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28816 Seq. ID 

59509 . Strand 

19 End 
OJ000250__53 . 0228 . C74 . ol . np Method 

977 End 

3377834 Score 
977.. 1429 

(AF075598) No definition line found [Arabidopsis thaliana] 



OJ000250_53.0228.C74 
+ 

1560 
AAT/NAP 
1429 
157 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 49. 0214. C2 



28817 
59510 
2576 

OJ000250_4 9 . 02 14 . C2 . ol . gp 
2389 

LIB3433-053-P1-K1-G4 
2389.. 2681 

•401190/spl P31110 |TLP_ORYSA 3.0e-ll THAUMATIN-LIKE PROTEIN 

PRECURSOR >gi_100715_pir S25551 thaumatin-like protein - rice 

>gi_20376_emb_CAA48278_ (X68197) thaumatin-like protein [Oryza 



3194 
AAT/GAP 
2681 
546 



28685 



sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28817 
59510 
2576 

OJ000250_49.0214 .C2.ol.tm 

2571 

none 



Seq. ID OJ000250_49.0214.C2 
Strand 

End 3194 

Method TBLASTX : Mai ze 

End 3025 

Score 153 



2571. .2771, 2573. .2770, 2585.-2779, 2762. .2794, 2765. .2824, 
2766.-2822, 2873.. 3025, 2874.. 3023 



28817 
59510 
2576 

OJ000250_4 9.0214.C2.ol.gs 

2576 

none 

2576. .3115 



Seq. ID OJ000250_49.0214.C2 
Strand 

End 3194 

Method GEN SCAN 

End 3115 

Score .92 



Seq. ID OJ000250_49.0214.C2 
Strand 

3194 
AAT/NAP 
3112 
846 



28817 
59510 
2576 

OJ000250_4 9.0214.C2.ol.np 
2579 
401190 
2579. .3112 

THAUMAT IN-LIKE PROTEIN PRECURSOR gi | 100715 | pir | IS25551 
thaumatin-like protein - rice gi I 20376 | emb | CAA4 8278 | (X68197) 
thaumatin-like protein [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 


28817 








Seq. ID 


OJ000250_49.0214.C2 


Gene No. 


59510 








Strand 




Start 


2576 








End 


3194 


Name 


OJ000250 49 


.0214 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2579 








End 


3025 


GI 


none 








Score 


75 


Exons 


2579. .2707, 


2696 


. .2758, 


2771. 


.2986, 2966. .3025 


Seq. - No. 


28817 








Seq. ID 


OJ000250_49.0214.C2 


Gene No. 


59510 








Strand 




Start 


2576 








End 


3194 


Name 


OJ000250 49 


.0214 


.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2642 








End 


3026 


GI 


none 








Score 


170 


Exons 


2642. .2791, 


2642 


. .2824, 


2655. 


.2810, 2873. .3025, 2874.. 3026 


Seq. No. 


28817 








Seq. ID 


OJ000250_49.0214.C2 


Gene No. 


59510 








Strand 




Start 


2576 








End 


3194 


Name 


OJ000250 49 


.0214 


.C2.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


2693 








End 


3008 


GI 


none 








Score 


59 


Exons 


'2693. .2770, 


2694 


. .2771, 


2768. 


.3007, 2874. .3008 


Seq. No. 


28817 








Seq. ID 


OJ000250_49.0214.C2 


Gene No. 


59510 








Strand 




Start 


2576 








End 


3194 



28686 



Name .OJ000250_4 9 . 0214 .C2 . o2 . gp Method AAT/GAP 

Start 2799 End 3194 

GI 334_2.R1084 Score 726 

Exons 2799.. 3194 

GI Descrip. 1 401190/sp | P31110 | TLP_ORYSA 5.0e-25 THAUMATIN-LIKE PROTEIN 

PRECURSOR >gi_100715_pir S25551 thaumatin-like protein - rice 

>gi_2037 6_emb_CAA48278_ (X68197) thaumatin-like protein [Oryza 
sativa] 1 



Seq. No. 


28818 


Seq. ID 


OJ000250 


_4 9. 


0214 .C3 


Gene No. 


59511 


Strand 








Start 


2243 


End 


2986 






Name 


OJ000250 49.0214.C3.ol.gs 


Method 


GENSCAN 






Start 


2243 


End 


2986 






GI 


none 


Score 


.7 






Exons 


2243..2282, 2898.. 2986 










Seq. No. 


28819 


Seq. ID 


OJ000250 


_49. 


0214. C4 


Gene No. 


59512 


Strand 


+ 






Start 


186 


End 


304 






Name 


OJ000250 49.0214.C4.ol.gp 


Method 


AAT/GAP 






Start 


186 


End 


304 






GI 


uC-osflcypl78d01al 


Score 


210 






Exons 


186. .304 










GI Descrip. 


, 5852182/emb|CAB55420.1 | 9. 


Oe-13 (AL117265) zhb0012 


. 1 [Oryza 




sativa] 1 










Seq. No. 


28819 


Seq. ID 


OJ000250 


_49. 


0214. C4 


Gene No . 


59513 


Strand 


+ 






Start 


3204 


End 


3544 






Name 


OJ000250 49.0214.C4.o2.gs 


Method 


GENSCAN 






Start 


3204 


End 


3544 






GI 


none 


Score 


.68 






Exons 


3204.. 3292, 3532.. 3544 










Seq. No. 


28819 


Seq. ID 


OJ000250 


_49. 


0214. C4 


Gene No 


59514 


Strand 


+ 






Start 


4425 


End 


5288 






Name 


OJ000250 49.0214.C4.o2.np 


Method 


AAT/NAP 






Start 


4425 


End 


5138 






GI 


1373392 


Score 


868 






Exons 


4425. .5138 










GI Descrip. 


(U57787) permatin precursor 


[Avena sativa] 






Seq. No. 


28819 


Seq. ID 


OJ000250_ 


_49. 


0214. C4 


Gene No. 


59514 


Strand 


+ 






Start 


4425 


End 


5288 






Name 


OJ000250 49.0214.C4.o3.gs 


Method 


GENSCAN 






Start 


4425 


End 


5141 






GI 


none 


Score 


1 






Exons 


4425. .5141 










Seq. No. 


28819 


Seq. ID 


OJ000250_ 


_49. 


0214. C4 


Gene No. 


59514 


Strand . 


+ 






Start 


4425 


End 


5288 






Name 


OJ000250 49.0214.C4.o2.gp 


Method 


AAT/GAP 






Start 


4679 


End 


4856 







28687 



GI 2797857 Score 238 

Exons 4679.. 4856 



Seq. No. 


28819 


Seq. ID 


OJ000250 49. 0214. C4 


Gene No. 


59514 


Strand 


+ 


Start 


4425 


End 


5288 


Name 


OJ000250 49.0214.C4.o3.gp 


Method 


AAT/GAP 


Start 


5003 


End 


5288 


GI 


2798514 


Score 


495 


Exons 


5003. .5288 






GI Descrip. 


2454602 2.0e-ll (AF016327) 


Barperml [Hordeum vulgar e] 




28819 


Seq. ID 


OJ000250 49. 0214. C4 


Gene No. 


59515 


Strand 


+ 


Start 


11786 


End 


16506 


Name 


OJ000250 49.0214.C4.o4.gp 


Method 


AAT/GAP 


Start 


11786 


End 


12378 


GI 


2310235 


Score 


292. 


Exons 


11786. .11827, 12240. .12378 






GI Descrip. 


5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 




sativa] 






Seq. No. 


28819 


Seq. ID 


OJ000250_49.0214 .C4 


Gene No. 


59515 


Strand 


+ 


Start- 


11786 


End 


16506 ■ 


Name 


OJ000250 49.0214.C4.o6.gs 


Method 


GENS CAN 


Start 


12240 


End 


15574 


GI 


none 


Score 


.66 


Exons 


12240. .12699, 12880 .. 13052, 


13358. .13467, 13561. .15574 



Seq. No. 28819 

Gene No. 59515 

Start 11786 

Name OJ000250_4 9 . 0214 . C4 . o5 . gp 

Start 12244 

GI 342J..R1084 

Exons 12244. .15652, 15784. 

GI Descrip. ' 4574406/gb | AAD24042 
sativa] 1 



Seq. ID OJ000250_49.0214.C4 
Strand + 
End 16506 
Method AAT/GAP 
End 16335 
Score 6641 
15881, 15991.. 16335 

1| 0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28819 Seq. ID 

59515 Strand 

11786 End 

OJ000250_4 9 . 0214 . C4 . 06 . gp Method 

12244 End 

342 1.R1084 Score 



OJ000250_49.0214.C4 
+ 

16506 
AAT/GAP 
16334 
6639 



12244. .15652, 15784 .. 15881, 15991.. 16334 

, 4574406/gb|AAD24.042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 28819 

Gene No. 59515 

Start ■ 11786 

Name 0 J000250_4 9 . 0214 . C4 . o7 . gp 

Start 12244 

GI 342 1.R1084 
Exons 



Seq. ID OJ000250_49.0214.C4 



Strand 
End 

Method 

End 

Score 



+ 

16506 
AAT/GAP 
16328 
6627 



12244. .15652, 15784 .. 15881, 15991.. 16328 



28688 



GI Descrip. 



M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


28819 


Seq. ID 


OJ000250_ 


_49.0214 


-C4 


Gene No. 


59515 


Strand 


+ 






Start 


11786 


End 


16506 






Name 


OJ000250 49. 0214. C4 . 


o4.np Method 


AAT/NAP 






Start 


12252 


End 


15553 






GI 


4 680203 


Score 


3316 






Exons 


12252. .13915, 14069. 


.14299, 14576.. 15553 






GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 






Seq. No. 


28819 


Seq. ID 


OJ000250_ 


J9.0214 


.C4 


Gene No. 


59515 


Strand 


+ 






Start 


11786 


End 


16506 






Name 


OJ000250 49. 0214. C4 . 


o8.gp Method 


AAT/GAP 






Start 


12413 


End 


16506 






GI 


342 1.R1084 


Score 


6743 






Exons 


12413. .15652, 15784. 


.15881, 15991.. 16506 






GI Descrip. 


'4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 



sativa] ' 



Seq. No. 28819 Seq. ID 

Gene No. 59516 Strand 

Start 197 End 

Name OJ000250_49. 0214 .C4 .ol .gs Method 

Start 197 End 

GI none Score 

Exons 197.. 745 



OJ000250_49.0214.C4 
745 

GEN SCAN 

745 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28819 Seq. ID 

59516 Strand 
197 End 
O J000250_4 9 . 02 14 . C4 . ol . np Method 
200 End 
401190 Score 
200. .739 

THAUMAT IN-LIKE PROTEIN 
thaumatin-like protein 
thaumatin-like protein 



OJ000250_49.0214.C4 
745 

AAT/NAP 

739 

775 



PRECURSOR gi|100715|pir| IS25551 
- rice gi | 20376 | emb | CAA4 827 8 | (X68197) 
[Oryza sativa] 



28819 
59517 
6134 

OJ000250_4 9.0214.C4.ol.ts 
197 
none 



Seq. ID OJ000250_49.0214.C4 
Strand 

10058 

TBLASTX: Soybean 
5138 
219 



End 

Method 
End 
Score 

197. .259, 254.-295, 317. .385, 401. .655, 411. .650, 4509. .4562, 
4553. .4690, 4554. .4754, 4791. .4868, 4878.-4988, 4886. .4951, 
5010.. 5138, 5026.. 5100 



Seq. No. 28819 Seq. ID 

Gene No. 59517 Strand 

Start 6134 End 

Name OJ000250_4 9 . 0214 . C4 . o2 . tm Method 

Start 197 End 

GI none Score 



OJ000250_49.0214.C4 
10058 

TBLASTX: Maize 

5140 

365 



28689 



Exons 



197. .259, 254. .295, 4872. .5138, 4883. .5137, 4988. .5140 



Seq. No. 28819 

Gene No. 59517 

Start 6134 

Name OJ000250_4 9. 0214 .C4 .ol . tc 

Start 200 

GI none 
Exons 



Seq. ID OJ000250^_49.0214.C4 
Strand 

End 10058 

Method TBLASTX : Cress 

End 5138 

Score 148 



200. .328, 317.. 385, 401. .616, 411. .617, 596. .658, 4500. .4754, 
4514. .4690, 4791. .4853, 4796.-4849, 4890. .4988, 4898.-4966, 
4986.. 5102, 5009.. 5101, 5112.. 5138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28819 
59517 
6134 

OJ000250_4 9 . 0214 .C4 . o4 . tw 

314 

none 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 10058 

Method TBLASTX : Wheat 

End 4 970 

Score 53 



314. .391, 315. .392, 389. .637,. 390. .629, 4521. .4562, 4526. .4561, 
4553. .4711, 4554. .4754, 4791. .4844, 4796.-4843, 4814. .4855, 
4859. .4936, 4886. .4969, 4887. .4970 



28819 
59517 
6134 

OJ000250_49.0214.C4.ol.tm 

332 

none 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 10058 

Method TBLASTX : Mai ze 

.End 4754 

Score 559 



332. .778, 333. .659, 692. .712, 712. .744, 753. .776, 4500. .4562, 
4517.. 4561, 4553. .4717, 4554.. 4754 



Seq. No. 28819 

Gene No. 59517 

Start 6134 

Name OJ0002 50_4 9 . 02 14 . C4 . 06 . tw 

Start 5947 

GI none 
Exons 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 10058 

Method TBLASTX : Wheat 

End 8757 

Score 62 



5947. .5997, 8365. .8622, 8477. .8638, 8605. .8703, 8606. .8686, 
8710.. 8757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



28819 
59517 
6134 

OJ000250_4 9.0214.C4.o3.np 

6134 

5042454 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 10058 

Method AAT/NAP 

End 10058 

Score 3536 



6134. .6189, 6411. .6987, 7140. .7337, 7720. .9429, 9485. .9595, 
9923. .10058 

(AC007789) putative polyprotein [Oryza sativa] 



28819 
59517 
6134 

OJ000250_49.0214.C4.o6.tm 

7719 

none 

7719.. 7862, 7723. .7857 



Seq. ID OJ000250_49.0214.C4 
Strand 

* End 10058 

Method TBLASTX : Mai ze 

End 7862 

Score 120 



28690 



Seq. No. 28819 

Gene No. 59517 

Start 6134 

Name OJ000250_4 9 . 02 14 . C4 . o5 . tm 

Start 84 67 

GI none 

Exons 8467.. 8715, 8468.. 8752 

Seq. No. 28819 

Gene No. 59518 

Start 12591 

Name OJ000250_4 9 . 0214 . C4 . o5 . tw 

Start 12591 

GI none 

Exons 12591. .12698, 12681 12932, 
12691. .12942 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 10058 

Method TBLASTX : Mai ze 

End 8752 

Score 89 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 12947 

Method TBLASTX : Wheat 

End 12947 

Score 99 
12689. .12931, 12690 .. 12947, 



Seq. No. 28819 

Gene No. 59519 

Start 12863 

Name OJ000250_4 9 . 02 14 . C4 . o2 . ts 

Start 12863 

GI none 

Exons 12863. .12946, 12864 12938 , 
13050.. 13274 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 13738 

Method TBLASTX : Soybean 

End 13292 

Score 102 
12939. .13001, 12996>: .13292, 



Seq. No. 28819 

Gene No. 59519 

Start 12863 

Name OJ000250_4 9 . 02 14 . C4 . o3 . tc 

Start 13025 

GI none 

Exons 13025. .13177, 13032 .. 13340, 

Seq. No. 28819 

Gene No. 59519 

Start 12863 

Name OJ000250_4 9 . 0214 . C4 . o2 . tw 

Start. 13161 

GI none 

Exons 13161. .13214, 13169 .. 13213, 
13336. .13422, 13337 .. 13423, 
13426. .13632 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 13738 

Method TBLASTX: Cress 

End 13340 

Score 288 
13217. .13312 

Seq. ID OJ000250_49.0214.C4 
Strand 

End 13738 

Method TBLASTX : Wheat 

End 13632 

Score 72 
13215. .13319, 13226. .13315, 
13403. .13627, 13424 .. 13627 , 



Seq. No. 28819 

Gene No. 59519 

Start 12863 

Name 0 J000250_4 9 . 0214 . C4 . o3 . tm 

Start 13218 

GI none 

Exons 13218. .13340, 13337 .. 13465, 

Seq. No. 28819 

Gene No. 59519 

Start 12863 

Name OJ000250 49. 0214 .C4 .o3 . ts 



Seq. ID OJ000250_49.0214.C4 
Strand 

End 13738 

Method TBLASTX : Mai ze 

End 13666 

Score 108 
13472. .13666 

Seq. ID OJ000250_49.0214.C4 
Strand 

End 13738 

Method TBLASTX: Soybean 



28691 



Start 


13496 




End 


13738 




GI 


none 




Score 


212 




Exons 


13496. .13738 










Seq. No. 


28819 




Seq. ID 


OJ000250_49.0214 


.C4 


Gene No. 


59520 




Strand 






Start 


13771 




End 


14181 




Name 


OJ000250 49. 0214. C4. 


o3 . tw 


Method 


" TBLASTX: Wheat 




Start 


13771 




End 


14181 




GI 


none 




Score 


78 




Exons 


13771. .13821, 13772. 


.13834, 


13840. .14022, 1384 4 .. 14062, 






14090. .14179, 14095. 


.14181, 


14096. .14179 




Seq. No. 


28819 




Seq. ID 


OJ000250_49.0214 


.C4 


Gene No. 


59521 




Strand 






Start 


14182 




End 


15499 




Name 


OJ000250 49 0214 C4 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14182 




End 


15499 




GI 


none 




Score 


881 




Exons 


14182. .15084, 14183. 


.15100, 


15095. .15139, 15099. .15137, 






15142. .15237, 15146. 


.15205, 


15184. .15324, 15185 .. 15325, 






15338. .15418, 15407. 


.15499 








Seq. No. 


28819 




Seq. ID 


OJ000250_49.0214 


.C4 




59521 




Strand 






Start 


14182 




End 


15499 




Name 


OJ000250 49. 0214. C4 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14225 




End 


14539 




GI 


none 




Score 


310 




Exons 


14225. .14539, 14236. 


.14511, 


14309. .14539 




Seq. No. 


28819 




Seq. ID 


OJ000250_49.0214 


.C4 


Gene No. 


59521 




Strand 






Start 


14182 




End 


15499 




Name 


OJ000250 49. 0214. C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


14466 




End 


14917 




GI 


none 




Score 


176 




Exons 


14466. .14648, 14470. 


.14907, 


14470... 14913, 14474. .14917, 






14480. .14917 








' 


Seq. No. 


28820 




Seq. ID 


OJ000250_49.0214 


.C5 


Gene No . 


59522 




Strand 


+ 




Start 


170 




End 


835 




Name 


OJ000250 49. 0214. C5. 


ol.gs 


Method 


GENSCAN 




Start 


170 




End 


835 




GI 


none 




Score 


.97 




Exons 


170. .835 










Seq. No. 


28820 




Seq. ID 


OJ000250_49.0214 


.C5 


Gene No. 


59523 




Strand 


+ 




Start 


1854 




End 


5554 




Name 


OJ000250 49. 0214. C5. 


ol.np 


Method 


AAT/NAP 




Start 


1839 




End 


3462 




GI 


4680204 




Score 


759 




Exons 


1839.. 3275, 3350.. 3462 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 





28692 




Seq. No. 


28820 








Seq. ID 


OJ000250_49.0214.C5 


Gene No. 


59523 








Strand 


+ 


Start 


1854 








End 


5554 


Name 


OJ000250 49. 


0214 


.C5.o2. 


np 


Method 


AAT/NAP 


Start 


1839 








End 


5536 


GI 


4680204 








Score 


1035 


Exons 


1839. .3275, 


3350 


. .4449, 


4559. 


.4732, 4829. .5048, 5399. .5536 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


9ftft?0 








Seq. ID 


OJ000250_49.0214.C5 


Gene No. 


59523 








Strand 


+ 


Start 


1854 








End 


5554 


Name 


OJ000250 49 


0214 


. C5 . o2 . 


y ° 


Method 


GEN SCAN 


Start 


1 ft S4 _ 

-L O *J *4 








End 


5554 


GI 


none 








Score 


.64 


Exons 


1 RS4 9744 


?81 1 


. • jiiu/ 


3156 . 


.3275, 33( 


37. .3491, 3668. .4449 




4RSQ 47*39 


4ft9Q 


4 Q^Q 
• • *i y -j z> f 




.5096, 5191. .5289, 5369. .5554 


Seq. No. 


28820 








Seq. ID 


OJ000250 49. 0214. C5 


fipnp Mo 


59523 








Strand 


+ 


Start 


1 ft R4 
J. O D H 








End 


5554 


Name 


\J\J\J\J\J£.DKJ fx -7 • 


091 4 




■Hut 


Method 


TBLASTX: Wheat 


Start 


94 ft n ~~ 








End 


2885 


GI 


none 








Score 


63 


Exons 


94ft n 97 S9 


94 ft9 

Z. fx O c. 


9 699 


94 ft 4 


.2720; 2790.. 2885 


Seq. No. 


28820 








Seq. ID 


OJ000250_49.0214.C5 




59523 








Strand 


+ 


Start 


1854 








End 


5554 


Name 


OJ000250 49. 


0214 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4376 








End 


4898 


GI 


none 








Score 


59 


Exons 


4376. .4456, 


4545 


. .4727, 


4595. 


.4720, 4827. .4898 


Seq. No. 


28821 








Seq. ID 


OJ000250_49.0214.C6 


Gene No. 


59524 








Strand 


+ 


Start - 


17 








End 


2676 


Name 


OJ000250 49. 


0214 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


17 








End 


2676 


GI 


none 








Score 


.81 


Exons 


17. .49, 1407 


..1578, 1946. .2676 





Seq. No. 28821 Seq. ID OJ000250_4 9 . 0214 . C6 

Gene No. 59524 Strand + 

Start 17 End 2676 

Name OJ000250_4 9. 0214 .C6 . ol . gp Method AAT/GAP 

Start 89 End 232 

GI 21474_1.R1084 Score 254 

Exons 89.. 232 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 28821 Seq. ID 

Gene No. 59525 Strand 

Start 3285 End 

Name OJ000250_4 9 . 0214 . C6 . o2 . gs Method 

Start 3285 End 



OJ000250_49.0214.C6 
+ 

3964 

GENSCAN 

3964 



28693 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



none 

3285. .3311, 3749.. 3964 

28821 
59526 
6243 

OJ000250_4 9.0214.C6.o3.gs 

6243 

none 



Score 



,59 



Seq. ID OJ000250_49.0214.C6 

Strand + 

End 7741 

Method GEN SCAN 

End 7741 

Score .74 



6243. .6570, 6864. .6876, 6928. .7101, 7297. .7741 



28821 
59526 
6243 

OJ000250_4 9.0214 .C6.o3.gp 

7042 

none 

7042. .7236, . 7320. .7497 

28821 
59527 
144 37 

OJ000250_4 9.0214.C6.o5.gs 

14437 

none 

14437. .14506, 18104. .18264 



Seq. ID OJ000250_.49.0214.C6 

Strand + 

End 7741 

Method AAT/GAP 

End 74 97 

Score 715 



Seq. ID OJ000250_49.0214.C6 

Strand + 

End 18264 

Method GENSCAN 

End 18264 

Score .46 



28821 
59528 
1939 

OJ000250_49 . 0214 . C6 . ol . np 
1939 
1373392 
1939. .2647 

(U57787) permatin precursor [Avena sativa] 



Seq. ID OJ000250_49.0214 .C6 
Strand 

End 2700 

Method AAT/NAP 

End 2647 

Score 860 



28821 
59528 
1939 

OJ000250_4 9'. 0214 . C6 . o2 . gp 
2225 

uC-osroM202020al0bl 
2225. .2700 

•2454602 6.0e-47 (AF016327) Barperml [Hordeum vulgar e] ' 



Seq.' ID OJ000250_49.0214.C6 
Strand 

End 2700 

Method AAT/GAP 

End 2700 

Score 936 



Seq. ID OJ000250_49.0214.C6 
Strand 

End 5593 

Method AAT/NAP 

End 5593 

Score 60 



28821 
59529 
3495 

OJ000250_49.0214 .C6.o2.np 
3495 
944916 
3495. .3514, 5380. .5593 

(U30322) cysteine proteinase [Mesembryanthemum crystallinum] 



28821 
59530 
6150 



Seq. ID OJ000250_49.0214.C6 
Strand 

End 20177 



28694 



Name 
Start 
GI . 
Exons 



OJ000250_4 9.0214.C6.ol.tc 

1939 

none 

1939.. 1965, 1975.. 2067, 2089. 
2321. .2539 



Method TBLASTX : Cress 
End 2568 
Score 128 

.2187, 2227.. 2289, 2308.. 2568, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28821 
59530 
6150 

OJ000250_4 9.0214.C6.ol.tm 

1939 

none 

1939.. 2199, 1940.. 2200, 2218. 
2315. .2476, 2500.. 2562 

28821 
59530 
6150 

"OJ000250_4 9.0214.C6.ol.ts 

1939 

none 

1939. .2067, 2089. .2190, 2221. 
2324. .2470 



Seq. ID OJ000250_49.0214.C6 
Strand 

End 20177 

-Method TBLASTX : Maize 

End ' 2562 

Score 174 

.2289, 2219.. 2290, 2314.. 2514, 



Seq. ID OJ000250_49.0214.C6 
Strand 

End 20177 

Method TBLASTX : Soybean 

End 2559 

Score 59 

.2298, 2222.. 2299, 2302.. 2559, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28821 
59530 
6150 

OJ000250_4 9.0214 .C6.ol.tw 

2107 

none 



Seq. ID OJ000250_49.0214.C6 



Strand 
End 

Method 

End 

Score 



20177 

TBLASTX: Wheat 

2547 

72 



2107. .2190, 2108. .2191, 2221. .2298, 2222. .2299, 2299. .2514, 
2303.. 2470, 2506.. 2547 



28821 
59530 
6150 

OJ000250_49.0214 .C6.o3.np 
6150 
1076802 

6150.. 6304, 7342, 
extensin-like protein 
extensin-like protein 



OJ000250 49. 0214. C6 



Seq. ID _ 
Strand 
• End 20177 
Method AAT/NAP 
End 19613 
Score 67 
7663, 19552.. 19613 

- maize gi | 600118 | emb | CAA84230 | (Z34465) 
[Zea mays] gi | 1096557 |prf | | 2111476A 



extensin-like domain [Zea mays] 



OJ000250 49. 0214. C6 



Seq. No. 28821 Seq. ID 

Gene No. 59530 Strand 

Start 6150 End 

Name 0 J000250_4 9 . 0214 . C6 . o3 . tm Method 

Start 9363 End 

GI none Score 

Exons 9363. .9413, 9425. .9472, 9427. .9474, 9742.. 9789, 19404 19508 , 

19410. .19508, 19412. .19525, 19441 .. 19515, 19611 .. 19658, 

19612. .19659, 19614 .. 19667 19616 .. 19666 



20177 

TBLASTX: Maize 
19667 
.48 



Seq. No. 
Gene No. 
Start 



28821 
59530 
6150 



Seq. ID 

Strand 

End 



OJ000250 49. 0214. C6 



20177 



28695 



Name 


OJ000250 49. 0214. C6 


. o4 . gp 


Method 


AAT/GAP 




Start 


19183 




End 


19736 




GI 


1632596 




Score 


742 




Exons 


19183. .19513, 19614 


. .19736 








Seq. No. 


28821 




Seq. ID 


OJ000250_49.0214 


.C6 




59530 




Strand 






.Start 


6150 




End 


20177 




Name 


OJ000250 49. 0214. C6 


.06 .gs 


Method 


GENSCAN 




Start 


19411 




End 


20174 




GI 


none 




Score 


.86 




Exons 


19411. .19513, 19614 


. .19757, 


19842. .19923, 20020.. 20174 




Seq. No. 


28821 




Seq. ID 


OJ000250_49.0214 


.C6 


Gene No. 


59530 




Strand 






Start 


6150 




End 


20177 




Name 


OJ000250 49 0214 C6 


. o2 . tc 


Method 


TBLASTX : Cress 




Start 


19412 




End 


20170 




GI 


none 




Score 


97 




Exons 


19412. .19531, 19441 


. .19515, 


19614. .19694, 19616 .. 19696, 






19860. .19925, 19871 


. .19924, 


19984. .20094, 20021 .. 20170, 






20022. .20165 










Seq. No. 


28821 




Seq. ID 


OJ000250_49.0214 


.C6 


Gene No. 


59530 




Strand 






Start 


6150 




End 


20177 




Name 


OJ000250 49. 0214. C6 


. o2 . tm 


Method 


TBLASTX : Maize 




Start 


19667 




End 


20177 




GI 


none 




Score 


132 




Exons 


19667. .19759, 19668 


. .19760, 


19850. .19924, 19860 .. 19925, 





20017, 
20022. 



.20175, 
.20177 



20018. .20158, 20021. .20176, 20022 .. 20177 , 



Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214.C7 


Gene No. 


59531 




Strand 




Start 


4552 . 




End 


5342 


Name 


. OJ000250 49 


.0214.C7.ol.gp 


Method 


AAT/GAP 


Start 


4552 




End 


5342 


GI 


286374 




Score 


618 


Exons 


4552. .4802, 


5263. .5342 






Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214.C7 


Gene No. 


59532 




Strand 




Start 


8878 




End 


10884 


Name 


OJ000250 49 


. 0214.C7.ol.np 


Method 


AAT/NAP 


Start 


8878 




End 


10836 


GI 


4544462 




Score 


495 


Exons 


8878. .9188, 


9340.. 9369, 9614.. 9750, 978 


4. .9926, 10643. .10836 


GI Descrip. 


(AC006580) ] 


NAM (no apical 


meristem) -like protein [Arabidopsis 




thaliana] 








Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214.C7 


Gene No. 


59532 




Strand 




Start 


8878 




End 


10884 


Name 


OJ000250 49 


.0214.C7.o2.gs 


Method 


GENSCAN 


Start 


9524 




End 


10884 


GI 


none 




Score 


.69 



28696 




Exons 


9524. .9981, 


10644. .10884 








Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214 


.C7 




59533 




Strand 






Start 


12153 




End 


13111 




Name 


OJ000250 49. 


0214.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9599 




End 


9898 




GI 


none 




Score 


74 




Exons 


9599. .9742, 


9629.. 9751, 9794 


..9898, 9804. .9869 




Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214 


.C7 


CZaT\ o Mo 


59533 




Strand 






Start 


12153 




End 


13111 




Name 


OJ000250 49. 


0214.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9635 




End 


9895 




GI 


none 




Score 


63 




Exons 


9635. .9751, 


9656.. 9742, 9794 


..9895, 9798. .9893 




Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214 


,C7 


f^pnp No 


59533 




Strand 






Start 


12153 




End 


13111 




Name 


OJ000250 49. 


0214.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


9647 




End 


10779 




GI 


none 




Score 


72 




Exons 


9647. .9742, 


9782. .9895, 9783 


. .9893, 9968. .10066, 10639. 


.10779 


Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214 


.C7 


Gene No. 


59533 




Strand 






OLui. L 


12153 




End 


13111 




Name 


OJ000250 49. 


0214.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9839 




End 


10800 




GI 


none 




Score 


102 




Exons 


9839. .9895, 


10643. .10738, 10644.. 10796 


, 10645. .10797, 






10645. .10800 








Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214 


.C7 




59533 




Strand 






Start 


12153 




End 


13111 




Name 


OJ000250 49. 


0214.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


10652 




End 


10800 




GI 


none 




Score 


95 




Exons 


10652. .10786, 10652 10747, 


10654. .10794, 10654.. 10800 




Seq. No. 


28822 




Seq. ID 


OJ000250_49.0214 


.C7 


Cpnp Mo 


59533 




Strand 






Start 


12153 




End 


13111 




Name 


OJ000250 49. 


0214.C7.o3.gs 


Method 


GENSCAN 




Start 


12153 




End 


13111 




GI 


none 




Score 


.75 




Exons 


12153. .12234 


, 12987.. 13111 








Seq. No. 


28823 




Seq. ID 


OJ000250_49.0214 


.C8 


Gene No. 


59534 




Strand 






Start 


676 




End 


791 




Name 


OJ000250 49. 


0214.C8.ol.gs 


Method 


GENSCAN 




Start 


676 




End 


791 




GI 


none 




Score 


.59 





28697 



Exons 



676. .791 



Seq. No. 


28823 


Seq. ID 


OJ000250 


_49.0214.C8 


Gene No. 


59535 


Strand 


+ 




Start 


2450 


End 


5456 




Name 


OJ000250 49.0214.C8.ol.gp 


Method 


AAT/GAP 




Start 


2230 


End 


5456 




GI 


10926 1.R1084 


Score 


2114 




Exons 


2230.. 2491, 2755.. 2832, 2928 


..3095, 3955.. 4003, 


4205. .4278 




4813. .4906, 5045. .5456 








GI Descrip. 


»4741844/gb|AAD28731.1|AF112964 1 4.0e-86 (AF112964) small 




GTP-binding protein [Triticum aestivum] ' 




Seq. No. 


28823 


Seq. ID 


OJ000250 


_49.0214.C8 


Gene No . 


59535 


Strand 


+ 




Start 


2450 


End 


5456 




Name 


OJ000250 49.0214.C8.ol.np 


Method 


AAT/NAP 




Start 


2435 


End 


5151 




GI 


4741844 


Score 


741 




Exons 


2435.. 2491, 2755.. 2832, 2928 


..3095, 3955. .4003, 


4205. .4278 




4813. .4906, 5045. .5151 








GI Descrip. 


(AF112964) small GTP-binding protein 


[Triticum 


aestivum] 






Seq. ID 


OJ000250 


_49.0214.C8 


Gene No. 


j jj jj 


Strand 


+ 




Start 




End 


5456 




Name 


o.Tnnn^^n 4Q o?i4 ro 

uu vt. ju i ulii , . yo 


Method 


GEN SCAN 




Start 


2450 ~ 


End..-- 


5298 




GI 


none 


Score 


.68 




Exons 


2450.. 2491, 2605.. 2832, 2928 


..3095, 3955.. 4003, 


4205. .4278 




4813.. 4906, 4937.. 5124, 5158 


. .5298 






Seq. No. 


28823 


Seq. ID 


OJ000250 


_49.0214.C8 


Gene No. 


59536 


Strand 


+ 




Start 


9210 


End 


10046 




Name 


OJ000250 49.0214.C8.o4.gs 


Method 


GENSCAN 




Start 


9210 


End 


10046 




GI 


none 


Score. 


.71 




Exons 


9210. .9512, 9705.. 10046 








Sea No 


28823 


Seq.' ID 


OJ000250 


_49.0214.C8 


Gene No. 


59537 


Strand 


+ 




Start 


12939 


End 


16315 




Name 


OJ000250 49.0214.C8.o5.gs 


Method 


GENSCAN 




Start 


12939 


End 


16315 




GI 


none 


Score 


.6 




Exons 


12939. .13238, 14117 .. 14423, 


14429. .15209, 15220 


. .15310, 




15461. .15542, 16194.. 16315 








Seq. No. 


28823 


Seq. ID 


OJ000250 


_49.0214.C8 


Gene No. 


59537 


Strand 


+ 




Start 


12939 


End 


16315 




Name 


OJ000250 49.0214.C8.o3.np 


Method 


AAT/NAP 




Start 


14468 


End 


15348 




GI 


6907106 


Score 


460 




Exons 


14468. .15084, 15157.. 15348 









GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 



28698 



predicted gene.; hypothetical protein [Oryza sativa] 



Sea No 


28823 


Seq. ID 


OJ000250_49.0214 


.C8 


Gene No. 


59538 


Strand 


+ 




Start 


21624 


End 


24946 




Name 


OJ000250 49.0214.C8.o4.np 


Method 


AAT/NAP 




Start 


21624 


End 


24946 




GI 


6721512 


Score 


75 




Exons 


21624. .21665, 22270 .. 22379, 


23215. .23336, 24915.. 24946 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28823 


Sea ID 


OJ000250 49.0214 


.C8 


Gene No. 


SQS1Q 




+ ~~ 




Start 




Fnd 


27781 




Name 


O.TOOO^Sn 4Q f)914 pft r>7 n<? 




GEN SCAN 




Start 


9fim s — 


CjLLKJi 


27781 




GI 


none 




.86 




Exons 


9601 R 977R1 
i » t /ox 








Seq. No. 


28823 


Seq. ID 


OJ000250_49.0214 


.C8 


Gene No. 


59539 


Strand 


+ 




Start 




End 


27781 




Name 




Method 


AAT/GAP 




Start 




End 


26924 




GI 


none 


Score 


817 




Exons 


9647ft 96Q94 








Seq. No. 


9ft ft 9^ 


Seq. ID 


OJ000250_49.0214 


.C8 




59540 


Strand 






Start 


5881 


End 


10167 




Name 


O.Tfinn9S0 4Q 0914 fft n9 rrn 


Method 


AAT/GAP 




Start 


^ft ft 1 ~ 


End 


7525 




GI 


^9196 1 R1 0R4 


Score 


1471 




Exons 


Sftftl ~~69QQ 71 7S9S 








GI Descrip. 


1 1 4?OQ"3? /ah 1 rifil "}ft ^ 1 ORTTfil 1ft ^ 


7.0e-21 Oryza rufipogon 






4 — pflnma +■ o — Po Zl 1 -5 rra co nono 
*i ovj U-iLici i a Lc v^^jri iiyaoc yei.it:, 


intron 1, 


partial sequence 


i 


Seer. No. 


28823 


Seq. ID 


OJ000250_49.0214 


.C8 


Gene No. 




Strand 






Start 


Sftftl 

JOOl 


End 


10167 




Name 


OT0009^n 4Q 0914 PR r>9 nn 


Method 


AAT/NAP 




Start 


5915 


End 


9991 




GI 


3250676 


Score 


1171 




Exons 


5915. .6299, 7139. .7887, 8554 


..8898, 9932. .9991 




GI Descrip. 


(AL024486) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


28823 


Seq. ID 


OJ000250_49.0214 


.C8 


Gene No. 


59540 


Strand 






Start 


5881 


End 


10167 




Name 


OJ000250 49.0214.C8.o3.gs 


Method 


GENSCAN 




Start 


5915 


End 


8952 




GI 


none 


Score 


.6 




Exons 


5915.. 6299, 7139.. 7511, 7530 


..7887, 8620. .8952 




Seq. No. 


28823 


Seq. ID 


OJ000250_49.0214 


.C8 


Gene No. 


59540 


Strand 






Start 


5881 


End 


10167 





28699 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_4 9 . 02 14 . C8 . o3 . gp Method 

9374 End 

701549 Score 
9374.. 9531, 9959.. 10167 

28823 Seq. ID 

59541 Strand 
18972 End 
OJ000250_4 9.0214.C8.o6.gs Method 
18972 End 
none Score 
18972. .19038, 21544 .. 2174 6, 21760 
23311. .23565, 237 17 .. 23853, 24877 

28823 
59542 
29626 

OJ000250_4 9 . 0214 . C8 . o2 . tm 
2388 
none 

2388. .2492, 2748.-2834, 2755. 
2927.. 3094, 2987.. 3109, 3953. 
3964. .4008, 4202.. 4276, 4203. 
4812. .4904, 4813. .4911, 5043. 
5252. .5269, 5253.. 5267 

28823 

59542 Strand 
29626 End 
OJ000250_4 9.0214.C8.ol.tw Method 
2743 End 
none Score 
2743. .2838, 2930.. 3022, 2931.. 3101 



AAT/GAP 

10167 

635 



OJ000250 49. 0214. C8 



24916 
GENSCAN 
24916 
.51 

21933, 22162. .22341, 
24916 



Seq. ID OJ000250_49.0214 .C8 
Strand 

End 30136 
Method TBLASTX : Mai ze 
End 5269 
Score 122 

.2832, 2755.. 2853, 2913.. 3101, 
.4003, 3954. .4004, 3955. .4008, 
.4280, 4204. .4278, 4204. .4299, 
.5150, 5045.. 5155, 5184. .5213, 



Seq. ID OJ000250_49.Q214.C8 



30136 

TBLASTX: Wheat 

3101 

67 



28823 

59542 ' h/ ; 

29626 

OJ000250_4 9.0214.C8.ol.tc 

2754 

none 

2754.. 2828, 2755.. 2832, 2913. 
3967. .4011, 4203. .4280, 4204. 

28823 
'59542 
29626 

OJ000250_4 9.0214.C8.ol.ts 

2754 

none 

2754.. 2828, 2755.. 2832, 2913. 
2980. .3096, 3954. .4010, 3964. 
4810. .4911 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3101, 2927 
.4299, 4782 



OJ000250 49. 0214. C8 



30136 

TBLASTX: Cress 
4911 
115 

3088, 3951. 
4904, 4810. 



,4010, 
,4911 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 49. 0214. C8 



30136 

TBLASTX : Soybean 
4911 
116 

3101, 2927. .3088, 2949. .3095, 
4011, 4204.. 4278, 4803.. 4904, 



Seq. No. 28823 Seq. ID 

Gene No. 59542 Strand 

Start 29626 End 

Name OJ000250 4 9. 0214 .C8 .ol . tm Method 



OJ000250_49.0214.C8 
30136 

TBLASTX: Maize 



28700 




Start 6192 End 7525 

GI none Score 143 

Exons 6192.. 6305, 6221.. 6298, 7128.. 7520, 7134. .7520, 7136.. 7525, 

7219. .7524 



Seq. No. 


28823 








Seq. ID 


OJ000250_49.0214.C8 


Gene No. 


59542 








Strand 


- 


Start 


29626 








End 


30136 


Name 


OJ000250 49. 


0214. 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 


O Ldl L 


7174 








CdlU 




GI 


none 








Score 


93 


Exons 


7174. .7377, 


7214. 


.7393, 


7219. 


.7395 




Seq. No. 


28823 








Seq. ID 


OJ000250_49.0214.C8 


Gene No. 


59542 








Strand 


- 


Start 


29626 








End 


30136 


Name 


OJ000250 49. 


0214. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7525 








End 


7710 


GI 


none 








Score 


72 


Exons 


7525. .7710, 


7526. 


.7645 








Seq. No. 


28823 








Seq. ID 


OJ000250_49.0214.C8 


Gene No. 


59542 








Strand 




Start 


29626 








End 


30136 


Name 


OJ000250 49. 


0214. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8764 








End 


9196 


GI 


none 








Score 


70 


Exons 


8764. .8820, 


8779. 


.8913, 


8808. 


.8912, 8 


B12. .8916, 9015. .9062, 




9020. .9064, 


9094. 


.9156, 


9117. 


.9146, 9137. .9196, 9157. .9195 



Seq. No. 28823 
Gene No. 59542 
Start 29626 

Name OJ000250_4 9 . 0214 . C8 . o5 . tm 

Start 14896 
GI none 

Exons 14896. .15009, 14 904 .. 15017, 14907 .. 15002, 14915 

14917. .15249, 14 918 .'. 15106, 1504 6 .. 15270, 15068 
15196. .15249, 15210.. 15251 



Seq. ID OJ000250_49.0214.C8 
Strand 

30136 

TBLASTX: Maize 
15270 
95 

15103, 
15094, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28823 Seq. ID 

59542 Strand 

29626 End 

OJ000250_49.0214.C8.o3.tm Method . 

26992 End 

none Score 



OJ000250_49.0214.C8 
30136 

TBLASTX: Maize 

27586 

50 



26992. .27075, 26999 .. 27046, 27029 27076, 27122 .. 27295, 
27124. .27297, 27296 .. 27415, 27337 .. 27414 , 27476 .. 27586, 
27496. .27585 



Seq. No. 28823 Seq. ID 

Gene No. 59542 Strand 

Start 29626 End 

Name 0 J0002 50_4 9 . 02 14 . C8 . o5 . gp Method 

Start 29626 End 

GI none Score 

Exons 29626. .30136 



OJ000250_49.0214.C8 

30136 
AAT/GAP 
30136 
875 



28701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28824 
59543 
7135 

OJ000250_48 . 0211 .CI . o2 .np 

7135 

282964 



Seq. ID OJ000250_48.0211.C1 
Strand 

End 12078 

Method AAT/NAP 

End 12078 

Score 687 



7135.. 7255, 10429 .. 10575, 10612 .. 10762, 11672 .. 11801 , 
11946. .12078 

transforming protein (myb) homolog (clone myb.Ph3) - garden 
petunia gi | 20563 | emb | CAA78386 | (Z13996) protein 1 [Petunia x 
hybrida] 



28824 
59543 
7135 

OJ000250_48 . 0211 . CI . ol . gp 
7419 

3718_1.R1084 
7419. .7854, 8699. .9003 

, 1945280/emb| Y11352 IOSMYB1308 3.0e-ll O.sativa mRNA for myb 
factor, 1308 bp' 



Seq. ID OJ000250_48.0211.C1 
Strand 

End 12078 

Method AAT/GAP 

End 9003 

Score 1415 



28824 
59543 
7135 

OJ000250_4 8 . 02 11 . CI . o2 . gs 

7573 

none 

7573.. 7854, 8699.-8968 



Seq/ ID OJ000250_48.0211.C1 
Strand 

End 12078 

Method GENSCAN 

End 8968 

Score . 9 



28824 
59543 
7135 

OJ000250_48.0211.Cl.ol.np 
7576 
6136559 
7576.-7854, 8699.. 8968 

YCF65-LIKE PROTEIN PRECURSOR gi | 2695931 | emb | CAA10 984 | (AJ222779) 
hypothetical protein [Hordeum vulgare] 



Seq. ID OJ000250_48.0211.C1 
Strand 

End 12078 

Method AAT/NAP 

End 8968 • 

Score 630 



28824 
59543 
7135 

OJ000250_4 8 . 0211 . CI . o3 . gs 

9988 

none 



Seq. ID OJ000250_48.0211.C1 
Strand 

End 12078 

Method GENSCAN 

End 12078 

Score 1 



9988.. 10762, 11672 11801, 11946.. 12078 



28824 
59544 
11996 

OJ000250_48.0211.Cl.o2.gp . 
11996 
2431127 
11996. .12344 

1945280/embl Y11352 IOSMYB1308 3.0e-ll O.sativa mRNA for myb 



Seq. ID OJ000250_48.0211.C1 
Strand- 

End . 12344 

Method AAT/GAP 

End 12344 

Score 631 



28702 




factor, 1308 bp 







Seq. ID 


OJ000250_48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


7433 


End 


8974 




GI 


none 


Score 


65 




Exons 


7433.. 7495, 7440.. 7496, 7572 


I..7667, 7573. .7860, 7577. .7870, 




8895.. 8972, 8906.. 8974 








Seq. No. 


28824 


Sea ID 


OJ000250 48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.ol.tc 


Method 


TBLASTX : Cress 




Start 


7576 


End 


7858 




GI 


none 


Score 


222 




Exons 


7576. .7818, 7583. .7858 








Seq. No. 


28824 


Seq. ID 


OJ000250_48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7579 


End 


7859 




GI 


none 


Score 


274 




Exons 


7579.. 7848, 7580.. 7849, 7587 


. .7859 










Seq. ID 


OJ000250_48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


10534 


End 


12103 




GI 


none 


Score 


145 




Exons 


10534. .10554, 10633 .. 10785, 


10643. .10774, 11660 .. 11806, 






11666. .11794, 11671. .11805, 


11935. .12078, 11945. .12103 




Seq. No. 


28824 


Seq. ID 


OJ000250_48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


10535 


End 


11707 




GI 


none 


Score 


42 




Exons 


10535. .10555, 10645 10785, 


10646. .10765, 11666 .. 11707 




Seer No 


28824 


Seq. ID 


OJ000250_48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10633 


End 


12100 




GI 


none 


Score 


151 




Exons 


10633. .10785, 10643 .. 10765, 


11660. .11806, 11666. .11791, 






11671. .11805, 11935. .12099, 


11945. .12100 




Seq. No. 


28824 


Seq. ID 


OJ000250_48.0211 


.CI 


Gene No. 


59545 


Strand 






Start 


13322 


End 


14520 




Name 


OJ000250 48.0211.Cl.ol.tw 


Method 


TBLASTX: Wheat 





28703 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11669 
none 



End 
Score 



12082 
156 



11669... 11806, 11669. .11803, 11671 .. 11805, 11927 12079, 
11935. .12078, 12008.. 12082 



28824 
59545 
13322 

OJ000250_48 . 0211 . CI . o2 . tm 

11707 

none 



Seq. ID OJ000250_48.0211.C1 
Strand 

End 14520 

Method TBLASTX: Maize 

End 12082 

Score 108 



11707. .11832, 11711. .11833, 11951 .. 12082, 11953. .12081 



28824 
59545 
13322 

OJ000250_48 . 0211 . CI . o4 . gs 

13322 

none 



Seq. ID OJ000250_48.0211.C1 
Strand 

End 14520 

Method GEN SCAN 

End 14520 

Score .84 



13322. .13563, 14005 .. 14098, 14253 .. 14378, 14443.. 14520 



28825 
59546 
32 

OJ000250_48 . 0211 . C2 . ol . gs 
32 

none 
32. .118 



Seq. ID OJ000250_48.0211.C2 

Strand 

End 118 

Method GENSCAN 

End 118 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



28826 
59547 
3190 

OJ000250_48 . 0211 . C4 . o2 . gs 

3190 

none 



Seq. ID OJ000250_48.0211.C4 

Strand + 

End 6703 

Method GENSCAN 

End 6703 

Score . 4 



3190.. 3336, 4106.. 4208, 5901.. 6026, 6528.. 6703 



28826 
59547 
3190 

OJ000250_48 . 0211 . C4 . ol . gp 

3856 

none 

3856. .4208, 4320. .4661 

28826 
59548 
7281 

OJ000250_4 8 . 0211 . C4 . o3 . tm 

240 

none 

240. .443, 314. .457, 324. .458 

28826 
59548 
7281 

OJ000250 48.0211.C4.o3.gs 



Seq. ID OJ000250_48.0211.C4 

Strand + 

End 6703 

Method AAT/GAP 

End 4 661 

Score 1275 



Seq. ID OJ000250_48.0211.C4 

Strand + 

End 8644 

Method TBLASTX : Maize 

End 4 58 

Score 236 



Seq. ID OJ000250_48.0211.C4 

Strand + 

End 8 64 4 

Method GENSCAN 



28704 




Start 


7281 




End 


8631 


GI 


none 




Score 


1 


Exons 


7281. .8631 








Seq. No. 


28826 




Seq. ID 


OJ000250_48.0211.C4 


Gene No. 


59548 




Strand 


+ 


Start 


7281 




End 


8644 


Name 


OJ0.00250 4 8 


.0211.C4.o2.np 


.. Method 


AAT/NAP 


Start 


7287 




End 


8644 


GI 


4008006 




Score 


831 


Exons 


7287. .8644 








GI Descrip. 


(AF084034) 


receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


28826 




Seq. ID 


OJ000250_48.0211.C4 


Gene No. 


59548 




Strand 


+ 


Start 


7281 




End 


8644 


Name 


OJ000250 48 


.0211.C4 ,o2.gp 


Method 


AAT/GAP 


Start 


7311 




End 


7789 


GI 


uC-osroM202029ellal 


Score 


954 


Exons 


7311. .7789 








GI Descrip. 


■4008006 1. 


0e-22 (AF084034) 


receptor- 


like protein kinase 




[Arabidopsis thaliana] 1 






Seq. No. 


O ft ft 0 




Seq. ID 


OJ000250 48. 0211. C4 




RQRd ft 




Strand 


+ •-..,«.. 


Start 


7 9ft 1 




End 


8644'" 


Name 


OJ000250 48 


.0211.C4 .ol.ts 


Method 


TBLASTX: Soybean 


Start 


7422 




End 


7976 


GI 


none 




Score 


404 


Exons 


7422. .7976, 


7448. .7606, 7479 


..7661, 7779. .7868 


Seq. No. 


28826 




Seq. ID 


OJ000250_48.0211.C4 


Gene No. 


59548 




Strand 


+ 


Start 


7281 




End 


8644 


Name 


OJ000250 48 


.0211.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


7436 




End 


8633 


GI 


none 




Score 


286 


Exons 


7436. .7735, 


7437.. 7832, 7830 


..7970, 7838.-7948, 8315. .8617, 




8316. .8633 








Seq. No. 


28826 




Seq. ID 


OJ000250 48. 0211. C4 


Gene No 


59548 




Strand 


+ 


Start 


7281 




End 


8644 


Name 


OJ000250 48 


.0211.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


7460 




End 


7949 


GI 


none 




Score 


315 


Exons 


7460. .7930, 


7461, .7949 






Seq. No. 


28826 




Seq. ID 


OJ000250_48.0211.C4 


Gene No 


59548 




Strand 


+ 


Start 


7281 




End 


8644 


Name 


OJ000250 48 


.0211.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8315 




End 


8576 


GI 


none 




Score 


325 


Exons 


8315. .8575, 


8316. .8576 






Seq. No. 


28826 




Seq. ID 


OJ000250_48.0211.C4 



28705 




bene no . 






4_ 

r 


Start 


7281 


End 


8644 


Name 


OJ000250 48.0211.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


8337 


End 


8635 


GI 


none 


Score 


471 


Exons 


8337.. 8633, 8367.. 8630, 8393. 


.8635 




Seq. No. 


28826 


Seq. ID 


OJ000250_48.0211.C4 


bene no . 




OCX dllU 


1 


Start 


7281 


End 


8644 


Name 


OJ000250 48.0211.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8349 


End 


8558 


GI 


none 


Score 


247 


Exons 


8349.. 8558, 8367.. 8555, 8393. 


.8557 




Seq. No. 


28827 


Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59549 


Strand 


+ 


O Lai I. 


1 


End 


7387 


Name 


OJ000250 48.0211.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


652 


GI 


4008006 


Score 


514 


Exons 


1. .652 






GI Descrip. 


(AF084034) receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


28827 


Seq. ID 


OJ000250_48.0211.C5 


Gene "No . 


59549 


Strand 


+ 


Of -i v- 4- 


1 


End 


7387 


Name 


OJ000250 48.0211.C5.ol.gs 


Method 


GENSCAN 


Start 


51 


End 


7387 


GI 


none 


Score 


.49 


Exons 


51. .690, 1115. .1299, 1540. .1556, 1679.. 


1813, 2791. .2913, 




3369.. 4080, 4128.. 4263, 6140. 


.6224, 6703.. 6747, 7211.. 7387 


Seq. No. 


28827 


Seq. ID 


OJ000250 48. 0211. C5 


Gene No. 


59549 


Strand 


+ 


Cf a y-4- 


1 


End 


7387 


Name 


OJ000250 48.0211.C5.o2.gp 


Method 


AAT/GAP 


Start 


3306 


End 


3838 


GI 


32155 1.R1084 


Score 


997 


Exons 


3306. .3838 






GI Descrip. 


•1946329 1.0e-51 (U69154) prohibitin [Nicotiana tabacum] ' 


Seq. No. 


28827 


Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59549 


Strand 


+ 




1 


End 


7387 


Name 


OJ000250 48.0211.C5.o2.np 


Method 


AAT/NAP 


Start 


3414 


End 


4255 


GI 


1946329 


Score 


1088 


Exons 


3414. .4255 






GI Descrip. 


(U69154) prohibitin [Nicotiana tabacum] 




Seq. No. 


28827 


Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59550 


Strand 




Start 


543 


End 


999 


Name 


OJ000250 48.0211.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


16 


End 


613 


GI 


none 


Score 


172 



28706 




Exons 16. .195, 50. .202, 179 . . 268, " 208 . . 270, 269. .301, 298. .411, 

302. .412, 323. .412, 407. .613, 407. .610 



Seq. No. 


28827 




Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59550 




Strand 




Start 


543 




End 


999 


Name 


OJ000250 48.0211.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


32 




End 


613 


GI 


none 




Score 


182 


Exons 


32. ,202, 49. .123, 163.. 


201, 179. .301, 202. .306, 298. .411, 




302. .412, 407. .523, 407 


. .523, 


509. .613, 


563. .613 


Seq. No. 


28827 






OJ000250 48 0211 C5 


Gene No. 


59550 




Strand 




Start 


543 




End 


999 


Name 


OJ000250 48.0211.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


32 




End 


613 


GI 


none 




Score 


42 


Exons 


32. .76, 82. .201, 83. .202, 179 


..268, 202 


!..264, 268. .306, 




269.. 301, 298.. 411, 302 


:. .412, 


401. .613, 


407. .613 


Seq. No. 


28827 




Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59550 




Strand 


- 


Start 


543 




End 


999 


Name 


OJ000250 48.0211.C5.o2. 


tw 


'Method 


TBLASTX: Wheat 


Start 


428 




End 


631 


GI 


none 




Score 


214 


Exons 


428. .631, 431. .610 








Seq. No. 


00097 
z 0 0 z / 




Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59550 




Strand 




Start 


543 




End 


999 


Name 


OJ000250 48.0211.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


543 




End 


999 


GI 


none 




Score 


903 


Exons 


543. .999 








Seq. No. 


28827 ■ 




Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59551 




Strand 




Start 


3352 




End 


4269 


Name 


OJ000250 48.0211.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3352 




End 


4269 


GI 


none 




Score 


1058 


Exons 


3352.. 3390, 3371.. 3673, 


3384. 


.4106, 3673. .3693; 3740. .4129, 




4118.. 4267, 4130.. 4267, 


4153. 


.4269, 4183.. 4269 


Seq. No. 


28827 




Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59551 




Strand 




Start 


3352 




End 


4269 


Name 


OJ000250 48.0211.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3408 




End 


4240 


GI 


none 




Score 


892 


Exons 


3408.. 4106, 3512. .3673, 


3673. 


.3693, 3740. .4129, 4106. .4237, 




4130. .4240 








Seq. No. 


28827 




Seq. ID 


OJ000250_48.0211.C5 


Gene No. 


59551 




Strand 





28707 



Start 


3352 




End 


4269 


Name 


OJ000250 48.0211.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3414 




End 


4222 


GI 


none 




Score 


875 


Exons 


3414. .4106, 3428. .3673, 


3743. 


.4129, 4130. .4222, 4130. .4204 


Seq. No. 


28827 




Seq. ID 


OJ000250_48 . 0211 .C5 


Gene No. 


59551 




Strand 




Start 


3352 




End 


4269 


Name 


OJ000250 48.0211.C5.ol. 


tw 


Method . 


TBLASTX: Wheat 


Start 


3510 




End 


3986 


GI 


none 




Score 


440 


Exons 


3510. .3986, 3516. .3626, 


3740. 


.3835 




Seq. No. 


28828 




Seq. ID 


OJ000250_48.0211.C6 


Gene No . 


59552 




Strand 


+ 


Start 


268 




End 


1361 


Name 


OJ000250 48.0211.C6.ol. 


gs 


Method 


GEN SCAN 


Start 


268 




End 


1361 


GI 


none 




Score 


.61 


Exons 


268. .722, 1216. .1361 








Seq. No. 


28829 




Seq. ID 


OJ000250 48. 0211. C7 


Gene No. 


59553 




Strand 


+ 


Start 


74 • 




End 


325 


Name 


OJ000250 48.0211.C7.ol. 


gp 


Method 


AAT/GAP 


Start . 


74 




End 


325 


GI 


2310719 




Score 


461 


Exons 


74. .325 








Seq. No. 


28829 




Seq. ID 


OJ000250_48.0211.C7 


Gene No. 


59554 




Strand 


+ 


Start 


441 




End 


2218 


Name 


OJ000250 48.0211.C7.ol. 


np 


Method 


AAT/NAP 


Start 


441 




End 


2218 


GI 


2811014 




Score 


137 


Exons 


441. .577, 2084. .2218 








GI Descrip. 


DYNEIN LIGHT CHAIN LC6, 


FLAGELLAR OUTER ARM " 



gi I 2208914 | db j |BAA20525| (AB004830) 
[Anthocidaris crassispina] 



outer arm dynein LC6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28829 ' Seq. ID 

59555 Strand 
3350 End 
OJ000250_48 . 0211 . C7 . o2 . ts Method 
2049 End 
4302625 Score 
2049.. 2231, 2051.. 2236, 2051.. 2236 

2811014/sp_O02414_DYLl_ANTCR 1.0e-10 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 



OJ000250_48.0211.C7 
7618 

TBLASTX: Soybean 

2236 

66 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28829 Seq. ID 

59555 Strand 

3350 End 

OJ000250_48 . 0211 . C7 . o2 . tc Method 

2065 End 



OJ000250_48.0211.C7 
7618 

TBLASTX: Cress 
2233 



28708 




GI 


none 








Score 


67 




Exons 


2065. .2214, 


2072. 


.2233, 


2083. 


.2133 






Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


ucnc inu • 


59555 








9t* rand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


.0211. 


C7.o2. 


tm 


Method 


TBLASTX : 


Maize 


Start - 


2070 








End 


2278 




GI 


none 








Score 


93 




Exons 


2070. .2243, 


2081. 


.2278, 


2081. 


.2242 






Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


Gene No. 


59555 








Strand . 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


.0211. 


C7.o2. 


gp 


Method 


AAT/GAP 




Start 


3061 








End 


6581 




GI 


357 1.R1084 








Score 


2167 




Exons 


3061. .3409, 


3524. 


.3640, 


4969. 


.5091, 5211. .5289, 


5370. .5820, 




6542. .6581 














GI Descrip. 


'1519249 1. 


Oe-141 


(U65956) GF14-b protein [Oryza sativa] • 


Seq. No. 


28829 








Seq. ID 


OJ000250 


48 0211 Cl 


Gene No. 


59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 '48 


.0211. 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3131 








End 


5778 






Tl T~l O 

nunc 








Score 


34 




Exons 


3131. .3157, 


3156. 


.3188, 


3161. 


.3187, 3208.. 3270, 


*J *J *J t » Jt. U T / 




3327. .3383, 


3332. 


.3415, 


3334. 


.3423, 3522. .3641, 


^) o * ».J\J*i^., 




3524. .3643, 


3524. 


.3643, 


4958. 


.5119, 4969. .5091, 






5215. .5292, 


5371. 


.5637, 


5384. 


.5731, 5385.. 5690, 


J / JZ • .3 / 'Of 




5734. .5778 














Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


Gene No. 


59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


.0211. 


C7.o2. 


gs 


Method 


GEN SCAN 




Start 


3350 








End 


7618 




GI 


none 








Score 


.49 




Exons 


3350. .3409, 


3524 . 


.3640, 


4969. 


.5050, 5370.. 5788, 


6391. .6483, 




6694. .6847, 


6928. 


.7215, 


7547. 


.7618 






Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


Gene No. 


59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


.0211. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


3353 








End 


5779 




GI 


1519249 








Score 


1190 




Exons 


3353. .3409, 


3524. 


.3640, 


4969. 


.5091, 5211. .5289, 


5370. .5779 


GI Descrip. 


(U65956) GF14-D protein 


[Oryza sativa] 






Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


Gene No. 


59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


.0211. 


C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3522 








End 


5095 




GI 


none 








Score 


81 





28709 




Exons 


3522. .3581, 


3524 


. .3643, 


3531. 


.3659, 3535. .3642, 


4956. .5036, 




4969. .5091, 


4976 


. .5095 










Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


Gene No. 


59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


. 0211 


.C7 . ol . 


tc 


Method 


TBLASTX: 


Cres s 


Start 


3524 








End 


5759 




GI 


none 








Score 


99 




Exons 


3524. .3643, 


3528 


. .3£4'4, 


' 3528. 


.3644, 3529. .3645, 


4958. .5092, 




4966. .5094, 


4969 


. .5091, 


5209. 


.5295, 5211.. 5294, 


5356. .5631, 




5384. .5758, 


5385 


. .5759 










Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 


Gene No. 


59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


. 0211 


.C7 .ol . 


ts 


Method 


TBLASTX: 


Sovbean 


Start 


3524 








End 


5780 




GI 


none 








Score 


72 




Exons 


3524. .3577, 


3524 


. .3643, 


3528. 


.3644, 4969. .5091, 


4970. .5092, 




5200. .5295, 


5211 


. .5294, 


5356. 


.5628, 5384. .5767, 


5385. .5780, 




5685. .5768 














Seq. No. 


28829 








Seq. ID 


OJ000250 


_48.0211.C7 




59555 








Strand 






Start 


3350 








End 


7618 




Name 


OJ000250 48 


.0211 


.C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5367 








End 


5768 




GI 


none 








Score 


265 




Exons 


5367. .5651, 


5371 


. .5637, 


5381. 


.5764, 5385. .5768, 


5387. .5767 


Seq. No. 


28830 








Seq. ID 


OJ000250 


_48.0211.C8 




59556 








Strand 


+ 




Start 


551 








End 


2619 




Name 


OJ000250 48 


.0211 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


551 








End 


2600 




GI 


none 








Score 


.85 




Exons 


551.. 890, 1915.. 


1970, 2194. .2327, 2423 


. .2600 




Seq. No. 


28830 








Seq. ID 


OJ000250 


_48.02Tl.C8 


Gene No. 


59556 








Strand 


+ 




Start 


551 








End 


2619 




Name 


OJ000250 48 


.0211 


,C8.ol. 


np 


Method 


AAT/NAP 




Start 


1457 








End 


2619 




GI 


2576361 








Score 


302 




Exons 


1457. .1550, 


2221 


. .2327, 


2423. 


.2619 






GI Descrip. 


(U39782) lysine 


and histidine 


specific transporter [Arabidopsis 




thaliana] 














Seq. No. 


28830 








Seq. ID 


OJ000250 


_48.0211.C8 


Gene No. 


59556 








Strand 


+ 




Start 


551 








End 


2619 




Name 


OJ000250 48 


.0211 


.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


1932 








End 


2619 




GI 


48740 1.R1084 






Score 


680 




Exons 


1932. .1970, 


2194 


. .2327, 


2423. 


.2619 







GI Descrip. '2576361 5.0e-42 (U39782) lysine and histidine specific 



28710 



transporter [Arabidopsis thaliana] ' 



Seq. No. 


28830 






Seq. ID 


OJ000250_48.0211 


,C8 


Gene No. 


59556 






Strand 


+ 




Start 


551 






End 


2619 




Name 


OJ000250 48. 


0211.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2229 






End 


2551 




GI 


none 






Score 


147 




Exons 


2229. .2312, 


2230. .2325, 


2423. 


.2551, 2424.. .2549 




Seq. No. 


28830 






Seq. ID 


OJ000250_48.0211 


.C8 


Gene No. 


59556 






Strand 


+ 




Start 


551 






End 


2619 




Name 


OJ000250 48. 


0211.C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2229 






End 


2618 




GI 


none 






Score 


155 




Exons 


2229. .2327, 


2230. .2328, 


2423. 


.2617, 2424. .2618 




Seq. No. 


28830 






Seq. ID 


OJ000250_48.0211 


.C8 


Gene No. 


59556 






Strand 


+ 




Start 


551 






End 


2619 




Name 


OJ000250 48. 


0211.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2230 






End 


2618 




GI 


none 






Score 


160 




Exons 


2230. .2346, 


2235. .2327, 


2423. 


.2617, 2424.. 2618 




Seq. No. 


28831 






Seq. ID 


OJ000250_48.0211 


,C9 


Gene No. 


59557 






Strand 


' + 




Start 


1 






End 


1171 




Name 


OJ000250 48. 


0211.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1168 




GI 


6382531 






Score 


730 




Exons 


1..566, 664. 


. 755 , 865 . . 


933, 1073.. 1168 






GI Descrip. 


(AC011020) putative amino acid permease [Arabidopsis thaliana 




gi| 6728871 |qb|AAF26944 . 


1IAC008113 15 (AC008113) F12A21. 


22 




[Arabidopsis 


thaliana] 










Seq. No. 


,28831 






Seq. ID 


OJ000250_48.0211 


.C9 


Gene No. 


59557 






Strand 


+ 




Start 


1 






End 


1171 




Name 


OJ000250 48. 


0211.C9.ol. 


gs 


Method 


GENSCAN 




Start 


35 






End 


1171 




GI 


none 






Score 


. 93 




Exons 


35.. 566, 664 


..755, 1073 


. .1171 








Seq. No. 


28831 






Seq. ID 


OJ000250_48.0211 


.C9 


Gene No. 


59557 






Strand 


+ 




Start 


1 






End 


1171 




Name 


OJ000250 48. 


0211.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


106 






End 


526 




GI 


LIB3433-034-- 


P1-K1-E10 




Score 


804 





Exons 106.. 526 

GI Descrip. '976402 4.0e-39 (U31932) amino acid permease 1 [Nicotiana 

sylvestris] >gi_1906549 (U64823) amino acid permease [Nicotiana 
sylvestris] 1 



Seq. No. 



28831 



Seq. ID OJ000250_48.0211.C9 



28711 



Gene No. 59558 

Start 8309 

Name OJ000250_48 . 0211 . C9 . o2 . np 

Start 8309 

GI 5441880 

Exons 8309.. 9341, 9787.. 9818, 10077 
GI Descrip. (AP000367) EST C28952 (C62945) 



Strand 
End 

Method 
End 
Score 
.10403, 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



+ 

11133 
AAT/NAP 
11133 
1622 
11005. .11133 



Seq. No. 28831 Seq. ID 

Gene No. 59559 Strand 

Start 11614 End 

Name OJ000250_4 8 . 02 11 . C9 . o4 . gs Method 

Start 11614 End 

GI none Score 

Exons 11614. .11694, 11857.. 12177 



OJ000250_48.0211.C9 
+ 

12177 
GENSCAN 
12177 
.81 



Seq. No. 


28831 


Seq. ID ' 


OJ000250_48.0211.C9 


Gene No • 


59560 


Strand 




Start 


1158 


End 


1549 


Name 


OJ000250 48.0211.C9.o2.gp 


Method 


AAT/GAP 


Start 


1158 


End 


1549 


GI 


uC-osrocyp012f 07al 


Score 


754 


Exons 


1158. .1549 






GI Descrip. 


'4176420/dbj |BAA37167| 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 






oeq. no. 


28831 


Seq. ID 


OJ000250_48.0211.C9 


Gene No. 


59561 


Strand 




Start 


2209 


End 


2472 


Name 


OJ000250 48.0211.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


376 


GI 


none 


Score 


79 


Exons 


2. .70, 13. .69, 131. .205, 179 


..376, 181 


. .375 


Seq. No. 


28831 


Seq. ID 


OJ000250_48.02I1.C9 


Gene No. 


59561 


Strand 




Start 


2209 


End 


2472 


Name 


OJ000250 48.0211.C9.ol.tc " 


Method 


TBLASTX: Cress 


Start 


13 


End 


1171 


GI 


none 


Score 


71 


Exons . 


13. .66, 14. .70, 157. .495, 158. .565, 865.-936, 1076. .1171 


Seq. No. 


28831 . 


Seq. ID 


OJ000250_48.0211.C9 


Gene No. 


59561 


Strand 




Start 


2209 


End 


2472 


Name 


OJ000250 48.0211.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


17 


End 


1186 


GI 


none 


Score 


56 


Exons 


17. .70, 143. .565, 157. .528, 


275. .547, 


657. .686, 865. .936, 




865.. 936, 1053.. 1172, 1076.. 


1186, 1093 


. .1182 


Seq. No. 


28831 


Seq. ID 


OJ000250_48.0211.C9 


Gene No. 


59561 


Strand 




Start 


2209 


End 


2472 


Name 


OJ000250 48.0211.C9.o2.gs 


Method 


GENSCAN 



28712 




Start 


2209 








End 


2472 


GI 


none 








Score 


.42 


Exons 


2209. .2472 












Seq. No. 


28831 








Seq. ID 


OJ000250_48.0211.C9 












q+- rand 




Start 


4811 








End 


5283 


Name 


OJ000250 48 


.0211. 


C9.ol. 




- Method 


TBLASTX: Soybean 


Start 


4811 








End 


5283 


GI 


none 








Score 


409 


Exons 


4811. .4837, 


4906. 


.5283, 


4926. 


.5282 




Seq. No. 


28831 








Seq. ID 


OJ000250_48.0211.C9 


Gene No. 


59562 








Strand 




Start 


4811 








End 


5283 


Name 


OJ000250 48 


.0211. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4813 








End 


5196 


GI 


none 








Score 


69 


Exons 


4813. .4839, 


4906. 


.4965, 


4921. 


.4962, 4966. .5196, 4969. .5193, 




4989. .5195 












Seq. No. 


28831 








Seq. ID 


OJ000250_48.0211.C9 


Gene No. 


59563 








Strand 




'Start 


5549 








End 


6204 


Name 


OJ000250 48 


.0211. 


C9.o4. 


tm 


Method. 


TBLASTX*: Maize 


Start 


5549 








End 


6204 


GI 


none 








Score 


86 


Exons 


5549. .5650, 


5559. 


.5651, 


5562. 


.5672, 5566. .5658, 5644. .5691, 




5655. .5693, 


5961. 


.6041, 


6066. 


.6203, 6067.. 6204 


Seq. No. 


28831 








Seq. ID 


OJ000250_48.0211.C9 












Strand 




Start 


8876 








End 


9532 


Name 


OJ000250 48 


.0211. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8876 








End 


9375 


GI 


none 








Score 


59 


Exons 


8876. .8944, 


9038. 


.9364, 


9055. 


.9375 




Seq. No. 


28831 








Seq. ID 


OJ000250_48.0211.C9 




59564 








Strand 




Start 


8876 








End 


9532 


Name 


OJ000250 48 


.0211. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9193 








End 


9532 


GI 


none 








Score 


188 


Exons 


9193. .9345, 


9194. 


.9370, 


9394. 


.9462, 9395. .9532 


Seq. No. 


28832 








Seq. ID 


OJ000250_48. 0211. C10 


Gene No. 


59565 








Strand 


+ 


Start 


3378 








End 


10745 


Name 


OJ000250 48 


.0211. 


ClO.ol 


. np 


Method 


AAT/NAP 


Start 


3378 








End 


9085 


GI 


6691123 








Score 


665 


Exons 


3378. .3544, 


5954. 


.6135, 


6283. 


.6615, 6744. .6940, 7056. .7291, 




7404. .7633, 


7871. 


.7994, 


8945. 


.9085 




GI Descrip. 


(AF213695) 


FH protein NFH1 [Nicotiana 


t aba cum] 


Seq. No. 


28832 








Seq. ID 


OJ000250_48. 0211. C10 



28713 



Gene No. 


59565 






Strand 


+ 










End 


10745 


Name 


OJ000250 48 


.0211. C10. ol 


.gs 


Method 


GENSCAN 


Start 


3552 






End 


10745 


GI 


none 






Score 


.77 


Exons 


3552. .3717, 


4731. .4867, 


5183. 


.6583, 6595. .6994, 7056. .7291, 




7404. .7994, 


9272. .9855, 


10149 


. .10315, 


10582. .10745 


Seq. No. 


28832 






Seq. ID 


OJ000250_48. 0211. CIO 


Gene No. 


59565 






Strand 


+ 


Start 


3378 






End 


10745 


Name 


OJ000250 48 


.0211. C10. o2 


.np 


Method 


AAT/NAP 


Start 


8104 






End 


10740 


GI 


2979559 






Score 


134 


Exons 


8104. .8142, 


9409. .9838, 


10094 


. .10320, 


10629. .10740 


GI Descrip. 


(AC003680) 


putative PCF2-like 


DNA binding protein [Arabidop 




thaliana] 










Seq. No. 


28832 






Seq. ID 


OJ000250_48 . 0211 . C10 


Gene No. 


59566 






Strand 




Start 


60 






End 


128 


Name 


OJ000250 48 


.0211. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


60 






End 


128 


GI 


LIB3431-030 


-P1-N1-G8 




Score 


87 


Exons 


60.. 128 










GI Descrip. 


*5670155/gb|AF161269.1|AF161269 4 . Oe- 


8 6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence' 


Seq. No. 


28832 






Seq. ID 


OJ000250_48. 0211. C10 


OC11C LMU . 


59567 






Strand 




Start 


7064 






End 


7610 


Name 


OJ000250 48 


.0211. C10. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7064 






End 


7610 


GI 


none 






Score 


196 


Exons 


7064. .7291, 


7159. .7374, 


7388. 


.7609, 7392.. 7610 


Seq. No. 


28832 






Seq. ID 


OJ000250_48 . 0211 . C10 


Gene No. 


59567 






Strand 




Start 


7064 






End 


7610 


Name 


OJ000250 48 


.0211. C10. ol 


.tc 


Method 


TBLASTX: Cress 


Start 


7166 






End 


7610 


GI 


none 






Score 


115 


Exons 


7166. .7291, 


7361. .7606, 


7407. 


17610 





Seq. No. 


28832 








Seq. ID 


OJ000250_48.0211 


.C10 


Gene No. 


59567 








Strand 






Start 


7064 








End 


7610 




Name 


OJ000250 48 


.0211. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7403 








End 


7610 




GI 


none 








Score 


227 




Exons 


7403. .7498, 


7407. 


.7610, 


7568. 


.7609 






Seq. No. 


28832 








Seq. ID 


OJ000250_48.0211 


.C10 


Gene No. 


59568 








Strand 






Start 


7706 








End 


7955 




Name 


OJ000250 48 


0211. 


C10.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


7706 








End 


7955 





28714 




GI 


none 








Score 


203 


Exons 


7706. .7954, 


7707. 


.7955 








Seq. No. 


28832 








Seq. ID 


OJ000250_48. 0211. C10 




S9569 

*J J J V J 








Strand 




Start 


9353 








End 


9637 


Name 


OJ000250 48 


.0211. 


C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


9353 








End 


9637 


GI 


none 








Score 


224 


Exons 


9353. .9571, 


9419. 


.9544, 


9420. 


.9560, 9424. .9561, 9554. .9637 


Seq. No. 


28833 








Seq. ID 


OJ000250 48.0211.C12 




59570 








Strand 


+ 


Start 


107 








End 


256 


Name 


OJ000250 48 


.0211. 


C12.ol 


-gs 


Method 


GENSCAN 


Start 


107 








End 


256 


GI 


none 








Score 


. 44 


Exons 


107. .256 












Seq. No. 


28833 








Seq. ID 


OJ000250_48 . 0211 .C12 




59571 








Strand 


+ 


Start 


5814 








End 


6524 


Name 


OJ000250 48 


.0211. 


C12.o2 


.gp 


Method 


AAT/GAP 


Start 


5814 








End 


6524 


GI 


none 








Score 


1248 


Exons 


5814. .6109, 


6181. 


. 6524 








Seq. No. 


28833 








Seq. ID 


OJ000250_48.0211.C12 


Gene No. 


59572 








Strand 




Start 


1032 








End 


1114 


Name 


OJ000250 48 


.0211. 


C12.ol 


-gp 


Method 


AAT/GAP 


Qfa rt- 


1032 








End 


1114 


GI 


LIB3477-003 


-Pl-Kl 


-E9 




Score 


132 


Exons 


1032. .1114 












GI Descrip. 


'24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I)" 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 












Seq. No. 


28833 








Seq. ID 


OJ000250_4 8.0211.C12 


Gene No. 


59573 








Strand 




Start 


1572 








End 


6421 


Name 


OJ000250 48 


.0211. 


C12.o2 


.gs 


Method 


GENSCAN 


Start 


1572 








End 


6421 


GI 


none 








Score 


.52 


Exons 


1572. .1618, 


1873. 


.1937, 


3908. 


.4062, 4140. .4223, 4300. .4341, 




4426. .4525, 


4709. 


.4800, 


5256. 


.5317, 6346. .6421 


Seq. No. 


28833 








Seq. ID 


OJ000250_48.0211.C12 


Gene No. 


59573 








Strand 




St- art 


1572 








End 


6421 


Name 


OJ000250 48 


.0211. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3741 








End 


4231 


GI 


none 








Score 


125 


Exons 


3741. .3782, 


3905. 


.4048, 


3907. 


.4080, 3908.. 4024, 3910.. 4065, 




4129. .4224, 


4137. 


.4226, 


4151. 


.4231, 4154.. 4231 


Seq. No. 


28833 








Seq. ID 


OJ000250_48.0211.C12 



28715 




Gene No. 


59573 




Strand 




Start 


1572 




End 


6421 


Name 


OJ000250 48.0211.C12.ol. 


np 


Method 


AAT/NAP 


Start 


3910 




End 


5317 


GI 


1816459 




Score 


237 


Exons 


3910..4062, 4140.. 4223, 


4300. 


.4326, 4411. .4525, 5256. .5317 


GI Descrip. 


(Y10750) DEFH125 protein [Antirrhinum majus] 


Seq. No. 


28833 




Seq. ID 


OJ000250_48.0211.C12 


Gene No. 


59573 




Strand 






1572 




End 


6421 


Name 


OJ000250 48.0211.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4132 




End 


5317 


GI 


none 




Score 


88 


Exons 


4132 4230. 4137.. 4226, 


4300. 


.4344, 4414. .4527, 4424. .4525, 




4426. .4533, 5255. .5317 








Seq. No. 


28834 




Seq. ID 


OJ000250_48.0211.C13 


(Ipk-npk Mo 


59574 




Strand 


+ 


Start 


275 




End 


952 


Name 


OJ000250 48 0211 C13 ol 


y a 


Method 


GENSCAN 


Start 


275 ~~ 




End 


952 


GI 






Score 


.64 


Exons 


275 346 824 905 924 


. 952 






Seq. No. 


28834 




Seq. ID 


OJ000250_48.0211.C13 




59575 




Strand. 




Start 


1251 




End 


3210 


Name 


OJ000250 48 0211 C13 o2 




Method 


GENSCAN 


Start 


1251 _ 




End 


3210 


GI 


none 




Score 


.78 


Exons 


1251 1277 3133 3210 








Seq. No. 


28835 




Seq. ID 


OJ000250_48.0211.C14 


fipnp Mr* 


59576 




Strand 


— 


Start 


276 




End 


705 


Name 


OJ000250 48 0211 C14 ol 


OS 


Method 


GENSCAN 


Start 


276 ~ 




End 


705 


GI 


none 




Score 


.72 


Exons 


276.. 399, 698.. 705 








Seq. No. 


28836 




Seq. ID 


OJ000250_48.0211.C17 


VJ cue L» v^* • 


59577 




Strand 




Start 


1266 




End 


4536 


Name 


OJ000250 48.0211.C17.ol. 


gp 


Method 


AAT/GAP 


Start 


1266 




End 


4536 


GI 


none 




Score 


840 


Exons 


1266.. 1370, 4155.. 4536 








Seq. No. 


28837 




Seq. ID 


OJ000250_45.0211.C1 


Gene No. 


59578 




Strand 




Start 


440 




End 


685 


Name 


OJ000250 45.0211.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


391 




End 


685 


GI 


none 




Score 


48 


Exons 


391. .444, 441. .683, 473. 


.685 







28716 



Seq. No. 


28837 




Seq. ID 


OJ000250_45. 


0211 


.CI 


(~* Qnn Mn 
UCllC IN (J* 


J J J / o 












Start 


440 




End 


685 






Name 


OJ000250 45. 0211. CI. ol 


. gs 


Method 


GENS CAN 






Start 


440 




End 


658 






GI 


none 




Score 


.65 






Exons 


440. .658 












Seq. No. 


28837 




Seq. ID 


OJ000250_45. 


0211 


.CI 


Gene No. 


59578 




Strand 








^i-a rt 


440 




End 


685 






Name 


OJ000250 45. 0211. CI. ol 


. np 


Method 


AAT/NAP 






Start 


446 




End 


685 






GI 


5281045 




Score 


170 






Exons 


446. .685 












GI Descrip. 


(AL080318) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


ZOOJ / 






UJUUUZjU 4J # 


0211 


.CI 




59578 




Strand 








Start 


440 




End 


685 






Name 


OJ000250 45. 0211. CI. ol 


• gp 


Method 


AAT/GAP 






Start 


572 




End 


685 






GI 


none 




Score 


217 






Exons 


572. .685 












Seq. No. 


28838 




Seq. ID 


OJ000250_45. 


0211 


.C2 


ucllc INU • 


59579 




Strand 


+ 






Start 


144 




End 


414 






Name 


OJ000250 45.0211.C2.ol 


.gs 


Method 


GENSCAN 






Start 


144 




End 


414 






GI 


none 




Score 


.45 






Exons 


144. .159, 404. .414 












Seq. No. 


28839 




Seq. ID 


OJ000250_45. 


0211 


.C3 


Gene No. 


59580 




Strand 








Start 


1 




End 


1733 






Name 


OJ000250 45.0211.C3.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


1733. 






GI 


6175185 




Score 


518 






Exons 


1..55, 438. .524, 879.. 


1018, 


1170. .1301 


, 1384. .1557, 


1641. . 


GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




Seq. No. 


28839 




Seq. ID 


OJ000250_45. 


0211 


-C3 


faerie Mo 


59580 




Strand 








Start • 


1 




End 


1733 






Name 


OJ000250 45.0211.C3.ol 


.gs 


Method 


GENSCAN 






Start 


864 




End 


1557 






GI 


none 




Score 


.79 






Exons 


864. .1018, 1384. .1557 












Seq. No. 


28839 




Seq. ID 


OJ000250_45. 


0211 


.C3 


Gene No. 


59580 




Strand 








Start 


1 




End 


1733 






Name 


OJ000250 45.0211.C3.ol 


.gp 


Method 


AAT/GAP 






Start 


953 




End 


1733 






GI 


none 




Score 


747 






Exons 


953. .1018, 1170. .1301, 


1384 


..1557, 1641. .1733 







287.17 




oeq. wo. 


9000Q 








Gene No. 


59580 




Strand 




Start 


1 




End 


1733. 


Name 


OJ000250 45.0211.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1174 




End 


1722 


GI 


none 




Score 


57 


Exons 


1174. .1302, 1376. .1489, 


1639. 


.1722 




Seq. No. 


28839 




Seq. ID 


OJ000250_45.0211.C3 


bene ino . 






Strand 




Start 


1 




End 


1733 


Name 


OJ000250 45.0211.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1183 




End 


1707 


GI 


none 




Score 


62 


Exons 


1183.. 1221, 1222.. 1302, 


1376. 


.1489, 1404. .1484, 1466. .1567, 




1632.. 1706, 1639.. 1707, 


1642. 


.1704 




JClj. IN O . 


Z 0 O 4 u 




Seq. ID 


OJ000250_45.0211.C4 


Gene No. 


59581 




oil aiiu 


_j_ 


Start 


103 




End 


334 


Name 


OJ000250 45.0211.C4.ol. 


gs 


Method 


GENSCAN 


Start 


103 




End 


334 


GI 


none 




Score 


.55 


Exons 


103. .159, ■ 245. .334 








oeq. InO . 


OQ OA 1 




Seq. ID 


OJ000250_45.0211.C5 


Gene No. 


59582 




Strand 


+ 


Start 


189 




End 


237 


Name 


OJ000250 45.0211.C5.ol. 


gs 


Method 


GENSCAN 


Start 


189 




End 


237 


GI 


none 




Score 


.96 


Exons 


189. .237 








064. IN O . 






Seq. ID 


OJ000250_45.0211.C6 


Gene No. 


59583 




Strand 




Start 


217 




End 


921 


Name 


OJ000250 45.0211.C6.ol. 


gs 


Method 


GENSCAN 


Start 


217 




End. 


921 


GI 


none 




Score 


.77 


Exons 


217. .374, 813. .921 








Seq. No. 


28842 




Seq. ID 


OJ000250_45.0211.C6 


Gene No. 


59584 




Strand 




Start 


1298 




End 


1359 


Name 


OJ000250 45.0211.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


1298 




End 


1359 


GI 


LIB3477-003-P1-K1-E9 




Score 


76 


Exons 


1298. .1359 








GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


28842 




Seq. ID 


OJ000250_45.0211.C6 


Gene No. 


59585 




Strand 




Start 


2173 




End 


2587 


Name 


OJ000250 45.0211.C6.o2. 


gs 


Method 


GENSCAN 



28718 



Start 
GI - 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2173 
none 

2173.. 2222, 2437.. 2587 



End 
Score 



2587 
.55 



Seq. ID OJ000250_45.0211.C6 
Strand 

2631 
AAT/GAP 
2631 
248 



28842 
59586 
2504 

OJ000250_45.0211.C6.o2.gp 
2504 

2496_1.R1084 
2504. .2631 

f 6091733/gb|AAF03445.1|AC010797_21 3.0e-17 (AC010797) unknown 
protein [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



28843 
59587 
220 

OJ000250_45-0211.C7.ol.gs 

220 

none 

220. .429 



Seq. ID OJ000250_45.0211.C7 

Strand + 

End 483 

Method GEN SCAN 

End 429 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28843 
59588 
1 

OJ000250_45.0211.C7.ol.gp 
1 

2496_1.R1084 
1. .737 

, 6091733/gb|AAF03445.1|AC010797_21 3.0e-17 (AC010797) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ000250_45.0211.C7 
Strand 

End 737 

Method AAT/GAP 

End 737 

Score 1474 



28844 
59589 
791 

OJ000250_45.0211.C9.ol.gs 

791 

none 

791. .965, 1022. .1212 



Seq. ID OJ000250_45.0211.C9 

Strand + 

End 1212 

Method GENSCAN 

End 1212 

Score .87 



28844 
59590 
1 

OJ000250_45.0211.C9.ol.np 
1 

6714291 
1..476, 637. .718, 823. .934 

(AC013354) F15H18.16 [Arabidopsis thaliana] 



Seq. ID OJ000250_45.0211.C9 
Strand 

End 1030 

Method AAT/NAP 

End 934 

Score 306 



28844 
59590 
1 

OJ000250_45.0211.C9.ol.ts 
643 
•none 



Seq. ID OJ000250_45.0211.C9 
Strand 

End 1030 

Method TBLASTX : Soybean 

End 956 

Score 82 



643. .720, 651. .719, 655. .720, 824. .937, 834. .935, 927. .956 



28719 




Seq. No. 


28844 






Seq. ID 


OJ000250_45.0211.C9 


bene vio • 


59590 






Strand 




Start 


1 






End 


1030 


Name 


OJ000250 45.0211 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


649 






End 


1030 


GI 


none 






Score 


66 


Exons 


649. .720, 654. .719, 824 


. .1030, 


837. .929 


Seq. No. 


28844 






O C • X Lf 


o.Tnnn9so 4S 09ii c9 




59590 






Strand 




Start 


1 






End 


1030 


Name 


OJ000250 45.0211 


.C9.ol. 


tm 




TRT.A9TX • Maize 

1 0 i_j.fi.k_) jax c 


Start 


654 








y JO 


GI 


none 






C /-\ y- /2i 
Ot_<_JX C 


D _7 


Exons 


654. .719, 664. .720, 824 


. .958, 


O O • • J J J 




Seq. No. 








Q^rr T n 

OC^. -L U 


O.T 000 9S0 4R 0911 Pi 0 


UCilC L»VJ • 


D _/ D .7 ± 






Of- ra nH 


X 


Start 


4 

HDD 






End 


1548 


Name 


OJ000250 45.0211 


.ClO.ol 


.gs 


Method 


GENSCAN 


Start 


453 






End 


1 ^48 


GI 


none 






Score 


4 ^ 


Exons 


4 R** 691 1479 


1548 








Seq. No. 


_£ O O 4 D 






Seq. ID 


O.70009S0 4 0911 PI 0 


Gene No. 


J _7-C 






Strand 




C4- >-+- 
O Lai L 


*37 7 Q 






End 


13562 


Name 


0 70009^0 4 0911 


.ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


^477 






End 


3885 


GI 


17247 1.R1084 






Score 


750 


Exons 


3477. .3885 










GI Descrip. 




(AC005106) T25N20.21 


[Arabidopsis thaliana 


Seq. No. 








Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


D 1PD _7__ 






Strand 




O LaiL. 


^77 Q 






End 


13562 


Name 


OJ000250 45.0211 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3767 






End 


4295 


GI 


none 






Score 


238 


Exons 


3767.. 4027, 3774 


. .3926, 


3780. . 


4031, 3781. .4035, 4120.. 4293, 




4127. .4294, 4221 


. .4295 








Seq. No. 


28845 






Seq. ID 


OJ000250_4 5.0211.C10 


Gene No. 


59592 






Strand 




Start 


3779 






End 


13562 


LNcUllc? 


OJ000250 45.0211 


.C10.O2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3774 






End 


4729 


GI 


none 






Score 


182 


Exons 


3774.. 3926, 3775 


. .3906, 


3779. . 


4030, 3780. .4031, 3808. .4029, 




3821.. 4030, 3940 


. .4062, 


4117. . 


4323, 4120. .4323, 4130. .4327, 




4451. .4510, 4615 


. .4725, 


4619. . 


4729 




Seq. No. 


28845 






Seq. ID 


OJ000250_4 5. 0211. C10 


Gene No. 


59592 






Strand 




Start 


3779 






End 


13562 


Name 


OJ000250 45.0211 


.C10.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


3778 






End 


4647 



28720 



GI 


none 


Score 


253 




Exons 


3778.. 4029, 3779.. 4027, 3780 


..4028, 4117. .4323, 


4120. .4314, 




4127. .4372, 4130. .4318, 4451 


..4510, 4461. .4520, 


4461. .4514, 




4588. .4647, 4612. .4641, 4615 


. .4641 






Seq. No. 


28845 


Seq. ID 


OJ000250 


_45. 0211. C10 






Strand 






Start 


3779 


End 


13562 




Name 


OJ000250 45.0211.C10.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


3779 


End 


4258 




GI 


none 


Score 


207 




Exons 


3779.. 4027, 3780.. 4028, 4120 


..4257, 4127. .4258 




Seq. No. 


28845 


Seq. ID 


OJ000250 


_45. 0211. C10 


Gene No. 


59592 


Strand 






Start 


3779 


End 


13562 




Name 


OJ000250 45.0211.C10.o2.gs 


Method 


GENSCAN 




Start 


3779 


End 


13279 




fir 


none 


Score 


.93 




Exons 


3779.. 4027, 4126.. 4311, 4597 


.-.5394, 5475.. 5704, 


5785. .5897, 




6922.. 7040, 7123.. 7242, 8154 


..8298, 8797. .8971, 


9052. .9120, 




9336.. 9364, 9876.. 10027, 10125 . . 10251 , 


10696. .10799, 




10878. .11001, 11100. .11260, 


11343. .11531, 11637 


. .11765, 




12163. .12249, 12327 .. 12376, 


12456. .12537, 13222 


. .13279 


Seq. No. 


28845 


Seq. ID 


OJ000250 


_45. 0211. C10 


Gene No. 


59592 


Strand 






Start 


3779 


End 


13562 




Name 


OJ000250 45.0211.C10.ol.np 


Method 


AAT/NAP 




Start 


3782 


End 


13556 




GI 


4836907 


Score 


4266 




Exons 


3782.. 4027, 4126.. 4311, 4460 


..4519, 4603. .5394, 


5475. .5704, 




5839.. 5897, 6735.. 6818, 6922 


..7040, 7123. .7242, 


8145. .8298, 




8797.. 8971, 9052.. 9120, 9264 


..9389, 9508. .9617, 


9876. .10056, 




10673. .10799, 10878 .. 11001, 


11100. .11260, 11343 


. .11510, 




11625. .11765, 12163. .12249, 


12327. .12376, 12456 


. .12554, 




13212. .13556 








GI Descrip. 


(AC007153) Highly similar to putative 


callose synthase catalyt 




subunit [Arabidopsis thaliana] 






Seq. No. 


28845 


Seq. ID 


OJ000250 


_45. 0211. C10 




59592 


Strand 






Start 


3779 


End 


13562 




Name 


OJ000250 45.0211.C10.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


4648 


End 


4977 




GI 


none 


Score 


298 




Exons 


4648.-4977, 4649.. 4975, 4759 


. .4977 






Seq. No. 


28845 


Seq. ID 


OJ000250 


_45. 0211. C10 




59592 


Strand 






Start 


3779 


End 


13562 




Name 


OJ000250 45.0211.C10.o5.tc 


Method 


TBLASTX: Cress 


Start 


4721 


End 


4962 




GI 


none 


Score 


156 




Exons 


4721. .4930, 4765.-4962 








Seq. No. 


28845 


Seq. ID 


OJ000250 


_45. 0211. C10 



28721 



Gene No. 


59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


. 0211 


CIO o3 


ts 


Method . 


TBLASTX : Soybean 


Start 


4732 








End 


7243 


GI 


none 








Score 


86 


Exons 


4732. .4794, 


5783 


. .5899, 


5784. 


.5897, 6734.. 6820, 6741.. 6821, 




6922. .6975, 


6924 


. .6974, 


6978. 


.7043, 6978.. 7049, 7112.. 7243, 




7114. .7239 












Seq. No. . 


28845 








Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


.0211 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4795 








End 


5698 


GI 


none 








Score 


476 


Exons 


4795.-5394, 


4805 


. .5296, 


4813. 


.5298, 5333. .5410, 5334. .5375, 




5472.-5693, 


5472 


. .5696, 


5479. 


.5697, 5480. .5698 


Seq. No. 


28845 








Seq. ID 


OJ000250_45. 0211. C10 


Gene No . 


59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


.0211 


,C10.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4963 








End 


5176 


GI 


none 








Score 


130 


Exons 


4963. .5166, 


4963 


. .5175, 


4988. 


.5176 




Seq. No. 


28845 








Seq. ID 


OJ000250_45. 0211. C10 




59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


.0211 


.C10.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4971 








End 


5301 


GI 


none 








Score 


238 


Exons 


4971. .5294, 


4972 


. .5301, 


4985. 


.5299 




Seq. No. 


28845 








Seq. ID 


OJ000250_45. 0211. C10 


Gene No . 


59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


.0211 


.ClO.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4978 








End 


5643 


GI 


none 








Score 


480 


Exons 


4978. .5394, 


4978 


. .5394, 


4985. 


.5395, 5472.. 5642, 5476.. 5643 


Seq. No. 


28845 








Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


.0211 


.C10.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5182 








End 


5842 


GI 


none 








Score 


127 


Exons 


5182. .5394, 


5472 


. .5645, 


5476. 


.5643, 5637.. 5714, 5641.. 5709, 




5783. .5.842, 


5784 


. .5840 








Seq. No. 


28845 








Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 








Strand 




Start 


3779 








End 


13562 


Name 


OJ000250 45 


.0211 


.C10.O3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5320 








End 


5609 


GI 


none 








Score 


98 



28722 



Exons 



5320.. 5394, 5472.. 5609, 5473.. 5589' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



28845 Seq. ID 

59592 Strand 

3779 End 

OJ000250_45 . 0211 . CIO . o2 . gp Method 

5554 End 

uOosflm202110h02bl Score 



OJ000250_45. 0211. CIO 

13562 
AAT/GAP 
6980 
718 



5554. .5704, 5785.-5897, 6735. .6818, 6922. .6980 
, 4263722/gb|AAD15408| 2". Oe-65 (AC006223) putative glucan 
synthase [Arabidopsis thaliana] ' 



Seq. No. 


28845 




Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 




Strand 




Start 


3779 




End 


13562 


Name 


OJ000250 45. 


0211. 


C10.o8.tm Method 


TBLASTX: Maize 


Start 


5644 




End 


5900 


GI 


none 




Score 


97 


Exons 


5644. .5709, 


5644. 


.5706, 5646. .5714,. 5783. .5899, 5784 . .5900 


Seq. No. 


28845 




Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 




Strand 




Start 


3779 




End 


13562 


Name 


OJ000250 45. 


0211. 


C10.o4.tm Method 


TBLASTX: Maize 


Start 


6737 




End 


7234 


GI 


none 




Score 


122 


Exons 


6737. .6820, 


6738. 


.6821, 6922. .7020, 6924. .7043, 6928. .7050, 




6936. .7043, 


7090. 


.7230, 7153. .7233, 7154. .7234 


i-> C ^ • Vt KJ • 


28845 




Seq. ID 


OJ000250_45.0211.C10 


Gene No. 


59592 




Strand 




Start 


3779 




End 


13562 


Name 


OJ000250 45. 


0211. 


C10.o4.tc Method 


TBLASTX: Cress 


Start 


6924 




End 


7233 


GI 


none 




Score 


118 


Exons 


6924. .7043, 


6925. 


.7023, 6933.. 7043, 6946.. 7053, 7097.. 7213, 




7106. .7231, 


7120. 


.7233 




Seq. No. 


28845 




Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 . 




Strand 




Start 


3779 




End 


13562 


Name 


OJ000250 45. 


0211. 


C10.o4.ts Method 


TBLASTX : Soybean 


Start 


8857 




End 


10028 


GI 


none 




Score 


63 


Exons 


8857. .8955, 


8859. 


.8954, 9038.. 9124, 9054.. 9125, 9265.. 9300, 




9349. .9399, 


9480. 


.9617, 9500. .9619, 9507. .9617, 9716. .9757, 




9875. .10027, 


9876 


..10028, 9876.. 10028 




Seq. No. 


28845 




Seq. ID 


OJ000250_45. 0211. C10 


Gene No. 


59592 




Strand 




Start 


3779 




End 


13562 


Name 


OJ000250 45. 


0211. 


C10.o7.tm Method 


TBLASTX: Maize 


Start 


9912 




End 


10766 


GI 


none 




Score 


157 


Exons 


9912. .10028, 


9914 


..10030, 9914.. 10030, 


10122. .10226, 




10125. .10223, 10126. .10224, 10220 .. 10252, 10222 .. 10254 , 




10222. .10251 


, 10699. .10764, 10704 .. 10766, 10704. .10766 



28723 



Seq. No. 28845 
Gene No. 59592 
Start 3779 

Name OJ000250_4 5.0211. CIO . o5 . tm 

Start 11240 
GI none 
Exons 11240. 

11340. 

11659-. 

12163. 



,11263, 11241. 

,11531, 11342. 

,11766, 11678. 

,12255, 12325. 



Seq. ID OJ000250_45. 0211. CIO 
Strand 

End 13562 
Method TBLASTX : Maize 
End 12366 
Score 54 
11261, 11242. .11271, 11340 1154 0/ 
11539, 11652. .11762, 11656 11760, 
11770, 11688. .11768,. 121 60 1224 9, 
12366, 12325.. 12366 



Seq. No. 28845 
Gene No. 59592 
Start 3779 

Name OJ000250_45 . 0211 . C10 . o9 . tm 

Start 12448 
GI none 
Exons 12448. 

12946. 

13087. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 45. 0211. C10 



.12543, 12451. .12543, 12453 .. 12551, 12455 
.13011, 12950. .13027, 13064 .. 13144 , 13087 
,13146, 13222. .13257, 13222. 



13562 

TBLASTX: Maize 
13257 
126 

12547, 
13149, 

13257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28845 Seq. ID 

59592 Strand 

3779 End 

OJ000250_45 . 0211 . C10 . 06 . tm Method 

13280 End 

none Score 



OJ000250_45. 0211. C10 
13562 

TBLASTX: Maize 

13562 

341 



13280. .13558, 13318 .. 13557 , 13473.. 13562 

28846 Seq. ID OJ000250_45 . 0211 .Cll 

59593 Strand 

1 End 3574 

OJ000250_45 . 0211 . Cll . ol . np Method AAT/NAP 

1 ^ End 3:574 

4836907 Score 1012 

1..92, 306. .420, 516. .638, 1052. .1139, 1235. .1311, 1403. .1528, 
2645. .2771, 3008. .3099, 3219. .3311, 3413. .3574 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



28846 
59593 
1 

OJ000250_45. 0211. Cll. ol.gs 

233 

none 



Seq. ID OJ000250_45. 0211. Cll 
Strand 

End 3574 

Method GENSCAN 

End 3518 

Score .73 



233. .260, 623. .756, 1046. .1139, 1235. .1311, 1403 
2645.. 2771, 3008.. 3099, 3219.. 3311, 3332.. 3518 



28846 Seq. ID 

59593 Strand 

1 End 
OJ000250_45. 0211. Cll. ol.tm Method 

301 End 

none Score 

301. .426, 311. .406, 316. .423 



1540, 

OJ000250 45. 0211. Cll 



3574 

TBLASTX: Maize 

426 

139 



28724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28846 
59593 
1 

OJ000250_45.0211.Cll.ol.ts 

1071 

none 



Seq. ID OJ000250_45.0211.C11 
Strand 

End 3574 

Method TBLASTX : Soybean 

End 1505 

Score 79 



1071. .1169, 1076. .1147, 1229. .1318, 1229. .1312, 1234. .1317, 
1433. .1504, .1434. .1505 



Seq. ID OJ000250_45.0211.C11 
Strand 

End 3574 

Method TBLASTX : Cress 

End 2777 

Score 135 



Seq. ID OJ000250_45.0211.C11 
Strand 

End 3574 

Method TBLASTX : Wheat 

End 3388 

Score 142 



28846 
59593 
1 

OJ000250_45.0211.Cll.ol.tc 
2621 
none 

2621.. 2776, 2655.. 2777 

28846 
59593 
1 

OJ000250_45.0211.Cll.ol.tw 
2639 
none 

2639.. 2773, 2642. .2770, 2^44.-2772, 3005.. 3073, 3006.. 3074, 
3007. .3102, 3008. .3103, 3214. .3318, 3216. .3326, 3221. .3388, 
3249. .3344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28847 
59594 
1 

OJ000250_45.0211.C12.ol.np 
1 

4836907 



Seq. ID OJ000250_45.0211.C12 
Strand 

End 1635 

Method AAT/NAP 

End 1601 

Score 755 



1..153, 254. .385, 490. .573, 704. .824, 934. .1058, 1205. .1305, 
1407. .1601 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



28847 
59594 
1 

OJ000250_45.0211.C12.ol.gs 
61 

none 



Seq. ID OJ000250_45.0211.C12 
Strand 

End 1635 

Method GENSCAN 

End 1635 

Score .96 



61. .153, 254. .385, 731. .824, 934. .1058, 1205. .1305, 1407. .1635 



Seq. ID OJ000250_45.0211.C12 
Strand 

End 1635 

Method TBLASTX : Cress 

End '585 

Score 37 

115. .168, 119. .154, 251. .295, 252. .293, 339. .380, 344. .409, 
493. .585 



28847 
59594 
1 

OJ000250_45.0211.C12.ol.tc 

115 

none 



Seq. No. 



28847 



Seq. ID OJ000250_45.0211.C12 



28725 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 



59594 Strand 

1 End 

OJ000250_4 5.0211. C12 . ol . ts Method 

115 End 

none Score 



1635 

TBLASTX : Soybean 

1017 

35 



115. .156, 119. .160, 248. .295, 248.-295, 305. .388, 344. .388, 
496. .606, 496. .600, 528. .608, 722. .823, 762. .824, 771. .824, 
940. .1017, 942. .1016 



Seq. No. 28847 

Gene No. 59594 

Start 1 

Name OJ000250_45 . 0211 . C12 . o2 . ts 

Start 1018 

GI none 
Exons 



Seq. ID OJ000250_45.0211.C12 
Strand 
End 

Method 
End 
Score 



1635 

TBLASTX : Soybean 

1528 

57 



1018. .1059, 1020. .1067, 1203. .1304, 1205. .1303, 1218. .1304, 
1387. .1527, 1409. .1528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28848 
59595 
176 

OJ000250 

176 

none 

176. .258' 



45.0211.C13.ol.gs 



Seq. ID OJ000250_45.0211.C13 

Strand + 

End 258 

Method GEN SCAN 

End 258 

Score .93 



Seq. No. 28849 

Gene No. 59596 

Start 205 

Name OJ000250_45 . 0211 . C14 . ol . gs 

Start 205 

GI none 

Exons 205.. 323 



Seq. ID OJ000250_45.0211.C14 

Strand + - 

End 323 

Method GENSCAN 

End 323 

Score .51 



Seq. No. 28850 

Gene No. 59597 

Start 1 

Name OJ000250_45 . 0211 . C15 . ol . np 

Start 1 

GI 1143381 

Exons 1..206, 244.. 287 

GI Descrip. . (Z49063) polygalacturonase 

Seq. No. 28850 

Gene No. 59598 

Start 772 

Name OJ000250_45 . 0211 . C15 . o2 . tm 

Start 1 

GI none 

Exons 1..213, 3.. 185 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_45.0211.C15 
287 

AAT/NAP 

287 

145 



inhibitor [Actinidia deliciosa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_45.0211.C15 
2495 

TBLASTX: Maize 

213 

92 



Seq. No. 28850 Seq. ID 

Gene No. 59598 Strand 

Start 772 End 

Name OJ000250_45 . 0211.C15.o2.gs Method 

Start 772 End 

GI none Score 



OJ000250_45.0211.C15 

2495 
GENSCAN 
2241 
.67 



28726 




Exons 


772. .884, 1435. .1489, 1813. 


.1983, 2167. 


.2241 






Seq. No. 


28850 


Seq. ID 


OJ000250_45. 


0211 


.C15 


Gene No. 


59598 


Strand 








Start 


772 


End 


2495 






Name 


OJ000250 45.0211.C15.o2.np 


Method 


AAT/NAP 






Start 


1400 


End 


2495 






GI 


2462838 


Score 


375 






Exons 


1400. .1489, 1813. .1983, 2167. .2269, 2471. .2495 






GI Descrip. 


(AF000657) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


28850 


Seq. ID 


OJ000250_45. 


0211 


. CIS 




59598 


Strand 








Start 


772 


End 


2495 






Name 


OJ000250 45.0211.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


1813 


End 


2259 






GI 


none 


Score 


194 






Exons 


1813. .1983, 1838. .1981, 2164. .2259, 2168. .2254 






Seq. No. 


28850 


Seq. ID 


OJ000250_45. 


0211 


.C15 


Gene No. 


59598 


Strand 








Start 


772 


End 


2495 






Name 


OJ000250 45.0211.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1813 


End. 


2259 






GI 


none 


Score 


64 






Exons 


1813. .1983, 1815. .1976, 1815. .1988, 1838. .1981, 2132.^2254, 




2164. .2259 










Seq. No. 


28851 


Seq. ID 


OJ000250_45. 


0211 


.C16 


Gene No. 


59599 


Strand 








Start 


1 


End 


795 






Name 


OJ000250 45.0211.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


795 






GI 


2462838 


Score 


178 






Exons 


1..19, 325. .380, 523. .795 










GI Descrip. 


(AF000657) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


28852 


Seq. ID 


OJ000250_45. 


0211 


.C17 


Gene No. 


59600 


Strand 








Start 


1 


End 


1169 






Name 


OJ000250 45.0211.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1169 






GI 


2462838 


Score 


538 






Exons 


1..42, 198. .482, 746. .1169 










GI Descrip. 


(AF000657) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


28852 


Seq. ID 


OJ000250_45. 


0211 


.C17 




59600 


Strand 








Start 


1 


End 


1169 






Name 


OJ000250 45.0211.C17.ol.gs 


Method 


GENSCAN 






Start 


207 


End 


1018 






GI 


none 


Score 


.68 






Exons 


207.. 482, 746.. 1018 










Seq. No. 


28853 


Seq. ID 


OJ000250_45. 


0211 


.C19 


Gene No. 


59601 


Strand 


+ 






Start 


22 


End 


112 







28727 



Name 


OJ000250 


Start 


22 


GI 


none 


Exons 


22. .112 


Seq. No. 


28854 


Hon d W (~\ 




Start 


492 


Name 


OJ000250 


Start 


492 


GI 


none 


Exons 


492. .599 


Seq. No. 


28855 






Start 


809 


Name 


OJ000250 


Start 


787 


GI 


none 


Exons 


787. .930 


Seq. No. 


28855 


octlc 1NU . 




Start 


809 


Name 


OJ000250 


Start 


809 


GI 


none 


Exons 


809. .928 


Seq. No. 


28855 


Gene No. 


59603 


Start 


809 


Name 


OJ000250 


Start 


819 


GI 


none 


Exons 


819. .929 



Method 

End 

Score 



GENS CAN 

112 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_45.0211.C20 
Strand 

End 599 

Method GENSCAN 

End 599 

Score .46 



Seq. ID OJ000250_45.0211.C22 
Strand 

End 2923 

.0211.C22.ol.gp Method AAT/GAP 

End 2923 

Score 1101 

787. .930, 1187. .1262, 1611. .1719, 1806. .1904, 2720. .2923 

Seq. ID OJ000250_45.0211.C22 
Strand 

End 2923 

.0211.C22.ol.gs Method GENSCAN 

End 2898 

Score .94 

809. .928, 1191. .1262, 1611. .1719, 1806. .1904, 2720. .2898 

Seq. ID OJ000250_45.0211.C22 
Strand 

End 2923 
.0211. C22 . ol . tm Method TBLASTX : Maize 

End 2841 
Score 118 
46. .929, 851. .931, 1176. .1268, 1184. .1270, 
1186. .1275, 1186. .1269, 1562. .1717, 1603. .1719, 1611. .1718, 
1778. .1903, 1797. .1904, 2716. .2841, 2719. .2823, 2720. .2839 



28855 
59603 
809 

OJ000250_45.0211.C22.ol.ts 

819 

none 



Seq. ID OJ000250_45.0211.C22 
Strand 

End 2923 

Method TBLASTX : Soybean 

End 2832 

Score 71 



819. .929, 1176. .1268, 1184. .1264, 1186. .1269, 1194. .1274, 
1611. .1721, 1618. .1719, 1808. .1903, 1809. .1904, 2716. .2832 



28855 
59603 
809 

OJ000250_45.0211.C22.ol.tw 

1653 

none 



Seq. ID OJ000250_45.0211.C22 
Strand 

End 2923 

Method TBLASTX : Wheat 

End 2824 

Score 61 



1653. .1718, 1654. .1719, 1778. .1903, 1805. .1897, 2716. .2823, 
2720. .2824 



28728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28856 Seq. ID 

59604 Strand 

1 End 

OJ000250_45 . 0211 . C23 .ol - np Method 

1 End 

849081 Score 



OJ000250_45.0211.C23 
+ 

1280 
AAT/NAP 
1089 
303 



1..22, 601. .655, 743.-828, 915. .1089 

(U17900). cyclophilin B precursor [Orpinomyces sp. PC-2] 



28856 
59604 
1 

OJ000250_45.0211.C23.ol.tm 

598 

none 



Seq. ID OJ000250_45.0211.C23 

Strand + 

End 1280 

Method TBLASTX : Maize 

End 1067 

Score 98 



598. .654, 600. .656, 601. .654, 736. .828, 750. .818, 909. .1067, 
914. .1045 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_45.0211.C23 
+ 

1280 
AAT/GAP 
1280 
939 



28856 Seq. ID 

59604 Strand 
1 End 
OJ000250_4 5.0211. C23 . ol . gp Method 
599 End 
3461_1.R1084 Score 
599.. 655, 743.. 828, 915.. 1280 

'3219355 2.0e-33 (AF062371) ROOT HAIRLESS 1 [Arabidopsis 
thaliana] >gi_5733871_gb_AAD49759 . 1_AC007 932_7 (AC007932) 
Identical to gb_AF062371 ROOT HAIRLESS 1 (RHL1) from Arabidopsis 
thaliana. ESTs gb_H37372, gb_AA651313 and gb_Z29767 come from 
this gene 1 



28856 Seq. ID 

59604 Strand 
1 End 
OJ000250_45.0211.C23.ol.ts Method 
600 End 
none Score 

600. .653, 601. .651, 736. .828, 750. .815, 
914. .1042 



OJ000250_45.0211.C23 
+ 

1280 

TBLASTX : Soybean 

1066 

93 

909.. 1058, 914.. 1066, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28856 
59604 
1 

OJ000250_45.0211.C23.ol.tc 

600 

none 



Seq. ID OJ000250_45.0211.C23 

Strand + 

End 1280 

Method TBLASTX: Cress 

End 1061 

Score 97 



600. .656, 601. .654, 736. .834, 753. .818, 908. .1042, 909. .1061 



28856 
59604 
1 

OJ000250_45.0211.C23.ol.tw 

600 

none 



Seq. ID OJ000250_45.0211.C23 

Strand + 

End 1280 

Method TBLASTX : Wheat 

End 1055 

Score 66 



600. .647, 601. .651, 736. .825, 750. .818, 773. .823, 920. .1009, 
921.. 1034, 1023. .1055 



28729 



Seq. No. 


28857 




Seq. ID 


OJ000250_45.0211.C24 


Gene No. 


59605 




Strand 


+ 


Start 


1220 




End 


1824 


inch Lie 


OJ000250 45.0211.C24.ol 


.gp 


Method 


AAT/GAP 


Start 


1220 




End 


1824 


GI 


42373 1.R1084 




Score 


1116 


Exons 


1220. .1824 








GI Descrip. 


1 6091734 /gb I AAF0344 6. 1 1 . 


AC010797 22 3.0e-16 (AC010797) . 




hypothetical protein [Arabidopsis thaliana] 1 


Seq. No. 


28857 




Seq. ID 


OJ000250_45.0211.C24 


Gene No. 


59605 




Strand 


+ 


Start 


1220 




End 


1824 • 


Name 


OJ000250 45.0211.C24.ol 


.np 


Method 


AAT/NAP 


Start 


1324 




End 


1594 


GI 


6523097 




Score 


189 


Exons 


1324. .1594 








GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


OQQ c n 
Zooj / 




Seq. ID 


OJ000250_45.0211.C24 


ocllc INvJ . 


oy DUD 




Strand 




Start 


1U / ± 




■ End 


1580 


Name 


nTft rt no At* noil no a 


.gs 


Method 


GENSCAN 


Start 


1U / 1 




End 


1580 


GI 


none 




Score 


.94 


Exons 


1071. .1580 








Seq. No. 


OQQ R"7 




Seq. ID 


OJ000250_45.0211.C24 


bene ino • 


oy olio 




Strand 




Start 


i m i 




End 


1580 


Name 


nT^nno^n /i c noil r'Oyi /^i 


4- r- 

. ts 


Method 


TBLASTX : Soybean 


Start 


Ul / 




End 


1553 


GI 


none 




Score 


74 


Exons 


1317. .1388, 1324. .1383, 


1379 


..1552, 1380.. 1553 


Seq. No. 


28857 




Seq. ID 


OJ000250_45.0211.C24 




59606 




Strand 




Start 


1071 




End 


1580 


Name 


OJ000250 45.0211.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1320 




End 


1561 


GI 


none 




Score 


73 


Exons 


1320. .1382, 1324. .1383, 


1324 


..1386, 1379. .1561, 1380. .1532 


Seq. No. 


28857 




Seq. ID 


OJ000250_45.0211.C24 


VJCllC LXKJ • 


59606 




Strand 




Start 


1071 




End 


1580 


Name 


OJ000250 45.0211.C24.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1324 




End 


1552 


GI 


none 




Score 


71 


Exons 


1324. .1383, 1324. .1377, 


1343 


..1384, 1370. .1552, 1380. .1538 


Seq. No. 


28858 




Seq. ID 


OJ000250_45.0211.C25 


Gene No. 


59607 




Strand 


+ 


Start 


1 




End 


1134 


Name 


OJ000250 45.0211.C25.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


878 


GI 


5734786 




Score 


259 



28730 




Exons 


1..268, 446. .511, 592. .715, 


803. .878 








GI Descrip. 


(AC007980) Similar to oligopeptidases 


[Arabidopsis 


thaliana] 


Seq. No. 


oooco 
ZOoDo 


oeq. id 




fi D • 


0211. C25 


L?ene ino. 




Q+- Y-anH 

o urana. 


_L 

I 






Start 


1 


T7>— . -J 


1 i "3/1 
±±34 






Name 




we inoa 


PTTKIQPElKI 
VaEjLNO^rtLN 






Start 


R7H 
3 / U 


t»na 


QQA 






GI 


none 


Score 


7 1 
• / 1 






Exons 


R70 7 1 R Q 0 *3 P. R d 










Seq. No. 


28858 


Seq. ID 


OJ000250 


_45. 


0211. C25 


Gene No. 


59607 


Strand 


+ 






Start 


1 


End 


1 1 ^ A 
± ± O H 






Name 


OJ000250 45.0211.C25.ol.gp 


Method 








Start 


607 


End 


i i oyi 

1 1 O H 






GI 


LIB34 33-029-P1-K1-D11 


Score 


fi n ^ 






Exons 


607. .715, 803. .1134 










GI Descrip. 


•57'34 616/dbj 1 AP000391 . 1 1 AP000391 7.0e- 


id uryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


o p o co 
c. O 0 D 0 


Seq. ID 


n Tnnn9 ro 


_45. 


0211. C25 




oy duo 


Strand 


x 






Start 


A QD R 
*i yu 3 


End 


DUD 4 






Name 


uuuuuzou 4 j . uzii . j . oj . gs 


Method 


C IT KT C P 2\ M 
la 111 IN oU/iJN 






Start 


ft y u j 


End 


DUD4 






GI 


none 


Score 


Q 
. O 






Exons 


4905.. 5089, 5835.. 6054 










Seq. No. 


^OO JO 


Seq. ID 


UJ U U UZ jU 


_45. 


0211. C25 


uene lno . 


d y ou y 


Strand 


+ 






Start 


7192 


End 


/ OjZ 






Name 


OJ000250 45.0211.C25.o4.gp 


Method 


PJ\ 1 / Li Air 






Start 


7192 


End 


7 £^9 






GI 


4715589 


Score 


o DZ 






Exons 


7192. .7632 










Seq. No. 


28858 


Seq. ID 


OJ000250 


_45. 


0211. C25 


Gene No. 


59610 


Strand 








OLalC 


1490 


End 


3821 






Name 


OJ000250 45.0211.C25.o2.gs 


Method 


GEN SCAN 






Start 


1490 


End 


3707 






GI 


none 


Score 


.89 






Exons 


1490.. 1551, 2330.. 2346, 2631 


..2823, 2910. .3012, 


3092. .3196, 




3639.. 3707 










Seq. No. 


28858 


Seq. ID 


OJ000250 


_45. 


0211. C25 




59610 


Strand 








Start 


1490 


End 


3821 






Name 


OJ000250 45.0211.C25.o2.gp 


Method 


AAT/GAP 






Start 


1869 


End 


2823 






GI 


5667341 


Score 


1260 






Exons 


1869.. 2346, 2631.. 2823 










Seq. No. 


28858 


Seq. ID 


OJ000250 


_45. 


0211. C25 


Gene No. 


59610 


Strand 








Start 


1490 


End 


3821 







28731 



• • 

Name OJ000250_45 . 0211 . C25 . o3 . gp Method AAT/GAP 

Start 2945 End 3821 

GI 2427801 Score 655 

Exons 2945.. 3012, 3092.. 3196, 3639.. 3821 

GI Descrip. 5734616/dbj I AP000391 . I | AP000391 7.0e-15 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. No. 


28858 




Seq. ID 


OJ000250_45.0211.C25 


Gene No. 


59611 




Strand 




Start 


3746 




End 


4490 


Name 


OJ000250 4.5. 0211. C25.o2 


.np 


Method 


AAT/NAP 


Start 


3746 




End 


4490 


GI 


4063770 




Score 


172 


Exons 


3746.. 3843, 3983.. 4490 








GI Descrip. 


(AB004 906) transposase 


[Ipomoea purpurea] 


Seq. No. 


28858 




Q&rr TD 

OC^a J. LJ 


ri.Tnon^n as n?i i r^s 

\J\J \J \J \J c. J \J 4 J t U^l J. t J 


Gene No. 


59612 




Cit* ranH 




Start 


7471 




Hi I 1U 


Q4 1 ft 

J *± J. o 


Name 


OJ000250 45.0211.C25.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


450 




End 


901 


GI 


none 




Score 


66 


Exons 


450. .509, 451. .510, 590 


71 R 


591. .716 


, 591. .716, 592. .717, 




800. .901, 800. .880 








Seq. No. 


28858 




Seq. ID 


OJ000250_45.0211.C25 


Gene No. 


59612 




Strand 




Start 


7471 




End 


9418 


Name 


OJ000250 45 0211 C25 o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


450 




End 


845 


GI 


none 




Score 


69 


Exons 


450. .533, 451.. 510, 590 


71 R 
• • / ijf 


591. .716 


, 605. .718, 800. .838, 




801. .845 








Seq; No. 


28858 




Seq. ID 


OJ000250_45.0211.C25 


Gene No. 


59612 




Strand 




Start 


7471 




End 


9418 


Name 


OJ000250 45.0211.C25.o4 


.gs 


Method 


GENS CAN 


Start 


7471 




End 


9292 


GI 


none 




Score 


.73 


Exons 


7471. .7762, 8039. .8241, 


8472. 


.8577, 8663.. 9292 


Seq. No. 


28858 




Seq. ID 


OJ000250_45.0211.C25 


Gene No. 


59612 




Strand 




Start 


7471 




End 


9418 


Name 


OJ000250 45.0211.C25.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


7501 




End 


7767 


GI 


none 




Score 


264 


Exons 


7501. .7767, 7508. .7759, 


7519. 


.7758 




Seq. No. 


28858 




Seq. ID 


OJ000250_45.0211.C25 


Gene No. 


59612 




Strand 




Start 


7471 




End 


9418 


Name 


OJ000250 45.0211.C25.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


7506 




End 


8773 


GI 


none 




Score 


199 


Exons 


7506.. 7763, 7507. .7767, 


7510. 


.7767, 7514. .7771, 8025. .8105, 



28732 



8038.. 8151, 8039. .8104, 8095. .8244, 8128. .8244, 8150. .8248, 
8466;. 8576, 8470. .8592, 8472. .8594, 8658. .8741, 8659.-8769, 
8663.. 8773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28858 Seq. ID 

59612 Strand 
7471 End 
OJ000250_45.0211.C25.o3.ts Method 
8011 End 
none, Score 

8011. .8121, 8182. .8244, 8183. .8245, 8466 

8659.-8763, 8660... 8761 



OJ000250 45.0211.C25 



9418 

TBLASTX: Soybean 
8763 
79 

8579, 8479. .8574, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28858 Seq. ID OJ000250_45 . 0211 . C25 

59612 Strand 

7471 End 9418 

OJ000250_45 . 0211 . C25 . o4 . np Method AAT/NAP 

8370 End 8919 

4309742 Score 211 

8370. .8577, 8663. .8919 

(AC006439) putative integral membrane protein [Arabidopsis 
thaliana] 



Seq. No. 28858 Seq. ID OJ000250_45 . 0211 . C25 

Gene No. "5'9612 Strand 

Start 7471 End - 9418 

Name OJ000250__45 . 0211 . C25 . o5 . gp Method AAT/GAP 

Start 8663 End 9418 

GI 35443_1.R1084 Score 1396 

Exons 8663.. 9418 

GI Descrip. 1 4309742/gb | AAD15512 | 2.0e-16 (AC006439) putative Rerl protein 
[Arabidopsis thaliana] 1 



Seq. No. 28858 

Gene No. 59612 

Start 7471 

Name OJ000250_45 . 0211 . C25 . o4 . ts 

Start 8798 

GI none 
Exons 



Seq. ID OJ000250_45.0211.C25 
Strand 

End 9418 

Method TBLASTX : Soybean 

End 8994 

Score 136 



8798. .8920, 8803. .8937, 8803. .8922, 8847. .8936, 8929.-8994 



Seq. No. 


28859 






Seq. ID 


OJ000250_ 


_45.0211.C26 


Gene No. 


59613 






Strand 


+ 




Start 


1043 






End 


5154 




Name 


OJ000250 45 


.0211.C26.ol 


.np 


Method 


AAT/NAP 




Start 


1043 






End 


5154 




GI 


6721516 






Score 


586 




Exons 


1043. .1078, 


2788. .3028, 


3443. 


.3773, 5076. .5154 




GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


28859 






Seq. ID 


OJ000250_ 


_45.0211.C26 


Gene No. 


59613 






Strand 


+ 




Start 


1043 






End 


5154 




Name 


OJ000250 45 


.0211.C26.ol 


. gs 


Method 


GENSCAN 




Start 


1698 






End 


3835 




GI 


none 






Score 


.71 




Exons 


1698. .1749, 


2143. .2204, 


2788. 


.3005, 3467. .3641, 


3692. .3835 



28733 



# 



Seq. No. 


28859 






Seq. ID 


OJ000250_ 


_45.0211.C26 




59614 






Strand 


+ 




Start 


8503 






End 


11371 




Name 


OJ000250 45 


.0211.C26.o3. 


np 


Method 


AAT/NAP 




Start 


8503 






End 


11371 




GI 


6721512 






Score 


36 




Exons 


8503. .8602, 


11250. .11371 








GI Descrip. 


(AP0010721 


hypothetical 


protein [Oryza 


sativa] 






O O J _7 






Seq. ID 


OJ0002S0 


4 S 0211 C26 


- Gene No. 


59615 






Strand 






Start 


5757 






End 


12607 




Name 


OJ000250 45 


.0211.C26.ol. 


gp 


Method 


AAT/GAP 




Start 


5394 






End 


5754 




GI 


5003037 






Score 


635 




Exons 


5394. .5754 












Seq. No. 


28859 






Seq. ID 


OJ000250_ 


_45.0211.C26 


Gene No. 


59615 






Strand 






o Lai. L. 


5757 






End 


12607 




Name 


OJ000250 45 


.0211.C26.o2. 


gs 


Method 


GENSCAN 




Start 


5757 






End 


12607 




GI 


none 






Score . 


.41 




Exons 


5757. .5852, 


5953. .5994, 


6095. 


.6126, 6592.. 6654, 


7005. .7152, 




7265. .7343, 


7560. .7792, 


7903. 


.7992, 8315. .8679, 


11338. .11432, 




11797. .11851, 12379.. 12607 








Seq. No. 


28859 






Seq. ID 


OJ000250_ 


_45.0211.C26 


Gene No. 


59615 






Strand 






O Lai L. 


5757 






End 


12607 




Name 


OJ000250 45 


.0211.C26.o2. 


np 


Method 


AAT/NAP 




Start 


6572 






End 


8663 




GI 


3811320 






Score 


339 




Exons 


6572. .6606, 


7005. .7162, 


7265. 


.7355, 7560. .7783, 


7897. .7992, 




8115. .8225, 


8315. .8663 










GI Descrip. 


(AF062372) 


ROOT HAIRLESS 


1 [Arabidopsis 


! thaliana] 


Seq. No. 


28859 






Seq. ID 


OJ000250_ 


_45.0211.C26 


Gene No. 


59615 






Strand 






Start 


5757 






End 


12607 




Name 


OJ000250 45 


.0211.C26.o2. 


gp 


Method 


AAT/GAP 




Start 


7073 






End 


8374 




GI 


5003038 






Score 


1030 




Exons 


7073. .7149, 


7265. .7343, 


7560. 


.7792, . 7903. .7992, 


8146. .8225, 



GI Descrip. 



8315.. 8374 

3219355 2.0e-33 (AF062371) ROOT HAIRLESS 1 [Arabidopsis 
thaliana] >gi_5733871_gb_AAD4 9759. 1_AC007932_7 (AC007932) 
Identical to gb_AF062371 ROOT HAIRLESS 1 (RHL1) from Arabidopsis 
thaliana. ESTs gb_H37372, gb_AA651313 and gb_Z29767 come from 
this gene 



Seq. No. 
Gene No. 
Start 
Name 
Start 



"28860 Seq. ID 

59616 Strand 

378 End 

OJ000250_45 . 0211 . C27 . ol. gs Method 

378 End 



OJ000250_45.0211.C27 
+ 

1618 

GENSCAN 

1618 



28734 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 64 

378. .478, 519. .678, 1140. .1256, 1574. .1618 



* 



28860 
59617 
. 3092 

OJ000250_45.0211.C27.ol.ts 

3022 

none 

3022. .3057, 3113 .. 3484, . 3141 . 
3650.. 3760, 3773.. 3910, 3926. 

28860 
59617 
3092 

OJ000250_45 . 0211 . C27 . o2 . gs 

3092 

none 

3092. .4093 



OJ000250_45.0211.C27 
4405 

TBLASTX : Soybean 

4094 

190 



Seq. ID 
Strand 
End 

Method 
End • - 
Score 

.3464, 3491. .3571/ 3495. .3536, 
.4084, 3972. .4094 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_45.0211.C27 

4405 
GENSCAN 
4093 
.96 



Seq. No. 


28860 








Seq. ID 


OJ000250_45.0211.C27 


Gene No. 


59617 








Strand 




Start 


3092 








End 


4405 


Name 


OJ000250 45 


.0211 


.C27.ol 


np 


Method 


AAT/NAP 


Start 


3098 








End 


4405 


GI 


1731990 








Score 


612 


Exons 


3098. .3940, 


3968 


. .4089, 


4381. 


.4405 




GI Descrip. 


(Y09602) serine 


carboxypeptidase II, 


3P-MII [Hordeum vulgare] 


Seq. No. 


28860 








Seq. ID 


OJ000250_45.0211.C27 


Gene No. 


59617 








Strand 




Start 


3092 








End 


4405 


Name 


OJ000250 45 


.0211 


.C27.ol 


tm 


Method 


TBLASTX: Maize 


Start 


3108 








End 


4085 


GI 


none 








Score 


73 


Exons 


3108. .3230, 


3125 


. .3229, 


3251. 


.3484, 3252.. 3473, 3491.. 3577, 




3495. .3566, 


3662 


. .3751, 


3672. 


.3755, 3773.. 3910, 3956.. 4066, 




3957. .4085 












Seq. No. 


28860 








Seq. ID 


OJ000250_45.0211.C27 


Gene No. 


59617 








Strand 




Start 


3092 








End 


4405 


Name 


OJ000250 45 


.0211 


.C27.ol 


tc 


Method 


TBLASTX: Cress 


Start 


3125 








End 


4084 


GI 


none 








Score 


162 


Exons 


3125. .3445, 


3126 


. .3371, 


3491. 


.3571, 3677.. 3709, 3773.. 3910, 



3935. .4084 



Seq. No. 28861 Seq. ID 

Gene No. 59618 Strand 

Start 272 End 

Name OJ000250_45 . 0211 . C28 . ol . gs Method 

Start 272 End 

GI none Score 

Exons 272.. 430 



OJ000250_45.0211.C28 
430 

GENSCAN 

430 

.55 



Seq. No. 



28862 



Seq. ID OJ000250_45.0211.C29 



28735 



bene wo . 












Start 


438 




End 


1513 




Name 


OJ000250 45.0211.C29.ol. 


gp 


Method 


AAT/GAP 




Start 


411 




End 


937 




GI 


none 




Score 


1025 




Exons 


411. .937 










Seq. No. 


28862 




Seq. ID 


OJ000250_45.0211 


.C29 


bene no . 












Start 


438 




End 


1513 




Name 


OJ000250 45.0211.C29.ol. 


gs 


Method 


GEN SCAN 




Start 


438 




End 


1511 




GI 


none 




Score 


.91 




Exons 


438.. 1155, 1375.. 1511 










Seq. No. 


28862 




Seq. ID 


OJ000250_45.0211 


.C29 


Gene No. 


59619 




Strand 






Start 


438 




End 


1513 




Name 




L W 


Ma +■ Y\ r\ 
1*1 G L.I1UU 


1 lj J_i.tt.O 1 A • V V 1 1 cl U 




Start 


447 




End 


833 




GI 


none 




Score 


66 




Exons 


447. .557, 447. .557, 448. 


.558, 


448. .564, 


555.. 602, 556.. 


603, 




601. .636, 613. .717, 614. 


.667, 


627. .752, 


628. .753, 771.. 


833, 




772. .813 










Seq. No. 


28862 




Seq. ID 


OJ000250_45.0211 


.C29 


bene no . 












Start 


438 




End 


1513 




Name 


OJ000250 45.0211.C29.o2. 


gp 


Method 


AAT/GAP 




Start 


1030 




End 


1513 




GI 


none 




Score 


480 




Exons 


1030.. 1155, 1375.. 1513 










Seq. No. 


28863 




Seq. ID 


OJ000250_45.0211 


.C30 


bene lno . 






OLlanu 






Start 


323 




End 


1602 




Name 


OJ000250 45.0211.C30.ol. 


gs 


Method 


GEN SCAN 




Start 


323 




End 


1602 




GI 


none 




Score 


.72 




Exons 


323.. 479, 1493.. 1602 










Seq. No. 


28864 




Seq. ID 


OJ000250_45.0211 


.C31 


b(2He 1NU • 






Cf- ran H 
DUX dllu. 






Start 


333 




End 


674 




Name 


OJ000250 45.0211.C31.ol. 


gs 


Method 


GENS CAN 




Start 


333 




End 


674 




GI 


none 




Score 


.77 




Exons 


333. .481, 649. .674 










Seq. No. 


28864 




Seq. ID 


OJ000250_45.0211 


.C31 


Gene No. 


59622 




Strand 


+ 




Start 


5252 




End 


19234 




Name 


OJ000250 45.0211.C31.o3. 


np 


Method 


AAT/NAP 




Start 


5252 




End 


12662 




GI 


6016183 




Score 


1322 




Exons 


5252.. 5330, 9875.. 10131, 


10904 


. .11139, 


11232. .11362, 





11726. .11858, 11961. .12083, 12202 .. 12276, 12359 12474 , 



28736 



. #; • 

12599. .12662 

GI Descrip. PHOTOSYSTEM II STABILITY/ASSEMBLY FACTOR HCF136 

gi|3559807|emb|CAA75723| (Y15628) HCF136 protein [Arabidopsis 
thaliana] 



oeq. ino . 




Seq. ID 


OJ000250_ 




■ u ji 


Gene No. 


59622 


Strand 


+ 






Start 


5252 


End 


19234 






Name 


OJ000250 '45.0211.C31.o5.gs 


. Method 


GENSCAN 






Start 


9828 


End . 


19234 






GI 


none 


Score 


.81 






Exons 


9828.. 10131, 10904. .11139, 


11232. .11362, 11726. 


11858, 






12202. .12276, 12359 12474 , 


13579. .13649, 14315 


.14469, 






14774. .14802, 15349. . 16168, 


16767. .16908, 17128 


.17214, 






17323. .17490, 17636 .. 17675, 


17726. .17916, 18031 


. 18115, 






18689. .18857, 18992. .19234 










Seq. No. 


28864 


Seq. ID 


OJ000250_ 


45.0211 


.C31 


Gene No. 


59622 


Strand 


+ 






Start 


5252 


End 


19234 






Name 


OJ000250 45.0211.C31.o4.np 


Method 


AAT/NAP 






Start 


17841 


End 


19201 






GI 


6899649 


Score 


83 






Exons 


17841. .18115, 18496. .18567, 


18689. .18868, 19065 


.19201 




GI Descrip. 


(AC012189) T15D22. 8 [Arabidopsis thaliana] 






Seq. No. 


28864 


Seq. ID 


OJ000250_ 


45.0211 


.C31 


Gene No. 


59623 


Strand 








Start 


1033 


End 


6475 






Name 


OJ000250 45.0211.C31.ol.np 


Method 


AAT/NAP 






Start 


1033 


End 


2147 






GI 


6225671 


Score 


332 






Exons 


1033. .1454, 1515. .2147 










GI Descrip. 


TRNA DELTA ( 2 ) - 1 SOPENTENYLPYROPHOS PHATE TRANSFERASE (IPP 






TRANSFERASE) gi | 3329229 | gb IAAC68361 . 1 


| (AE001349) tRNA 






isopentenylpyrophosphate transferase 


[Chlamydia 


trachomatis 


Seq. No. 


28864 


Seq. ID 


OJ000250_ 


_45.0211 


.C31 


Gene No. 


59623 


Strand 








Start 


1033 


End 


6475 






Name 


OJ000250 45.0211.C31.o2.np 


Method 


AAT/NAP 






Start 


1747 


End 


6204 






GI 


2911040 


Score 


134 








1747. .1875, 2511. .2939, 6162. .6204 








GI Descrip/ 


(AL021961) receptor protein 


kinase - 


like protein [Arabidop. 




thaliana] 










Seq. No. 


28864 


Seq. ID 


OJ000250_ 


45.0211 


.C31 


Gene No. 


59623 


Strand 








Start 


1033 


End 


6475 






Name 


OJ000250 45.0211.C31.o3.gs 


Method 


GENSCAN 






Start 


4086 


End 


4778 






GI 


none 


Score 


.7 






Exons 


4086. .4267, 4535.-4778 










Seq. No. 


28864 


Seq. ID 


OJ000250_ 


45.0211 


.C31 


Gene No. 


59623 


Strand 









28737 



Start 


1033 










End 


6475 




Name 


OJ000250 45. 


0211. C31 


. o4 . gs 


Method 


GEN SCAN 




Start 


5538 










End 


6475 




GI 


none 










Score 


,96 




Exons 


5538. . 


6034, 


6107.. 6226, 6415 


i. .6475 






Seq. No, 


28864 










Seq. ID 


OJ000250_ 


45.0211 


Gene No. 


59624 










Strand 






Start 


19695 










End" 


33936 




Name 


OJ000250 45. 


0211. C31 


.06. gs 


Method 


GEN SCAN 




Start 


19695 










End 


32016 




GI 


none 










Score 


.71 




Exons 


19695. 


.19882 




19967. 


.20021, 


20118. .20299, 21208. 


.21314, 




21718. 


.21869 




23985. 


.24110, 


24116. .24195, 26128. 


.26229, 




26342. 


.26373 


> 


26468. 


.26562, 


26651. .26724, 26829. 


.26964, 




27032. 


.27095 


/ 


27441. 


.27538, 


27820. .27957, 28910. 


.28981, 




29177. 


.29284 


/ 


29381. 


.29497, 


29621. .29759, 29880. 


.29986, 




30241. 


.30350 


/ 


30890. 


.30948, 


31047. .31196, 31287. 


.31495, 




31594. 


.32016 















Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28864 Seq. ID OJ000250_45 . 0211 . C31 

59624 Strand 

19695 End 33936 

OJ000250_45.0211.C31.o5.np Method AAT/NAP 

19698 End 20626 

1169838 . Score 174 

19698. .19884, 20511. .20626 

GIBBERELLIN-REGULATED PROTEIN 2 PRECURSOR gi | 212958 9 | pir | | S60230 

GAST1 protein homolog (clone GASA2) - Arabidopsis thaliana 

gi 1 887937 (U11765) GAST1 protein homolog [Arabidopsis thaliana] 



28864 Seq. ID 

59624 Strand 

19695 End 

OJ000250_4 5 . 0211 . C31 . 08 . np Method 

21617 End 

5917732 Score 



OJ000250_45.0211.C31 

33936 
AAT/NAP . 
33936 
45 



21617. .21688, 31871 .. 32100, 33849.. 33936 
(AF180819) LAK1 protein [Homo sapiens] 
gi I 61664 95 I gb I AAF04857.il AF197898_1 (AF1978 98) 
[Homo sapiens] 



nemo-like kinase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28864 Seq. ID 

59624 Strand 

19695 End 

OJ000250_45.0211.C31.o6.np Method 

21659 End 

6539588 Score 



OJ000250_45.0211.C31 

33936 
AAT/NAP 
24969 
219 



21659. .21683, 23900 .. 24227, 24943.. 24969 
(AP000837) hypothetical protein [Oryza sativa] 



28864 Seq. ID 

59624 Strand 

19695 End 

OJ000250_4 5.0211. C31 . o7 . np Method 

26030 End 

2149640 Score 



OJ000250_45.0211.C31 

33936 
AAT/NAP 
'33802 
2873 



28738 



Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



26342 
27032 
28037 
29177 



.26373, 
.27095, 
.28158, 
.29284, 
30241. .30350, 
31594. .31740, 



26468 
27441 
28254 



.26562, 
.27503, 
.28407, 
29381. .29497, 
30815. .30948, 
32043, 



26651. 
27598, 
28539, 
29621. 
31047. 



.26724, 
,27740, 
.28673, 
.29759, 
.31196, 



31864. 



32113. .32200, 



26030. .26229, 
26829. .26964, 
27820. .27957, 
28910. .28981, 
29880. .29986, 
31287. .31495, 
33770.. 33802 

(U91995) Argonaute protein [Arabidopsis thaliana] 
gi|5733867|gb|AAD49755.1|AC007932_3 (AC007932) Identical to 
gb|U91995 Argonaute protein from Arabidopsis thaliana. ESTs 
gb|H76075, gb|AA720232, gb|N65911 and gb|AA651494 come from this 
gene . 



28864 
59625 
37798 

OJ000250_45 . 02 11 . C31 . o4 . tm 

842 

none 



Seq. ID OJ000250_45.0211.C31 
Strand 
End 

Method 
End 
Score 



38990 

TBLASTX: Maize 

1212 

91 



842.-943, 842. .1201, 877. .1212, 880. .1212 



28864 
59625 
37798 

OJ000250_45.0211.C31.o7.ts 

1747 

none 

1747.. 2061, 1880.. 2047 

28864 
59625 
37798 

OJ000250_45 . 0211 . C31 . o2 . tc 
10043 
none 
10043. 
10903. 
11231. 
11724. 
12181. 



.10132, 
.11142, 
.11362, 
.11858, 
.12276, 
12358. .12414, 



10044. 
10906. 
11232. 
11957. 
12201. 
12596. 



10139, 
11142, 
11363, 
12022, 
12272, 
12664, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_45 . 0211 . C31 
38990 

TBLASTX: Soybean 

2061 

96 



OJ000250 45.0211.C31 



38990 

TBLASTX: Cress 
12668 
146 

10899. .11141, 10902. .10961, 
10995. .11147, 11035. .11148, 
11238. .11378, 11716. .11868, 
11958. .12086, 11967. .12080, 
12222. .12281, 1234 7 .. 12484 , 
12597.. 12668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28864 
59625 
37798 

OJ000250_45.0211.C31.o4.ts 

10987 

none 

10987. .11142, 10989. .11141, 
11231. .11362, 11232. .11363, 

28864 
59625 
37798 

OJ000250_45 . 0211 . C31 . o3 . tm 

11035 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 45.0211.C31 



38990 

TBLASTX: Soybean 
11813 
258 

10990. .11151, 11231. .11362, 
11723. .11812, 11724. .11813 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_4 5.0211.C31 
38990 

TBLASTX: Maize 

12797 

65 



28739 




Exons 11035. .11148, 

11957. .12076, 
12202. .12276, 
12353. .12466, 
12765. .12797 



11743. .11856, 
11958. .12086, 
12346. .12477, 
12596. .12667, 



11745. .11858, 
11958. .12077, 
12347. .12484, 
12596. .12664, 



11780. .11857, 
12201. .12272, 
12352. .12423, 
12597. .12671, 



Seq. No. 


28864 






Seq. ID 


OJ000250_45.0211 


.C31 


Gene No. 


59625 






Strand 






Start 


37798 






End 


38990 




Name 


OJ000250 45.0211.C31 


.'o8.tm . 


Method 


TBLASTX: Maize 






11230 






End 


11363 




GI 


none 






Score 


222 




Exons 


11230. 


.11361, 11231. 


.11362, 


11232. .11363 




Seq. No. 


28864 






Seq. ID 


OJ000250_45.0211 


.C31 


Gene No. 


59625 






Strand 






Start 


37798 






End 


38990 




Name 


OJ000250 45.0211.C31 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


12005 






End 


12454 




GI 


none 






Score 


69 




Exons 


12005. 


.12070, 12181. 


.12273, 


12200. .12301, 12203. .12277, 






12346. 


.12441, 12358. 


.12414, 


12359. .12454 




Seq. No. 


28864 






Seq. ID 


OJ000250_45.0211 


-C31 


Gene No. 


59625 






Strand 






Start 


37798 






End 


38990 




Name 


OJ000250 45.0211.C31 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


15705 






End 


16069 




GI 


none 






Score 


71 




Exons 


15705. 


.15743, 15746. 


.15784, 


15773. .15874, 15774 .. 1584 5, 






15784. 


.15876, 15802. 


.15876, 


15853. .15936, 15854 .. 15961, 






15889. 


.15936, 15897. 


.15959, 


15941. .16069, 15949. .16038, 





15969. .16049 



Seq. No. 28864 
Gene No. 59625 
Start 37798 

Name OJ000250_45 . 0211 . C31 . 06 . tm 

Start ^ 16452 
GI none 
Exons 16452. 

16596. 

16756. 

16899. 

17041. 

17214. 



16481, 16461. 

16706, 16636. 

,16848, 16756. 

,17006, 16900. 

17208, 17042. 

17291 



.16478, 
.16800, 
.16848, 
.17007, 
.17206, 



Seq. ID OJ000250_45.0211.C31 
Strand 

End 38990 

Method TBLASTX : Mai ze 

End 17291 

Score 42 
16499. .16588, 16596 .. 16736, 
16636. .16758, 1664 9 .. 16768, 
16772. .16849, 16788 .. 16850, 
16900. .17007, 17040. .17207, 
17044. .17223, 17209 .. 17274 , 



Seq. No. 28864 

Gene No. 59625 

Start 37798 

Name OJ000250_4 5.0211. C31 . o2 . tm 

Start 17479 

GI none 
Exons 



Seq. ID OJ000250_45.0211.C31 
Strand 

End 38990 

Method TBLASTX : Mai ze 

End 19201 

Score 60 



17479. .17553, 174 93 .. 17552, 17551 .. 17862 , 17552 .. 18115, 

17553. .18116, 17893. .18120, 184 61 .. 18604 , 184 63 .. 1857 6, 

18687. .18794, 18690 .. 18794 , 18816 .. 18857 , 18819 .. 18857, 

18971. .19030, 18989. .19129, 19073 .. 19189, 19073 .. 19147, 



28740 



19166. .19201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28864 
59625 
37798 

OJ000250_45 . 0211 . C31 . o7 . tm 

19695 

none 



Seq. ID OJ000250_45.0211.C31 
Strand 
End 

Method 
End 
Score 



38990 

TBLASTX: Maize 

19886 

2.31 



19695. .19784, 19696 .. 19884 , 19699 19884 , 19833.. 19886 



Seq. 


No. 


28864 








Seq. 


ID OJ000250 


_45.0211 


Gene 


No. 


59625 








Strand 




Start 




37798 








End 


38990 




Name 




OJ000250 45.0211.C31 


.ol . ts 


Method TBLASTX : i 


Soybean 


Start 




26016 








End 


27931 




GI 




none 








Score 


i . 73 




Exons 




26016. 


.26087, 


26027. 


.26083, 


26118. . 


26183, 26139 


. .26183, 






26159. 


.26221, 


26174. 


.26230, 


26343. . 


26390, 26344 


. .26370, 






26459. 


.26563, 


26467. 


.26562, 


26470. . 


26565, 26630 


. .26731, 






26643. 


.26726, 


26764. 


.26967, 


26828. . 


26965, 26828 


. .26977, 






26830. 


.26976, 


27019. 


.27096, 


27021. . 


27101, 27031 


. .27102, 






27032. 


.27103, 


27032. 


.27121, 


27440. . 


27511, 27441 


. .27506, 






27597. 


.27740, 


27598. 


.27741, 


27676. . 


27744, 27817 


. .27888, 






27818. 


.27931 












Seq. 


No. 


28864 








Seq. 


ID OJ000250 


_45.0211 


Gene 


No. 


59625 








Strand 




ot.art 




37798 








End 


38990 




Name 




OJ000250 45.0211.C31 


.ol. tm 


Method TBLASTX : 1 


Maize 


Start 




26021 








End 


29708 




GI 




none 








Score 


! 74 




Exons 




26021. 


.26083, 


26031. 


.26111, 


26032. . 


26118, 26146 


. .26217, 






26158. 


.26223, 


26174. 


.26230, 


26343. . 


26390, 26344 


. .26370, 






26465. 


.26563, 


26466. 


.26564, 


26467. . 


26562, 26630 


. .26731, 






2665.1. 


.26719, 


26655. 


.26726, 


26764. . 


26967, 26828 


. .26965, 






26828. 


.26977, 


26829. 


.26966, 


26830. . 


26967, 27031 


. .27099, 






27032. 


.27121, 


27033. 


.27101, 


27440. . 


27511, 27441 


. .27512, 






27597. 


.27740, 


27604. 


.27741, 


27817. . 


27957, 27818 


. .27958, 






27824. 


.27958, 


28028. 


.28159, 


28029. . 


28160, 28232 


. .28420, 






28252. 


.28419, 


28549. 


.28596, 


28551. . 


28595, 28588 


. .28674, 






28590. 


.28676, 


28901. 


.28984, 


28911. . 


28982, 29174 


. .29332, 






29181. 


.29288, 


29372. 


.29488, 


29592. . 


29708, 29611 


. .29694, 






29618. 


.29707 












Seq. 


No. 


28864 








Seq. 


ID OJ000250 


_45.0211 


Gene 


No. 


59625 








Strand 




Start 




37798 








End 


38990 




Name 




OJ000250 45.0211.C31 


.ol.tc 


Method TBLASTX :( 


"ress 


Start 




26027 








End 


31737 




GI 




none 








Score 


i 55 




Exons 




26027. 


.26083, 


26031. 


.26087, 


26139. . 


26183, 26140 


. .26289, 






26174. 


.26230, 


26343. 


.26390, 


26465. . 


26563, 26467 


. .26562, 






26630. 


.26731, 


26650. 


.26721, 


26655. . 


26726, 26764 


. .26967, 






26828. 


.26965, 


26828. 


.26977, 


26839. . 


26967, 27021 


. .27122, 






27031. 


.27123, 


27031. 


.27099, 


27032. . 


27103, 27398 


. .27499, 






27440. 


.27511, 


27571. 


.27741, 


27583. . 


27738, 27597 


. .27740, 






27817. 


.27957, 


27818. 


.27973, 


27818. . 


27958, 28028 


. .28159, 



28741 



28029. 
28539. 
29175. 
29411. 
29619. 
29882. 
30816. 
31289. 



28160, 
28676, 
29288, 
29503, 
29762, 
30067, 
30998, 
31498, 



28032. 
28540. 
29180. 
29612. 
29876. 
30238. 
31041. 
31585. 



.28163, 
.28674, 
.29290, 
.29749, 
.29986, 
.30351, 
.31199, 
.31737, 



28252. 
28899. 
29381. 
29614. 
29877. 
30242. 
31046. 
31607. 



.28314, 
.28982, 
.29512, 
.29748, 
.29987, 
,30352, 
.31198, 
.31729 



28321 
28901 
29388 
29618 
29880 
30811 
31286 



.28416, 
.28981, 
.29498, 
.29761, 
.29987, 
.30951, 
.31510, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28864 Seq. ID 

59625 Strand 

37798 End 

OJ000250_45 .0211. C31 . o2 . tw Method 

26027 End 

none Score 



OJ000250_45.0211.C31 
38990 

TBLASTX: Wheat 

26563 

119 



26027. .26083, 26028. .26183, 26159 . .26221, 26174 .. 26230, 
26343. .26390, 26344 .. 26370, 264 65 .. 2 6563, 26467.. 26562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28864 
59625 
37798 

OJ000250_45.0211.C31.ol.tw 

27696 

none 

27696. .27722, 27697 .. 27723, 
27827. .27958, 28028 .. 28159, 

28864 
59625 
37798 

OJ000250_45.0211.C31.o6.ts 

27931 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_45.0211.C31 
38990 

TBLASTX: Wheat 

28175 

42 

27958, 



27817. .27957, 27821 
28029. .28175 



Seq. ID OJ000250_45.0211.C31 
Strand 

End 38990 

Method TBLASTX : Soybean 

End 29291 

Score 141 



27931. .27957, 28028 .. 28159, 28029 .. 28160, 28252 .. 28314, 
28288. .28416, 28539. . 28676, 28540 .. 28674 , 28901 .. 28981, 
28911. .28982, 29175 .. 29291, 29180.. 29290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28864 Seq. ID 

59625 Strand 

37798 End 

OJ000250_4 5.0211. C31 . o3 . tw Method 

28251 End 

none Score 



OJ000250_45.0211.C31 
38 99.0 

TBLASTX: Wheat 

28954 

64 



28251. .28337, 28252 .. 28404 , 28252 .. 284 19, 28549. . 28674, 
28549. .28674, 28551 .. 28676, 28551 .. 28676, 28901 .. 28954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28864 
59625 
37798 

OJ000250_45.0211.C31.o2.ts 
29371 



OJ000250 45.0211.C31 



none 

29371. 

29614. 

29877. 

30811. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

29511, 29372. .29512, 29385 .. 294 98 , 29612 .. 29758, 
29748, 29618. .29761, 2961 9 .. 29762 , 29876. . 29986, 
29987, 29880. .29987, 30238 .. 30351 , 30245 .. 30352, 
30951, 30816. .30950, 30817.. 30951 



38990 

TBLASTX : Soybean 

30951 

96 



28742 




Seq. No. 


28864 




Seq. ID 


OJ000250 


_45.0211 


.C31 


Gene No. 


59625 




Strand 








Start 


3 1 /yy 




End 


38990 






Name 


OJ000250 45.0211.C31. 


o9.tm 


Method 


TBLASTX:i 


Maize 




Start 


29711 




End 


29989 






GI 


none 




Score 


59 






Exons 


29711. .29761, 29712.. 


29756, 


29876.-29986, 29883 


. .29987, 






• 29894.. 29989 












Seq. No. 


28864 




-Seq. ID 


OJ000250 


_45.0211 


.C31 


Gene No. 


59625 




Strand 








Start 


37798 




End 


38990 






Name 


OJ000250_45 . 0211 . C31 . 


o5 . tm 


Method 


TBLASTX : ! 


Maize 




btart 






End 


31728 






GI 


none 




Score 


71 






Exons 


30262. .30351, 30266.. 


30352, 


30386. .30433, 30811 


. .30951, 






30816. .30998, 31044.. 


31199, 


31046. .31198, 31250 


. .31405, 






31320. ,31406, 31403.. 


31510, 


31404. .31496, 31585 


. .31728, 






31592.. 31720 












Seq. No. 


28864 




Seq. ID 


OJ000250 


_45.0211 


.C31 


Gene No. 


59625 




Strand 








Start 


o i /yy 




End 


38990 






Name 


OJ000250 45.0211.C31. 


o3. ts 


Method 


TBLASTX : ; 


Soybean 




Start 


31044 




' End 


31657 






GI 


none 




Score 


148 






Exons 


31044. .31181, 31046.. 


31198, 


31285. .31473, 31286 


. .31489, 






31286. .31510, 31332.. 


31496, 


31585. .31656, 31592 


. .31657 




Seq. No. 


28864 




Seq. ID 


OJ000250 


_45.0211 


.C31 


/-•_.__. XT _ 

bene no. 


oy b^o 




Strand 








Start 


37798 




End 


38990 






Name 


OJ000250 45.0211.C31. 


o7 .gs 


Method 


GENSCAN 






Start 


37798 




End 


38990 






GI 


none 




Score 


.42 






Exons 


37798. .38036, 38967.. 


38990 










Seq. No. 


28865 




Seq. ID 


OJ000250 


_45.0211 


.C32 


Gene No . 


59626 




Strand 


+ 






Start 


69 




End 


489 






Name 


OJ000250 45.0211.C32. 


ol .gs 


Method 


GENSCAN 






Start 


69 . 




End 


489 






GI 


none 




Score 


.45 






Exons 


69. .136, 326. .439, 477. .489 










Seq. No. 


28866 




Seq. ID 


OJ000250 


_45.0211 


.C33 


Gene No . 


59627 




Strand 


+ 






Start 


1006 




End 


1721 






Name 


OJ000250 45.0211.C33. 


ol.gs 


Method 


GENSCAN 






Start 


1006 




End 


1721 






GI 


none 




Score 


.75 






Exons 


1006.. 1054, 1306.. 1466, 1542 


. .1721 








Seq. No. 


28867 




Seq. ID 


OJ000250_ 


_45.0211 


.C34 


Gene No. 


59628 




Strand 








Start 


40 




End 


180 






Name 


OJ000250 45.0211.C34. 


ol.gs 


Method 


GENSCAN 







28743 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_45.0211.C35 



40 End 180 

none Score . 66 
40. .180 

28868 

59629 Strand + 

3484 End 6726 

OJ000250_45 . 0211 . C35 . o2 . gs Method GEN SCAN 

3484 End 6497 

none Score .98 

3484. .3919, 4908.. 5080, 5678.. 5913, 6018.. 6210, 6324.. 6497 



28868 
59629 
3484 

OJ000250_4 5.0211.C35.ol.np 
3487 
1346883 

3487. .3919, 4029. .40' 
6324. .6494 

PHYTOENE SYNTHASE PRECURSOR gi | 2130144 | pir | | S68307 phytoene 
synthase - maize gi 11098665 (U32636) phytoene synthase [Zea 
mays] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4908. .5080, 



OJ000250_ 
+ 

6726 
AAT/NAP 
6494 
1499 
5678. .5913, 



45.0211.C35 



6018. .6210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28868" Seq. ID 

59629 ' v Strand 

34 84 End 
OJ000250_45 . 0211 . C35 . o2 . gp Method 
6321 End 
2431381 Score 
6321. .6726 

134 6883/sp | P4 9085 | PSY_MAIZE 2.0e-21 PHYTOENE SYNTHASE PRECURSOR 

>gi_2130144_pir S68307 phytoene synthase - maize >gi_1098665 

(U32636) phytoene synthase [Zea mays] 



OJ000250_45.0211.C35 
+ 

6726 
AAT/GAP 
6726 
773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28868 Seq. ID 

59630 Strand 

168 End 

OJ000250_45.0211.C35.ol.gs Method 

168 End 

none Score 



OJ000250_45.0211.C35 

1178 
GENSCAN 
1178 
.41 



168. .199, 380. .547, 1039. .1145, 1171. .1178 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 45.0211.C35 



28868 
59631 
3009 

OJ000250_45.0211.C35.ol.gp 
3009 

LIB3433-053-P1-K1-C4 
3009. .3546 

' 134 6883/sp|P4 9085 |PSY_MAIZE 2.0e-21 PHYTOENE SYNTHASE PRECURSOR 

>gi_2130144_pir S68307 phytoene synthase - maize >gi_1098665 

(U32636) phytoene synthase [Zea mays] • 



3546 
AAT/GAP 
3546 
1033 



Seq. No. 
Gene No. 
Start 



28868 
59632 
6682 



Seq. ID 

Strand 

End 



OJ000250 45.0211.C35 



8841 



28744 



Name 


OJ000250 45 


.0211. 


C35.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3571 








End 


3891 




GI 


none 








Score 


51 




Exons 


3571. .3630, 


3687. 


.3797, 


3688. 


.3798, 3826. .3891, 


3826. .3888 


Seq. No. 


28868 








Seq. ID 


OJ000250 


_45.0211.C35 


Gene No. 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45 


. 0211 . 


C35.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3676 








End 


6488 




GI 


none 








Score 


118 




Exons 


3676. .3822, 


3862. 


.3921, 


4028. 


.4078, 4906.. 5079, 


4907. .5080, 




5668. .5910, 


5675. 


.5914, 


5677. 


.5913, 5756. .5914, 


6018. .6251, 




6019. .6213, 


6323. 


.6463, 


6324. 


.6488 






Seq. No. 


28868 








Seq. ID 


OJ000250 


_45.0211.C35 


Gene No . 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45 


.0211. 


C35.02 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3715 








End 


5097 




GI 


none 








Score 


83 




Exons 


3715. .3798, 


3856. 


.3921, 


4028. 


.4078, 4906. .5097, 


4907. .5080 


Seq. No. 


28868 








Seq. ID 


OJ000250 


_45.0211.C35 


Gene No. 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45 


.0211. 


C35 . ol 


. tm 


Method, 


TBLASTX: 


Mai ze 


Start 


4016 








End 


6488 




GI 


none 








Score 


71 




Exons 


4016. .4078, 


4906. 


.5076, 


4907. 


.5080, 4907. .5080, 


5668. .5910, 




5674. .5961, 


5675. 


.5914, 


6018. 


.6212, 6019.. 6213, 


6019. .6237, 




6317. .6424, 


6323. 


.6469, 


6324. 


. 6488 






Seq. No. 


28868 








Seq. ID 


OJ000250 


_45.0211.C35 


Gene No. 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45 


.0211. 


C35.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5674 








End 


6487 




GI 


none 








Score 


357 




Exons 


5674. .5913, 


5678. 


.5914, 


5756. 


.5914, 6018. .6212, 


6019. .6213, 




6323.-6487, 


6324. 


.6470 










Seq. No. 


28868 








Seq. ID 


OJ000250 


_45.0211.C35 


Gene No. 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45 


.0211. 


C35.o2 


.np 


Method 


AAT/NAP 




Start 


6682 








End 


8841 




GI 


320130 








Score 


363 




Exons 


6682. .6787, 


8532. 


.8841 











GI Descrip. acetolactate synthase (EC 4.1.3.18) (clone pSOG109) - maize 

gi|22141|emb|CAA45117| (X63554) acetohydroxyacid synthase [Zea 
mays ] 



Seq. No. 28868 

Gene No. . 59632 

Start 6682 

Name 0 J000250_45 . 0211 . C35 . o3 . gs 



Seq. ID OJ000250_45.0211.C35 
Strand 

End 8841 

Method GENSCAN 



28745 




Start 


7943 








End 


8778 




GI 


none 








Score 


.48 




Exons 


.7943. .8052, 


8425 


. .8778 










Seq. No. 


28868 








Seq. ID 


OJ000250_45.0211 


-C35 


Gene No. 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45. 


0211 


.C35.o2 


.tm 


Method 


TBLASTX: Maize ■ 




Start 


8492 








End 


8837 




GI 


none 








Score 


38 




Exons 


8492. .8563, 


8525 


. .8776, 


8555. 


.8740, 8562. .8777, 8622. .8795, 




8781. .8837 














Seq. No. 


28868 








Seq. ID 


OJ000250_45.0211 


.C35 


V_J LNl>* 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45. 


0211 


.C35.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


8525 








End 


8756 




GI 


none 








Score 


160 




Exons 


8525. .8755, 


8562 


. .8756 










Seq. No. 


28868 








Seq. ID 


OJ000250_45.0211 


.C35 


f^pnp No 


59632 








Strand 






Start 


6682 








End 


8841 




Name 


OJ000250 45. 


0211 


.C35.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


8525 








End 


8834 




GI . 


none 








Score 


174 




Exons 


8525. .8740, 


8562 


. .8798, 


8738. 


.8776, 8781. .8834 




Seq. No. 


28869 








Seq. ID 


OJ000250_45.0211 


.C38 




59633 








Strand 


+ 




Start 


458 








End 


927 




Name 


OJ000250 45. 


0211 


.C38.ol 


.gs 


Method 


GENSCAN 




Start 


458 








End 


927 




GI 


none 








Score 


.61 




Exons 


458. .631, 825. .927 










Seq. No. 


28870 








Seq. ID 


OJ000250_45.0211 


.C40 




59634 








Strand 


+ 




Start 


190 








End 


192 




Name 


OJ000250 45. 


0211 


.C40.ol 


.gs 


Method 


GENSCAN 




Start 


190 








End 


192 




GI 


none 








Score 


.99 




Exons 


190. .192 














Seq. No. 


28871 








Seq. ID 


OJ000250_45.0211 


.C41 


Gene No. 


59635 








Strand 


+ 




Start 


1 








End 


679 




Name 


OJ000250 45. 


0211 


.C41.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


679 




GI 


4836907 








Score 


198 




Exons 


1..52, 133.. 


307, 


631. .679 









GI Descrip. (AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 

Seq. No. 28871 Seq. ID OJ000250_45 . 0211 . C4 1 

Gene No. 59635 Strand + 



28746 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000250_45 . 0211 . C41 . ol . gs 

133 

none 

133.. 307, 337.. 358 



End 

Method 

End 

Score 



679 

GENSCAN 

358 

.8 



28872 
59636 
1 

OJ000250_45.0211.C43.ol.np 
1 

6503010 
1..31, 183. .429, 643. .1414 

(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



Seq. ID OJ000250_45.0211.C43 
Strand + 
End ,rY : 1414 
Method AAT/NAP 
End 1414 
Score 685 



Seq. ID OJ000250_45.0211.C43 
Strand + 

1414 

TBLASTX: Cress 
422 
219 



End 

Method 

End 

Score 



Seq. ID OJ000250_45.0211.C43 
Strand + 

1414 

TBLASTX : Soybean 
428 
221 



End 

Method 

End 

Score 



28872 
59636 
1 

OJ000250_45.0211.C43.ol.tc 
181 
none 

181. .405, 183. .422, 184. .417 

28872 
59636 
1 

OJ000250_45.0211.C43.o2.ts 
181 
none 

181. .390, 183. .428, 184. .426 

28872 
59636 
1 

OJ000250_45.0211.C43.ol.gs 
185 
none 

185.. 429, 643.. 921, 930.. 1385 

28872 
59636 
1 

OJ000250_45.0211.C43.ol.tm 
292 
none 

292.. *429, 295. .429, 637. .852, 641. .847, 645. .851 



Seq. ID OJ000250_45.0211.C43 
Strand + 

1414 
GENSCAN 
1385 . 
.55 



End 

Method 

End 

Score 



Seq. ID OJ000250_45.0211.C43 
Strand + 

1414 . 

TBLASTX: Maize 
852 
200 



End 

Method 

End 

Score 



28872 
59636 
1 

OJ000250_45.0211.C43.ol.ts 

637 

none 



Seq. ID OJ000250_45.0211.C43 

Strand + 

End 1414 

Method TBLASTX : Soybean 

End 1052 

Score 175 



637. .897, 638. .805, 645. .839, 882. .1052 



28872 
59636 



Seq. ID OJ000250_45.0211.C43 
Strand + 



28747 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_45.0211.C43.o2.tc 

637 

none 

637. .858, 642. .896 

28872 
59636 
1 

0 J000250_4 5 . 02 1 1 . C4 3 . o2 . tm 

1073 

none 



End 

Method 

End 

Score 



1414 

TBLASTX: Cress 

896 

216 



Seq. ID OJ000250_45.0211.C43 

.Strand + ,^ 

End 1414 

: Method TBLASTX : Mai ze 

End 1405 

Score 181 



1073. .1231, 1074. .1214, 1091. .1225, 1165. .1245, 1218. .1310, 
1223. .1324, 1226.. 1405 



28873 
59637 
233 . 

OJ000250_45.0211.C44.ol.gs 
233 
none 

233. .268 

28874 
59638 
57 

OJ000250_45 . 02 11 . C4 6 . ol . gp 
57 
4879565 

57. .215, 746. .871 

28874 
59638 
57 

OJ000250_4 5 . 02 11 . C4 6 . ol . gs 
62 

none 

62. .215, 746. .816, 1055. .1120 



Seq. ID OJ000250_45.0211.C44 

Strand 

End 268 

Method GENSCAN 

End 268 

Score .65 



Seq. ID OJ000250_45.0211.C46 

Strand . + 

End ' 1120 

Method AAT/GAP 

End 871 

Score 379 



Seq. ID OJ000250_45.0211.C46 

Strand + 

End 1120 

Method GENSCAN 

End 1120 

Score . 67 



28875 
59639 
1 

OJ000250_45.0211.C47.ol.np 
1 

6691123 
1. .82, 206. .538 

(AF213695) FH protein NFH1 [Nicotiana tabacum] 



Seq. ID OJ000250_45.0211.C47 
Strand 

538 

AAT/NAP 
538 
205 



End 

Method 

End 

Score 



28875 
59639 
1 

OJ000250_45.0211.C47.ol.gs 

211 

none 

211. .455 



Seq. ID OJ000250_45.0211.C47 

Strand 

End 538 

Method GENSCAN 

End 455 

Score .84 



Seq. No. 



28875 



Seq. ID OJ000250_45.0211.C47 



28748 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



59639 
1 

OJ000250_45.0211.C47.ol.tm 

211 

none 

211. .345, 211. .348 

28875 
59639 
1 

OJ000250_45.0211.C47.ol.ts 

212 

none 

212. .457, 214. .456, 250. .459 

28875 
59639 
1 

OJ000250_45.0211.C47.ol.tc 

218 

none 

218. .457, 223. .456, 235. .459 



Strand 
End 

Method 

End 

Score 



538 

TBLASTX: Maize 

348 

160 



Seq. ID OJ000250_45.0211.C47 
Strand 

End 538 . 

Method TBLASTX : Soybean 

End 459 

Score 105 



Seq. ID OJ000250_45.0211.C47 

Strand 

End 538 

Method TBLASTX : Cress 

End 459 

Score 101 



Seq. ID OJ000250_45.0211.C48 
Strand + 

455 

AAT/NAP 
455 
203 



28876 
59640 
1 

OJ000250_45 . 0211 . C48 . ol . np 
1 

4836907 
1..151, 231. .280, 358. .455 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. No. 28876 

Gene No. 59640 

Start 1 

Name OJ000250_45 . 0211 . C48 . ol . tm 

Start 56 

GI none 
Exons 



Seq. ID OJ000250_45.0211.C48 

Strand + 

End 455 

Method TBLASTX : Mai ze 

End 377 

Score 108 



56. .154, 60. .152, 64. .156, 64. .159, 215. .295, 241. .276,. 
242. .283, 354. .377 



Seq. No. 28876 

Gene No. 59640 

Start 1 

Name OJ000250_45.0211.C48.ol.gs 

Start 64 

GI none 

Exons 64.. 151, 231.. 280, 358.. 444 

Seq. No. 28876 

Gene No. 59640 

Start 1 

Name OJ000250_45 . 0211 . C48 . ol . ts 

Start 79 

GI none 
Exons 



Seq. ID OJ000250_45.0211.C48 

Strand + 

End 455 

Method GENSCAN 

End 444 

Score .7 



Seq. ID OJ000250_45.0211.C48 

Strand + - 

End 455 

Method TBLASTX : Soybean 

End 4 50 

Score 74 



79. .147, 81. .146, 241. .282, 242. .283, 298. .447, 358. .450 



28749 



Seq. No. 28877 

Gene No. 59641 

Start 129 

Name OJ000250_45. 0211 ,C4 9.ol .gs 

Start 129 

GI none 

Exons 129.. 444 



Seq. ID OJ000250_45.0211.C49 

Strand 

End 444 

Method GEN SCAN 

End 444 

Score . 67 



Seq. No. 28878 

Gene No. 59642 

Start 203 

Name OJ000250_40 . 0211 . CI . ol . gs 

Start 203 

GI none 

Exons 203.. 278, 375.. 783 

Seq. No. 28879 

Gene No. 59643 

Start 163 

Name OJ000250_4 0 . 02 11 . C2 . ol . gs 

Start 163 

GI none 

Exons 163;. 406 



Seq. ID OJ000250_40.0211.C1 

Strand + 

End 783 

Method . GENSCAN 

End 783 

Score .88 



Seq. ID OJ000250_40.0211.C2 
Strand 

End 406 

Method GENSCAN 

End 406 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28880 
59644 
1 

OJ000250_40.0211.C4.ol.np 
1 

4680203 

1..22, 165. .1069, 4054. .4113 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ0.00250_40.0211.C4 

Strand + 

End 4113 

Method AAT/NAP 

End 4113 

Score 710 



28880 
59644 
1 

OJ000250_40.0211.C4 .ol.gs 
160 
none 

160. .604, 815. .987, 2332. .2421 



Seq. ID OJ000250_40.0211.C4 

Strand + 

End 4113 

Method GENSCAN 

End 2421 

Score .64 



Seq. No. 28880 

Gene No. 59644 

Start 1 

Name 0 J000250_40 . 021 1 . C4 . ol . tw 

Start 496 

GI none 
Exons 



Seq. ID OJ000250_40.0211.C4 

Strand + 

End 4113 

Method TBLASTX : Wheat 

End 882 

Score 85 



496. .603, 586. .669, 594. .668, 688.-783, 783. .866, 784. .867, 
793. .882 



Seq. No. 28880 

Gene No. 59644 

Start 1 

Name OJ000250_40 . 0211 . C4 . ol . ts 

Start 565 

GI none 



Seq. ID OJ000250_40.0211.C4 

Strand + 

End 4113 

Method TBLASTX : Soybean 

End 939 

Score 41 



28750 




Exons 


565. .609, 676. .750, 677. .775, 


784. .867 


, 786. .860, 874.. 


939 


Seq. No. 


28881 


Seq. ID 


OJ000250_40.0211 


.C5 


Gene No. 




o Tirana 


T 




Start 


298 


End 


520 




Name 


OJ000250 40.0211.C5.ol.gs 


Method 


GENSCAN 




Start 


298 


End 


520 




GI 


none 


Score 


.91 




Exons 


298. .430, 453. .520 








Seq. No. 


28882 


Seq. ID 


OJ000250_40.0211 


.C6 


Gene No . 










Start 


80 


End 


504 




Name 


OJ000250 40.0211.C6.ol.gs 


Method 


GENSCAN 




Start 


80 . 


End 


504 




GI 


none 


Score 


.65 




Exons 


80. .197, 345. .504 








Seq. No. 


28883 


Seq. ID 


OJ000250_40.0211 


-C7 


Gene No . 


D y o3 / 


oliana 


T 




Start 


264 


End 


297 




Name 


OJ000250 40.0211.C7.ol.gs 


Method 


GENSCAN 




Start 


264 


End 


297 




GI 


none 


Score 


.42 




Exons 


264.. 297 








Seq. No. 


28884 


Seq. ID 


OJ000250_40.0211 


.C8 


Gene No. 


59648 


Strand 


+ 




o t art. 


i 
j. 


Ejiiu. 


1 QQ 




Name 


OJ000250 40.0211.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


187 




GI 


4680203 


Score 


102 




Exons 


1..187 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


28884 


Seq. ID 


OJ000250_40.0211 


.C8 


Gene No . 




o Liana 


_i_ 

T 




Start 


1 


End 


199 




Name 


OJ000250 40.0211.C8.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


199 




GI 


none 


Score 


.57 




Exons 


27. .106, 136. .199 








Seq. No. 


28885 


Seq. ID 


OJ000250_40.0211 


.C9 


Gene No. 


59649 


Strand 






Start 


1 


End 


407 




Name 


OJ000250 40-0211. C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


407 • 




GI 


6539558 


Score 


502 




Exons 


1. .407 








GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Oryza 




sativa] 








Seq. No. 


28885 


Seq. ID 


OJ000250_40.0211 


.C9 


Gene No. 


59649 


Strand 






Start 


1 


End 


407 




Name 


OJ000250 40.0211.C9.ol.tw 


Method 


TBLASTX: Wheat 





28751 




Start 


1 






End 


364 




GI 


none 






Score 


150 




Exons 


1..240, 8.. 


226, 274. 


.345, 275 


. .364 






Seq. No. 


28885 






Seq. ID 


OJ000250_40.0211 


.C9 


Gene No. 


59649 






Strand 






Of-a r f 
t_> Ldl L. 


1 






End 


407 




Name 


OJ000250 40 


.0211.C9. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


384 




GI 


5509260 . 






Score 


53 




Exons 


1..384, 2.. 


64, 125.. 


289 








GI Descrip. 


- 












Seq. No. 


28885 






Seq. ID 


OJ000250_40.0211 


.C9 










oil ctnu 






Start 


1 






End 


407 




Name 


OJ000250 40 


.0211.C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


7 






End 


259 




GI 


none 






Score 


138 




Exons 


7.-258, 17. 


.259 










Seq. No. 


28885 






Seq. ID 


OJ000250_40.0211 


.C9 


L*ene wo . 








OLCalia 






Start 


1 > 






End 


407 




Name 


OJ000250 40 


.0211.C9. 


ol.gs 


Method 


GEN SCAN 




Start 


16 






End 


333 




GI 


none 






Score 


.44 




Exons 


16. .333 












Seq. No. 


28885 






Seq. ID 


OJ000250_40.0211 


.C9 


Gene No . 








o Liana 






Start 


1 






End 


407 




Name 


OJ000250 40 


.0211.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


37 






End 


355 




GI 


none 






Score 


239 




Exons 


37.. 354, 38 


. .355 










Seq. No. 


<■ 

28886 






Seq. ID 


OJ000250_40.0211 


.C10 


bene iNQ. 










4- 




Start 


15 






End 


115 




Name 


OJ000250 40 


.0211. C10 


.ol.gs 


Method 


GENSCAN 




Start 


15 






End 


115 




GI 


none 






Score 


.77 




Exons 


15. .115 












Seq. No. 


28886 






Seq. ID 


OJ000250_40.0211 


.C10 


Gene No. 


59651 






Strand 






Start 


1 






End 


147 




Name 


UJUUUZ jU *i u 


. . LIU 


. ol .np 


Method 


AAT/NAP 




Start. 


1 ~ 






End 


147 




GI 


4006831 






Score 


131 




Exons 


1. .147 












GI Descrip. 


(AC005970) ; 


putative 


retroelement pol polyprotein ' [Arabidops, 




thaliana] 












Seq. No. 


28887 






Seq. ID 


OJ000250_40.0211 


.Cll 


Gene No. 


59652 






Strand 







28752 



Start 


210 


End 


369 


Name 


OJ000250 40.0211.Cll.ol.gs 


Method 


GENSCAN 


Start 


210 


End 


.369 


GI 


none 


Score 


.4 


Exons 


210. .369 






Seq. No. 


28888 


Seq. ID 


OJ000250_40.0211 


UCUc INW • 




OCX. cuiu. 




Start 


274 


End 


508 


Name 


OJ000250 40.0211.C12.ol.gs 


Method . 


GENSCAN 


Start 


274 


End 


508 


GI 


none 


Score 


.4 


Exons 


274. .508 






Seq. No. 


28889 


Seq. ID 


OJ000250_40.0211 


Gene No. 


59654 


Strand 




ouai l 






DO D 


Name 


OJ000250 40.0211.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


306 


End 


686 


GI 


none 


Score 


483 


Exons 


306. .656, 307. .564, 312. .569, 


317. .655 


, 398. .667, 592.. 




S94..686 






Seq. No. 


28890 


Seq. ID 


OJ000250_40.0211 


Gene No. 


59655 


Strand 


+ 


Start 


47 


End 


6219 


Name 


OJ000250 40.0211.C14.ol.np 


Method 


AAT/NAP 


Start 


47 


End 


6219 


GI 


5902400 


Score 


746 


Exons 


47. .82, 1147. .1245, 2266.^2763, 2864.. 


2986, 3073.. 3453, 




4233.-4994, 5077. .5396, 5481. 


.5635, 6099.. 6219 


GI Descrip. 


(AC008148) Unknown protein [Arabidopsis thaliana] 


Seq. No. 


28890 


Seq. ID 


OJ000250_40.0211 


Gene No. 


59655 


Strand 


+ 


O Lai L. 


47 


End 


6219 


Name 


OJ000250 40.0211.C14.ol.gs 


Method 


GENSCAN 


Start 


57 


End 


5859 


GI 


none 


Score 


.74 


Exons 


57. .333, 1395. .1647, 1755. .2763, 2864. 


.3008, 3106.. 3453, 




4233.-4994, 5077. .5396, 5481. 


.5607, 5692.. 5859 


Seq. No. 


28890 


Seq. ID 


OJ000250_40.0211 




59655 


Strand 


+ 


Start 


47 


End 


6219 


Name 


OJ000250 40.0211.C14.o3.tm 


Method 


TBLASTX: Maize 


Start 


2495 


End 


2905 


GI 


none 


Score 


160 


Exons 


2495.. 2686, 2663.. 2749, 2873. 


.2905 




Seq. No. 


28890 


Seq. ID 


OJ000250_40.0211 


Gene No. 


59655 


Strand 


+ 


Start 


47 


End 


6219 


Name 


OJ000250 40.0211.C14.o3.ts 


Method 


TBLASTX: Soybean 


Start 


2624 


End 


2963 


GI 


none 


Score 


146 


Exons 


2624.. 2752, 2629.. 2748, 2859. 


.2963 





28753 




Seq. No. 


28890 








Seq. ID 


OJ000250_40.0211.C14 


Gene No. 


59655 








Strand 


+ 


Start 


47 








End 


6219 


Name 


OJ000250 40. 


0211. 


C14.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3132 








End 


3399 


GI 


none 








Score 


154 


Exons 


3132. .3293, 


3136. 


.3309, 


3328. 


.3399, 3330.. 3392 


Seq. No. 


28890 








beq. ID 


r\TrinnoRn /in noi i c\ a 


Gene No. 


59655 








btrana 


+ 


Start 


47 








End 


6219 


Name 


OJ000250 40. 


0211. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5067 








biia 


D D f h 


GI 


none 








Score 


1 1 c 
lib 


Exons 


5067. .5165, 


5068. 


.5241, 


5076. 




1 Q R^Q/I CORQ C"5QO 




5294. .5413, 


5482. 


.5574, 


5484. 


. JJ / U 




Seq. No. 


28890 




- 




Seq. ID 




Gene No. 


59655 








Strand 


+ 


Start 


47 








End 


6219 


Name 


OJ000250 40. 


0211. 


C14.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5074 








End 


5580 


GI 


none 








Score 


98 


Exons 


5074. .5175, 


5085. 


.5183, 


5176. 


.5235, 516 


(8. .5241, 5253. .5396, 




5254. .5397, 


5485. 


.5580 








Seq. No. 


28890 








Seq. ID 


OJ000250_40.0211.C14 


Gene No. 


59655 








Strand 


+ 


Start 


47 








End 


6219 


Name 


OJ000250 40. 


0211. 


C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5085 








End 


5399 


GI 


none 








Score 


92 


Exons 


5085. .5180, 


5086. 


.5175, 


5106. 


.5177, 5181. .5240, 5182. .5241, 




5254. .5397, 


5259. 


.5396, 


5280. 


.5399, 5297.. 5398 


Seq. No. 


28890 








Seq. ID 


OJ000250_40.0211.C14 


Gene No. 


n. ft £ n. c 

59655 








Strand 


+ 


Start 


47 








End 


6219 


Name 


OJ000250 40. 


0211. 


C14.o2 


. tm 


"Method 


TBLASTX: Maize * 


Start 


5696 








End 


6148 


GI 


none 








Score 


100 


Exons 


5696. .5806, 


5696. 


.5806, 


5782. 


.5868, 5790. .5870, 5946. .6116, 




5951. .6148, 


5953. 


.6081 








Seq. No. 


28890 








Seq. ID 


OJ000250_40.0211.C14 


Gene No. 


59655 








Strand 


+ 


Start 


47 








End 


6219 


Name 


OJ000250 40. 


0211. 


C14-.ol 


.gp 


Method 


AAT/GAP 


Start 


5767 








End 


6132 


GI 


3107528 








Score 


390 


Exons 


5767. .5859, 


5954. 


.6132 








Seq. No. 


28891 








Seq. ID 


OJ000250_40.0211.C15 


Gene No. 


59656 








Strand 


+ 


Start 


1 








End 


7618 


Name 


OJ000250 40. 


0211. 


CIS.ol 


.np 


Method 


AAT/NAP 



28754 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 1918 

4455338 Score 770 

1..76, 590. .1068, 1159. .1419, 1579. .1918 
(AL035525) putative protein [Arabidopsis thaliana] 



28891 Seq. ID 

59656 Strand 

1 End 
OJ000250_40 . 0211 . C15 . o2 . np Method 

1 End 

2191159 Score 

1..119, 2488. .2886, 4079. .4535, 7590. 



OJ000250_40.0211.C15 
+ 

7618 
AAT/NAP 
7618 
147 

,7618 



(AF007270) Similar to serine hydroxymethyltransf erase; coded for 
by A. thaliana cDNA T42313; coded for by A. thaliana cDNA W43384 
[Arabidopsis thaliana] 



28891 Seq. ID 

59656 Strand 

1 End 
OJ000250_40 . 0211 . C15 . ol . gp Method 

151 End 

29667_1.R1084 Score 
151. .908 

'4455338/embl CAB36798.il 5.0e-13 (AL035525) putative protein 
[Arabidopsis thaliana] ' 



OJ000250_40.0211.C15 
+ 

7618 
AAT/GAP 
908 
1472 



Seq. No. 


28891 








Seq. ID 


OJ000250_ 


Gene No. 


59656 








Strand 


+ 


Start 


1 








End 


7618 


Name 


OJ000250 40 


.0211 


.CIS.ol 


.gs 


Method 


GENS CAN 


Start 


169 








End 


4183 


GI 


none 








Score 


.61 


Exons 


169. .1062, 


1159. 


.1419, 


1579. 


.1698, 2587.. 2717, 3 




4079. .4183 












Seq. No. 


28891 








Seq. ID 


OJ000250_ 


Gene No. 


59656 








Strand 


+ 


Start 


1 








End 


7618 


Name 


OJ000250 40 


.0211 


.C15.o2 


.gp 


Method 


AAT/GAP 


Start 


1776 








End 


2235 


GI 


2311449 








Score 


866 


Exons 


1776. .2235 












Seq. No. 


28891 








Seq. ID 


OJ000250_ 


Gene No. 


59656 








Strand 


+ 


Start 


1 








End 


7618 


Name 


OJ000250 40 


.0211 


.C15.o3 


.gp 


Method 


AAT/GAP 


Start 


2641 








End 


2838 


GI 


none 








Score 


350 


Exons 


2641. .2838 












Seq. No. 


28891 








Seq. ID 


OJ000250_< 


Gene No. 


59657 








Strand 


+ 


Start 


16252 ' 








End 


20879 


Name 


OJ000250 40 


.0211 


.C15.o4 


.gs 


Method 


GEN SCAN . 


Start 


16252 








End 


20666 


GI 


none 








Score 


.86 



28755 



Exons 



16252. .16602, 1 6683 16758, 17393 17443, 17792 .. 17997 , 
18094. .18180, 18236. .18361, 1874 1 .. 18922, 19066 19150, 
19397. .19516, 20303 .. 20404 , 20499.. 20666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59657 
16252 

OJ000250_40 . 0211 . C15 . o5 . gp 

19223 

none 



Seq. ID OJ000250_40.0211.C15 

Strand + 

End 20879 

Method AAT/GAP 

End 20879 

Score 1054 



19223. .19314, 19397 .. 19516, 20303 20404 , 204 99 .. 20668 , 
20781. .20879 



Seq. No. 28891 

Gene No. 59658 

Start 4246 

Name OJ000250_40 . 0211 .C15 . ol . tc 

Start 696 

GI none 

Exons 696..99S, 708.. 1052, 709.. 1050 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 4 688 

Method TBLASTX : Cress 

End 1052 

Score 117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59658 
4246 

OJ000250_40.0211.C15.ol.ts 

703 . 

none 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 4 688 

Method TBLASTX : Soybean 

End 1812 

Score 369 



703. .1065, 711. .1064, 1162. .1419, 1176. .1415, 1570. .1710, 
1581.. 1709, 1719.. 1811, 1720.. 1812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59658 
4246 

OJ000250_40 . 0211 . C15 . ol . tm 

742 

none 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 4 688 

Method TBLASTX: Maize 

End 1826 

Score 399 



742. .1071, 747. .1064, 754. .1071, 1143. .1406, 1150. .1413, 
1151. .1408, 1152. .1418, 1156. .1419, 1570. .1812, 1582. .1812, 
1584.. 1826 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59658 
4246 

OJ000250_40.0211.C15.o2.tc 

1162 

none 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 4 688 

Method TBLASTX : Cress 

End 1692 

Score 250 



1162. .1422, 1186. .1413, 1570. .1692, 1585. .1686, 1587. .1691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59658 
4246 

OJ000250_40 . 0211 . C15 . 06 . tm 

2513 

none 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 4 688 

Method TBLASTX : Mai ze 

End 2842 

Score 48 



2513.. 2551, 2513.. 2578, 2553.. 2579, 2596.-2727, 2689.. 2736, 
2724. .2771, 2775. .2834, 2780. .2842, 2781. .2840 



28756 



Seq. No. 28891 
Gene No. 59658 
Start. 4246 

Name OJ000250_40 . 0211 . C15 . o3 . ts 

Start 2689 
GI none 

Exons 2689.-2727, 2781.. 2840, 4076. 

4225.. 4260, 4227. .4259, 4229. 
4464. .4496, 4474. .4533, 4496. 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 4688 

Method TBLASTX : Soybean 

End 4533 

Score 51 

.4171, 4109. .4174, 4126. .4179, 
.4273, 4296. .4433, 4303. .4434, 
.4531 



Seq. No. 28891 
Gene No. 59658 
Start 4246 

Name OJ000250_40 . 0211 . C15 . o4 . tm 

Start 4076 
GI none 

Exons 4076.. 4171, 4078.. 4125, 4105. 

4126. .4260, 4162. .4266, 4171. 
4304. .4435, 4305. .4433, 4459. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 40.0211.C15 



4688 

TBLASTX: Maize 
4537 
70 

.4203, 4109. .4261, 4121. .4252, 
,4272, 4283. .4423, 4303. .4434, 
,4536, 4464. .4496, 4496. .4537 



Seq. No. 28891 

Gene No. 59658 

Start 4246 

Name OJ000250_4 0 . 0211 . C15 . ol . tw 

Start 4225 

GI none 

Exons 4225.. 4266, 
4459. .4530, 



4228.. 4272, 4296. 
4464. .4496, 4496. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 40.0211.C15 



4688 

TBLASTX: Wheat 
4531 
41 

,4433, 4303. .4434, 4305. .4445, 

,4531 



Seq. No. 28891 

Gene No. 59658 

Start 4246 

Name OJ000250_40 . 0211 . C15 . o3 . tc 

Start 4237 

GI none 

Exons 4237..4272, 
4496. .4531 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_40.0211.C15 
4688 

TBLASTX: Cress 

4531 

42 



4296. .4460, 4303. .4434, 4355. .4435, 4464.-4496, 



Seq. No. 28891 Seq. ID 

Gene No. 59658 Strand 

Start 4246 End 

Name OJ000250_4 0.0211. C15 . o4 . gp Method 

Start 4246 End 

GI none Score 

Exons 4246.. 4688 



OJ000250__40.0211.C15 

4688 
AAT/GAP 
4688 
817 



Seq. No. 28891 Seq. ID 

Gene No. 59659 Strand 

Start 944 9 End 

Name OJ000250_40.0211.C15.o5.tm Method 

Start 944 9 End 

GI none Score 

Exons 9449..962S, 9722.. 9871 



OJ000250_40.0211.C15 
9871 

TBLASTX: Maize 

9871 

134 



Seq. No. 
Gene No. 
Start 



28891 
59660 
16483 



Seq. ID 

Strand 

End 



OJ000250 40.0211.C15 



18847 



28757 



Name 

Start 

GI 

Exons 



7 

OJ000250_40 . 0211 . C15 . o5 . tc Method 

16483 End 

none Score 



TBLASTX: Cress 

18008 

56 



16483. .16536, 16558 16602, 16677 .. 16763, 17787 17840, 
17791. .17829, 17857 18006, 17859.. 18008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59660 
16483 

OJ000250_40.0211.C15.o2.tm 
16719 



OJ000250 40.0211.C15 



none 

16719. 

18088. 

18266. 

18765. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16763, 17787. .18038, 177 91 18006, 18087 .. 18194 , 
18195, 18091. .18201, 18093 .. 18200, 18248 18391, 
18364, 18268. .18384, 18756 .. 18836, 18764 .. 18847 , 
18845 



18847 

TBLASTX: Maize 

18847 

64 



Seq. No. 28891 

Gene No. 59661 

Start 18842 

Name OJ000250_40 . 0211 . C15 . o4 . tc 

Start 18842 

GI none 

Exons 18842. .18925, 18843 18923, 
19219. .19311, 19227. .19292 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_40.0211.C15 
20669 

TBLASTX: Cress 

19311 

113 



19066. .19128, 19067. .19150, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 Seq. ID 

59661 Strand 

18842 End 

OJ000250_4 0 . 0211 . C15 . o3 . tm Method 

19087 End 

none Score 



OJ000250_40.0211.C15 
20669 

TBLASTX: Maize 

20669 

85 



19087. .19137, 19091. .19150, 19094 .. 19150, 19222 .. 19317 , 
19225. .19314, 19227 .. 19316, 19396 .. 19521, 19397 19522, 



19398. .19526, 20303 .. 20407, 20303 .. 20404, 20498, 
20499. .20669 



.20668, 



Seq. No. 
Gene No. 
Start 
Name 
Start' • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28891 
59661 
18842 

OJ000250_40.0211.C15.o2.ts 

19442 - 

none 



Seq. ID OJ000250_40.0211.C15 
Strand 

End 20669 

Method TBLASTX : Soybean 

End 20666 

Score 93 



19442. .19522, 20303 .. 204 10, 204 98 .. 20665, 20499. .20666 



28892 Seq. ID 

59662 Strand 

882 End 
OJ000250_40 . 02 11 . CI 6 . ol . gp Method 

882 End 

none Score 
882. .1256 



OJ000250_40.0211.C16 
+ 

1256 
AAT/GAP 
1256 
694 



Seq. No. 28892 Seq. ID 

Gene No. 59663 Strand 

Start 4046 End 

Name OJ000250_4 0 . 02 11 . C16 . o2 . gp Method 



OJ000250_40.0211.C16 
+ 

4587 
AAT/GAP 



28758 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



End 
Score 



4046 
2799958 
4046. .4587 

28892 
59664 
3085 

OJ000250_40.0211.C16.o2.gs 
3085 
none 

3085.. 3323, 3484.. 3599, 4131.. 4258 



4587 
896 



Seq. ID OJ000250_40.0211.C16 
Strand 

End 4258 

Method GENS CAN 

End 4258 

Score .52 



28893 
59665 
8089 

OJ000250_4 0.0211.C17.o4.gs 
8089 
none 

8089. .8194 

28893 
59666 
3459 

OJ000250_40.0211.C17.o2.gs 
3459 
none 

3459. .3686 

28893 
59667 
4161 

OJ000250_40.0211.C17.o3.gs 
4161 
none 

4161. .4493, 4621. .4803, 5925. .6118, 6785. .6866 



Seq. ID OJ000250_40.0211.C17 

Strand +- 

End 8194 . 

Method GENSCAN 

End 8194 

Score .96 



Seq. ID OJ000250_40.0211.C17 
Strand 

End 3686 

Method GENSCAN 

End 3686 

Score .87 



Seq. ID OJ000250_40.0211.C17 
Strand 

End 6866 

Method GENSCAN 

End 6866 

Score .57 



28894 
59668 
1678 

OJ000250_40.0211.C18.o2.gs 

1678 

none 



Seq. ID OJ000250_40.0211.C18 

Strand + 

End 13769 

Method GENSCAN 

End 13769 

Score .46 



1678. .1861, 4760.. 4932, 4982.. 5072, 7814. .7888, 8227. .8369, 
8468. .8609, 8760. .8963, 9715. .9815, 10007 .. 1017 6, 11099. . 11158, 
11729. .12060, 12101. .12270, 13680.. 13769 



28894 
59669 
587 

OJ000250_40 . 0211 . C18 . ol . gs 

587 

none 

587. .748, 1242. .1334 

28894 
59670 
1514 



Seq. ID OJ000250_40.0211.C18 
Strand 

End 1334 

Method GENSCAN 

End 1334 

Score .87 



Seq. ID OJ000250_40.0211.C18 
Strand 

End 1579 



28759 



Name OJ000250_40 . 0211 .C18 . ol . gp Method AAT/GAP 

Start 1514 End 1579 

GI LIB3477-003-P1-K1-E9 Score 82 

Exons 1514.. 1579 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] • 



Seq. No. 


28894 


Seq. ID 


OJ000250_40.0211 


.C18 


Gene No. 


59671 


Strand 






Start 


6561 


End 


11087 




Name 


OJ000250 40.0211.C18.ol.np 


Method 


AAT/NAP 




otart 


6561 


End 


11087 




GI 


5042463 


Score 


155 




Exons 


6561. .6642, 6692. .6829, 7502. .7714, 11022. .11087 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


28894 


Seq. ID 


OJ000250 40.0211 


.C18 


Gene No. 


59671 


Strand 






Start 


6561 


End 


11087 




Name 


OJ000250 40.0211.C18.o2.gp 


Method 


AAT/GAP 




Start 


7610 


End 


7973 




GI 


5816475 


Score 


602 




Exons 


7610. .7973 








GI Descrip. 


5042437/gbtAC007789.1|AC007789 1.0e-65 


Oryza sativa BAC 


T49B20 




genomic sequence, complete 


sequence 






Seq. No. 


28894 


Seq. /I'D 


OJ000250 40.0211 


.C18 


Gene No. 


59671 


Strand 






Start 


6561 


End 


11087 




Name 


OJ000250 40.0211.C18.o3.gp 


Method 


AAT/GAP 




Start 


8679 


End 


8989 




GI 


2309703 


Score 


622 




Exons 


8679. .8989 








Seq. No. 


28895 


Seq. ID 


OJ000250_40.0211 


.C19 


Gene No. 


59672 


Strand 






Start 


2498 


End 


2614 




Name 


OJ000250 40.0211.C19.o2.gs 


Method 


GEN SCAN 




Start 


2498 


End 


2614 




GI 


none 


Score 


.87 




Exons 


2498. .2614 








Seq. No. 


28896 


Seq. ID 


OJ000250_40.0211 


.C20 


Gene No. 


59673 


Strand 


+ 




Start 


1 


End 


2122 




Name 


OJ000250 40.0211.C20.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2122 




GI 


4680183 


Score 


109 




Exons 


1..56, 2034. .2122 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


28896 


Seq. ID 


OJ000250_40.0211 


.C20 


Gene No. 


59674 


Strand 






Start 


1 


End 


2001 




Name 


OJ000250 40.0211.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2001 





28760 



GI 6721561 Score 75 

Exons 1..55, 1914.. 2001 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 28896 Seq. ID 

Gene No. 59675 Strand 

Start 2046 End 

Name OJ000250_40 . 0211 . C20 . o2 . gs Method 

Start 2046 End 

GI none Score 

Exons 2046.. 2246, 2960.. 3394, 3489.. 3762 



OJ000250_40.0211.C20 

3762 
GENSCAN 
3762 
.69 



Seq. No. 28897 Seq. ID OJ000250_40 . 0211 . C21 

Gene No. 59676 Strand + 

Start 1 End 1674 

Name OJ000250_40.0211.C21.ol.np Method AAT/NAP 

Start 1 End 1674 

GI 6063554 Score 199 

Exons 1.-179, 292.. 510, 1154.. 1185, 1501.. 1674 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 ; (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28897 



59677 
244 

OJ000250_40 . 0211 . C21 . ol . gs 
244 



Strand 
End 

Method 
End 

none Score 
244. .417, 446. .654, 1584. .1650, 1733. 
2391. .2477 



Seq. ID OJ000250_40.0211.C21 



2658 
GENSCAN 
2477 
.54 

,1835, 2089.. 2192, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28897 Seq. ID 

59677 Strand 

244 End 

OJ000250_40 . 0211 . C21 . o2 . np Method 

2289 End 

5123787 Score 
2289. .2465, 2538. .2658 

(AJ007041) trithorax homologue 2 [Homo sapiens] 



OJ000250_40.0211.C21 

2658 
AAT/NAP 
2658 
45 



28898 
59678 
1 

OJ000250_40.0211.C22.ol.np 



Seq. ID 
Strand 
End 

Method 
End 

3746069 Score 
1..21, 356. .414, 1485. .2581, 2886. .3524, 4943. .5009 
(AC005311) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ000250_40.0211.C22 
+ 

5009 
AAT/NAP 
5009 
503 



Seq. No. 
Gene No . 



28898 
59678 



Seq. ID OJ000250_40.0211.C22 
Strand + 



28761 




Start 


1 








End 


5009 


Name 


OJ000250 40. 


0211 


.C22.ol 


. gs 


Method 


GEN SCAN 


Start 


56 








End 


2765 


GI 


none 








Score 


.46 


Exons 


56.. 665, 801.. 1105, 1703.. 1755, 2612.. 


■2765 


Seq. No. 


o o o ft o 

28898 








Seq. ID 


OJ000250_4 0.0211.C22 


Gene No. 


C ft C~l 0. 








Strand 




Start 


ft ft c c 








End 


6358 


Name 


. OJ000250 40. 


0211 


.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1486 








End 


2412 


GI 


none 








Score 


666 


Exons 


i «ftf ft >i i ft 

1486 . . 24 12, 


1 c o o 

1533 


. . 1od7 , 


i o ft ft 
1803 . 


.1910, 1933.. 2292, 2139.. 2315 


Seq. No. 


ft o o ft o 

28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


C ft C T ft 

d9d /9 








Strand 




Start 


ft ft c e 

3056 








End 


6358 


Name 


OJ000250 40. 


0211 


,C22.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1498 








End 


1752 


GI 


none 








Score 


294 


Exons 


1498 . . 1752, 


1501 


. . 1707, 


1524 . 


.1718 




Seq. No. 


ft ft ft ft o 

28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


59679 








Strand 




Start 


3056 








End 


6358 


Name 


OJ000250 40. 


0211 


.C22.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


1791 








End 


2160 


GI 


none 








Score 


126 


Exons 


1791 . . 1931, 


1792 


. . 1926, 


1936 . 


.2088, 2080. .2160 


Seq. No. 


28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


59679 








Strand 




Start 


3056 








End 


6358 


Name 


OJ000250 40. 


0211 


.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2017 








End 


2544 . 


GI 


none 








Score 


57 


Exons 


ft ft 1 ft ft ft *7 £T 

2017 . . 2076, 


ft T A O 

2143 


ft O T ft 

. . 2370, 


ft T ft ft 

2199. 


.2363, 2359.. 2544 


Seq. No. 


o ft r> ft r> 
28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


C ft C *7 ft 

59679 








Strand 




Start 


3056 








End 


6358 


Name 


/"\ Tft ft ft ft C ft A ft 

OJ000250 40. 


0211 


. C22 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2166 








End 


3028 


GI 


none 








Score 


240 


Exons 


-i /** /•* ft c vi ft 

216.6. .2540, 


2167 


. . 2541, 


2299. 


.2544, 2542. .2574, 2930. .3028 


Seq. No. 


28898 








Seq. ID 


OJ000250_4 0.0211.C22 


Gene No. 


59679 








Strand 




Start 


3056 








End 


6358 


Name 


OJ000250 40. 


0211 


.C22.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2930 








End 


3383 


GI 


none 








Score 


100 


Exons 


2930. .3028, 


2933 


. .3028, 


3026. 


.3289, 3030.. 3296, 3327.. 3383, 




3332. .3370 












Seq. No. 


28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


59679 








Strand 





28762 




Start 


3056 








End 


6358 


Name 


OJ000250 40 


.0211. 


C22.o2 


.gs 


Method 


GENSCAN 


Start 


3056 








End 


6358 


GI 


none 








Score 


.41 


Exons 


3056. .3212, 


4314. 


.4403, 


5895. 


.6358 




Seq. No. 


28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


59679 








Strand 




Start 


3056 








End 


6358 


Name 


OJ000250 40 


.0211. 


C22.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3126 








End 


3494 


GI 


none 








Score 


230 


Exons 


3126. .3386, 


3239. 


.3373, 


3354. 


.3389, 3385.. 3492, 3390.. 3494 


Seq. No. 


28898 








Seq. ID 


OJ000250_40.0211.C22 


Gene No. 


59679 








Strand 




Start 










End 


6358 


Name 


OJ000250 40 


.0211. 


C22.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3393 








End 


3681 


GI 


none 








Score 


60 


Exons 


3393. .3503, 


3393. 


.3515, 


3394. 


.3543, 3403.. 3549, 3550.. 3609, 




3607. .3681 












Seq. No. 


28899 








Seq. ID 


OJ000250_40.0211.C23 


Gene No. 


59680 








Strand 


+ 


Start 


1742 








End 


7415 


Name 


OJOUUzou 40 


.0211. 


C23.ol 


.np 


Method 


AAT/NAP 


Start 


1742 








End 


7415 


GI 


4680207 








Score 


1056 


Exons 


1742. .2549, 


3725. 


.4653, 


4690. 


.5600, 7312.. 7415 


GI Descrip. 


(AF114171) ■ 


disease resistance protein RPM1 homolog [Sorghum 




bicolor] 












Seq. No. 


28899 








Seq. ID 


OJ000250_40.0211.C23 


Gene No . 


59ool 








Strand 


+ 


Start 


9819 








End 


10475 


Name 


OJ000250 40 


.0211. 


C23.o2 


.gs 


Method 


GENSCAN 


Start 


9819 








End 


10475 


GI 


none 








Score 


.83 


Exons 


9819. .10094 


, 10359. .10475 






Seq. No. 


28899 








Seq. ID 


OJ000250_40.0211.C23 


Gene No . 


o9doz 








Strand 




Start 


11545 








End 


20383 


Name 


OJ000250 40 


.0211. 


C23.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2317 








End 


4385 


GI 


none 








Score 


74 


Exons 


2317. .2379, 


3639. 


.3752, 


3879. 


.3971, 3978. .4214, 4302. .4385 


Seq. No. 


28899 








Seq. ID 


OJ000250_40.0211.C23 


Gene No. 


59682 








Strand 




Start 


11545 








End 


20383 


Name 


OJ000250 40 


.0211. 


C23.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3639 








End 


4379 


GI 


none 








Score 


93 


Exons 


3639. .3761, 


3824. 


.3946, 


3867. 


.3956, 4050. .4190, 4050. .4190, 




4221. .4379, 


4233. 


.4268 









28763 



oeq. no. 


28899 




Seq. ID 


OJ000250_40.0211 


Gene No. 


59682 




Strand 




Start 


11545 




End 


20383 


Name 


OJ000250 40.0211.C23 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


3885 




End 


4373 


GI 


none 




Score 


86 


Exons 


3885.. 3956, 4044. .4190, 4082 


..4189, 4221. .4373, 4221. .4 


Seq. No. 


O O -7 -7 




Seq. ID 


OJ000250_40.0211 


Gene No. 






Strand 




Of -) y-+- 


1 1 R 




End 


20383 


Name 


n.T0009 c iO dfl 0911 r9*3 


• \j J • y o 


Method 


GENS CAN 


Start 


11545 




End 


18926 


GI 


none 




Score 


.94 


Exons 


1 1 R 1 1 fi7Q 1 9D1 9 


1 9997 


12456. .12555, 13121 .. 13323, 




1 *}ftfifi 1^67 4 1697^ 


1 fid 01 

• 1 D4 vj 1 , 


16776. .16879, 18 676 .. 18730, 




1 flft 1 1 1 ft Q9fi 
10011 . . loy^D 








Seq. No. 






Seq. ID 


OJ000250_40.0211 


Gene No. 






Strand 










End 


20383 


Name 


(^70009^0 40 0911 P9^ 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


1204 8 ~ 




End 


14480 


GI 


none^ " 




Score 


85 . 


Exons 


12048. .12107, 12063. 


.12221, 


12067. .12093, 12104 .. 12232 , 




12104. .12229, 12462. 


.12539, 


12475. .12543, 13120 .. 133.17 , 




13121. .13240, 13979. 


.14080, 


14114. .14479, 14157. .14480 


Seq. No. 


28899 




Seq. ID 


OJ000250_40.0211 


Gene No. 


59682 




Strand 




Start 


11545 




End 


20383 


Name 


OJ000250 40.0211.C23 


. o2 . np 


Method 


AAT/NAP 




12426 




End 


19892 


GI 


5678827 




Score 


858 


Exons 


12426. .12485, 14200. 


.15674, 


16273. .16401, 16776. .16879, 




16965. .17059, 18053. 


.18110, 


18676. .18730, 19822.. 19892 


GI Descrip. 


(AF151646) PC-MYB1 [Arabidopsis thaliana] 




gi|5915721|gb|AAD53110.2|AF176005_l (AF176005) putative 




c-myb-like transcription factor [Arabidopsis thaliana] 


Seq. No. 


28899 




Seq. ID 


OJ000250_40.0211 


Gene No. 


59682 




Strand 




Of-, —.4- 


11545 




■ End 


20383 


Name 


OJ000250 40.0211.C23 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


14249 




End 


18110 


GI 


none 




Score 


122 


Exons 


14249. .14356, 15587. 


.15676, 


16272. .16442, 16272 .. 16307 , 




16272. .16403, 16311. 


.16403, 


16773. .16880, 16775 .. 16882, 




16963. .17061, 16965. 


.17060, 


16965. .17060, 18042.. 18110 


Seq. No. 


28899 




' Seq. ID 


OJ000250_40.0211 


Gene No. 


59682 




Strand 




Start 


11545 




End 


20383 


Name 


OJ000250 40.0211.C23 


.ol.tc 


Method 


TBLASTX: Cress 


Start . 


. 15455 




End 


17048 


GI 


none 




Score 


89 



28764 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15455. .15676, 16261 .. 16401, 16268 .. 16402 , 16272 .. 16403, 
16272. .16403, 16273 .. 16407 , 16773 .. 16874 , 16775 .. 16876, 
16779. .16856, 16799.. . 16882, 16965.. 17048 



28899 
59682 
11545 

OJ000250_40 . 021 1 . C23 . o4 . gs 

19661 

none 

19661. .20383 



Seq. ID OJ000250_40.0211.C23 
Strand 

End 20383 

Method GENSCAN 

End 20383 

Score .96 



Seq. No. 28900 Seq. ID 

Gene No. 59683 Strand 

Start 1 End 

Name OJ000250_40 . 0211, C25 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..148 



OJ000250_40.0211.C25 
+ 

148 

AAT/GAP 

148 

170 



Seq. No. 28900 Seq. ID 

Gene No. 59684 Strand 

Start 87 End 

Name OJ000250_40 . 0211 . C25 . ol . gs Method 

Start 87 End 

GI none Score 

Exons 87.. 148 



OJ000250_40.0211.C25 
+ 

148 

GENSCAN 

148" 

.84 



Seq. No. 28901 Seq. ID 

Gene No. 59685 Strand 

Start 250 End 

Name OJ000250_40 . 0211 . C30 . ol . gs Method 

Start 250 End 

GI none Score 

Exons 250.. 827 



OJ000250_40.0211.C30 
+ 

844 

GENSCAN 

827 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28901 Seq. ID OJ000250_40 . 0211 . C30 . 

59685 Strand + 

250 End 844 

OJ000250_40 . 0211 . C30 . ol . gp Method AAT/GAP 

588 End 844 

29667_1.R1084 Score 506 

588. .844 

, 4455338/emb|CAB36798.1| 5.0e-13 (AL035525) putative protein 
[Arabidopsis thaliana] 1 



28902 Seq. ID 

59686 Strand 

71 End 
OJ000250_40 . 0211 . C31 . ol . gs Method 

71 End 

none Score 
71. .283 



OJ000250_40.0211.C31 
+ 

283 

GENSCAN 

283 

.8 



Seq. No. 
Gene No. 
Start 



28902 
59687 
463 



Seq. ID 

Strand 

End 



OJ000250 40.0211.C31 



1025 



28765 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_40 . 0211 . C31 .o2 . gs Method 

4 63 End 

none Score 
463. .469, 944. .1025 



GENSCAN 

1025 

.46 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28903 
59688 
1 

OJ000250_40.0211.C32.ol.np 
1 

6063554 
1..31, 340. .368, 685. .858 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000250_ 
+ 

858 ; 
AAT/NAP 
858 
132 



40.0211.C32 



28903 Seq. ID 

59689 Strand 

590 < End 
OJ000250_40 . 0211 . C32 . ol . gs Method 

590 End 

none Score 
590. .671 



OJ000250_40.0211.C32 
671 

GENSCAN 

671 

.54 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28904 
59690 
196 

OJ000250_40.0211.C33.ol.gs 

196 

none 

196. .398, 440. .487 

28905 
59691 
8 

OJ000250_4 3 . 0214 . CI . ol . gs 
8 

none 
8. .292 



S„eq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_40.0211.C33 
+ 

487 

GENSCAN 

487 

.59 



OJ000250 43. 0214. CI 



292 

GENSCAN 

292 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28906 Seq. ID OJ000250_43 . 0214 . C5 

59692 Strand + 

11878 End 15224 

OJ000250_43 . 0214 . C5 . o2 . np Method AAT/NAP 

11878 End 13692 

461978 Score 531 

11878. .11952, 12730.. 13692 

GLUCAN ENDO-1, 3-BETA-GLUCOSIDASE A PRECURSOR ( ( l->3) -BETA-GLUCAN 
ENDOHYDROLASE A) ( { l->3) -BETA-GLUCANASE A) (ACIDIC 
BETA-1, 3-GLUCANASE) (BETA-1 , 3-ENDOGLUCANASE A) 

gi|282944 |pir| IS26240 beta-glucanase - tomato gi | 170380 (M80604) 
beta-1, 3-glucanase [Lycopersicon esculentum] 



28906 Seq. ID 

59692 Strand 

11878 End 

OJ000250_4 3 . 0214 . C5 . o3 . np Method 



OJ000250_43.0214.C5 
+ 

15224 
AAT/NAP 



28766 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



11941 End 14360 

4835761 Score 224 

11941. .12018, 12790. .13287, 13718 .. 14001, 14340. .14360 

(AC007202) T8K14.10 [Arabidopsis thaliana] 



28906 Seq. ID 

59692 Strand 

11878 End 

OJ000250_43 . 0214 .C5.ol.np Method 

12727 End 

2921323 Score 
12727. .13464 

(AF034112) beta-1, 3-glucanase 7 [Glycine max] 



OJ000250_43.0214 .C5 
+ 

15224 
AAT/NAP 
13464 
995 



Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59692 


Strand 


+ 


Start 


11878 


End 


15224 


Name 


OJ000250 43.0214.C5.o2.gp 


Method 


AAT/GAP 


Start 


13916 


End 


15224 


GI 


286358 


Score 


606 


Exons 


13916. .13984, 14861 .. 14891 , 


14998. .15224 


Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59693 


Strand 


+ 


Start 


17149 


End 


18597 


Name 


OJ000250 43.0214.C5.o5.np 


Method 


AAT/NAP 


Start 


17149 


End 


18597 


GI 


6503012 


Score 


138 


Exons 


17149. .17348, 18505.. 18597 






GI Descrip. 


(AF174428) FH protein interacting protein FIP1 [Arabidopsis 




thaliana] 






Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59694 


Strand 


+ 


Start 


20649 


End 


23432 


Name 


OJ000250 43.0214.C5.o6.np 


Method 


AAT/NAP 


Start 


20649 


End 


23432 


GI 


6006375 


Score 


752 


Exons 


20649. .20726, 22824.. 23432 






GI Descrip. 


(AP000559) Similar to ORF3 protein - rice tungro bacilliform 




virus &RTU0RFS_2 (C40785) [Oryza sativa] 


Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59695 


Strand 


+ 


Start 


32265 


End 


35434 


Name 


OJ000250 43.0214.C5.o4.gs 


Method 


GENSCAN 


Start 


32265 


End 


35434 


GI 


none 


Score 


.94 


Exons 


32265. .33157, 34750.. 35434 






Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59696 


Strand 


+ 


Start 


56211 


End 


56576 


Name 


OJ000250 43.0214.C5.o8.gs 


Method 


GENSCAN 


Start 


56211 


End 


56576 


GI 


none 


Score 


.78 


Exons 


56211. .56343, 56539.. 56576 







28767 



Seq. No. 28906 

Gene No. 59697 

Start 69319 

Name OJ000250_43 . 0214 .C5 .olO. gs 

Start 69319 

GI none 

Exons 69319. .69384, 69873.-69956, 69965 
70761. .70977, 71081. .71132 



Seq. ID 
Strand 
End 

Method 
End 
Score 

70258, 70684 



OJ000250_43.0214.C5 
+ 

71132 
GENSCAN 
71132 
.92 

70738, 



Seq. No. 28906 Seq. ID OJ000250_43 . 0214 . C5 

Gene No. 59697 Strand + 

Start 69319 End 71132 

Name OJ000250_43 . 0214 .C5 . ol3 . np Method AAT/NAP 

Start 69965 End 70325 

GI 2702279 Score 271 

Exons 69965. .70325 

GI Descrip. (AC003033) putative phosphate transporter [Arabidopsis thaliana] 
gi|2780345|dbj IBAA24280I (AB000093) inorganic phosphate 
transporter [Arabidopsis thaliana] 



Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


.C5 


Gene No. 


59698 




Strand 


+ 






Start . 


72547 




End 


73760 






Name 


OJ000250 43. 0214. C5. 


oll.gs 


Method 


GENSCAN 






Start 


72547 




End 


.73760 






GI 


none 




Score 


.63 






Exons 


72547. .72580, 73214. 


.73384, 


73549. .73760 






Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


.C5 


Gene No. 


59699 




Strand 


+ 






Start 


76247 




End 


79914 






Name 


OJ000250 43. 0214. C5. 


ol2 .gs 


Method 


GENSCAN 






Start 


76247 


End 


79914 






GI 


none 




Score 


.47 






Exons 


76247. .76286, 76568. 


.76764, 


77110. .77138, 77988. 


.78036, 






79108. .79506, 79654. 


.79747, 


79784. .79914 






Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


• C5 


Gene No. 


59700 




Strand 


+ 






Start 


82335 




End 


94586 






Name 


OJ000250 43. 0214. C5. 


ol5 .np 


Method 


AAT/NAP 






Start 


82335 


End 


86889 






GI 


6016874 




Score 


673 






Exons 


82335. .82568, 82956. 


.83115, 


83503. .83667, 83926. 


.84317, 






84764. .85031, 85733. 


.85815, 


86868. .86889 







GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 28906 

Gene No. 59700 

Start 82335 

Name OJ000250_43 . 0214 . C5 . ol4 . gs 

Start 85422 

GI none 
Exons 



Seq. ID OJ000250_43.0214.C5 

Strand + 

End 94586 

Method GENSCAN 

End 94586 

Score .68 



85422. .85436, 85711 85875, 8604 6 .. 86154 , 8634 9 .. 86450, 



28768 



86559.-86737, 89349 89492, 89522 89664 , 90377 90423, 
91025. .91303, 91431 .. 91599, 92506 92720, 92802 .. 9294 9, 
94463.. 94586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28906 
59700 
82335 

OJ000250_4 3 . 02 14 . C5 . olO . gp 
90121 

13796_1.R1084 

90121. .90423, 90919 91303, 
92802. .92949, 93104.. 93272 
'4093155 2.0e-41 (AF088281) 
[Arabidopsis thaliana] 1 -■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

94586 
AAT/GAP 
93272 
2723 



43.0214.C5 



91431. .91599, 92458 .. 92720, 
phytochrome-associated protein 1 



28906 Seq. ID 

59700 Strand 

82335 End 

OJ000250_43 . 0214 .C5 . ol6. np Method 

91029 End 

4093155 Score 

91029. .91090, 92458. .92720, 92817.. 92S 
(AF088281) phytochrome-associated protein 1 
thaliana] 



OJ000250_43.0214.C5 
+ 

94586 
AAT/NAP 
93203 
318 



93104. .93203 
[Arabidopsis 



28906 Seq. ID 

59701 Strand 
97259 End 
OJ000250_43 . 0214 . C5 . ol7 . np Method 
97259 End 
132672 Score 
97259. .97623 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 71224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi|226644 Iprf | | 1603356BU ribosomal protein L14 [Oryza sativa] 



OJ000250_43.0214.C5 
+ 

97623 
AAT/NAP 
97623 
200 



Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59702 


Strand 






Start 


178 


End 


10019 




Name 


OJ000250 43.0214.C5.ol.gs 


Method 


GENSCAN 




Start 


178 


End 


10019 




GI 


none 


Score 


.44 




Exons 


178.. 235, 335.. 584, 3064.. 


3238, 3657.. 


3846, 3940.. 4248, 






4438. .4583, 9936. .10019 








Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59702 


Strand 






Start 


178 


End 


10019 




Name 


OJ000250 43.0214.C5.ol.gp 


Method 


AAT/GAP 




Start 


179 


End 


662 




GI 


none 


Score 


956 




Exons 


179. .662 








Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59703 


Strand 






Start 


15849 


End 


17091 





28769 



Name 


OJ000250 43.0214.C5.o4.np 


Method 


AAT/NAP 




Start 


15849 


End 


17091 




GI 


3377509 


Score 


202 




Exons 


15849. .15980, 16794 .. 16956, 


17034. .17091 




GI Descrip. 


(AF056027) auxin transport protein REH1 [Oryza 


sativa] 


Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214.C5 


Gene No. 


59704 


Strand 






Start 


23782 


End . - 


24309 




Name 


OJ000250 43.0214.C5.o3.gp 


Method 


. AAT/GAP 




Start 


23782 


End 


24309 




GI 


21466 1.R1084 


Score 


965 




Exons 


23782. .24309 








GI Descrip. 


1 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza ; 


sativa genomic 




DNA, chromosome 6, clone : P0493C11 1 






Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214.C5 


Gene No. 


59705 


Strand 






Start 


27657 


End 


41888 




Name 


OJ000250 43.0214.C5.o7.np 


Method 


AAT/NAP 




Start 


27657 


End 


41281 




GI 


4773917 


Score 


575 




Exons 


27657. .27737, 39354 . .39494, 


39626. .39707, 40553 


..40593, 




40733. .40785, 40834. .41281 








GI Descrip. 


(AF147259) similar to human prostate-specific membrane antigen 




(PSM) (SP:Q04609) [Arabidopsis thaliana] 




Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214.C5 




59705 


Strand 






Start 


27657 


End 


41888 




Name 


OJ000250 43.0214.C5.o4.gp 


Method 


AAT/GAP 




Start 


37107 


End 


37551 




GI 


none 


Score 


794 




Exons 


37107. .37551 








Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214.C5 


Gene No. 


59705 


Strand 






Start 


27657 


End 


41888 




Name 


• OJ000250 43.0214.C5.o5.gs 


Method 


GEN SCAN 




Start 


37482 


End 


41770 - 




GI 


none 


Score 


.89 




Exons 


37482-. .37664, 37775 .. 37915, 


38002. .38118, 38387 


. .38476, 




38817. .38885, 39378 .. 39470, 


39626. .39707, 40553 


. .40620, 




40748. .41770 








Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214.C5 


Gene No. 


59705 


Strand 






Start 


27657 


End 


41888 




Name 


OJ000250 43.0214.C5.o8.np 


Method 


AAT/NAP 




Start 


38742 


End 


41888 




GI 


5734709 


Score 


163 




Exons 


38742. .38759, 41123. .41888 








GI Descrip. 


(AC008075) Contains PF| 00069 


> Eukaryotic protein 


kinase domain. 




[Arabidopsis thaliana] 








Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214.C5 


Gene No. 


59705 


Strand 







28770 



Start 


27657 


End 41888 


Name 


OJ000250 43.0214.C5.o5.gp 


Method AAT/GAP 


Start 


40816 


End 41102 


GI ' 


uC-osroM202039h07al 


Score 559 


Exons 


40816. .41102 




GI Descrip. 


'4773917/gb|AAD29787.1|AF147259_10 9.0e-21 (AF147259) similar 


- 


human prostate-specific membrane antigen (PSM) (SP:Q04609) 




[Arabidopsis thaliana] 1 




Seq. No. 


28906 


Seq. ID OJ000250_43.0214.C5 


Gene No. 


59706 


Strand 


Start 


44116 


End 51719 


Name 


OJ000250 43.0214.C5.o9.np 


Method AAT/NAP 


Start 


43435 


End 47087 


GI 


6815109 


Score 165 


Exons 


43435. .43461, 45736 4 6022, 


46965. .47087 


GI Descrip. 


(AP001081) hypothetical protein [Oryza sativa] 


Seq. No. 


28906 


Seq. ID OJ000250_43.0214.C5 


Gene No. 


59706 


Strand 


Start 


44116 


End 51719 


Name 


OJ000250 43.0214.C5.o6.gs 


Method GENS CAN 


Start 


44116 


End 51719 


GI 


none 


Score .85 


Exons 


44116. .44193, 45405 .. 45596, 


46965. .47098, 4 7361 .. 474 98 , 




47958. .48126, 48227 .. 48367 , 


49366. .49428, 4 9630 .. 4 9785, 




49864. .49956, 50181 .. 50262, 


50512. .50579, 50661.. 51719 


Seq. No. 


28906 


Seq. ID OJ000250_43.0214.C5 


Gene No. 


59706 


Strand 


Start 


44116 


End 51719 


Name 


OJ000250 43.0214 .C5.ol0.np 


Method AAT/NAP 


Start 


47239 


End 51244 


GI 


5596370 


Score 337 


Exons 


47239. .47259, 48785 .. 48877, 


49076. .49269, 4 9366 4 9428 , 




49630. .49785, 4 9864 .. 4 9956, 


50181. .50262, 50512 .. 50583, 




50668. .50975, 51003.. 51244 




GI Descrip. 


(AF067864) transferrin receptor 2 alpha [Homo sapiens] 


Seq. No. 


28906 


Seq. ID OJ000250_43.0214.C5 


Gene No. 


59706 


. Strand 


Start 


44116 


End 51719 


Name 


OJ000250 43.0214.C5.o6.gp 


Method AAT/GAP 


Start 


51000 


End 51347 


GI 


uC-osroM202008d03bl 


Score 675 


Exons 


51000. .51347 




GI Descrip. 


'1825687 4.0e-09 (U88179) similar to human prostrate-specific 




membrane antigen (PSM) (SP: 


Q04609) [Caenorhabditis elegans] ' 



Seq. No. 28906 Seq. ID 

Gene No. 59707 Strand 

Start 56150 End 

Name .OJ000250_43. 0214 .C5.o7 .gp Method 

Start 56150 End 

GI 2310303 Score 

Exons 56150. .56487 



OJ000250_43.0214.C5 

56487 
AAT/GAP 
56487 
656 



28771 



Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


.C5 


Gene No. 


59708 




Strand 








Start 


58940 




End 


69081 






Name 


OJ000250_43.0214.C5. 


o9.gs 


Method 


GENS CAN 






o Lair L 


JO Jri U 




End 


69081 






GI 


none 




Score 


.64 






Exons 


58940. .59169, 61011. 


.61077, 


61311. .61906, 61971. 


. 62209, 






63155. .63319, 63979. 


.64139, 


64533. .64683, 64768. 


. 64865, 






64954. .65105, 65383. 


.65488, 


65584. .65673, 65753. 


. 65898, 






66481. .66780, 68412. 


.69081 










Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


.C5 


Gene No. 


59708 




Strand 








Start 


58940 




End 


69081 






Name 


OJ000250 43. 0214. C5. 


oil . np 


Method 


AAT/NAP 






Start 


59867 




End 


63925 






GI 


4585884 




Score 


202 






Exons 


59867. .60143, 60707. 


.60886, 


63897. . 63925 






GI Descrip. 


(AC005850) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


OQ Qfi C 




Seq. ID 


OJ000250_ 


43.0214 


-C5 


Gene No. 


j? / Uo 




Strand 








Start 






End 


69081 






Name 




08 .gp 


Method 


AAT/GAP 






Start 


59935 




End 


60889 






GI 


13729 1.R1084 




Score 


704 






Exons 


59935. .60133, 60697. 


.60889 










GI Descrip. 


'4585884/gb|AAD25557 


.1IAC005850 14 2. 


Oe-26 (AC005850) 






Hypothetical protein 


[Arabidopsis thaliana] ' 






Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


.C5 


Gene No. 


59708 




Strand 








Start 


58940 




End 


69081 






Name 


OJ000250 43. 0214. C5. 


o9.gp 


Method 


AAT/GAP ' 






Start 


63721 




End 


65446 






GI 


85048 1.R1084 




Score 


1831 






Exons 


63721. .64139, 64244. 


.64351, 


64533. .64683, 64768. 


.64865, 






64954. .65105, 65383. 


.65446 










GI Descrip. 


'4580398/gb|AAD24376 


.1IAC007171 12 2. 


Oe-38 (AC007171) putal 




protein kinase APK1A 


[Arabidopsis thaliana] ' 






Seq. No. 


28906 




Seq. ID 


OJ000250_ 


43.0214 


.C5 


Gene No.. 


59708 




Strand 








Start 


58940 




End 


69081 






Name 


OJ000250 43. 0214. C5. 


ol2.np 


Method 


AAT/NAP 






Start 


63784 




End 


65926 






GI 


1809257 




Score 


243 






Exons 


63784. .63906, 64255. 


.64365, 


64586. .64683, 64768. 


.64834, 






64935. .65115, 65402. 


.65488, 


65584. .65673, 65750. 


.65926 





GI Descrip. (U59316) serine/threonine protein kinase Pto [Lycopersicon 
esculentum] 



Seq. No. 28906 Seq. ID 

Gene No. 59709 Strand 

Start 99029 End 

Name OJ000250_43 . 0214.C5.ol8.np Method 

Start 99029 End 



OJ000250_43.0214 .C5 

100168 

AAT/NAP 

100168 



28772 




GI 3687231 Score 1069 

Exons 99029. .99120, 99148 99983, 100014 100168 

GI Descrip. (AC005169) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59709 


Strand 




Start 


99029 


End 


100168 


Name 


OJ000250 43.0214.C5.oll.gp 


Method 


AAT/GAP 


Start 


99606 


End 


99936 


GI 


4878457 


Score 


650 


Exons 


99606. .99936 






GI Descrip. 


3687231 2.0e-33 (AC005169) hypothetical protein [Arabidops 




thaliana] 






Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59710 


Strand 


- . 


Start 


101382 


End 


103379 


Name 


OJ000250 43.0214.C5.oll.tm 


Method 


TBLASTX: Maize 


Start 


88 


End 


669 


GI 


none 


Score 


171 ■ 


Exons 


88. .237, 98. .238, 113. .238, 


332. .373, 


334. .378, 334. .372, 




454. .555, 475. .549, 482. .559 


, 610. .669 




Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59710 


Strand 


- 


Start 


101382 


End 


103379 


Name 


OJ000250 43.0214.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


88 


End 


589 


GI 


none 


Score 


129 


Exons 


88. .150, 148. .237, 149. .250, 


332. .403, 


334. .402, 439. .516, 




441. .518, 478. .519, 511. .579, 524. .589 




Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59710 


Strand 




Start 


101382 


End 


103379 


Name 


OJ000250 43.0214.C5.o3.ts 


Method 


TBLASTX: Soybean 


Start 


12703 


End 


13179 




none 


Score 


356 


.Exons 


12703. .13179, 12723. .13178 






Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59710 


Strand 




Start 


101382 


End 


103379 


Name 


OJ000250 43.0214.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


12708 


End 


13815 


GI 


none 


Score 


1854 


Exons 


12708. .13466, 12709 .. 13815, 


13042. .13758, 13521.. 13814 


Seq. No. 


28906 


Seq. ID 


OJ000250_43.0214.C5 


Gene No. 


59710 


Strand 




Start 


101382 


End 


103379 


Name 


OJ000250 43.0214.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


12718 


End 


13983 


GI 


none 


Score 


185 


Exons 


12718. .13014, 13030. .13098, 


13201. .13323, 13336. .13530, 



13545. .13694, 13549 .. 13698 , 13726.. 13983 



28773 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End . 


103379 




Name 


OJ000250 43. 0214. C5 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


12727 




End 


13137 




GI 


none 




Score 


188 




Exons 


12727. .13014, 12732 


. .12905, 


12972. .13022, 13033 .. 13137, 






13045. .13128 










Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


,C5 


Gene No. 


59710 




Strand 






Start 






End 


103379 




Name 


OJ000250 43. 0214. C5 


.ol.ts 


Method 


TBLASTX r.Soybean 




Start 


13242 




End 


13875 




GI 


none 




Score 


633 




Exons 


13242. .13868, 13242 


. .13466, 


13243. .13875, 13243 .. 13758, 






13439. .13867, 13521 


. .13874 








Seq. No. 


28906 




Seq. ID 


OJ000.250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101 Joz 




End 


103379 




Name 


OJ000250 43. 0214. C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13735 




End 


75412 




GI 


none 




Score . 


90 




Exons 


13735. .13815, 13743 


. .13814, 


13819. .13983, 13866 .. 13985, 






75365. .75412 










Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


/"\ T A A A A C A A "!) AO 1 A 

OJ000250 43. 0214. Co 


. o 9 . tm 


Method 


TBLASTX: Maize 




Start 


13815 




End 


15320 




GI 


none 




Score 


302 




Exons 


13815. .13985, 13816 


. .13986, 


13816. . 139? 


39, 14849. .14896, 






14945. .15160, 14957 


. .15127, 


14958. .15182, 15000 .. 15203, 






15279. .15320, 15282 


. .15314 








Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


Or / 1U 




Strand 






Start 


101382 , 




End 


103379 




Name 


OJ000250 43. 0214. C5 


. o7.tc 


Method 


TBLASTX: Cress 




Start 


16790 




End 


17088 




GI 


none 




Score 


149 




Exons 


16790. .16957, 16803 


. .16961, 


17026. .17088, 17027.. 17086 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5 


. ol6. tm 


Method 


TBLASTX: Maize 




Start 


16800 




End 


17088 




GI 


none 




Score 


138 




Exons 


16800. .16958, 16802 


. .16957, 


17026. .17088, 17027.. 17086 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5 


.ol0. ts 


Method 


TBLASTX : Soybean 





28774 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16802 
none 



End 
Score 



17094 
153 



16802. .16957, 16803 .. 16958, 17026 17094 , 17033.. 17089 



28906 
59710 
101382 

OJ000250_43.0214 .C5.ol4 . tm 

17145 

none 



Seq. ID OJ000250_43.0214.C5 
Strand 

End 103379 

Method TBLASTX : Mai ze 

End 17361 

Score 222 



17145. .17168, 17180. .17317, 17181 .. 17318 , 17181 .. 17357, 
17203.. 17361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28906 
59710 
101382 

OJ000250_43.0214 .C5.o6.tc 

34678 

none 

34678. .34758, 34814 34 942, 
34946. .35107 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_43.0214.C5 
103379 

TBLASTX: Cress 

35107 

35 



34858. .34941, 34 945 .. 35046, 



28906 
59710 
101382 

OJ000250_43.0214.C5.o5.ts 
34853 
none 

34853. .34942, 34861 .. 34941, 34945 
34999. .35049, 35003 35113, 35126 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_43.0214.C5 
103379 

TBLASTX : Soybean 

35182 

132 



,34992, 34946. 
,35182 



,35020, 



28906 
59710 
101382 

OJ000250_43.0214.C5.ol.tw 
37482 
none 

37482. .37664, 37483 .. 37 653, 37772 .. 37849, 37841 
47940. .48125, 47943 48116, 47944 .. 48126, 47945 
47945. .48127, 48224 48292, 48224 
48291. .48365, 48291 48365, 48293 



Seq. ID OJ000250_43.0214.C5 
Strand 

End 103379 

Method TBLASTX : Wheat 

End 48370 

Score 120 



,48301, 48228. 
,48370, 48299. 



,37912, 
,48121,. 
,48302', 
,48370 



28906 
59710 
101382 

OJ000250_4 3 . 0214 . C5 . o4 . tm 

37482 

none 

37482. .37664, 37483 .. 37653, 
47943. .48125, 47944 .. 48126, 
48228.. 48365 



Seq. ID 
Strand 
End 

Method 

End 

Score 
37772. .37912, 
48224. .48361, 



OJ000250 43. 0214. C5 



103379 

TBLASTX: Maize 
48370 
129 

47943. .48128, 
48224. .48370, 



Seq. No. 28906 Seq. ID 

Gene No. 59710 Strand 

Start 101382 End 

Name OJ000250_43 . 0214 .C5 . o9 . ts Method 

Start 37482 . End 



OJ000250_43.0214.C5 
103379 

TBLASTX: Soybean 
48322 



28775 



GI 


none 








Score 


135 






Ekons 


37482. 


.37664, 


37495. 


.37662, 


37754. .37882, 37755 


. .37856, 






47944. 


.48126, 


47945. 


.48082, 


48224 . .48322, 48231 


. .4 8317 




Seq. No. 


28906 








Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No. 


59710 








Strand 








Start 


101382 








End 


103379 






Name 


OJ000250 43. 0214. C5. 


o2. tm 


Method 


TBLASTX: 


Maize 




Start 


38024 








End 


51003 






GI 


none ' 








Score 


54 






Exons 




. oo i i y , 


*3 Q 9 1 O 


.38304, 


38220. .38303, 38225 


. .38320, 






38225. 


.38329, 


38358. 


.38468, 


38359. .38454, 38521 


. .38667, 






39109. 


.39168, 


39109. 


.39162, 


39172. .39273, 39173 


. .39280, 






39363. 


.39464, 


39388. 


.39447, 


39614. .39709, 39623 


. .39709, 






39627. 


.39710, 


40528. 


.40620, 


40547. .40621, 40751 


. .40948, 






40751. 


.40981, 


40755. 


.40982, 


40860. .41054, 40883 


. .41053, 






48483. 


.48578, 


48505. 


.48573, 


48780. .48875, 48782 


. .48874, 






48956. 


.49042, 


48957. 


.49043, 


49159. .49257, 49175 


. .49258, 






49178. 


.49261, 


49179. 


A QO 1 1 

. 4 /I , 


49341. .49424, 49345 








49363. 


.49428, 


49367. 


.49429, 


49615. .49710, 49626 


. .49787, 






49626. 


.49784, 


49627. 


.49818, 


49667..49828, 49861 


. .49956, 






49865. 


.49957, 


49869. 


.49958, 


50178. .50267, 50181 


. .50267, 






50509. 


.50580, 


50511. 


.50579, 


50661. .50984, 50661 


. .50975, 






50662. 


.51003, 


50804. 


.51001 










Seq. No. 


28906 








Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No. 


59710 








Strand 








Start 


101382 








End 


103379 






Name 


OJ000250 43. 0214. C5. 


o8.ts 


Method 


TBLASTX: 


Soybean 




Start 


41129 








End 


51515 






GI 


none 








Score 


75 






Exons 


41129. 


.41200, 


41201. 


.41371, 


41366. .41584, 41445 


. .41531, 






51024. 


.51131, 


51150. 


.51293, 


51324. .51515 






Seq. No. 


28906 








Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No. 


59710 








Strand 








Start 


101382 








End 


103379 






Name 


OJ000250 43. 0214. C5. 


o8.tc 


Method 


TBLASTX: 


Cress 




Start 


41210 








End 


51515 






GI 


none 








Score 


114 






Exons 


41210. 


.41308, 


41318. 


.41584, 


51150. .51245, 51252 


. .51515 




Seq. No. 


28906 








Seq. ID 


OJ000250 


_43.0214 


.C5 


bene no. 


59710 








Strand 








Start 


101382 








End 


103379 






Name 


OJ000250 43. 0214. C5. 


ol7.tm 


Method 


TBLASTX: 


Maize 




Start 


60032 








End 


60858 






GI 


none 








Score 


94 






Exons 


60032. 


.60142, 


60697. 


.60858, 


60704. .60850 






Seq. No. 


28906 








Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No. 


59710 








Strand 








Start 


- . 101382 








End 


103379 






Name 


OJ000250 43. 0214. C5. 


o3. tc 


Method 


TBLASTX: 


Cress 




Start 


63972 








End 


64811 






GI 


none 








Score 


155 






Exons 


63972. 


.64121, 


63976. 


.64140, 


63991. .64143, 64232 


. .64351, 





28776 






64236.-64352, 64530. 


.64562, 


64551. .64682, 64582 .. 64 683, 






64767. .64811, 64776. 


.64802 








Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


,C5 


Gene No. 


59710 




Strand 












End 


103379 




Name 


OJ000250 43. 0214. C5. 


oll.ts 


Method 


TBLASTX : Soybean 




Start . 


64563 




End 


65857 




GI 


none 




Score 


80 




Exons 


64563. .64682, 64767. 


.64805, 


64833. .64865, 64 948 .. 65106, 






65399. .65503, 65581. 


.65637, 


65756.. 65857 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 












End 


103379 




Name 


OJ000250 43. 0214. C5. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


64590 




End 


65094 




GI 


none 




Score 


66 




Exons 


64590. .64682, 64767. 


.64805, 


64833. . 64865, 64942 .. 65088, 






64951.. 65094 










Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382- 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


o3. tm 


Method . 


TBLASTX: Maize 






Ofi Djj 




End 


65674 




GI 


none 




Score 


70 




Exons 


64633. .64683, 64633. 


.64686, 


64765.-64869, 64767 .. 64865, 






64770. .64877, 64948. 


.65106, 


64951. .65088, 64 959 .. 65099, 






65009. .65107, 65370. 


.65486, 


65372. .65485, 65584 .. 65673, 






65585. .65674 










Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


bene ino. 


C Q-7 1 n 
Dy f 1U 




Strand 






Start 


101382 




End 


103379 




Name . . 


OJ000250 43. 0214. C5. 


o9.tc 


Method 


TBLASTX: Cress 




Start 


64951 




End 


65109 




GI 


none 




Score 


191 




Exons 


64951. .65109 










Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


,C5 


Gene No. 


59710 




Strand 






OLalL 


1 ni ?ft9 




End 


103379 




Name * 


OJ000250 43. 0214. C5. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


69807 




End 


70260 




GI 


none 




Score 


212 




Exons 


69807. .69839, 69955. 


.70086, 


69956. .70111, 70121. .70252, 






70123. .70260 










Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5 . 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


69955 




End 


70260 




GI 


none 




Score 


198 




Exons 


69955. .70086, 69956. 


.70120, 


70123. .70260, 70124.. 70258 





28777 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


69955 




End 


70260 




GI 


none 




Score 


192 




Exons 


69955. .70083, 69956. 


.70111, 


70121. .70258, 70123.. 70260 




Seq. No. 


28906 




" Seq. ID 


OJ000250_43*.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


82320 




End 


82763 




GI 


none 




Score 


50 




Exons 


82320. .82364, 82392. 


.82649, 


82392. .82637, 82394 82651, 






82668. .82730, 82725. 


.82763 








Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


82857 




End 


83171 




GI 


none 




Score 


73 




Exons 


82857. .82937, 82947. 


.83171, 


82952. .83167 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5 . 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


83370 




End 


83681 




GI 


none 




Score 


218 




Exons 


83370. .83555, 83388. 


.83534, 


83390. .83554, 83556 .. 83681, 






83579. .83665 










Seq. No. 


28906 




Seq. ID 


OJ000250__43.0214 


,C5 


Gene No . 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


ol3.ts 


Method 


TBLASTX : Soybean 




Start 


83415 




End 


84196 




GI 


none 




Score 


71 




Exons 


83415. .83522, 83970. 


.84191, 


83975. .84196 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


83960 




End 


84206 




GI 


none 




Score 


135 




Exons 


83960. .84199, 83960. 


.84205, 


83964. .84206 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


92455 




End 


93158 




GI 


none 




Score 


104 




Exons 


92455. .92526, 92456. 


.92578, 


92594. .92716, 92605 .. 92715, 





28778 




92795. .92947, 92828 .. 92950, 93105.. 93158 



Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


. C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


o5. tc 


Method 


TBLASTX: Cress 




Start 


92455 




End 


93167 




GI 


none 




Score 


96 




Exons 


92455. .92532, 92456. 


.92536, 


92537. .92716, 92569 92709, 






92828. .92950, 92873. 


.92950, 


92980. .93039, 93102 .. 93167. 




Seq. No. 


28906 




oeq. lu 


A Tfi fl Pi O R Pi A "3 n O 1 A 


.C5 


Gene No. 


59710 




otrana 






Start 


101382 




bna 


luoj / y 




Name 


OJ000250 43. 0214. C5. 


ol5. tm 


Method 


iBLAb IX : Mai ze 




Starr 


92524 




j^no 


yZ 1 Z 1 




GI 


none 




Score 


Zl 1 




Exons 


92524. .92727, 92534. 


. 92725 








Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5 . 


ol2.ts 


Method 


TBLASTX: Soybean 




Start . 


97357 




End 


97548 




GI : '' 


none 




Score 


"202 




Exons 


97357. .97545, 97357. 


.97548 








Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


oS.tw 


Method 


TBLASTX: Wheat 




Start 


97380 




End 


97553 




GI 


none 




Score 


212 




Exons 


97380. .97544, 97381. 


.97545, 


97381. .97548, 97383.. 97553 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


99221 




End 


99475 




GI 


none 




Score 


255 




Exons 


99221. .99445, 99222. 


.99446, 


99425.-99475, 99426. .99473 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 




i 


Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


99341 




End 


99559 




GI 


none 




Score 


222 * 




Exons 


99341. .99523, 99342. 


.99515, 


99518. .99559, 99518.. 99559 




Seq. No. 


28906 




Seq. ID 


OJ000250_43.0214 


.C5 


Gene No. 


59710 




Strand 






Start 


101382 




End 


103379 




Name 


OJ000250 43. 0214. C5. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


99486 




End 


99901 




GI 


none 




Score 


162 





28779 




Exons 


99486. .99707, 99500 99706, 


99530. .99724, 99710 


. .99901 




Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No . 




Strand 








Start 


101382 


End 


103379 






Name 


OJ000250 43.0214.C5.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


99495 


End 


99901 






GI 


none 


Score 


96 






Exons 


99495. .99584, 994 97 . .99583, 


99578. .99901, 99578 


. .99901 




Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No. 


59710 


Strand 








start 


1 m "3QO 


End 


103379 






Name 


OJ000250 43.0214.C5.o6.tm 


Method 


TBLASTX: 


Maize 




Start. 


99683 


End 


99976 






GI 


none 


Score 


102 






Exons 


99683. .99832, 99683 .. 99832, 


99830. .99976, 99833 


. .99901, 






99891. .99962 










Seq. No. 


28906 


Seq. ID 


OJ000250 


_43.0214 


.C5 


Gene No. 


59710 


Strand 








bcart 


101382 


End 


103379 






Name 


OJ000250 43.0214.C5.ol6.gs 


Method 


GENS CAN 






Start 


101382 


End 


103379 






GI 


pone 


Score 


.65 






Exons 


101382. .101509, 101867. .101941, 102275 


. .102398, 


102516. 


.10- 




103275. .103379 










Seq. No. 


28907 


Seq. ID 


OJ000250 


_43.0214 


.C6 


Gene No. 


59711 


Strand 


+ 






Start 


1302 


End 


1729 






Name 


OJ000250 43.0214.C6.ol.gp 


Method 


AAT/GAP 






Start 


1302 


End 


1729 






GI 


LIB3479-006-Q6-K1-B11 


Score 


622 






Exons 


1302. .1729 











GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 



DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


28907 




Seq. ID 


OJ000250_43. 


0214. C6 


Gene No. 


59712 




Strand 


+ 




Start 


4138 




End 


7869 




Name 


OJ000250 43 


.0214 .C6.o2.gs 


Method 


GENSCAN 




Start 


4138 




End 


7869 




GI 


none 




Score 


.84 




Exons 


4138. .4228, 


4776.. 7049, 11 


547. .7869 






Seq. No. 


28907 




Seq. ID 


OJ000250_43. 


0214. C6 


Gene No. 


59712 




Strand 


+ 




Start 


4138 




End 


7869 




Name 


OJ000250 43 


.0214 .C6.o2.np 


Method 


AAT/NAP 




Start 


4138 




End 


7206 




GI 


6015065 




Score 


38.33 




Exons 


4138. .4228, 


4776. .7206 








GI Descrip. 


ELONGATION 


FACTOR 2 (EF-2) 


gi|2369714 


emb|CAB09900| 


(Z97178) 




elongation 


factor 2 [Beta 


vulgaris] 






Seq. No. 


28907 




Seq. ID 


OJ000250_43. 


0214. C6 



28780 



Gene No. 


59713 




Strand 


+ 


Start 


16316 




End 


19917 


Name 


OJ000250 43. 0214. C6. 


o4 . gs 


Method 


GEN SCAN 


Start 


16316 




End 


19637 


GI 


none 




Score 


.79 


Exons 


16316. .19040, 19171. 


.19637 






Seq. No. 


28907 




Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59713 




Strand 


+ 


Start 


16316 




End 


19917 


Name 


OJ000250 43. 0214. C6. 


o4 .np 


Method 


AAT/NAP 


Start 


16316 




End 


19601 


GI 


3lU /ool 




Score 


1871 


Exons 


16316. .18729, 18775. 


.19040, 


19171. .19601 


GI Descrip. 


(AF14 9413) contains 


similarity to protein kinase domains (Pfam 




F00069, Score=162 . 6, 


E=6.8e 


-45, N=l) and leucien rich repeats 




(Pfam PF00560, Score 


=210.7, 


E=2.2e-59, 


N=10) [Arabidopsis 




thaliana] 








Seq. No. 


28907 




Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59713 




Strand 


+ 


Start 


16316 




End 


19917 


Name 


OJ000250 43. 0214. C6. 


o2.gp 


Method 


AAT/GAP 


Start 


16559. 




• End 


16860 


GI 


4715926 




Score 


595 


Exons 


16559. .16860 









GI Descrip. 5107831/gb | AAD40144 . 1 1 AF149413_25 4.0e-13 (AF149413) contains 

similarity to protein kinase domains (Pfam F00069, Score=162.6, 
E=6.8e-45, N=l) and leucien' rich repeats (Pfam PF00560, 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28907 Seq. ID 

59713 Strand 
16316 End 
OJ000250_4 3 . 0214 . C6 . o3 . gp Method 
17012 End 
LIB3477-005-P1-K1-H1 Score 
17012.. 17407 

, 5107831/gb|AAD40144.1|AF149413_25 8.0e-25 (AF149413) contains 
similarity to protein kinase domains (Pfam F00069, Score=162.6, 
E=6.8e-45, " N=l) and leucien rich repeats (Pfam PF00560, 
Score-210.7, E=2.2e-59, N=10) [Arabidopsis thaliana]' 



OJ000250_43.0214.C6 
+ 

19917 
AAT/GAP 
17407 
744 



28907 Seq. ID 

59713 Strand 
16316 End 
OJ000250_4 3 . 0214 . C6 . o4 . gp Method 
18979 End 
91891_1.R1084 Score 
18979. .19040, 19171.. 19917 

•1899025 7.0e-15 (U28215) hexokinase 2 [Arabidopsis thaliana] 
>gi_3687232 (AC005169) hexokinase [Arabidopsis thaliana] ■ 



OJ000250_43.0214.C6 
+ 

19917 
AAT/GAP 
19917 
1553 



28907 Seq. ID 

59714 Strand 
2443 End 

OJ000250 43.0214.C6.ol.np Method 



OJ000250_43.0214.C6 

3077 
AAT/NAP 



28781 




Start 


1061 






End 


1973 




GI 


6539570 






Score 


183 




Exons 


1061. .1127, 


1315. 


.1476, 1934. 


.1973 






GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


28907 






beq. iu 


OJ000250 


_43.0214.C6 


bene no. 


o y / 1 4 






otrana 






Start 


2443 






hjna 


3077 




Name 


OJ000250 43 


. UZ 14 . 


C6 . ol . gs 


Mernoa 


GENSCAN 




Start 


2443 






Ejna 


3077 




GI 


none 






Score 


.87 




Exons 


2443. .2568, 


2828. 


.2921, 3013. 


.3077 






Seq. No. 


28907 






beq. iu 


OJ000250 


_43.0214.C6 


Gene No. 


59715 






otrana 






Start 


8341 






17 n /-J 

tna 


IZ loo 




Name 


OJ000250 43 


.0214. 


Lb . o o . gs 


Method 


GENSCAN 




Start 


8341 






C 1 v. 


12185 




GI 


none 






Score 


.43 




Exons 


8341. .9408, 


10165 


..10314, 104 


81. .10544, 


11587. . 


11698, 




12104. .12185 










Seq. No. 


z o y u / 






Seq. ID 


OJ000250 


_43.0214.C6 


Gene. No. 


59715 






Strand 






o tart 


8341 






End 


12185 




Name 


UJUUUz DU 4 J 


.0214. 


C6.o3.np 


Method 


AAT/NAP 




Start 


Q*5 A A 






End 


9361 




GI 


h y / zUDo 






Score 


1044 




Exons 


oj44 . . yjoi 












GI Descrip. 


/7\t mo/nn\ 
(ALU / o4 / U J 


putative protein [Arabidopsis thaliana] 


Seq. No. 


28907 






Seq. ID 


OJ000250 


_43.0214.C6 


Gene No. 


59716 






Strand 






otart 


20284 






End 


25387 




Name 


OJ000250 43 


.0214. 


C6.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


4079 






End 


5554 




GI 


none 






Score 


87 




Exons 


4079. .4225, 


4102. 


.4227, 4113. 


.4235, 4114.. 4230, 


4774. .4914, 




4775. .5554, 


4902. 


.5108, 4975. 


.5532 






Seq. No. 


28907 






Seq. ID 


OJ000250 


_43.0214.C6 


Gene No. 


59716 






Strand 






Start 


20284 






End 


25387 




Name 


OJ000250 43 


.0214. 


C6.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4111 






End 


7212 




bl 


none 






Score 


150 




Exons 


4111. .4230, 


4120. 


.4230, 4134. 


.4235, 4774. .4911, 


4775. .5641, 




4905. .5111, 


4975. 


.5601, 5599. 


.6480, 5600. .6481, 


5600. .6481, 




6057. .6482, 


6463. 


.6543, 6464. 


.6544, 6508. .6717, 


6509. .6721, 




6536. .6730, 


6725. 


.7135, 6725. 


.7111, 6732. .7115, 


6895. .7116, 




7111. .7212, 


7125. 


.7187 








Seq. No. 


28907 






Seq. ID 


OJ000250 


_43.0214.C6 


Gene No. 


59716 






Strand 






Start 


20284 






End 


25387 




Name 


OJ000250 43 


.0214. 


C6.ol. tm 


Method 


TBLASTX: 


Maize 


Start 


4116 






End 


7242 





28782 




GI 


none 








Score 


140 


Exons 


4116. .4235, 


4138 


. .4230, 


4774. 


.4914, 4775. .5641, 4895. .5644, 




•5599. .6723, 


5600 


. .6724, 


5600. 


.6730, 6375. .6731, 6703. .6819, 




6725. .7135, 


6725 


. .7120, 


7104. 


.7187, 7111. .7242, 7111. .7233 


Seq. No. 


28907 








Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59716 








Strand 




Start 










End 


25387 


Name 


OJ000250 43 


.0214 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4119 








End 


5173 


GI 


none 








Score 


71 


Exons 


4119. .4235, 


4125 


. .4226, 


4126. 


.4230, 4774. .4914, 4775. .5173, 




4895. .5170, 


4975 


. .5172 








Seq. No. 


28907 








Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59716 








Strand 




btart 










End 


25387 


Name 


OJ000250 43 


.0214 


.C6.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5467 








End 


5836 


GI 


none 








Score 


196 


Exons 


5467. .5601, 


5471 


. .5641, 


5483. 


.5644, 5599. .5835, 5599. .5835, 




5600. .5836, 


5600 


. .5836 








Seq. No. 


28907 








Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59716 








Strand 




start 










End 


25387 


Name 


OJ000250 43 


.0214.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5599 








End 


7230 


GI 


none 








Score 


1767 


Exons 


5599. .6723, 


5600 


. .6724, 


6725. 


.7135, 6725. .7111, 6732. .7112, 




6895. .7134, 


7120 


. .7230, 


7131. 


.7187 




Seq. No. 


28907 








Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


oy / Id 








Strand 




Start 


20284 








End 


25387 


Name 


OJ000250 43 


.0214 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5917 








End 


6562 


GI 


none 








Score 


639 


Exons 


5917. .6450, 


5918 


. .6562, 


5923. 


.6561, 5924. .6562 ' 


Seq. No. 


28907 








Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59716 








Strand 




otart 










End 


25387 


Name 


OJ000250 43 


.0214 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6620 








End 


7107 


GI 


none 








Score 


183 


Exons 


6620. .6724, 


6622 


. .6723, 


6724. 


.6819, 6725. .7093, 6725. .7084, 




6726. .7085, 


6892 


. .7107 








Seq. No. 


28907 








Seq. ID 


OJ000250_43.0214.C6 


Gene No. 


59716 








Strand 




Start 


20284 








End 


25387 


Name 


OJ000250 43 


.0214 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8258 








End 


8878 


GI 


none 








Score 


55 


Exons 


8258. .8293, 


8309 


. .8878, 


8341. 


.8877 





28783 



Seq. No. 28907 Seq. ID OJ000250_43 . 0214 . C6 

Gene No. 59716 Strand 

Start 20284 End 

Name OJ000250_43 . 0214 . C6 . o2 . ts Method 

Start 8359 End 

GI none Score 

Exons 8359.. 8790, 8359.-9249, 8495.. 9250 



25387 

TBLASTX: Soybean 

9250 

294 



Seq. No. 28907 Seq. ID 

Gene No. 59716 Strand 

Start 20284 End 

Name OJ000250_43 . 0214 . C6 . o5 . tc Method. 

Start 8830 End 

GI none Score 

Exons 8830.. 9264, 8831.. 9250 



OJ000250_43.0214.C6 
25387 

TBLASTX: Cress 

9264 

252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28907 
59716 



Seq. ID 
Strand 



OJ000250 43. 0214. C6 



20284 








End 


25387 




OJ000250 43. 


0214. C6. 


o3. tc 


Method TBLASTX : Cress 


16505 








End 


19475 




none 








Score 99 






16505. 


.16657 


, 16541. 


.16744, 


16544. 


.16750, 


16550. 


.16744, 


16553. 


.16747 


, 16607. 


.16747, 


16748. 


.16942, 


16760. 


.16897, 


16762. 


.1688^4 


r 16763. 


.17173, 


16763. 


.16942, 


16766. 


.16897, 


16781. 


.16894 


, 16868. 


.17113, 


17075. 


.17173, 


17180. 


.17245, 


17228. 


.17413 


, 17228. 


.17347, 


17228. 


. 17413, 


17231. 


.17416, 


17237. 


.17410 


, 17237. 


.17401, 


17237. 


.17410, 


17239. 


.17409, 


17240. 


.17380 


, 17245. 


.17340, 


17273. 


.17425, 


17278. 


.17427, 


17319. 


.17426 


, 17321. 


.17416, 


17417. 


.17701, 


17419. 


.17475, 


17423. 


.17692 


, 17426. 


.17692, 


17429. 


.17629, 


17438. 


.17701, 


17453. 


.17692 


, 17453. 


.17707, 


17516. 


.17695, 


17518. 


.17691, 


17522. 


.17692 


, 17525. 


.17701, 


17525. 


.17701, 


17573. 


.17710, 


17708. 


.17788 


, 17762. 


.17830, 


17774. 


.17833, 


17774. 


.17833, 


17795. 


.17836 


, 17795. 


.17836, 


17798. 


.17830, 


17798. 


.18040, 


17798. 


.18028 


, 17803. 


.17829, 


17837. 


.18040, 


17837. 


.17977, 


17837. 


.18040 


, 17849. 


.18040, 


17849. 


.18037, 


17849. 


.18040, 


17849. 


.18040 


, 17849. 


.18040, 


17849. 


.18040, 


17849. 


.17896, 


17867. 


.18028 


, 17872. 


.18114, 


17873. 


.18040, 


17927. 


.18109, 


17953. 


.18180 


, 18587. 


.18733, 


18604. 


.18732/ 


18806. 


.18991, 


18811. 


.18969 


, 18988. 


.19038, 


18989. 


.19039, 


19179. 


.19265, 


19190. 


.19273 


, 19365. 


.19475 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28907 
59716 
20284 

OJ000250_43.0214 .C6.o7.tw 

16505 

none 



Seq. ID OJ000250_43.0214.C6 
Strand 

End 25387 

Method TBLASTX : Wheat 

End 18040 

Score 167 



16505. .16732, 16519. . 16662, 16553 .. 16744 , 16610 .. 16747 , 

16748. .16894, 16763 .. 16870, 16763 .. 16942, 16775 .. 16942 , 

1694 9. .17173, 17021. .17176, 17057. . 17173, 17231. .17422, 

17438. .17692, 17849 .. 18040, 17849 .. 18025, 17858.. 18037 



Seq. No. 
Gene No. 
Start 



28907 
59716 
20284 



Seq. ID 

Strand 

End 



OJ000250 43. 0214. C6 



25387 



28784 



Name 


OJ000250 43. 0214. C6. 


o3. ts 


Method TBLASTX : Soybean 




Start 


16541 


— 






End 19253 






GI 


none 








Score 81 








Exons 


16541. 


.16735, 


16541. 


. 16747, 


16544 . .16744, 


16553. 


.16744, 






16610. 


.16747, 


16733. 


.16942, 


16748. .16885, 


16763. 


.16942, 






16766. 


.16894, 


16766. 


.16867, 


16766. .16897, 


16766. 


.16942, 






16790. 


.16963, 


16949. 


.17104, 


16949. .17173, 


16949. 


.17173, 






16949. 


.17173, 


16949. 


.17173, 


17012. .17173, 


17021. 


.17173, 






17227. 


.17409, 


17228. 


.17413, 


17236. . 17418, 


17237 . 


.17410, 






17240. 


. 17416, 


17282 . 


.17416, 


17300. .17413, 


17417. 


. 17692, 






17422. 


.17691, 


17429. 


. 17734, 


17434. .17733, 


17437. 


.17619, 






17438. 


.17623, 


17453. 


.17710, 


17693. .17764, 


17774. 


.17854, 






17795. 


.18040, 


17834. 


.18040, 


17840. .18040, 


17849. 


.18040, 






17849. 


.18040, 


17858. 


.18040, 


17858. .18040, 


17873. 


.18040, 






17950. 


.18039, 


18593. 


.18733, 


18604. .18726, 


18806. 


.19039, 






18817. 


.19038, 


19169. 


.19249,, 


19170. .19253 








Seq. No. 


28907 








Seq. ID OJ000250 


43.0214 


.C6 


Gene No. 


59716 








Strand 








Start 


20284 








End 25387 






Name 


OJ000250 43. 0214. C6. 


o5 . tm 


Method TBLASTX : Mai ze 




Start 


16541 








End 18049 






GI 


none 








Score 105 






Exons 


16541. 


.16744, 


16553. 


.16735, 


16625. .16747, 


16664. 


.16747, 






16697. 


.16747, 


16732. 


.16821, 


16733. .16900, 


16748. 


.16885, 






16757. 


.16900, 


16757. 


.16951, 


16763. .16897, 


16766. 


.16894, 






16766. 


.16894, 


16786. 


.16836, 


16846. .16899, 


16949. 


.17173, 






16949. 


.17104, 


16949. 


.17173, 


16949. .17173, 


16949. 


.17173, 






16976. 


.17167, 


16982. 


.17173, 


17020. .17169, 


17020. 


.17214, 






17021. 


.17173, 


17215. 


.17340, 


17231. .17410, 


17240. 


.17329,- 






17240. 


.17416, 


17240. 


.17410, 


17245. .17418, 


17245. 


.17409, 






17246. 


.17401, 


17279. 


. 17416, 


17291. .17413, 


17369. 


.17629, 






17423. 


.17704, 


17438. 


.17767, 


17438. .17692, 


17453. 


.17614, 






17461. 


.17571, 


17491. 


.17625, 


17492. .17692, 


17686. 


.17763, 






17706. 


.17759, 


17762. 


.17836, 


17771. .17833, 


17792. 


.17836, 






17849. 


.17968, 


17857. 


.18039, 


17858. .18040, 


17861. 


.18049, 






17861. 


.18043, 


17874. 


.18044, 


17930. .18040 








Seq. No. 


28907 








Seq. ID OJ000250 


43.0214 


.C6 


Gene No. 


59716 








Strand 








Start 


20284 








End 25387 






Name 


OJ000250 43. 0214. C6. 


o7 . tm 


Method TBLASTX : Mai ze 




Start 


18049 








End 18283 






GI 


none 








Score 56 








Exons 


18049. 


.18252, 


18061. 


.18114, 


18098. .18211, 


18176. 


.18283 




Seq. No. 


28907 








Seq. ID OJ000250 


43.0214 


.C6 


Gene No. 


59716 








Strand 








Start 


20284 








End 25387 






Name 


OJ000250 43. 0214. C6. 


06. tm 


Method TBLASTX : Mai ze 




Start 


18566 








End 18862 






GI 


none 








Score 205 






Exons 


18566. 


.18727, 


18604. 


.18726, 


18806. .18862, 


18806. 


.18862 




Seq. No. 


28907 








Seq. ID OJ000250 


43.0214 


.C6 


Gene No. 


59716 








Strand 








Start 


20284 








End 25387 







28785 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_43.0214.C6.o5.tw 

18587 

none 

18587. .18736, 18610 18708, 

28907 
59716 
20284 

OJ000250_43.0214.C6.o4.tm 
18877 
none 
18877. 
19020. 
19181. 



,19038, 18881. .19039, 
,19046, 19170. .19478, 
,19471 



Method TBLASTX : Wheat 
End 18943 
Score 164 
18806. .18943, 18808.. 18942 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 43. 0214. C6 



25387 

TBLASTX: Maize 
19478 
234 

18881. .19039, 18945. .19040, 
19171. .19221, 19179. .19463, 



Seq. No. 28907 
Gene No. 59716 
Start 20284 

Name OJ000250_43 . 0214 . C6 . o3 . tm 

Start 19913 
GI none 

Exons 19913. .19933, 20004 2014 1, 

20284. .20631, 20300 20632, 
20721. .20822, 20722 20832, 
21017. .21151, 21219. .21284, 
21453. .21524, 21457 .. 21618, 
21823. .21903, 21836 .. 21904 , 
22738. .22932, 22745 .. 22933, 
23682. .23810, 23683.. 23835 



Seq. ID 

Strand 

End 

Method 

End 

Score 

20108. .20 

20427 

20997 

21220. .21 

21459. .21 

22494 

22782 



OJ000250 43. 0214. C6 



.20 
.21 



.22 
.22 



25387 

TBLASTX: Mai 

23835 

35 

158, 20269. .2 
636, 20528. .2 
152, 20998. .2 
321, 21224. .2 
623, 21822.. 2 
688, 22502. .2 
934, 23679. .2 



ze 



0631, 
0638, 
1150, 
1322, 
1902, 
2687, 
3813, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



28907 Seq. ID OJ000250_43 . 0214 . C6 

59716 Strand 

20284 End 25387 

OJ000250_43.0214.C6.o5.np Method AAT/NAP 

20281 End 23975 

6594672 Score 1367 

20281. .20631, 20724 .. 20805, 21019 .. 2114 9, 21223 .. 21321, 

21462. .21617, 21828. .21902, 22505 .. 22 687 , 22784 .. 22934 , 

23683.. 23975 

(AF118132) chloroplast outer envelope hexokinase 1 [Spinacia 
oleracea] 



Seq. No. 28907 
Gene No. 59716 
Start 20284 

Name OJ000250_43 . 0214 .C6.o5.gs 

Start 20284 
GI none 

Exons 20284. .20631, 20724 .. 20805, 

21462. .21617, 21828 .. 21902, 
24279. .24384, 24701 .. 24840, 



Seq. ID OJ000250_43.0214.C6 
Strand 

End 25387 

Method GENSCAN 

End 25387 

Score . 68 
21019. .21149, 21223. .21321, 
22784. .22934, 23683 .. 23929, 
25273. .25387 



Seq. No. 
Gene No . 
Start 
Name 
Start 



28907 

59716 

20284 

OJ000250 

20287 



43.0214.C6.o4.ts 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250_43.0214.C6 
25387 

TBLASTX : Soybean 
23829 



28786 



GI 


none 








Score 135 






Exons 


zuzo / • 


• £. KJ *i O / $ 


9D98 8 


90d8 9 


9048? 90631 20528 


.20623, 






207X6. 


.20808, 


20721. 


.20807, 


20997. .21152, 20998. 


.21150, 






21220. 


.21321, 


21224. 


.21322, 


21452. .21598, 21457. 


.21624, 






21459. 


.21623, 


21822. 


.21902, 


21823. .21903, 22494. 


.22688, 






22502. 


.22690, 


22745. 


.22933, 


22788.-22934, 23679. 


.23777, 






23682. 


.23807, 


23683. 


.23829 








Seq. No. 


28907 








Seq. ID OJ000250_ 


43.0214 


.C6 




59716 








Strand - - 






Start 


20284 








End 25387 






Name 


OJ000250 43. 0214. C6. 


06. tw 


Method TBLASTX : Wheat 




Start 


20287 








End 20553 






GI 


none 








Score 143 






Exons 


20287. 


.20493, 


20288. 


.20482, 


20494. .20553 






Seq. No. 


28907 








Seq. ID OJ000250_ 


43.0214 


.C6 


Gene No. 


59716 








Strand 






Start 


20284 








End 25387 






Name 


OJ000250 43. 0214. C6. 


o4 . tc 


Method TBLASTX : Cress 




Start 


20295 








End 23810 






GI 


none 








Score 72 






Exons 


20295. 


.20462, 


20299. 


.20481, 


20306. .20371, 20426. 


.20482, 






20482. 


.20631, 


20517. 


.20642, 


20528. .20632, 20721. 


.20807, 






20.722. 


.20808, 


20997. 


.21134, 


20997. .21152, 21040. 


.21150, 






21217. 


.21321, 


21224. 


.21322, 


21457. .21624, 21459. 


.21623, 






21822. 


.21902, 


22502. 


.22687, 


22503. .22688, 22514. 


.22690, 






22745. 


.22933, 


22788. 


.22934, 


22788..22937, 22795. 


.22935, 






23679. 


.23798, 


23682. 


.23810, 


23683. .23808 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ000250_43.0214.C6 
Strand 

End 25387 

Method AAT/GAP 

End 21333 

Score 549 



28907 
59716 
20284 

OJ000250_43.0214.C6.o5.gp 
21038 
700370 
21038.. 21333 

1899025 7.0e-15 (U28215) hexokinase 2 [Arabidopsis thaliana] 
>gi_3687232 (AC005169) hexokinase [Arabidopsis thaliana] 



28908 Seq. ID 

59717 Strand 

335 End 

OJ000250_37 . 0210 . C2 . ol . gs Method 

335 End 

none Score 



OJ000250_37.0210.C2 
+ 

2332 
GENSCAN 
2332 
.88 



335. .437, 745. .843, 1473. .1541, 1707. .1740, 1924. .2332 



28909 Seq. ID 

59718 Strand 

1133 End 

OJ000250_37 . 0210 . C3 . ol . gs Method 

1133 End 

none Score 



OJ000250_37.0210.C3 
+ 

6637 
GENSCAN 
6637 
.44 



1133. .1163, 3486. .4741, 4806. .4977, 5221. .5406, 5889. .6637 
28909 Seq. ID OJ000250_37 . 0210 . C3 



28787 



Gene No. 


59719 




Strand 


+ 




Start 


b / Ul 




End 


11871 




Name 


OJ000250 37 


.0210.C3.o2.np 


Method 


AAT/NAP 




Start 


6701 




End 


9632 




GI 


5902445 




Score 


2531 




Exons 


6701. .8303, 


8343.. 9632 








GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


28909 




Seq. ID 


OJ000250 


_37.0210.C3 


Gene No. 


59719 




Strand 


+ 




Start 


6701 




End 


11871 




Name 


OJ000250 37 


.0210.C3.o2.gs 


Method 


GENSCAN 




Start 


6889 




End 


11871 




GI 


none 




Score 


.53 




Exons 


6889. .7490, 


7660. .8133, 8145 


..8421, 8518. .8691, 


9069. .9461, 




9553. .9692, 


10226. .10295, 10300 .. 10524 , 


10643. . 


10726, 




10776. .11000, 11053. .11398, 


11560. .11683, 11742 


. .11871 


Seq. No. 


Z. O J \J J 




Seq. ID 


OJ000250 


_37.0210.C3 


Gene No. 


59720 




Strand 








1807 




End 


3514 




Name 


OJ000250 37 


.0210.C3.ol.np 


Method 


AAT/NAP 




Start 


1807 




End 


3514 




GI 


6721512 




Score 


86 




Exons 


1807. .1870, 


3254.. 3395, 3423 


. .3514 






GI Descrip. 


. (AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


28909 




Seq. ID 


OJ000250 


_37.0210.C3 


Gene No. 


59721 




Strand 






Start 


11119 




End 


15717 




Name 


OJ000250 37 


.0210.C3.o7.tw 


Method 


TBLASTX: 


Wheat 


Start 


4970 




End 


5369 




GI 


none 




Score 


63 




Exons 


4970. .5020, 


5021.. 5071, 5070 


..5135, 5094. .5369, 


5174. .5254 


Seq. No. 


28909 




Seq. ID 


OJ000250 


_37.0210.C3 


Gene No. 


59721 




Strand 






Start 


11119 




End 


15717 




Name 


OJ000250 37 


.0210.C3.o3.tw 


Method 


TBLASTX: 


Wheat 


Start 


5999 




End 


6766 




GI 


none 




Score 


148 




Exons 


5999. .6181, 


6007.. 6180, 6218 


. .6454, 6220. .6336, 


6512. .6766, 



6601. .6765 



Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210.C3 


Gene No. 


59721 








Strand. 




Start 


11119 








End 


15717 


Name 


OJ000250 37 


.0210 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6800 








End 


6999 


GI 


none 








Score 


74 


Exons 


6800. .6961, 


6807 


. .6989, 


6807. 


.6998, 6808. .6999, 6814. .6999 


Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210.C3 


Gene No. 


59721 








Strand 




Start 


11119 








End 


15717 


Name 


OJ000250 37 


.0210 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6811 








End 


7131 



28788 



GI 


none 








Score 


411 




Exons 


6811. .7131, 


6837 


. .7130 










Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210 


.C3 


Gene No. 










ocrana 






Start 


11119 








End 


15717 




Name 


OJ000250 37 


.0210 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7000 








End 


7419 




GI 


none 








Score 


455 




Exons 


7000. .7419, 


7074 


. .7160, 


7326. 


.7418 






Seq. No. 


28909 . 








Seq. ID 


OJ000250_37.0210 


.C3 


Gene No . 










o Liana 






Start 


11119 








End 


15717 




Name 


OJ000250 37 


.0210 


.C3.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


7159 








End 


7542 




GI 


none 








Score 


312 




Exons 


7159. .7542, 


7326 


. .7541 










Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210 


.C3 


bene No. 


oy f zi 








btrana 






Start 


11119 








End 


15717 




Name 


OJ000250 37 


.0210 


,C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7270 








End 


7629 




GI 


none 








Score 


271 




Exons 


7270. .7629, 


7329 


. .7454, 


7506. 


.7538 






Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210 


.C3 


Gene No. 


c m o 1 

oyvzi 








Strand 






Start 


11119 








End 


15717 




Name 


OJ000250 37 


.0210 


.C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7592 








End 


8005 




GI 


none 








Score 


182 




Exons 


7592. .7822, 


7651 


. .7824, 


7832. 


.8005 






Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210 


.C3 


Gene No. 


oy / £.l 








Strand 






Start 


11119 








End 


15717 




Name 


OJ000250 37 


.0210 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8506 








End 


8833 




GI 


none 








Score 


188 




Exons 


8506. .8712, 


8592 


. .8681, 


8714. 


.8833, 8716. .8793 




Seq. No. 


28909 








Seq. ID 


OJ000250_37.0210 


.C3 


Gene No. 


. 59721 








Strand 






btart 


m i q 








End 


15717 




Name 


OJ000250 37 


.0210 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8506 








End 


8891 




GI 


none 








Score 


186 




Exons 


8506. .8718, 


8517 


. .8711, 


8714. 


.8797, 8740. .8796, 8781.. 8891, 




8792. .8890 














Seq. No. 


28909 








Seq. ID 


OJ000250_37. 0210 


.C3 


Gene No. 


59721 








Strand 






Start 


11119 








End 


15717 




Name 


OJ000250 37 


.0210 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9015 








End 


9623 





28789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



GI 


none 


Score 


360 






Exons 


9015. .9467, 


9020.. 9118, 9164.. 9271, 9492.. 9623, 


9497. .9622 


Seq. No. 


28909 


Seq. ID 


OJ000250 


fi 9 1 ft 
j / . UZ1U. 




Gene No. 


oy / zi 


Strand 








Start 


11119 


End 


15717 






Name 


OJ000250 37 


. 0210 . C3 . o4 . tm Method 


TBLASTX: 


Mai ze 




Start 


9321 


End 


9587 






GI 


none 


Score * 


142 






Exons 


9321. .9503, 


9378... 9509, 9497.. 9553, 9504.. 9587. 






Seq. No. 


28909 


Seq. ID 


OJ000250 


_37.0210. 


C3 


Gene No. 


59721 


Strand 








Start 


11119 


End 


15717 






Name 


OJ000250 37 


. 02 10 . C3 . o3 . np Method 


AAT/NAP 






Start 


11119 


End 


12300 






GI 


6721561 


Score 


1102 






Exons 


11119. .11851, 11925. .11983, 12054. .12300 






GI Descrip. 


(AP001073) 


EST AU082058 (C12976) corresponds to 


a region 


of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



28909 Seq. ID 

59721 Strand 

11119 End 

O J000250_37 . 0210 . C3 . o4 . np Method 

11916 End 

6721558 Score 



OJ000250_37.0210.C3 

15717 
AAT/NAP 
13228 
245 



11916. .12110, 12289. .12428, 13129.. 13228 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 28909 
Gene No. 59721 
Start 11119 

Name OJ000250_37 . 0210 . C3 .o3. gs 

Start 11938 
GI none 

Exons 11938. .12024, 12054 .. 12236, 

12938. .13199, 13457 .. 13571, 
14029. .14126, 14698. .14902 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_37.021O.C3 

15717 
GENS CAN 
14902 
.58 



12304. .12428, 12595 .. 12889, 
13598. .13708, 13745 13856, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



28909 Seq. ID 

59721 Strand 

11119 End 

OJ000250_37 . 0210 . C3 . o5 . np Method 

12395 End 

6721512 Score 



OJ000250_37.0210.C3 

15717 
AAT/NAP 
15717 
99 



12395. .12461, 13843 .. 13983, 14011 .. 14113, 15678. .15717 
(AP001072) hypothetical protein [Oryza sativa] 



28909 
59721 
11119 



Seq. ID 

Strand 

End 



OJ000250 37. 0210. C3 



15717 



28790 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_37 . 0210 . C3 . 06 . np Method AAT/NAP 

14515 End 14873 

5091507 Score 71 

14515. .14618, 14663. .14873 

(AB023482) Hypothetical protein [Oryza sativa] 



28910 
59722 
155 

OJ000250_37. 0210. C4.ol. tin 
113 
none 

113. .139, 115. .138, 137. .172, 165. .272, 167. .283, 177, 
392. .475, 409. .477, 410. .478, 555.-695, 571. .678, 572, 
590. .694, 758. .817, 762. .818, 763. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 37.0210. C4 



1091 

TBLASTX: Maize 

818 

43 



.272, 
.700, 



.816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28910 Seq. ID 

59722 Strand 

155 End 

OJ000250_37 . 0210 . C4 . ol . gp Method 

155 End 

LIB3479-012-Q6-K1-C4 Score 



OJ000250_37.0210.C4 

1091 
AAT/GAP 
787 
576 



155. .271, 410. .475, 570. .676, 756. .787 

, 1665817/dbj IBAA13405I 2.0e-12 (D87466) Similar to S.cerevisiae 
hypothetical protein L3111 (S59316) [Homo sapiens]'. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 37. 0210. C4 



28910 
59722 
155 

OJ000250_37 . 0210 . C4 . ol . tc 
167 
none 

167. .289, 186. .272, 401. .472, 405. .500, 409. .495, 418. .513, 
555.-677, 576. .677 



1091 

TBLASTX: Cress 

677 

59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28910 Seq. ID 

59722 Strand 
155 End 
OJ000250_37 . 0210 . C4 . ol . np Method 
176 End 
1665817 Score 
176. .271, 410. .475, 1010. .1091 

(D87466) Similar to S.cerevisiae hypothetical protein L3111 
(S59316) [Homo sapiens] 



OJ000250_37.0210.C4 

1091 
AAT/NAP 
1091 
79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28911 
59723 
29614 

OJ000250_37.0210.C5.o5.gs 

29614 

none 

29614..29860, 29967 .. 30106, 
31330. .31425, 31511 .. 31612, 
32953. .33104, 33151 .. 33226, 
35408. .35553, 36116 .. 36292, 
37972. .38203, 38263 .. 38341, 



Seq. ID OJ000250_37.0210.C5 

Strand + 

End 41444 

Method GENSCAN 

End 41444 

Score .44 
30407. .30480, 30671 .. 30782 , 
31989. .32129, 32588 32603, 
33731. .33858, 34742 .. 34981, 
36599. .36733, 37068 37324 , 
40010. .40215, 40916. .41444 



28791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28911 
59723 
29614 

OJ000250_37.0210.C5.o4.np 

29996 

4544445 

29996. .30106, 30407 30480, 
31511. .31612, 31710. .31784, 
32646.-32726, 32976 .. 33104 , 



Seq. ID OJ000250_37.0210, 

Strand + 

End 41444 • 

Method AAT/NAP 

End 33391 

Score 1394 
30671. .30782, 31330 .. 31425, 
31989. .32129, 32223 32532, 
33227. .33391 



C5 



( AC00 65 92 ) putative pyrophosphate — f ruct ose- 6-phosphate 
1-phosphotransf erase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

41444 
AAT/NAP 
33843 
62 



37. 0210. C5 



28911 
59723 
29614 

OJ000250_37.0210.C5.o5.np 
31881 
119791 

31881. .31902, 33729.. 33843 

3-OXOACYL- [ AC YL- CARRIER PROTEIN] REDUCTASE PRECURSOR 

( 3-KETOACYL-ACYL CARRIER PROTEIN REDUCTASE) 

gi | 1084385 Ipir | | S22450 3-oxoacyl- [acyl-carrier-protein] 

reductase (EC 1.1.1.100) precursor - Cuphea lanceolata 

gi|18046|emb|CAA45866| (X64566) 3-oxoacyl- [acyl-carrier protein] 

reductase [Cuphea lanceolata] gi I 228929 Iprf | 1 1814446A beta 

ketoacyl-ACP reductase [Cuphea lane 



28911 Seq. ID 

59723 Strand 
29614 End 
OJ000250_37 . 0210 . C5 . o3 . gp Method 
32422 End 
LIB3474-003-P1-K1-D7 Score 
32422. .32726, 32976.. 33086 

, 4544445/gb|AAD22353.1|AC006592_10 1.0e-24 (AC006592) putative 
pyrophosphate — fructose 6-phosphate 1-phosphotransf erase 
[Arabidopsis thaliana] 1 



OJ000250__37.0210.C5 
+ 

41444 
AAT/GAP 
33086 
731 



Seq. No. 


28911 




Seq. ID 


OJ000250 


Gene No. * 


59723 




Strand 


'+ 


Start 


29614 




End 


41444 


Name 


OJ000250 37. 0210. C5 


. o6.np 


Method 


AAT/NAP 


Start 


34907 


End 


35005 


GI 


5777617 




Score 


78 


Exons 


34907. .35005 








GI Descrip. 


(AJ245900) CAA30375 


. 1 protein 


[Oryza 


sativa] 


Seq. No. 


28911 




Seq. ID 


OJ000250 


Gene No. 


59723 




Strand 


+ 


Start 


29614 




End 


41444 


Name 


OJ000250 37. 0210. C5 


. o4 . gp 


Method 


AAT/GAP 


Start 


37994 


End 


38373 


GI 


none 




Score 


687 


Exons 


37994. .38373 








Seq. No. 


28911 




Seq. ID 


OJ000250 


Gene No. 


59724 




Strand 


+ 



28792 



Start 


42092 


End 


43865 




Name 


OJ000250 37.0210.C5.o6.gs 


.Method 


GENSCAN 




Start 


42092 


End 


43865 




GI 


none 


Score 


.41 




Exons 


42092. .43084, 43695.. 43865 








Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59725 


Strand 






Start 


5154 


End 


28872 




Name 


OJ000250 37.0210.C5.o2.gs 


•Method 


GENSCAN 




Start 


5154 


End 


14561 




GI 


none 


Score 


.83 




Exons 


5154.. 5272, 5879.. 5933, 6796.-6897, 7356.. 7499, 


9232. .9279, 




10033. .10134, 10656. .10883, 


11913. .12115, 13279. 


.13350, 




14262. .14310, 14550. .14561 








Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59725 


Strand 






Start 


5154 


End 


28872 




Name 


OJ000250 37.0210.C5.ol.np 


Method 


AAT/NAP 




Of a r f 
U Lai L 


5844 


End 


15594 




GI 


4432844 


Score 


349 




Exons 


5844. .5933, 6796 .. 6897 , 7153 .. 7254 , 7362. .7499, 


10033. .10124, 




10646. .10762, 11861 .. 11993, 


12060. .12336, 14532. 


.14614, 




15116. .15211, 15316. .15389, 


15559. . 15594 




GI Descrip. 


(AC006283) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37^0210. C5 


Gene No. 


59725 


Strand 






Start 


5154 


End 


28872 




Name 


OJ000250 37.0210.C5.ol.gp 


Method 


AAT/GAP 




Start 


7160 


End 


10786 




GI 


12888 1.R1084 


Score 


889 




Exons 


7160.. 7248, 7356.. 7499, 9232.. 9279, 10033.. 10134 


, 10656.. 10786 


GI Descrip. 


'4432844/gb|AAD20693| 7 . Oe- 


27 (AC006283) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59725 


Strand 






Start . 


5154 


End 


28872 




Name 


OJ000250 37.0210.C5.o3.gs 


Method 


GENSCAN 




Q+- a v+- 


15106 


End 


22984 




GI 


none 


Score 


.6 




Exons 


15106. .15211, 15313. .15413, 


16197. .16231, 16844 . 


.16969, 




17662. .17775, 18026 .. 18047 , 


18992. .19057, 19144. 


.19197, 




19363. .19437, 19940 .. 20287 , 


20404. .20730, 21667. 


.21795, 




22430. .22506, 22855. .22984 








Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


belle LNO . 


59725 


Strand 






Start 


5154 


End 


28872 




Name 


OJ000250 37.0210.C5.o2.gp 


Method 


AAT/GAP 




Start 


19006 


End 


20700 




GI 


none 


Score 


860 




Exons 


19006. .19057, 19144. .19197, 


19363. .19437, 20404. 


.20700 


Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 



28793 




Gene No. 


59725 


Strand 






Start 


5154 


End 


28872 




Name 


OJ000250 37.0210.C5.o2.np 


Method 


AAT/NAP 




Start 


22400 


End 


26105 




GI 


60.63557 


Score 


377 




Exons 


22400. .22562, 22811 22992, 


26072.. 26105 




GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z9888 


5) [Oryza 


sativa] 


Seq. No. 


OQQ1 1 

^ o y 1 1 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 




Strand 






Start 


CI C/l 


End 


28872 




Name 


OJ000250 37.0210.C5.o4.gs 


Method 


GENS CAN 




Start 


24954 


End 


28872 




GI 


none 


Score 


.63 




Exons 


24954. .25438, 25835 .. 26056, 


26409. .26575, 27434. 


.27546, 




28157. .28278, 28361 .. 28578 , 


28611. .28755, 28761. 


.28872 


Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59725 * ■ 


Strand 






btart 


5154 


End- 


28872 




Name 


OJ000250 37.0210.C5.o3.np 


Method 


AAT/NAP 




Start 


25903 


End 


27707 




GI 


6721512 


Score 


142 




Exons 


25903. .25923, 27353 27391, 


27433.-27566, 27594. 


.27707 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59726 


Strand 






Start 


40870 


End 


43147 




Name 


OJ000250 37.0210.C5.o7.np 


Method 


AAT/NAP 




Start 


40870 


End 


43147 




GI 


6967106 


Score 


1121 




Exons 


40870. .41417, 42134 .. 42788, 


42899. .43147 




GI Descrip. 


(AL132953) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59727 


Strand 






Start 


45109 


End 


47294 




Name 


OJ000250 37.0210.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


5838 


End 


10136 




GI 


none 


Score 


113 




Exons 


5838.-5936, 5848.-5934, 5849 


..5950, 6794..6898, 


6796. .6903 




7150. .7248, 7154. .7249, 7158 


- .7328, 7356. .7508, 


7356. .7514 




7357.. 7509, 7358.. 7510, 9229 


..9285, 9230.. 9280, 


10033. .101 




10037. .10132, 10038. .10136, 


10040. .10135 




Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No . 


59727 


Strand 






Start 


45109 


End 


47294 




Name 


OJ000250 37.0210.C5.o7.tm 


Method 


TBLASTX: Maize 


Start 


10630 


End 


10833 




GI 


none 


Score 


210 




Exons 


10630. .10833, 10656.. 10832 








Seq. No. 


28911 


Seq. ID 


OJ000250_ 


37. 0210. C5 


Gene No. 


59727 


Strand 






Start 


45109 


End 


47294 





28794 




Name 


OJ000250 37. 0210. C5 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11964 




End 


15211- - 




GI 


none 




Score 


188 




Exons 


11964 . . 12116, 11967 


. . 12116, 


12022. .12117, 12178. .12243, 






12189. .12245, 12197 


. .12259, 


12198. .12257, 12220. .12363, 






12248. .12379, 12252 


. .12365, 


12255. .12392, 13280 .. 13348 , 






13281. .13349, 13282 


. .13350, 


13288. .13350, 1454 6 .. 14 614 , 






14548. .14613, 14551 


. .14616, 


14552. .14614, 15112 .. 15210, 






15113. .15211 










Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210. 


C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


30671 




End 


31784 




GI 


none 




Score 


127 




Exons 


30671. .30781, 30671 


. .30781, 


30672. .30788, 3132 6 .. 31427 , 






31327. .31428, 31510 


. .31620, 


31517. .31612, 31517. .31627, 






31525. .31617, 31709 


. .31783, 


31712. .31774, 31722.. 31784 




Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210. 


C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5 


.o2.ts 


Method 


TBLASTX: Soybean ■ 




Start 


31351 




End 


33388 




GI 


none 




Score 


65 




Exons 


31351. .31407, 31526 


. .31612, 


31546. .31608, 31722 .. 31787 , 






31986. .32129, 32009 


. .32128, 


32196. .32339, 32222 .. 32338 , 






33003. .33107, 33227 


. .33388 








Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210. 


C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


32000 




End 


32378 




GI 


none 




Score 


209 




Exons 


32000. .32128, 32001 


. .32129, 


32010. .32135, 32196 .. 32378 , 






32214. .32342, 32222 


. .32377 








Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210. 


C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


32007 




End 


32339 




GI 


none 




Score 


125 




Exons 


32007. .32129, 32009 


. .32164, 


32222. .32338, 32223.. 32339 




Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210. 


C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250_37.0210.C5 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


32222 




End 


32729. 




GI 


none 




Score 


156 




Exons 


32222. .32341, 32222 


. .32338, 


32427. .32498, 32430 .. 32534 , 






32431. .32532, 32652 


. .32729, 


32654. .32725, 32655.-32726 




Seq. No. 


28911 




Seq. ID 


OJ000250__37.0210. 


C5 






28795 







Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250_37.0210.C5.. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


32434 




End 


33450 




GI 


none 




Score 


170 




Exons 


32434. .32550, 32436. 


.32546, 


32443. .32556, 32652 .. 32735, 






32659. .32724, 32660. 


.32725, 


32973. .33107, 32973 .. 33104 , 






32974. .33105, 32999. 


.33106, 


33226. .33396, 33227 .. 334 03, 






33393.-33449, 33421. 


.33450 








Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210 


.C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


33017 




End 


33403 




GI 


none 




Score 


149 




Exons 


33017. .33106, 33018. 


.33107, 


33205. .33393, 33226 .. 33393, 






33227. .33403, 33227. 


.33394 








Seq. No. 


28911 




Seq. ID 


OJ000250__37.0210 


.C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


33044 




End 


33393 




GI 


none 




Score 


87 




Exons 


33044. .33106, 33048. 


.33107, 


33226. .33387, 33227 .. 33388, 






33232. .33393 










Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210 


.C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


40920 




End 


42187 




GI 


none 




Score 


359 




Exons 


40920. .41417, 40981. 


.41418, 


42137. .42187 




Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210 


.C5 


Gene No. 


59727 




Strand 






Start 


45109 




End - 


47294 




Name 


OJ000250 37. 0210. C5. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


40920 




End 


41220 




GI 


none 




Score 


172 




Exons 


40920. .41219, 40930. 


.41220 








Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210 


.C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


40920 




End 


42334 




GI 


none 




Score 


327 




Exons 


40920. .41420, 40942. 


.41418, 


42125. .42199, 42138 .. 42200, 






42221. .42334, 42225. 


.42329 








Seq. No. 


28911 




Seq. ID 


OJ000250_37.0210 


.C5 


Gene No. 


59727 




Strand 






Start 


45109 




End 


47294 




Name 


OJ000250 37. 0210. C5. 


ol.tw 


Method 


TBLASTX: Wheat 





28796 



Start 


41032 




End 


42196 






GI 


none 




Score 


355 






Exons 


41032. .41388, 41034. 


.41411, 


42107. .42196, 42135 


. .42191 




Seq. No. 


28911 




Seq. ID 


OJ000250 


_37.0210 


.C5 


Gene No. 


59727 




Strand 








Start 


45109 




End 


4 7294 






Name 


OJ000250 37. 0210. C5. 


o3.ts 


Method 


TBLASTX : 


Soybean 




Start 


41220 




End 


41421 






GI 


none 




Score 


200 






Exons 


41220. .41417, 41221. 


.41421 










Seq. No. 


28911 




Seq. ID 


OJ000250 


_37.0210 


.C5 


Gene No. 


59727 




Strand 








Start 


45109 




End 


47294 






Name 


OJ000250 37. 0210. C5 . 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


42275 • 




End 


42631 






GI 


none 




Score 


46 






Exons 


42275. .42301, . 42302. 


.42433, 


42339. .42419, 42479 


. .42553, 


- 




42479. .42610, 42480. 


.42563, 


42596. .42631 






Seq. No. 


28911 




Seq. ID 


OJ000250 


_37.0210 


.C5 


Gene No. 


59727 




Strand 








Start 


45109 




End 


47294 






Name 


OJ000250 37. 0210. C5. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


42479 




End 


42688 






GI 


none 




Score 


76 






Exons 


42479. .42574, 42483. 


.42572, 


42602. .42688, 42603 


. .42686 




Seq. No. 


28911 




Seq. ID. 


OJ000250 


_37.0210 


.C5 


Gene No. 


59727 




Strand 








Start 


45109 




End 


47294 






Name 


OJ000250 37. 0210. C5. 


o7 .gs 


Method 


GENS CAN 






Start 


45109 




End 


47294 






GI 


none 




Score 


.52 






Exons 


45109. .45257, 45834. 


.45945, 


45982. .46109, 46185 


. .46312, 






47034. .47094, 47114. 


.47294 










Seq. No. 


28912 




Seq. ID 


OJ000250 


_37.0210 


.C7 


Gene No. 


59728 




Strand 


+ 






Start 


1 




End 


422 






Name 


OJ000250 37. 0210. CI. 


ol.np 


Method 


AAT/NAP 






Start 


1 




End 


315 






GI 


5091602 




Score 


224 






Exons 


1. .315 












GI Descrip. 


(AC007858) 10A19I.6 


[Oryza 


sativa] 








Seq. No. 


28912 




Seq. ID 


OJ000250 


_37.0210 


.C7 


Gene No. 


59728 




Strand 


+ 






Start 


1 




End 


422 






Name 


OJ000250 37. 0210. CI. 


ol . gs 


Method 


GENSCAN 






Start 


60 




End 


422 






GI 


none 




Score 


1 






Exons 


60. .422 












Seq. No. 


28912 




Seq. ID 


OJ000250 


_37.0210 


-C7 


Gene No. 


59729 




Strand 


+ 







28797 




Start 


1954 




End 


2771 




Name 


OJ000250 37 


.0210.C7.o2.gs 


Method 


GENSCAN 




Start 


1954 




. End 


2771 




GI 


none 




Score 


.41 




Exons 


1954. .2042, 


2762. .2771 








Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 


Gene No. 


59730 




Strand 


+ 




b car z 


Dili 




End 


/ JJO 




Name 


OJ000250 37 


. 0210.C7 .o2.np 


Method 


AAT/NAP 




Start 


5777 




End 


7358 




GI 


6498458 




Score 


284 




Exons 


5777. .6025, 


7329. .7358 








GI Descrip. 


(AP000816) : 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 


Gene No. 


o3 1 31 




Strand 






Start 


6105 




End 


11966 




Name 


OJ000250 37 


.0210.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


57 




End 


247 




GI 


none 




Score 


229 




Exons 


57. .242, 68 


. . 247 








Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 


Gene No . 


597 31 




Strand * 






Start 


6105 




End 


11966 




Name 


OJ000250 37 


.0210.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


65 




End 


248 




GI 


none 




Score 


223 




Exons 


65. .238, 66 


. . 248 








Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 


Gene No . 


59731 




Strand 






Start 


6105 




End 


11966 




Name 


OJ000250 37 


.0210.C7.ol.tm 


Method 


TBLASTX: Maize 




Start ■ 


68 




End 


275 




GI 


none 




Score 


339 




Exons 


68. .271, 69 


. .275 








Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 


Oene No. 


d9 1 31 




Strand 






Start 


6105 




End 


11966 




Name 


OJ000250 37 


.0210.C7.o3.gs 


Method 


GENSCAN 




Start 


6105 




End 


6716 




GI 


none 




Score 


.5 




Exons 


6105. .6716 










Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 


Gene No. 


59731 




Strand 






otart 


DlUO 




End 


1 1 y do 




Name 


OJ000250 37 


.0210.C7.o3.np 


Method 


AAT/NAP 




Start 


6128 




End 


11966 




GI 


6721516 




Score 


588 




Exons 


6128. .6304, 


10999. .11314, 


11725. .11966 






GI Descrip. 


(AP001072) : 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


28912 




Seq. ID 


OJ000250_37.0210 


.C7 



28798 



Gene No. 


59731 




Strand 




Start 


6105 




End 


11966 


Name 


OJ000250 37.0210 


.C7.o2.ts 


Method 


TBLASTX: 


Start 


6159 




End 


6422 


GI 


none 




Score 


80 


Exons 


6159.. 6422, 6235 


. .6399 






Seq. No. 


28912 


- 


Seq. ID 


OJ000250 


Gene No. 


09 / Jl 




Strand 




Start 


6105 




End 


11966 


Name 


OJ000250 37.0210 


,C7 .o2. tm 


Method 


TBLASTX: 


Start 


6438 




End 


6615 


GI 


none 




Score 


203 


Exons 


6438. .6614, 6439 


. .6615 






Seq. No. 


28913 




Seq. ID 


OJ000250 


Gene No. 


oy / oz 




Strand 




Start 


869 




End 


1943 


Name 


OJ000250 37.0210 


. C8 . ol . gs 


Method 


GENSCAN 


Start 


869 




End 


1943 


GI 


none 




Score 


.58 


Exons 


869. .911, 1606.. 


1708, 1901.. 


1943 




Seq. No. 


28913 




Seq. ID 


OJ000250 


Gene No. 


59732 




Strand 




b tart 


869 




End 




Name 


OJ000250 37.0210 


.C8 .ol.np 


Method 


AAT/NAP 


Start 


1568 




End 


1689 


GI 


6815099 




Score 


76 


Exons 


1568, .1689 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28914 




Seq. ID 


OJ000250 


Gene No. 


59733 




Strand 


+ 


Start 


23564 




End 


24104 


Name 


OJ000250 37.0210 


.C9.o3.gp 


Method 


AAT/GAP 


Start 


23564 




End 


24104 


GI 


21466 1.R1084 




Score 


971 


Exons 


23564. .24104 








GI Descrip. 


'6006355/dbj | AP000559. 1 | AP000559 0.0e+00 Oryza 




DNA, chromosome 


6, clone: 90493011' 




Seq. No. 


28914 




Seq. ID 


OJ000250 


Gene No. 


59734 




Strand 




Start 


1790 




End 


3381 


Name 


OJ000250 37.0210 


.C9.ol.gs 


Method 


GENSCAN 


Start 


1790 




End 


3381 


GI 


none 




Score 


.74 


Exons 


1790.. 1809, 1844 


..1975, 2407 


..3026, 3176.. 3381 


Seq. No. 


28914 




Seq. ID 


OJ000250 


Gene No. 


59735 




Strand 




Start 


6104 




End 


6882 


Name 


OJ000250 37.0210 


.C9. ol.np 


Method 


AAT/NAP 


Start 


6104 




End 


6882 


GI 


6539266 




Score 


215 


Exons 


6104.. 6342, 6816 


. .6882 







28799 




GI Descrip. 


(AC011765) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28914 


Seq. ID 


OJ000250_37.0210 


Gene No. 


59735 


Strand 




Start 


6104 


End 


6882 


Name 


OJ000250_37 . 0210.C9.ol.gp 


Method 


AAT/GAP 


Start 


6330 


End 


6615 


GI 


2442482 


Score 


540 


Exons 


6330. . 6615 






Seq. No. 


28914 


Seq. ID 


OJ000250_37.0210 


Gene No . 


09 / JO 


Strand 




Start 


10311 


End 


13808 


Name 


OJ000250 37.0210.C9.o2.np 


Method 


AAT/NAP 


Start 


10311 


End 


13808 


GI 


5922620 


Score 


772 


Exons 


10311. .10441, 11829. .11913, 


11950. .12126, 12310. .12404, 




12581. .12682, 13552 13576, 


13615. .13728, 13770.. 13808 


GI Descrip. 


(AP000492) EST D15357 (C0514 1 


corresponds to a region of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


28914 


Seq. ID 


OJ000250_37.0210 


.C9 


Gene No. 


59737 


Strand 






Start 


14083 


End 


15856 




Name 


OJ000250 37.0210.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


6075 


End 


6302 




GI 


none 


Score 


88 




Exons 


6075.. 6302, 6155.. 6301 








Seq. No. 


28914 


Seq. ID 


OJ000250_37.0210 


.C9 


Gene No. 


59737 


Strand 






Start 


14083 


End 


15856 




Name 


OJ000250 37.0210.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6155 


End 


6308 




GI 


none 


Score 


68 




Exons 


6155.. 6307, 6240.. 6308 








Seq. No. 


28914 


Seq. ID 


OJ000250_37.0210 


.C9 


Gene No. 


59737 


Strand 






Start 


14083 


End 


15856 




Name 


OJ000250 37.0210.C9.o4.gs 


Method 


GENS CAN 




Start 


14083 


End 


14376 




GI 


none 


Score 


.96 




Exons 


14083. .14376 








Seq. No. 


28914 


Seq. ID 


OJ000250_37.0210 


.C9 


Gene No. 


59737 


Strand 






Start 


14083 


End 


15856 




Name 


OJ000250 37.0210.C9.o3.np 


Method 


AAT/NAP 




Start 


14086 


End 


15856 




GI 


5922620 


Score 


166 




Exons 


14086. .14219, 15835. .15856 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





28800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28915 
59738 
1 

OJ000250_37 . 0210 . CIO . ol . np 

1 • 

6006374 
1. .705 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



OJ000250_ 
+ 

705 

AAT/NAP 

705 

1128 



37. 0210. C10 



28916 Seq. ID 

59739 Strand 

1 End 
OJ000250_37 . 0210 . Cll . ol . np Method 

1 End 

166211 Score 
1. .123 

(J02448) protein IV [Bacteriophage fl] 



OJ000250_37 . 0210 .Cll 
123 

AAT/NAP 

123 

160 



OJ00025O_37, 
+ 

339 

AAT/NAP 

339 

555 



28917 Seq. ID OJ00025O_37 . 0210 . C12 

59740 Strand 
1 End 
OJ000250_37 . 0210 .C12 .ol.np Method 
1 End 
6006375 Score 
1. .339 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 

28917 Seq. ID OJ000250_37 . 0210 . C12 

59741 Strand 

740 End 1075 

OJ000250_37 . 0210 . C12 . ol . gp Method AAT/GAP 
740 End 1075 

21466JL.R1084 Score 612 

740.. 1075 

1 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 


28918 


Seq. ID 


OJ000250 


_37 


.0210. 


C13 


Gene No. 


59742 


Strand 


+ 








Start 


- 113 


End 


1639 








Name 


OJ000250 


37 . 0210 . C13 . ol . gs Method 


GENSCAN 








Start 


113 


End 


1639 








GI 


none 


Score 


.56 








Exons 


113. .160, 


672. .740, 1499. .1639 










Seq. No. 


28918 


Seq. ID 


OJ000250 


_37 


.0210. 


C13 


Gene No. 


59743 


Strand 


+ 








Start 


7314 


End 


9659 








Name 


OJ000250 


37 . 0210 . C13 . o3 . gs Method 


GENSCAN 








Start 


7314 


End 


9659 








GI 


none 


Score 


.71 









28801 



Exons 



7314. .7330, 7433. .7511, 8472. .8527, 9156. .9336, 9456. .9659 



Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


.C13 


Gene No. 


59744 


Strand 


+ 






Start 


13881 


End 


16214 






Name 


OJ000250 37 .0210.C13.o2.np 


Method 


AAT/NAP 






Start 


13881 


End 


15771 






GI 


5732634 


Score 


122 






Exons 


13881. .14009, 14116. .14225, 


15531. .15771 






GI Descrip. 


(AF121009) hypothetical protein Jv0534 


[Mycobacterium 




tuberculosis H37Rv] 










Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


.C13 


Gene No. 


59744 


Strand 


+ 






Start 


13881 


End 


16214 






Name 


OJ000250 37.0210.C13.o3.np 


Method 


AAT/NAP 






Start 


14682 


End 


16043 






GI 


6815109 


Score 


169 






Exons 


14682. .14706, 15823.. 16043 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


- C13 


Gene No. 


59744 


Strand 


+ 






Start 


13881 


End 


16214 . 






Name 


OJ000250 37.0210.C13.o4.np 


Method 


AAT/NAP 






Start 


15870 


End 


16214 






GI 


6815109 


Score 


183 






Exons 


15870. .16214 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


-C13 


Gene No . 


59745 


Strand 








Start 


3252 


End 


6332 






Name 


OJ000250 37.0210.C13.o2.gs 


Method 


GENSCAN 






Start 


3252 


End 


6332 






GI 


none 


Score 


.69 






Exons 


3252.. 3700, 4103.. 4451, 4762 


..4980, 5321. .5477, 


5548. .5654, 




6017.. 6143, 6208.. 6332 










Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


-C13 


Gene No. 


59746 


Strand 








Start 


11505 


End 


14686 






Name 


OJ000250 37.0210.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


498 


End 


788 






GI 


none 


Score 


138 






Exons 


498. .695, 536. .610, 651. .686, 678. .788, 


690. .788 






Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


.C13 


Gene No. 


59746 


Strand 








Start 


11505 


End 


14686 






Name 


OJ000250 37.0210.C13.o4.gs 


Method 


GENSCAN 






Start. 


11505 


End 


14686 






GI 


none 


Score 


.75 






Exons 


11505. .11524, 13008. .13663, 


13824. .13953, 14050. 


.14302, 






14486. .14582, 14679. .14686 










Seq. No. 


28918 


Seq. ID 


OJ000250_ 


37.0210 


• C13 



28802 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



59746 Strand 

11505 End 14686 

OJ000250_37.0210.C13.ol.np Method AAT/NAP 

11872 End 14181 

82307 Score 641 

11872. .11970, 13241. .13663, 13824 .. 13953, 14050. .14181 

myb protein 306 - garden snapdragon gi | 256828 I bbs 1 115017 Myb 

oncoprotein homolog {clone 306} [Antirrhinum majus=snapdragons, 

Jl:522, flowers, Peptide, 316 aa] 



Seq. No. 28918 
Gene No. 59746 
Start 11505 

Name OJ000250_37 . 0210 .C13.ol .tc 

Start 13294 
GI none 
Exons 13294. 

13568. 

14048, 



13326, 13408. .13494, 
13666, 13821. .13955, 
,14113, 14113. .14184, 



Seq. ID OJ000250_37.0210.C13 
Strand 

End 14686 

Method TBLASTX: Cress 

End 14184 

Score 37 
13451. .13492, 13567 .. 13665, 
13838. .13954, 1404 6 .. 14096, 
14117. .14182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28918 Seq. ID 

59746 Strand 

11505 End 

OJ000250_37.0210.C13.ol.ts Method 

13294 End 

none Score 



OJ000250_37.0210.C13 
14686 . 

TBLASTX: Soybean 

14185 

43 



13294. .13326, 13423 .. 134 97 , 13451 .. 134 98 , 13570 .. 13665 , 
13571. .13666, 13821 13955, 13841 .. 13954 , 1404 6 .. 14093, 
14048. .14113, 14113. .14181, 14117. .14185 



Seq. No. 28918 
Gene No. 59746 
Start 11505 

Name OJ000250_37 . 0210 . C13 . ol . tm 

Start 13594 
GI none 

Exons 13594. .13665, 13595 .. 13663, 

14046. .14102, 14048. .14113, 
14114. .14188 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 37.0210.C13 



14686 

TBLASTX: Maize 
14188 
96 

13827. .13955, 13838 .. 13954 , 
14051. .14143, 14113. .14187, 



Seq. No. 28918 Seq. ID 

Gene No. 5974 6 Strand 

Start . 11505 End 

Name OJ000250_37 . 0210 . C13 . ol . tw Method 

Start 13821 End 

GI none Score 
Exons 



OJ000250_37.0210.C13 
14686 

TBLASTX: Wheat 

14184 

129 



13821. .13958, 13844 13957, 13898 .. 13978 , 14048 .. 14 113, 
14051. .14110, 14116. .14184, 14117. .14182 



Seq. No. 28919 

Gene No. 59747 

Start 474 

Name OJ000250_37 . 0210 . C14 . ol . np 

Start 474 

GI 2498930 

Exons 474.. 537, 705.. 1117 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 



Seq. ID OJ000250_37.0210.C14 
Strand + 

1117 
AAT/NAP 
1117 
763 



End 

Method 

End 

Score 



28803 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


28919 




Seq. ID 


OJ000250_37.0210.C14 


Gene No . 


59747 




Strand 


+ 


Start 


474 




End 


1117 


Name 


OJ000250 37.0210.C14.ol.gs 




Method 


GEN SCAN 


Start 


478 




End 


1099 


GI 


none 




Score 


1 - v - 


Exons 


478.-537, 705. .1099 








Seq. No. 


28920 




Seq. ID 


OJ000250_37.0210.C15 


Gene No. 


59748 




Strand 


+ 


Start 


1 




End 


732 


Name 


OJ000250 37.0210.C15.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


732 


GI 


6006374 




Score 


1259 


Exons 


1. .732 








GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza 


sativa] 




Seq. No. 


28920 




Seq. ID 


OJ000250_37.0210.C15 


Gene No. 


59748 




Strand 


+ 


Start 


1 




End 


732 


Name 


OJ000250 37.0210.C15.ol.gs 




Method . 


GENSCAN 


Start 


3 




End 


604 


GI 


none 




Score 


.63 


Exons 


3. .604 








Seq. No. 


28921 




Seq. ID 


OJ000250_37.0210.C16 


Gene No. 


59749 




Strand 


+ 


Start 


1 




End 


334 


Name 


OJ000250 37.0210.C16.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


334 


GI 


6006375 




Score 


591 


Exons 


1..334 








GI Descrip. 


(AP000559) Similar to ORF3 protein - : 


rice tungro bacilliform 




virus &RTUORFS_2 (C40785) 


[Oryza sativa] 


Seq. No. 


28921 




Seq. I'D 


OJ000250_37.0210.C16 


Gene No. 


59749 




Strand 


+ 


Start 


1 




End 


334 


Name 


OJ000250 37.0210.C16.ol.tw 




Method 


TBLASTX: Wheat 


Start 


53 




End 


334 


GI 


none 




Score 


201 


Exons 


53. .334 








Seq. No. 


28922 




Seq. ID 


OJ000250_37.0210.C17 


Gene No. 


59750 




Strand 




Start 


1 




End 


103 


Name 


OJ000250 37.0210.C17.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


103 


GI 


6006374 




Score 


164 


Exons 


1. .103 








GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza - 


sativa] 




Seq. No. 


28923 




Seq. ID 


OJ000250_31.0217.C2 



28804 



Gene No. 


59751 




Strand 


+ 




Start 


12 




End 


1048 




Name 


OJ000250 31.0217.C2.ol. 


gs 


Method 


GENSCAN 




Start 


12 




End 


1048 




GI 


none 




Score 


.92 




Exons 


12. .57, 485. .592, 846.. 


1048 








Seq.. No. 


28923 




-Seq. ID 


OJ000250_31.0217. 


C2 


Gene No. 


.59751 




Strand 


+ 




CM 1 vf 






End 


1 U 4 O 




Name 


OJ000250 31.0217.C2.ol. 


np 


Method 


AAT/NAP 




Start. 


120 




End 


547 




GI 


6539570 




Score 


86 




Exons 


120. .317, 471. .547 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


28924 




Seq. ID 


OJ000250_31.0217. 


C5 


Gene No . 


c o n c o 




Strand 






Start 


1542 




End 


1759 




Name 


OJ000250 31.0217.C5.ol. 


gs 


Method 


GENSCAN 




Start 


1542 




End 


1759 




GI 


none 




Score. 


.71 




Exons 


1542.. 1565, 1631.. 1759 










Seq. No. 


28925 




• Seq. ID 


"OJ000250 31.0217. 


C6 


Gene No. 


59753 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ000250 31.0217.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


864 




GI 


4680179 




Score 


1237 




Exons 


1. .864 










GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa subsp. indica] 




Seq. No. 


28925 




Seq. ID 


OJ000250_31.0217. 


C6 


Gene No. 


59753 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ000250 31.0217.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


487 




GI 


none 




Score 


540 




Exons 


1..360, 2. .487, 5. .478, 


418. 


.486 






Seq. No. 


28925 




Seq. ID 


OJ000250_31.0217. 


C6 


Gene No. 


5975 3 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ000250 31.0217.C6.ol. 


gs 


Method 


GENSCAN 




Start 


32 




End 


700 




GI 


none 




Score 


.59 




Exons 


32. .700 










Seq. No. 


28925 




Seq. ID 


OJ000250 31.0217. 


C6 


Gene No. 


59753 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ000250 31.0217.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


40 




End 


625 




GI 


none 




Score 


214 




Exons 


40. .195, 41. .202, 199.. 


363, 


200. .625, 


320. .604, 418. .624 





28805 



Seq. No. 28925 

Gene No. 59753 

Start 1 

Name OJ000250_31 . 0217 . C6 . o2 . tw 

Start 487 

GI none 

Exons 487.. 669, 488.-685, 685.. 819 

Seq. No. 28926 

Gene No. .59754 

Start 1519 

Name OJ000250_31 . 0217 . C8 . ol . gs 

Start 1519 

GI none 

Exons 1519.. 1711, 1880.. 2066 

Seq. No. 28927 

Gene No. 59755 

Start 504 

Name OJ000250_31 . 0217 . C10 . ol . gs 

Start 504 

GI none 

Exons 504.. 637 



Seq. ID OJ000250_31.0217.C6 

Strand + 

End 864 

Method TBLASTX : Wheat 

End 819 

Score 197 



Seq. ID OJ000250_31.0217.C8 
Strand 

End 2066 

Method GENS CAN 

End 2066 

Score .47 



Seq. ID OJ000250_31. 0217. C10 

Strand + 

End 637 

Method GENSCAN 

End 637 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28927 Seq. ID 

59756 Strand 

1 End 

OJ000250_31. 0217. C10. ol.np Method 

1 End 

4538896 Score 
1..64, 172. .601 

(AL04 9482) putative protein [Arabidopsis thaliana] 



OJ000250_31. 0217. C10 
601 

AAT/NAP 
601 
240 



28928 Seq. ID 

59757 Strand 
1 End 
OJ000250_31 . 0217 . C14 . o2 . np Method 
1 End 
3152568 Score 
1..26, 1091. .1436, 1468. .2224 

(AC002986) Similar to hypothetical protein product gb|Z97337 
from A. thaliana. EST gb|H76597 comes from this gene. 
[Arabidopsis thaliana] 



OJ000250_31.0217.C14 
+ 

2224 
AAT/NAP 
2224 
540 



Seq. No. 28928 
Gene No. 59757 
Start 1 

Name OJ000250_31 . 0217 .C14 .ol .gp 

Start 1742 
GI 30028JL.R1084 
Exons 1742.. 2224 

GI Descrip. '3152568 1.0e-73 (AC002986 

product gb_Z97337 from A. thaliana 
this gene. [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_31.0217.C14 
+ 

2224 
AAT/GAP 
2224 
922 



Similar to hypothetical protein 

EST gb_H7 6597 comes from 



Seq. No. 
Gene No. 



28928 
59758 



Seq. ID 
Strand 



OJ000250 31.0217.C14 



28806 




Start 


1 






End 


751 




Name 


OJ000250 31 


.0217.C14.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


751 




GI 


5852093 






Score 


76 




Exons 


1 . . 46, 642 . 


.751 










GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza sativa] 






Seq. No. 


28928 






Seq. ID 


OJ000250_31.0217 


.C14 


Gene No. 


59759 






Strand * 






Start 


917 






End 


1225 




Name 


OJ000250 31 


.0217 


.C14 .o3.tm 


Method 


TBLASTX: Maize 




Start 


917 






End 


1225 




GI 


none 






Score 


212 




Exons 


917 . .1147, 


917. . 


1018, 939. .1127, 940.. 


1149, 998.. 1132, 






1006. . 1071, 


1016 


..1162, 1101. 


.1220, 11 


81. .1225 




Seq. No. 


28928 






Seq. ID 


OJ000250_31.0217 


.C14 


Gene No. 


59760 






Strand 






Start 


1565 






End- 


2222 




Name 


OJ000250 31 


.0217 


.C14 .ol. tm 


Method 


TBLASTX: Maize 




Start 


1565 






End 


1932 




GI 


none 






Score 


41 




Exons 


1565. . 1588, 


1601 


..1648, 1645. 


.1932, 1652. .1927 




Seq. No. 


28928 






Seq." ID 


OJ000250_31.0217 


.C14 


Gene No. 


59760 






Strand 






Start. 


1565 






End 


2222 




Name 


OJ000250 31 


.0217 


.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1756 






End 


2222 




GI 


none 






Score 


397 




Exons 


1756. .2067, 


1757 


..2116, 1985. 


.2074, 2108. .2161, 2114. .2221, 




2121. .2222, 


2130 


. .2222 








Seq. No. 


28928 






Seq. ID 


OJ000250_31.0217 


.C14 


Gene No. 


59760 






Strand 






Start 


1565 






End 


2222 




Name 


OJ000250 31 


.0217 


.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


1865 






End 


2161 




GI 


none 






Score 


293 




Exons 


1865. .2068, 


1865 


..1936, 1867. 


.2067, 2102. .2161 




Seq. No. 


28928 






Seq. ID 


OJ000250_31.0217 


.C14 


Gene No. 


59760 






Strand 






Start 


1565 






End 


2222 




Name 


OJ000250 31 


.0217 


.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


1933 






End 


2068 




GI 


none 






Score 


92 




Exons 


1933. .2058, 


1933 


..2067, 1934. 


.2068 






Seq. No. 


28929 






Seq. ID 


OJ000250_31.0217 


.C15 


Gene No. 


59761 






Strand 


+ 




Start 


1 






End 


641 




Name 


OJ000250 31 


.0217 


,C15.ol .np 


Method 


AAT/NAP 




Start 


1 






End 


609 




GI 


2244855 






Score 


320 




Exons 


1. .609 












GI Descrip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 





28807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_31.0217.C15 

Strand + 

End 641 

Method AAT/GAP 

End 167 

Score 188 



28929 
59761 
1 

OJ000250_31. 0217. CIS. ol.gp 
61 

30028_1.R1084 
61.. 167 

•3152568 1.0e-73 (AC002986) Similar to hypothetical protein 
product gb_Z97337 from A. thaliana. EST gb_H76597 comes from 
this gene. [Arabidopsis thaliana] 1 



28929 
59761 
1 

OJ000250_31 . 0217 . CIS . ol . tm 
61 

none 



Seq. ID OJ000250_31.0217.C15 

Strand + 

End 641 

Method TBLASTX : Mai ze 

End 641 

Score 448 



61. .426, 63. .425, 64. .426, 390. .641, 427. .606 



Seq. No. 28929 

Gene No. 59761 

Start 1 

Name OJ000250_31 . 0217 . CIS . ol . ts 

Start 61 

GI none 

Exons 61.. 282, 63.. 2 6.3 



Seq. ID OJ000250_31. 0217. CIS 

Strand + 

End 641 

Method TBLASTX : Soybean 

End 282 * 

Score 217 



Seq. No. 28930 

Gene No. 59762 

Start 78 

Name OJ000250_31 . 0217 . C16 . ol . gs 

Start 78 

GI none 

Exons 78.. 108, 236.. 279 



Seq. ID OJ000250_31.0217.C16 

Strand + 

End 27 9 

Method GENSCAN 

End 279 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



28931 
59763 
1 

OJ000250_31 . 0217 . C18 . ol . np 
1 

5706505 
1..24, 730. .835, 1354. .1379 

(AL109739) trp-asp repeat protein [Schizosaccharomyces pombe] 



Seq. ID OJ000250_31.0217.C18 
Strand 

End 1379 

Method AAT/NAP 

End 1379 

Score 40 



Seq. ID OJ000250_31.0217.C19 

Strand + 

End 701 

Method AAT/NAP 

End 701 

Score 52 



28932 
59764 
95 

OJ000250_31 . 02 17 . C19 . ol . np 
95 

2315521 
95. .219, 673. .701 - 

(AF016452) similar to the beta transducin family [Caenorhabditis 
elegans] 



28932 
59764 



Seq. ID OJ000250_31.0217.C19 
Strand + 



28808 



Start 95 

Name OJ000250_31 . 0217 . CI 9 . ol . gs 

Start 165 

GI none 

Exons 165.. 326 

Seq. No. 28932 

Gene No. 59765 

Start 4 4 

Name OJ000250_31 . 0217 .C19.ol .gp 

Start 4 4 

GI none 

Exons 4 4.. 552 



End 

Method 

End 

Score 



701 

GENS CAN 

326 

.6 



Seq. ID OJ000250_31.0217.C19 

Strand 

End 552 

Method AAT/GAP 

End 552 

Score 981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28932 
59765 
44 

OJ000250_31. 0217.C19.ol.tc 
64 

none 



Seq. ID OJ000250_31.0217.C19 
Strand 

End 552 

Method TBLASTX: Cress 

End 327 

Score 63 



64. .111, 113. .208, 114. .272, 129. .239, 281. .313, 282. .314, 
286. .327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28932 
59765 
44 

OJ000250_31 . 0217 . C19 . ol . tm 
64 

none 



Seq. ID OJ000250_31.0217.C19 
Strand 

End 552 

Method TBLASTX : Mai ze 

End 54 9 

Score 74 



64. .108, 69. .125, 69. .107, 110. .259, 111. .254, 210. .326, 
229. .324, 266. .343, 335. .385, 345.-386, 412. .453, 417. .458, 
426.-467, 427. .549, 454.-528, 455. .544 



28932 
59765 
44 

OJ000250_31.0217.C19.ol.ts 
67 

none - 



Seq. ID OJ000250_31.0217.C19 
Strand 

End 552 

Method TBLASTX : Soybean 

End 242 

Score 74 



67. .111, 69. .107, 113. .229, 114. .242 



28933 
59766 
132 

OJ000250_31.0217.C20.ol.gs 

132 

none 

132.. 867, 1015.. 1556 

28934 
59767 
103 

OJ000250_31.0217.C22.ol.gs 

103 

none 

103. .214, 370. .548 



Seq. ID OJ000250_31.0217.C20 

Strand + 

End 1556 

Method GEN SCAN 

End 1556 

Score .48 



Seq. ID OJ000250_31.0217.C22 
Strand 

End 548 

Method GENSCAN 

End 548 

Score .51 



28809 



Seq. No. 


28935 




Seq. ID 


OJ000250_31.0217.C23 


Gene No. 


59768 




Strand 




Start 


1 




End 


740 


Name 


OJ000250 31.0217.C23.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


740 


GI 


5706505 




Score 


62 


Exons 


1.-79, 620. .740 








GI Descrip. 


(AL109739) trp-asp repeat protein [Schizosaccharomyces pomb< 


Seq. No. 


28935 




Seq. ID 


OJ000250_31.0217.C23 


Gene No. 


59768 




Strand 




Start 


1 




End 


740 


Name 


OJ000250 31.0217.C23.ol. 


gp 


Method 


AAT/GAP 


Start 


590 




End 


740 


GI 


LIB3433-058-P1-K1-H7 




Score 


224 


Exons 


590.. 740 








GI Descrip. 


' 5706505/emb | CAB52267 . 1 | 


8.0e 


-14 (AL109739) trp-asp repeat 




protein [Schizosaccharomyces pombe] 1 




Seq. No. 


28935 




Seq. ID 


OJ000250_31.0217.C23 


Gene No. 


59768 




Strand 




Start 


1 




End 


740 


Name 


OJ000250_31 . 0217 . C23 . ol . 


tm 


Method 


TBLASTX: Maize 


Start ' 


614 




End 


740 . 


GI 


none 




Score 


'172 


Exons 


614 . .739, 618. .740 








Seq. No. 


28936 




Seq. ID 


OJ000250_31.0217.C27 


Gene No. 


59769 




Strand 




Start 


1 




End 


1490 


Name 


OJ000250_31 . 0217 .C27 .ol . 


np 


Method 


AAT/NAP 


Start 


1 




End 


1470 


GI 


4585985 




Score 


1008 


Exons 


1..398, 438.-975, 1055.. 


1470 






GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


28936 




Seq. ID 


OJ000250_31.0217.C27 


Gene No. 


59769 




Strand 




Start 


1 




End 


1490 


Name 


OJ000250 31.0217.C27.ol. 


gs 


Method 


GENSCAN 


Start 


49 




End 


1447 


GI 


none 




Score 


.86 


Exons 


49. .975, 1055. .1447 








Seq. No. 


28936 




Seq. ID 


OJ000250_31.0217.C27 


Gene No. 


59769 




Strand 




Start 


1 




End 


1490 


Name 


OJ000250 31.0217.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


902 




End 


1451 


GI 


none 




Score 


47 


Exons 


902. .997, 903. .968, 917. 


.994, 


1056. .1178, 1057. .1173, 




1065. .1178, 1179. .1451, 


1186. 


.1362 




Seq. No. 


28936 




Seq. ID 


OJ000250_31.0217.C27 


Gene No. 


59769 




Strand 




Start 


1 




End 


1490 


Name 


OJ000250 31.0217.C27.ol. 


tw 


Method 


TBLASTX: Wheat 



28810 




Start 


1089 




End 


1490 








GI 


none 




Score 


145 








Exons 


1089.. 1166, 1165.. 1440, 


1191. 


.1490 










Seq. No. 


28937 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C29 


Gene No. 


59770 




Strand 










Start 


726 




End 


966 








Name 


OJ000250 31.0217.C29.ol 


.gs 


Method 


GENSCAN 








Start 


726 




End 


966 








GI 


none 




Score 


.88 . 








Exons 


726. .966 














Seq. No. 


28938 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C30 


Gene No . 


59771 




Strand 










Start 


160 




End 


284 








Name 


OJ000250 31.0217.C30.ol 


. gs 


Method 


GENSCAN 








Start 


160 




End 


284 








GI 


none 




Score 


.47 








Exons 


160. .284 














Seq. No. 


28939 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C31 


Gene No. 


59772 




Strand 










Start 


168 




End 


632 








Name 


OJ000250 31.0217.C31.ol 


.gs 


Method 


GENSCAN 








Start 


168 




End 


632 








GI 


none 




Score 


.69 








Exons 


168. .219, 322. .399, 477 


. .632 












Seq. No. 


28940 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C32 


Gene No. 


59773 




Strand 










Start 


59 




End 


775 








Name 


OJ000250 31.0217.C32.ol 


.gs 


Method 


GENSCAN 








Start 


59 




End 


775 








GI 


none 




Score 


.78 








Exons 


59. .406, 689. .775 














Seq. No. 


28941 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C33 


Gene No. 


59774 




Strand 










Start 


82 




End 


499 








Name 


- OJ000250 31.0217.C33.ol 


.gs 


Method 


GENSCAN 








Start 


82 




End 


499 








GI 


none 




Score 


.8 








Exons 


82. .287, 3S6..499 














Seq. No. 


28942 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C34 


Gene No. 


59775 




Strand 










Start 


1 




End 










Name 


OJ000250 31.0217.C34.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1641 








GI 


5042454 




Score 


709 








Exons 


1..896, 964. .1041, 1465 


. .1641 












GI -Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


28942 




Seq. ID 


OJ000250_ 


_31. 


0217. 


C34 


Gene No. 


59775 




Strand 










Start 


1 




End 


1641 








Name 


OJ000250 31.0217.C34.ol 


.gs 


Method 


GENSCAN 









28811 




Start 


19 


End 


1418 


GI 


none 


Score 


.47 




19. .242, 489. .627, 660. .912, 


1332. .1418 


Seq. No. 


28943 


Seq. ID 


OJ000250_31.0217.C35 


Gene No. 


59776 


Strand 


+ 


Start 


1470 


End 


4001 


Name 


OJ000250 31.0217.C35.ol.np 


Method 


AAT/NAP 


Start 


1470 


End 


4 001' •■ 


GI 


6721512 


Score 


109 


Exons 


1470. .1498, 3273. .3389, 3449. 


.3583, 3626. .3657, 3952. .4001 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28943 


Seq. ID 


OJ000250_31 . 0217 . C35 


Gene No. 


59776 


Strand 


+ 


Start 


1470 


End 


4001 


Name 


OJ000250 31.0217.C35.ol.gs 


Method 


GENSCAN 


Start 


2966 


End 


3813 


GI 


none 


Score 


.76 


Exons 


2966.. 3097, 3626.. 3660, 3748. 


.3813 




Seq. No. 


28944 


Seq. ID 


OJ000250 31.0217.C36 


Gene No. 


59777 


Strand 




Start 


402 


End 


485 


Name 


OJ000250 3i.0217.C36.o2.gs 


Method 


GENSCAN 


Start 


402 


End 


485 


GI 


none 


Score 


. 47 


Exons 


402. .485 






Seq. No. 


28945 


Seq. ID 


OJ000250_31.0217.C37 


Gene No. 


59778 


Strand 


+ 


Start 


623 


End 


3165 


Name 


OJ000250 31.0217.C37.ol.gs 


Method 


GENSCAN 


Start 


623 


End 


3084 


GI 


none 


Score 


.42 


Exons 


623. .738, 759. .803, 1123. .1664, 1772.. 


2253, 3031.. 3084 


Seq. No. 


28945 


Seq. ID 


OJ000250_31.0217.C37 


Gene No. 


59778 


Strand 


+ 


Start 


623 


End 


3165 


Name 


OJ000250 31.0217.C37.ol.np 


Method 


AAT/NAP 


Start 


1113 


End 


3165 


GI 


2565010 


Score 


551 


Exons 


1113.. 2248, 3055.. 3165 






GI Descrip. 


(AC002983) putative microf ibril-associated protein [Arabidopsis 




thaliana] gi 13377811 (AF076275) contains similarity to ATP 




synthase B/B ' (Pfam: ATP-synt 


B.hmm, score: 11.71) [Arabidopsis 




thaliana] 






Seq. No. 


28945 


Seq. ID 


OJ000250_31 . 0217 . C37 


Gene No. 


59778 


Strand 


+ 


Start 


623 


End 


3165 


Name 


OJ000250 31.0217.C37.ol.tm 


Method 


TBLASTX: Maize 


Start 


2014 


End 


2217 


GI 


none 


Score 


219 


Exons 


2014. .2217, 2015. .2215, 2016. 


.2216 





28812 



Seq. No. 28945 

Gene No. 59778 

Start 623 

Name OJ000250_31 . 0217 . C37 .ol . ts 

Start 2035 

GI none 

Exons 2035.. 2235, 2037.. 2234 

Seq. No. 28946 

Gene No. 59779 

Start 421 

Name OJ000250_31 . 0217 .C39 .ol . tw 

Start 419 

GI none 

Exons 419.. 562, 551.. 871 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_31 . 0217 . C37 
+ 

3165 

TBLASTX : Soybean 

2235 

225 



OJ000250_31.0217.C39 
+ 

2949 

TBLASTX: Wheat 

871 

45 



OJ000250_31. 
+ 

2949 
AAT/NAP 
2703 
590 



Seq. No. 28946 Seq. ID OJ000250 31.0217.C39 

Gene No. 59779 Strand 

Start 421 End 

Name OJ000250_31 . 0217 . C39 . ol . np Method 

Start 421 End 

GI 130592 Score 

Exons 421.. 1381, 2657.. 2703 

GI Descrip. ENZYMATIC POLYPROTEIN [CONTAINS: ASPARTIC PROTEASE ; 

ENDONUCLEASE; REVERSE TRANSCRIPTASE ] gi | 754 91 1 pir| | QQCV5 
hypothetical protein 5 - cauliflower mosaic virus (strains 
Strasbourg, CM1841 and D/H) gi | 58826 | emb | CAA234 60 | (V00141) 
reading frame (V) [Cauliflower mosaic virus] 



Seq. No. 


28946 


Gene No. 


59779 


Start 


421 


Name 


. OJ000250 31 


Start 


554 


GI 


none 


Exons 


554. .892 


Seq. No. 


28946 


Gene No. 


59779 


Start 


421 


Name 


OJ000250 31 


Start 


983 


GI 


none 


Exons 


983. .1253, 


Seq. No. 


28947 


Gene No. 


59780 


Start 


676 


Name . 


OJ000250 31 


Start 


676 


GI 


none 


Exons 


676. .827 


Seq. No. 


28948 


Gene No. 


59781 


Start 


67 


Name 


OJ000250 31 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_31.0217.C39 
+ 

2949 

TBLASTX: Cress 

8 92 

199 



OJ000250_31.0217.C39 
+ 

2949 
GEN SCAN 
2949 
.69 



983.. 1253, 1290... 1381, 1834. .2014, 2345.-2949 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000250_31.0217.C40 
827 

GENSCAN 
827 
. 98 



OJ000250_31.0217.C41 
642 

GENSCAN 



28813 




Start 


67 




End 


642 




GI 


none 




Score 


.61 




Exons 


67. .642 






- 




Seq. No. 


28949 




Seq. ID 


OJ000250_31.0217. 


C42 


Gene No. 


59782 




Strand 


+ 




Start 


1356 




End 


2634 




Name 


OJ000250 31.0217 


.C42.ol.gs 


Method 


GEN SCAN 




Start 


1356 




End 


2634 




GI 


none 




Score 


.51 




Exons 


1356.. 1538, 2350 


. .2634 








Seq. No. 


28950 




Seq. ID 


OJ000250_31.0217. 


C43 


Gene No. 


59783 




Strand 






Start 


237 




End 


448 




Name 


OJ000250 31.0217 


.C43.ol.gs 


Method 


GENSCAN 




Start 


237 




End 


448 




GI 


none 




Score 


.44 




Exons 


237. .275, 368. .448 








Seq. No. 


28951 




Seq. ID 


OJ000250_31.0217. 


C44 


Gene No. 


59784 




Strand 


+ 




Start 


384 




End 


2598 




Name 


OJ000250_31 . 0217 


.C44 .ol.gs 


Method 


GENSCAN 




Start 


384 


- 


End 


2598 




GI 


none 




Score 


.84 




Exons 


384. .523, 1564.. 


1873, 1909.. 


2598 






Seq. No. 


28951 




Seq. ID . 


OJ000250_31.0217. 


C44 


Gene No. 


59785 




Strand 






Start 


3229 




End 


6027 




Name 


OJ000250 31.0217 


.C44 .ol. ts 


Method 


TBLASTX : Soybean 




Start 


450 




End 


2073 




GI 


none 




Score 


91 




Exons 


450. .524, 1565.. 


1618, 1663.. 


1911, 1664 


..1912, 1912.. 2073 






1914. .2066 










Seq. No. 


28951 




Seq. ID 


OJ000250_31.0217. 


C44 


Gene No. 


59785 




Strand 






Start 


3229 




End 


6027 




Name 


OJ000250 31.0217 


.C44 .ol.tc 


Method 


TBLASTX: Cress 




Start 


1562 




End 


1810 




GI 


none 




Score 


69 




Exons 


1562.. 1618, 1663 


..1809, 1664 


. .1810 






Seq. No. 


28951 




Seq. ID 


OJ000250_31.0217. 


C44 


Gene No. 


59785 




Strand 






Start 


3229 




End 


6027 




Name 


OJ000250 31.0217 


.C44 .o2.tm 


Method 


TBLASTX: Maize 




Start 


1714 




End 


1914 




GI 


none 




Score 


202 




Exons 


1714. .1914, 1715 


..1912 








Seq. No. 


28951 




Seq. ID 


OJ000250_31.0217. 


C44 


Gene No. 


59785 




Strand 






Start 


3229 




End 


6027 




Name 


OJ000250 31.0217 


.C44 .ol.tm 


Method 


TBLASTX: Maize 





28814 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



2436 End 
none Score 

2436. .2471, 2437. .2571, 2452. .2574 

28951 Seq. ID 

59785 Strand 
3229 End 
OJ000250_31.0217 .C44.o2.gs Method 
3229 End 
none Score 

3229. .3267, 3360. .3440, 4992. .5049, 5800. .5807 



2574 
221 



OJ000250_31.0217.C44 

6027 
GEN SCAN 
5807 
.74 



28951 Seq. ID 

59785 Strand 
3229 End 
OJ000250_31 . 0217 . C4 4 . o2 . np Method 
4711 End 
3128212 Score 
4711. .4944,. 4 988. .504 9, 5966. .6027 

(AC004077) putative HMG protein [Arabidopsis thaliana] 



OJ000250_31.0217.C44 

6027 
AAT/NAP 
6027 
84 



28952 
59786 
51 

OJ000250_31.0217.C45.oI;gs 
51 

none 

51. .92, 1214. .1494, 2952. .3032, 4480. .4495 



Seq. ID OJ000250_31.0217.C45 



Strand 
End 

Method 

End 

Score 



+ 

4495 
GENSCAN 
4495 
.57 



28952 Seq. ID 

59787 Strand 
6338 End 
OJ000250_31.0217 .C45.ol.gp Method 
6338 End 
49022_1.R1084 Score 
6338. .6683 

, 5103807/gb|AAD39637.1|AC007591_2 1.0e-10 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394650 come from this gene. [Arabidopsis thaliana] 1 



OJ000250_31.0217.C45 
+ 

7773 
AAT/GAP 
6683 
642 



28952 
59787 
6338 

OJ000250_31.0217.C45.o2.np 

6472 

5103807 

6472. .6687, 6797. .6884, 6977. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7086, 7216. .7309, 7536.. 7773 
(AC007591) Contains similarity to gb|AF014403 type-2 
phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394 650 come from this gene. 
[Arabidopsis thaliana] 



OJ000250_31.0217.C45 
+ 

7773 
AAT/NAP 
7773 
760 



28952 Seq. ID 

59787 Strand 

6338 End 

OJ000250 31.0217.C45.o2.gp Method 



OJ000250_31.0217.C45 
+ 

7773 
AAT/GAP 



28815 



Start 6765 End 7773 

GI 64591_1.R1084 Score 904 

Exons 6765.. 6884, 6977.. 7086, 7216, .7309, 7536.-7773 

GI Descrip. ' 5103807/gb | AAD39637 . 1 1 AC007591_2 9.0e-72 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394650 come from this gene. [Arabidopsis thaliana] ' 



Seq. No. 28952 ' Seq. ID OJ000250_31 . 0217 .C45 

Gene No. 59788 Strand 

Start 227 End 328 

Name OJ000250_31 . 0217 . C45 . ol .np Method AAT/NAP 

Start 227 End 328 

GI 3157938 Score 79 

Exons 227.. 328 

GI Descrip. (AC002131) Similar to seryl-tRNA synthetase gb|U10400 from S 

cerevisiae. EST gb|N96627 comes from this gene. [Arabidopsis 
thaliana] 





28952 








Seq. ID 


OJ000250_31.0217.C45 




59789 








Strand 




Start 


6388 








End 


7733 


Name 


OJ000250 31 


0217 . 


C45 . o2 




Method 


GENSCAN 


Start 


6388 _ 








End 


7693 




none 








Score 


.61 




6388 6674 


6757 . 


6840 


6872 . 


.7067, -7185. .7244, 7433. .7693 


Seq. No. 


28952 








Seq. ID 


OJ000250_31.0217.C45 


UC11C liv ■ 


59789 








Strand 




|J Lfll L 


6388 








End 


7733 


Name 


OJ000250 31 


0217 . 


C45 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6498 








End 


7022 


GI 


none 








Score 


201 


Exons 


6498. .6686, 


6499. 


.6690, 


6797. 


.6886, 6958.. 7020, 6972.. 7022 


Seq. No. 


28952 








Seq. ID 


OJ000250_31.0217.C45 


Gene No. 


59789 








Strand 




Start 


6388 








End 


.7733 


Name 


OJ000250 31. 


0217. 


C45.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6498 








End 


7070 


GI 


none 








Score 


217 


Exons 


6498. .6686, 


6499. 


.6690, 


6511. 


.6690, 6797.. 6886, 6958.. 7068, 




6963. .7070 












Seq. No. 


28952 








Seq. ID 


OJ000250_31.0217.C45 


Gene No. 


59789 








Strand 




Start 


6388 








End 


7733 


Name 


OJ000250 31. 


0217. 


C45.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6498 








End 


7614 


GI 


none 








Score 


212 


Exons 


6498. .6689, 


6499. 


.6690, 


6797. 


.6886, 6957.. 7088, 6958.. 7107, 




7215. .7325, 


7216. 


.7332, 


7556. 


.7609, 7558.. 7614 


Seq. No. 


28952 








Seq. ID 


OJ000250_31.0217.C45 


Gene No. 


59789 








Strand 




Start 


6388 








End 


7733 


Name 


OJ000250 31. 


0217. 


C45.o2 


.ts 


Method 


TBLASTX : Soybean 



28816 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7239 End 7726 

none Score 94 

7239. .7298, 7240... 7299, 7519. .7725, 7526. .7609, 7664. .7726 



28952 Seq. ID 

59789 Strand 

6388 End 
OJ000250_31 . 0217 . C45 . ol . tw Method 

7567 End 

none Score 

7567. .7725, 7568. .7726, 7671. .7733 



OJ000250_31.0217.C45 
7733 

TBLASTX: Wheat 

7733 

172 



28953 Seq. ID 

59790 Strand 
1 End 
OJ000250_31 . 02 17 . C4 6 . ol . np Method 
1 End 
5103807 Score 
1..163, 288. .350, 1174. .1284 

(AC007591) Contains similarity to gb|AF014403 type-2 
phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394650 come from this gene. 
[Arabidopsis thaliana] 



OJ000250_ 
+ 

1284 
AAT/NAP 
1284 
155 



31.0217.C46 



28953 ■ Seq. ID 

59790 ' Strand 

1 End 
OJ000250_31 . 0217 . C4 6 . ol . gp Method 
60 End 
64591_1.R1084 Score 
60.. 163, 289.. 358 

, 5103807/gb|AAD39637.1|AC007591_2 9.0e-72 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394650 come from this gene. [Arabidopsis thaliana]" 



OJ000250__31.0217.C46 
+ 

1284 
AAT/GAP 
358 
257 



28953 Seq. ID OJ000250 

59790 Strand + 

1 End 1284 

OJ000250_31 . 0217 . C4 6 . ol . gs Method GENS CAN 

95 End 950 

none Score . 5 

95. .163, 289. .348, 864. .950 



31.0217.C46 



Seq. No.. 28954 Seq. ID OJ000250_31 . 0217 . C47 

Gene No. 597 91 Strand + 

Start 428 End 825 

Name OJ000250_31 . 0217 .C47 . ol . gp Method AAT/GAP 

Start 428 End 825 

GI 64591_1.R1084 Score 722 

Exons 428.-825 

GI Descrip. 1 5103807/gb | AAD39637 . 1 | AC007591_2 9.0e-72 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana]* 



Seq. No. 



28955 



Seq. ID OJ000250_31.0217.C48 



28817 



Gene No. 


59792 




Strand 


.+ 


Start 


179 




End 


1924 


Name 


o.Tnnn?sn 09M 


P4R r>1 as 


Mpf hod 


GEN SCAN 


jldi l 


179 ~~ 




End 


1924 




none 




Score 


. 42 




179 271 1598 


1677, 1789. . 


1924 




Seq. No. 


28956 




Seq. ID 


OJ000250 


Gene No. 


59793 




Strand 


+ 


Start 


1363 




End 


5051 


Name 


OJ000250 31.0217 


.C50.ol.gs 


Method 


GENSCAN 


Start 


1363 




End 


4955 


GI 


none 




Score 


.57 


Exons 


1363.. 1460, 2165 


..2513, 3110 


..3591, 4434. .4538, 



31.0217.C50 



4568. .4726, 



4877. .4955 



Seq. No. 


28956 




Seq. ID 


OJ000250_31 . 0217 .C50 


Gene No. 


59793 




Strand 


+ 


Start 


1363 




End 


5051 


Name 


OJ000250 31 


.0217.C50.ol 


.np Method 


AAT/NAP 


Start 


2945 




End 


5051 


GI 


4038481 




Score 


310 


Exons 


2945. .3013, 


3392. .3504, 


4565.-4746, 4873. .5051 


GI Descrip. 


(AL021713) 


DNA binding- 


like protein [Arabidopsis thaliana] 


Seq. No. 


2 *89 56 • 




~Seq. ID 


OJ000250_31.0217.C50 


Gene No. 


59793 




Strand • 


+ 


Start 


1363 




End 


5051 


Name 


OJ000250 31 


.0217.C50.ol 


,ts Method 


TBLASTX : Soybean 


Start 


4613 




End 


5005 


GI 


none 




Score 


195 


Exons 


4613. .4720, 


4617. .4730, 


4625. .4738, 4868. .4945, 4869. .4949, 




4955. .5005, 


4957. .5004 







Seq. No. 


28957 






Seq. ID 


OJ000250_31 


.0217.C51 


Gene No. 


59794 






Strand 


+ 




Start 


82 






End 


282 




Name 


OJ000250 31.0217.C51. 


ol 


. gs 


Method 


GENSCAN 




Start 


82 






End 


282 




GI 


none 






Score 


.96 




Exons 


82. .282 












Seq. No. 


28957 






Seq. ID 


OJ000250_31 


.0217. C51 


Gene No. 


59795 






Strand 






Start 


1915 






End 


2006 




Name 


OJ000250 31.0217.C51. 


ol 


.gp 


Method 


AAT/GAP 




Start 


1915 






End 


2006 




GI 


LIB3477-003-P1-K1-E9 






Score 


115 




Exons 


1915. .2006 












GI Descrip. 


'24 98586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S 


I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 












Seq. No. 


28958 






Seq. ID 


OJ000250_31 


.0217.C52 


Gene No. 


59796 






Strand 


+ 




Start 


8782 






End 


14098 




Name 


OJ000250 31.0217.C52. 


o2 


.gs 


Method 


GENSCAN 





28818 



# • 



Start 


8782 








End 


14098 


GI 


none 








Score 


.91 


R von ^ 


8782. .8932, 


9701. 


.9826, 


10287 


. .10478, 


10785. .10879, 




11444. .11549, 12854. .13297, 13391 .. 13728 , 13919.. 14098 


Seq. No. 


28958 








Seq. ID 


OJ000250_31 . 0217 . C52 


Gene No. 


59796 








Strand 


+ 


Start 


8782 








End 


14098 


Name 


OJ000250 31. 


0217. 


C52.ol. 


gp 


Method 


AAT/GAP ' 


Start 


9200 








End 


10518 


GI 


4879122 








Score 


809 


Exons 


9200. .9475, 


10287 


'. .10518 






Seq. No. 


28958 








Seq. ID 


OJ000250_31.0217 .C52 


Gene No. 


59796 








Strand 


+ 


Start 


8782 








End 


14098 


Naiue 


OJ000250 31. 


0217. 


C52.o2. 


gp 


Method 


AAT/GAP 


Start 


12862 








End 


13295 


GI 


none 








Score 


864 


Exons 


12862. .13295 










Sea No 


28958 








Seq. ID 


OJ000250_31.0217.C52 


Gene No. 


59797 








Strand 




Start 


331 








End 


7328 


Name 


OJ000250 31. 


0217. 


C52.01. 


gs 


Method 


GENS CAN 


Start 


331 








End 


7328 


GI 


none 








Score 


.55 


pVAf) O 


331. .471, 730. .788, 1004 


..1228, 1421.. 


1513, 1656.. 1715, 




2762. .2957, 


3715. 


.3909, 


4464. 


.4649, 6708.. 7328 


O ■ i^i KJ . 


28958 








Seq. ID 


OJ000250_31.0217.C52 




59798 








Strand 




Start 


14648 








End 


25805 


Name 


OJ000250 31. 


0217. 


C52.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2537 








End 


7282 


GI 


none 








Score 


112 




2537. .2656, 


2551. 


.2658, 


2557. 


.2661, 2559.. 2666, 2745.. 2957, 




2746. .2958, 


2756. 


.2959, 


2857. 


.2958, 4464. .4652, 4465. .4650, 




6708. .6872, 


6708. 


.7160, 


6712. 


.6894, 6954. .7001, 6994. .7041, 




7135. .7161, 


7183. 


.7281, 


7247. 


.7282 




Sea. No. 


28958 








Seq. ID 


OJ000250_31.0217.C52 


Gene No. 


59798 








Strand 




Start 


14648 








End 


25805 


Name 


OJ000250 31. 


021,7. 


C52.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2575 








End 


6893 


GI 


none 








Score 


83 


Exons 


2575. .2661, 


2597. 


.2659, 


2743.. 


.2958, 2745.. 2957, 4464. .4652, 




4468. .4650, 


6702. 


. 6893, 


6703. 


.6882 




Seq. No. 


28958 








Seq. ID 


OJ000250_31.0217.C52 


Gene No. 


59798 








Strand 




Start 


14648 








End 


25805 


Name 


OJ000250 31. 


0217. 


C52.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6936 








End 


7319 


GI 


none 








Score 


70 



Exons 6936.. 7160, 6954.. 7001, 6994.. 7035, 7135.. 7161, 7219.. 7275, 

28819 



7242. .7319 





28958 




Seq. ID 


OJ000250 31.0217 


. C52 


VJC-llt: IN (J • 


59798 




Q-f- rand 








14648 




End 


25805 






OJ000250 31.0217.C52 


.06. tc 


Method 


TBLASTX: Cress 




9f art 


6975 




End 


7160 




OX 


none 




Score 


186 




Exons 


6975. .7007, 7017. .7160 










28958 




Seq. ID 


OJ000250 31.0217 


.C52 




59798 




Strand 






Start 


14648 




End 


25805 




Name 


OJ000250 31.0217.C52 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9801 




End 


13701 




GI 


none 




Score 


213 






9801.. 9923, 13269. .13307, 134 17 .. 13623, 


13432. .13701 




Seq. No. 


28958 




Seq. ID 


OJ000250_31.0217 


.C52 


Ronp No 


59798 




Strand 






9rarf 


1 4 648 




End 


25805 




LNdlLlC 


OJ000250 31.0217.C52 


,o4 . tm 


Method 


TBLASTX: Maize 






11484 




End ■ 


13072 




wX 


none 




Score 


195 




Exons 


11484. .11549, 12842. 


.12874, 


12856. .13071, 12893., 13072, 






12893. .13072 










Seq. No. 


28958 




Seq. ID 


OJ000250_31.0217 


.C52 




59798 




Strand 






OLui l 


14648 




End 


25805 




LNdlllC 


OJ000250 31.0217.C52 


. o3 . tm 


Method 


TBLASTX: Maize 




o lqi u 






End 


14077 




WX 


none 




Score 


420 




Hi A 1 1 0 


13357. .13728, 13390. 


. 13731, 


13916. .14077, 13916. .14071, 






13918. .14076 










Seq. No. 


28958 




Seq. ID 


OJ000250_31.0217 


.C52 




59798 




Strand 






Start 


14648 




End 


25805 




Name 


OJ000250 31.0217.C52 


.o5.tc 


Method 


TBLASTX: Cress 




Start 


13467 




End 


14080 




GI 


none 




Score 


300 




LiAUUO 


13467. .13571, 13468. 


.13728, 


13468. .13728, 13629 .. 13748 , 






1391-6. .14080, 13933. 


.14070 








Cprr No 


28958 




Seq. ID 


OJ000250_31.0217 


.C52 


Gene No. 


59798 




Strand 






Start 


14648 




End 


25805 




Name 


OJ000250 31.0217.C52 


.o3 . gs 


Method 


GENSCAN 




Start 


14648 




End 


25805 




GI 


none 




Score 


.75 




Exons 


14648. .14718, 15394. 


.15765, 


15850. .15929, 16196 .. 16297 , 






16426. .16637, 16767. 


.16922, 


17005. .17154, 18315. .18374, 






18486. .18613, 19212. 


.19620, 


20664 . .20833, 20896 .. 21060, 






21190. .21448, 25506. 


.25805 








Seq. No. 


28958 




Seq. ID 


OJ000250_31.0217 


.C52 



28820 




Gene No. 


59798 




Strand 








Start 


14648 




End 


25805 






Name 


OJ000250 31 . 0217 . C52 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15305 




End 


19623 






GI 


none 




Score 


34 






Exons 


15305 .. 15337, 15341. 


1 C A O O 

. 15472 , 


15341. .15478, 15417. 


. ID ft i y , 






15494. .15619, 15494. 


.15769, 


15501. .15767, 15846. 


1 C Q Q o 






15848. .15931, 16195. 


.16260, 


16196. .16225, 16223. 


i conn 
. IbJUU, 






16240 .. 16299, 16419. 


. ibb4U, 


16420. .16467, 16428. 


. 1 b b4 U , 






16767 .. 16922, 1676/. 


. l6yzo , 


16768. .16923, 17002. 


. 1 / ID / , 






*l O O "1 O 1 O 1 C C 1 O O 1 C 

17012 .. 17155, 18315. 


"1 O O T A 

. 183 /4 , 


18315. .18374, 18316. 


. loo / D , 






100*1/™ "I O O ~7 C "lOOOO 

18316 .. 18375, 18323. 


. 183 /9, 


18448. .18i 


615, 18481. 


. lo biz , 






18486,. . 18614 , 19192. 


i n c o o 
. 196Z3 , 


19205. .19621 






Seq. No. 


28958 




Seq. ID 


OJ000250_ 


31.0217. 


CdZ 


Gene No. 


c oo o o 

59798 




Strand 








Start 


14648 




End 


25805 






Name 


OJ000250_31.0217.C52 


.ol.np 


Method 


AAT/NAP 






Start 


1 C O A A 

1534 4 




End 


19608 






GI 


4512667 




Score 


1715 






Exons 


15344 .. 15929, 16196. 


.16297, 


16426. .16637, 16767. 


. 16922, 






17005 .. 17154 , 18315. 


.18374, 


18486. .18613, 19212. 


.19608 




GI Descrip. 


(AC006931) putative 


MAP kinase [Arabidopsis thaliana] 




Seq. No. 


28958 




Seq. ID 


' OJ000250_ 


31.0217. 


C52 


Gene No. 


c m no 

59798 




Strand 








Start 


14648 




End 


25805 






Name 


OJ000250 31.0217.C52 


. o3 . gp 


Method 


AAT/GAP 






Start 


15466 




End 


16558 






GI 


33988 1.R1084 




Score 


1151 






Exons 


15466. .15765, 15850. 


.15929, 


16196. .16297, 16426. 


.16558 




GI Descrip. 


, 4512667/gb|AAD21721 


.11 3.0e-33 (AC006931) putative MAP 


kinase 




[Arabidopsis thaliana] 1 










Seq. No. 


28958 




Seq. ID 


OJ000250_ 


31.0217. 


Cdz 


Gene No. 


59798 




Strand 








Start 


14648 




End 


25805 






Name 


OJ000250 31.0217.C52 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


15527 




End 


16308 






GI 


none 




Score 


190 






Exons 


15527. .15769, 15528. 


.15767, 


15532. .15768, 15851. 


.15877, 






15852. .15875, 15881. 


.15931, 


15884. .15931, 15888. 


.15932, 






16194. .16307, 16195. 


.16299, 


16195. .16308, 16196. 


.16300 




Seq. No. 


28958 




Seq. ID 


OJ000250__ 


31.0217. 


r* c o 
C52 


Gene No. 


59798 




Strand 








Start 


14648 




End 


25805 






Name 


OJ000250 31.0217.C52 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


16195 




End 


19623 






bl 


none 




Score 


67 






Exons 


16195. .16257, 16196. 


.16249, 


16244. .16300, 16249. 


.16317, 






16419. .16640, 16420. 


.16467, 


16445. .16507, 16534. 


.16638, 






16754. .16912, 16755. 


.16916, 


16767. .16925, 16768. 


.16920, 






17001. .17156, 17002. 


.17157, 


17015. .17155, 18315. 


.18374, 






18328. .18375, 18448. 


.18615, 


18473. .18610, 18486. 


.18644, 






19192. .19623, 19214. 


.19618, 


19216. .19623 







28821 



Seq. No. 


28958 




Seq. ID 


OJ000250_31.0217 


.C52 


Gene No. 


59798 




Strand 






Start 


1 A d A Q 
14 04 o 




End 


25805 




Name 


ATnnnoRH *5i noi*7 r , t;o 
UJUUUZOU Jl . U^l / .Lj£ 


. o4 . tc 


Method 


TBLASTX: Cress 




btart 


i bi y d 




End 


16569 




bl 


none 




Score 


97 




Exons 


1 CI QC 1 frono 1 CI QC 

loiyo. .idouo, loiyo . 


• Jl DjUU , 


16419. .16568, 16420.. 16569 




Seq. No. 






Seq. ID 


OJ000250_31.0217 


. bDZ 


Gene No. 


59798 




Strand . 






Start 


14648 




End 


25805 




Name 




• oz # tc 


Method 


TBLASTX: Cress 




OH 1 -»~4- 

otart: 


1 £1 £Q 
1 D / DO 




End 


18375 




bl 


none 




Score 


128 




Exons 


1 CTCQ 1 CQOO 1C*77ri 


. l oyz z> , 


16995. .17141, 17002. .17154, 






1 / UZ ft . . 1 / 1 *± y , lOiOD. 


1 Q-JTC 
. lQJ / J, 


18318. .18374 




beq. no. 


OQQCQ 

<io y jo 




Seq. ID 


OJ000250_31.0217 


• LjZ 


Gene No. 


59798 




Strand 






Start 


14648 




End 


25805 




Name 


UJUUUZDU Jl.UZl/.bDZ 


.Ol.CC 


Method 


TBLASTX: Cress 




CM , +- 

b tarr 


io4 yo 




End 


19629 




bl 


none 




Score 


109 




Exons 


1Q/QQ 1 QCi 1 i ocfil 

i o 4 y o . . looi / , looux. 


1 QCI /I 

. 10 Ol4 , 


18502. .18645, 18512 .. 18 616, 






i q 9 ri c. i qcq7 1 qoi q 

i yzuo . . iy~>y / , ly^u. 


1 QCOQ 

. l y oz y 








O — . ~ XT 

beq. No. 


OQQCQ 




Seq. ID 


OJ000250_31.0217 


• bOZ 


Gene No. 


59798 




Strand 






Start 


14648 




End 


25805 




Name 


UJUUUZOU Jl.UZl/.bDZ 


. oo . tw 


Method 


TBLASTX: Wheat 




otart 


lo OZD 




End 


19555 




bl 


none 




Score 


65 




Exons 


1 QCOC 1 QCI O 1 QCO^ 

loOZD • • lo Ol / , iOjZu. 


1 QCI C 
.10 Dl J; 


19165. .19554, 19191 .. 19430, 






1 Q1 QO 1 QCCyl 1 

i y i yz . . i y ddh , ly^oj. 


1 QCCC 








Cart Mr» 






Seq. ID 


OJ000250_31.0217 




Gene No. 


59798 




Strand 






Start 


14648 




End 


25805 




Name 


OJ000250 31.0217.C52 


.o4.gp 


Method 


AAT/GAP 




Start 


18961 




End 


20819 




GI 


24866 1.R1084 




Score 


1596 




Exons 


18961. .19620, 20664. 


.20819 









GI Descrip. ' 4512667/gb I AAD21721 . 1 1 7.0e-56 (AC006931) putative MAP kinase 
[Arabidopsis thaliana] 1 



Seq. No. 28958 Seq. ID 

Gene No. 59798 Strand 

Start 14648 End 

Name OJ000250_31 . 0217 . C52 . o5 . gp Method 

Start 20925 End 

GI none Score 

Exons 20925. .21299 



OJ000250_31.0217.C52 

25805 
AAT/GAP 
21299 
658 



Seq. No. 28959 Seq. ID 

Gene No. 59799 Strand 

Start 152 End 

Name OJ000250_31 . 0217 . C54 . ol . gs Method 



OJ000250_31.0217.C54 
322 

GENSCAN 



28822 




C 4- v~4- 

o cart 


1 c:0 
±OZ 










JZ Z 






none 








Score 






Exons 


J.DZ . . JZZ 














Seq. No. 


28960 








Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59800 








Strand 






C+- -j Y'f- 


252 










1 ft ft ^ 




Name 


OJ0.00250 31 


.0217 


.C55.ol 


. gs 


L v Jc CIIOQ 








252 








ILI1U. 


1 ft ft ^ 






none 








Score 


1 Q 




Exons 


252. .307, 1150.. 


1293, 1482.. 


1 CO 1 1 pi Q 
IDOl/ lgl 3 


1 ft ft ^ 




O c* KT/-\ 

oeq • lno . 


28960 










n.Tonn^^n 0917 




Gene No. 


59801 








Strand 


+ ~ 




Start 


2734 








End 


7609 . 




Name 


OJ000250 31 


.0217 


.C55.ol 


.np 


Method 


AAT/NAP 




Q +- a 

OLart 


2734 








End 


6889 






2213608 








Score 


1353 




Exons 


01*\A 97ftft 

Z / O 4 • . Z / 0 O , 


A AO A 

*i H Z *i 


. .6889 












(AC000103) 


F21J9 


.2 [Arabidopsis thaliana] 




Seq. No. 


28960 








Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59801 








Strand 


+ 






2734 








End 


7609 




Nanie 


OJ000250 31 


.0217 


.C55.o3 


. gs 


Method 


GENS CAN 




ocar c 


4442 








End 


7609 






none 








Score 


.71 




Exons 


4442. .6105, 


6358 


. .7609 










Seq. No. 


28960 








Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59802 








Strand 






o car c 


2293 








End 


3857 




Name 


OJ000250 31 


.0217 


.C55.o2 


. gs 


Method 


GENSCAN 




ocar c 


2293 








End 


3857 




PT 

ul 


none 








Score 


.95 




T7 1 v t\ o 


2293. .2319, 


2654 


. .2760, 


3539 


..3632, 3822.. 3857 




Seq. No. 


28960 








Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59803 








Strand 






otait 


9759 








End 


10499 




Name 


OJ000250 31 


.0217 


.C55.o2 


.tw 


Method 


TBLASTX: Wheat 




Of ar f 


5000 








End 


5424 




PT 


none 








Score 


312 




Exons 


5000. .5341, 


5062 


. .5310, 


5312 


..5422, 5329. .5424, 5329. .5424 


Seq. No. 


28960 








Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59803 








Strand 






occiir c 


9759 








End 


10499 




Name 


OJ000250 31 


.0217 


,C55.o2 


. tm 


Method 


TBLASTX: Maize 




Q+- a r*+- 

ocarc 


5162 








End 


5791 






none 








Score 


114 




Exons 


5162. .5356, 


5345 


. .5629, 


5663 


. .5791 






Seq. No. 


28960 








Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59803 








Strand 






Start 


9759 








End 


10499 




Name 


OJ000250 31 


.0217 


.C55.o3 


.tw 


Method 


TBLASTX: Wheat 





28823 




Start 


5431 


End 


5632 




GI 


none 


Score 


205 




Exons 


5431. .5631, 5432. .5632 








Seq. No. 


28960 


Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59803 * 


Strand 






Start 


9759 


End 


10499 




Name 


OJ000250 31.0217.C55.pl. 


tm Method 


TBLASTX: Maize 




Start 


5950 ~ 


End 


6315 




GI 


none 


Score 


319 




Exons 


5950. .6072, 5951. .6313, 


6094. .6315 






Seq. No. 


28960 


Seq. ID 


OJ000250_31.0217 


.C55 


Gene No. 


59803 


Strand 






Start 


9759 


End 


10499 




Name 


OJ000250 31.0217.C55.ol. 


tw Method 


TBLASTX: Wheat 




Start 


5960 


End 


6394 




GI 


none 


Score 


103 




Exons 


5960. .6100, 5990. .6088, 


6091. .6369, 6092. .6394 




Seq. No. 


28960 


Seq. ID 


OJ000250_31 . 0217 


.C55 


Gene No. 


59803 


Strand 


— 




Start 


9759 


End 


10499 




Name 


OJ000250 31.0217.C55.o4. 


gs Method 


GENSCAN 




Start 


9759 ~~ 


End 


104 9-9 




GI 


none 


Score 


.76 




Exons 


9759. .9821, 9972. .10211, 


10243. .10330, 


10420. .10499 




Seq. No. 


28961 


Seq. ID 


OJ000250_31.0217 


.C56 


Gene No. 


59804 


Strand 


+ 




Start 


409 


End 


2273 




Name 


OJ000250 31.0217.C56.ol. 


gs Method 


GENSCAN 




Start 


409 


End 


2273 




GI 


none 


Score 


.44 




Exons 


409.. 736, 1317.. 1537, 2175.. 2273 






Seq. No. 


28962 


Seq. ID 


OJ000250_31.0217 


.C57 


Gene No. 


59805 


Strand 


+ 




Start 


170 


End 


756 




Name 


OJ000250 31.0217.C57.ol. 


gs Method 


GENSCAN 




Start 


170 


End 


756 




GI 


none 


Score 


.49 




Exons .... 


170. .217, 726.-756 








Seq. No. 


28962 


Seq. ID 


OJ000250J31.0217 


.C57 


Gene No. 


59806 


Strand 






Start 


630 


End 


889 




Name 


OJ000250 31.0217.C57.ol. 


gp Method 


AAT/GAP 




Start 


630 


End 


889 




GI 


57749 1.R1084 


Score 


458 




Exons 


630. .889 








GI Descrip. 


•100535/pirl IS12411 6.0e 


-23 hypothetical protein - swollen 




duckweed >gi_1929057_emb 


■ CAA32236 (X14075) longest ORF 


(1) 




[Lemna gibba] ' 








Seq. No. 


28963 


Seq. ID 


OJ000250_31.0217 


.C58 


Gene No. 


59807 


Strand 







28824 






904 






JOl 








Name 


otooo9ro ^1 091 7 p^ft 


- 

. 01 • gs 












Of 3 — 4- 


904 ~~ 




Cilia. 


J D X 








p t 


none 




Score 


ft 
.OO 








Exons 


904 ^74 AQf, cifii 














Seq. No. 


28964 




Seq. ID 


OJ000250_ 


_31. 


0217 


.C60 


Gene No. 


59808 




Strand 


+ 








Of arf 
O Lai L 






End 


434 








Name 


0.10009^0 ^1 09 1 7 p^o 


0 1 rre 
. vj -L • y 0 


Lit? UilvJU. 


\3 £j IN O WrolN 








OLdlL. 


0 D 






A "34 








pt 


none 




Score 


• OO 








Exons 


01 ^ 4^4 






















o.tooo? so 

w U \J \J \J *J \J 


ji • 


0217 


.C61 


Gene No. 


59809 




Strand 


+ 








Start 


1 




End 


274 








Mam 0 


OJ000250 31.0217.C61 


.ol.np 


Method 


AAT /NAP 








C4-a r 4- 
OLdl L 


1 




End 


274 








VjX 


6539588 




Score 


J. J J 








Exons 


1. .274 














«j. ucscrip. 


(AP000837) hypothetical protein [Oryza 


Sal — L vaj 








Seq. No. 


28965 




Seq. ID 


OJ000250_ 


_31. 


0217 


.C61 


Gene No. 


59809 




Strand 


+ 








Of a y-f- 

OUaiL. 


1 




End 


91 A 








Naitie 


OJ000250 31.0217.C61 


.ol.gs 


Method 


O Cj LN O ^-rtlN 








otam 


65 




End 


97 9 








PT 
VjX 


none 




Score 










Exons 


65. .272 














C /-\ Mo 

oeq . iNo • 


28966 




Seq. ID 


O.T0009 ^0 


ji • 


0917 


P69 


Gene No. 


59810 




Strand 


+ 








Start 


1 




End 


598 








Name 


OJ000250 31.0217.C62 


. 0 1 . np 


Method 


AAT /NAP 








C4- 0 r-f- 


1 




End 


598 








P.T 


6862956 




Score 


305 








Exons 


1. .598 














vjx uco^iip< 


(AC019018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28966 




Seq. ID 


OJ000250_ 


31. 


0217 


.C62 


Gene No. 


59810 




Strand 


+ 








0 Lai i_ 


1 




End 


598 








Name 


OJ000250 31.0217.C62 


.ol.gs 


Method 


GENSCAN 








oldiC 


59 




End 


521 








TT 


none 




Score 


.57 








Exons 


59.. 521 














Seq. No. 


28967 




Seq. ID 


OJ000250_ 


31. 


0217 


.C63 


Gene No. 


59811 




Strand 


+ 








Start 


100 




End 


927 








Name 


OJ000250 31.0217.C63 


. ol .gs 


Method 


GENSCAN 








Start 


100 




End 


927 








GI 


none 




Score 


.58 








Exons 


100. .205, 807. .927 














Seq. No. 


28968 




Seq. ID 


OJ000250_ 


_31. 


0217 


.C64 



28825 




Gene No. 


59812 






Strand 


+ 








Of -1 vf 

otart 








tina 


1 9ft fl 
xzo o 








Name 


UJUUUz jU oi 


.0217 


.C64 .ol.gs 


Metnoa 










otart 










1 Z O 0 








PT 

bl 


none 






Score 


4 7 








Exons 


c coo 7 
0 0 4 . . OZZ / / 


87. .1288 












Seq. No. 


28969 . 






Seq. ID 


OJ000250 


_31. 


0217 


.C65 


Gene No. 


59813 






Strand 


+ 








Qf 3 ~.f 








CiIlCJ. 


70Q 








Name 


pi tooo.9 cn oi 


.0217 


.C65.ol.gs 


lxietnoa. 










otart 


CI 1 

Oil 






r*na 


70Q 








P T 


none 






Score 


. oo 








Exons 


ci i 70Q 
oil. . / \jy 
















Seq. No. 


28970 






Seq. ID 


OJ000250 


J31. 


0217 


.C67 


Gene No. 


59814 






Strand 


+ 








otan 








FnH 










Name 




.0217 


.C67. ol.gs 


CJcLIlOU 


pTTKiqpnM 

LN O OrtlN 








O f a — f 

otart 


lUlO 






1 XO O 








PT 


none 






Score 


79 
• / z 








Exons 


imp 1 1 
















Seq. No. 


28971 






Seq. ID 


OJ000250 


_31. 


0217 


.C71 


Gene No. 


59815 






Strand 


+ 








otart 


y / z 








1 9P4 

1 Z o 








Name 


p to. n o o ro *5i 

UJUUUzOU Ol 


.0217 


. C71 . ol . gs 


wet noa 


pTTXTOp AM 








C 1 f -i vf 

otart 


y /z 








1 9 Q 4 








P T 


none 






Score 










Exons 


Q7 O 1 AO O 

y / z . . iuzz / 


1119. 


.1284 












Seq. No. 


28972 






Seq. ID 


OJ000250 


_31. 


0217 


.C72 


Gene No. 


59816 






Strand 


+ 








Cf a r f 

otart 


1 1 c 
llJ 






i_i I Id 


1 49Q 

1 fx Z 7 








Name 


pi too no^n 

UJUUUZOU 01 


.0217 


.C72 .ol . gs 


L v ietnoa 










otart 


1 1 c 

1 10 








1 49Q 

i ft z y 








PT 


none 






Score 


• O J 








Exons 


11C 11 QO 

110. .11 yz , 


1256. 


.1269, 1351. 


1 4 9 Q 

• ift z y 










Seq. No. 


28973 






Seq. ID 


OJ000250 


_31. 


0217 


.C75 


Gene No. 


59817 






Strand 










Qf — f 

otart 


994 
ZZ ft 








^90 
o z y 








Name 


070009^,0 ^1 
VJUUUUZOU Ol 


.0217 


.C75. ol.gs 


f Vk 

ixietnoo. 










Of — f 

otart 


994 _ 
ZZ4 






Ljia 


oz y 








PT 
ul 


none 






Score 


. yo 








Exons 


994 S9 Q 
zz ft . . oz y 
















Seq. No. 


28974 






Seq. ID 


OJ000250_ 


J31. 


0217 


.C76 


Gene No. 


59818 






Strand 










Of -n r-f 


DDI 








7 £^ 
/ DO 








Name 


UJUUUzOU Ol 


.0217 


. C76 . ol . gs 


MAf Vi n/J 

Metnoa 










Start 


661 






End 


763 








GI 


none 






Score 


.85 








Exons 


661. .763 
















Seq. No. 


28975 






Seq. ID 


OJ000250 


_31. 


0217 


.C80 


Gene No. 


59819 






Strand 











28826 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



277 End 

OJ000250_31 . 02 17 . C80 . ol . gs ' Method 
277 End 
none Score 



2059 
GENSCAN 
2059 
.84 



277. .354, 1330. .1490, 1737. .1816, 18.43. .2059 



28976 Seq. ID 

59820 . Strand 

5 . End 

OJ000250_31 . 0217 . C81 . ol . gs Method 
5 End 
none Score 

5. .194, 328. .404 



28976 
59821 
1673 

OJ000250_31 . 0217 . C81 . ol . np 
1673 
2130022 
1673. .1693, 



OJ000250_31.0217.C81 
+ 

4 04 

GENSCAN 

404 

.53 



OJ000250 31.0217.C81 



Seq. ID _ 
Strand 

End 3343 
Method AAT/NAP 
End 334 3 

Score 116 
3066.. 3202, 3310.. 3343 
aldose reductase homolog - wild oat gi 11155213 (U21747) 
reductase-related protein [Avena fatua] gi 1 1587923 | prf | 
aldose reductase [Avena fatua] 



aldose 
I2207360A 



Cpn Ma 
O C \£ • LN \J a 


28977 




Seq." ID 


OJ000250_31.0217 


-C82 


Gene No. 


59822 * 




Strand 






Start 


1 




End 


750 




Name 


OJ000250 31.0217.C82.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


750 




GI 


4538896 




Score 


593 




Exons 


1.-349, 378. .750 










GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


28977 




Seq. ID 


OJ000250_31.0217 


.C82 


Gene No. 


59822 




Strand 






Start 


1 




End 


750 




Name 


OJ000250 31.0217.C82.ol 


. gs 


Method 


GENSCAN 




Start 


240 


End 


609 - 




GI 


none 




Score 


.71 




Exons 


240. .341, 463. .609 










Seq. No. 


28977 




Seq. ID 


OJ000250_31.0217 


.C82 


Gene No. 


59822 




Strand 






Start 


1 




End 


750 




Name 


OJ000250 31.0217.C82.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


348 




End 


616 




GI 


none 




Score 


103 




Exons 


348..389, 385. .615, 386 


. .616 








Seq. No. 


28978 




Seq. ID 


OJ0002.50_31.0217 


.C85 


Gene No. 


59823 




Strand 


+ 




Start 


1 




End 


550 




Name 


OJ000250 31.0217.C85.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


550 




GI 


4680179 




Score 


820 




Exons 


1. .550 











28827 




GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



C £1 /*Y Mo 

0 6<4 - 1NU • 


28978 




Seq. ID 


OJ000250_31.0217. 


C85 


p/jno Mo 

uene ino • 


S982^ 




Strand 


+ 




Of ar f 


1 




End 


550 




Name 


0.70002^0 


^1 021 7 P8S ol tm 


Method 


TBLASTX: Maize 




Cf a -r+- 
OLdl L 


29 ~ 




End 


346 






none 




Score 


423 




Exons 


29. .346, 


41. .199, 49. .342 








Qoo* Mo 
O t: • IN vj • 


28978 




Seq. ID 


OJ000250 31.0217. 


C85 


n^na Mo 


^982^ 




Strand 


+ 




OLqI u 


1 




End 


550 




Name 


O.T0002S0 


^1 0217 C85 ol tw 


Method 


TBLASTX: Wheat 




C4- ar f 

OLdl U 


71 ~ 




End 


550 






none 




Score 


514 




Exons 


71. .550, 


71. .505, 73.-549 








OCV^t LN(J • 


28978 




Seq. ID 


OJ000250_31.0217. 


C85 


belle LNU • 


*J y O c. «J 




Strand 


+ 






\ 




End 


550 




Name 


0.70002^10 


^1 0217 C85 o2 tm 


Method 


TBLASTX: Maize 






3S2 

•j <j ^ 




End 


550 




o J. 


none 




Score 


211 




Exons 


^S2 S49 


"3SV S50 
• * —) \j 








Seq. No. 


28979 




Seq. ID 


OJ000250_31.0217. 


C86 


Pan q Mo 
belle 1NU • 


59824 




Strand 






o Lai u 


1 




End 


813 




Name 


OJ000250 


_31.0217.C86.ol.np 


.Method 


AAT/NAP 






1 




End 


813 




r* T 


4680179 




Score 


1148 




Lxons 


1. .813 










VJj. L^GO L--L -L£J • 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


28979 




Seq. ID 


OJ000250_31.0217. 


C8 6 


UCllC V*\J • 


59824 




Strand 






OLal L 


1 




End 


813 




IN aiiic? 


OJ000250 


_31.0217.C86.o2.tw 


Method 


TBLASTX: Wheat 




Q-f- o y"4- 

otaiL 


58 




End 


355 




PT 


none 




Score 


85 




daOIIo 


58. .168, 


59. .163, 64. .168, 159. .317, 160. .318, 250. .318, 






263. .355 










Cnn Mn 


28979 




Seq. ID 


OJ000250_31.0217. 


C86 


f^Qno Mo 
belle INU • 


59824 




Strand 






jLdi L 


1 




End 


813 




Name 


OJ000250 


_31.0217.C86.o2.tm 


Method 


TBLASTX: Maize 




o Lai- L 


64 




End 


370 




GI 


none 




Score 


98 




Exons 


64. .168, 


183. .320, 217. .318, 


224. .370, 


260. .361 




Seq. No. 


28979 




Seq. ID 


OJ000250_31.0217. 


C86 


Gene No. 


59824 




Strand 






Start 


1 




End 


813 




Name 


OJ000250 


_31.0217.C86.ol.ts 


Method 


TBLASTX : Soybean 




Start 


70 




End 


464 





28828 




GI 


none 






Score 


119 




IT von ^ 


70 168. 


82 . . 312, 162 . . 


428, 385.. 426, 


432. .464, 432. .464 




Seq. No. 


28979 






Seq. ID 


OJ000250_31.0217. 


C86 


Gene No. 


59824 






Strand 






Start 


1 






End 


813 




Name 


OJ000250 


31.0217.C86.ol 


.gs 


Method 


GENSCAN 




Start 


129 






End 


707 




GI 


none 






Score 


.95 




Exons 


129. .707 












Seq. No. 


28979 






Seq. ID 


OJ000250_31.0217. 


C86 


Gene No. 


59824 






Strand 






Start 


1 






End 


813 




Name 


OJ000250 


31 . 0217 .C86.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


375 






End 


810 




GI 


none 






Score 


113 




Exons 


375. .806, 


385. .810 










Seq. No. 


28979 






Seq. ID 


OJ000250_31.0217. 


C86 


Gene No. 


59824 






Strand 






Start 


1 






End 


813 




Name 


OJ000250 


31.0217.C86.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


405 






End 


812 




GI 


none 






Score 


211 




Exons 


405. .812, 


408. .776, 448 


. ,807 








Seq. No. 


28979 






Seq. ID 


OJ000250_31.0217. 


C86 


Gene No. 


59824 






Strand 






Start 


1 






End 


813 




Name 


OJ000250 


31.0217.C86.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


537 






End 


806 




GI 


none 






Score 


189 




Exons 


537 . . 806 












Seq. No. 


28980 






Seq. ID 


OJ000250_31.0217. 


C87 


Gene No. 


59825 






Strand 






Start 


1 






End 


839 




Name 


OJ000250 


31.0217.C87.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


839 




GI 


4680179 






Score 


-693 




Exons 


1. .839 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


28980 






Seq. ID 


OJ000250_31.0217. 


C87 


Gene No. 


59825 






Strand 






Start 


1 






End 


839 




Name 


OJ000250 


31.0217.C87.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


229 






End , 


531 




GI 


none 






Score 


57 




Exons 


229. .531, 


344. .505 










Seq. No. 


28980 






Seq. ID 


OJ000250_31.0217. 


C87 


Gene No. 


59825 






Strand 






Start 


1 






End 


839 




Name 


OJ000250 


31.0217.C87.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


412 






End 


771 





28829 



CI 




82 


Hi Avji I O 


412 771 413 646 668 745 






28981 Sea. ID 


OJ000250 31.0217.C88 


Gene No. 


59826 Strand 




Start 


1 End 


2690 


Name 


OJ000250 31 . 0217 . C88 .ol .np Method 


AAT/NAP 


Start 


1 ~ End 


1039 


GI 


4512231 Score 


715 


pyAn €5 
UAVi/1 lO 


1 493. 999 1039 




\J J- _/ u ^ ^ • 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


28981 Seq. ID 


OJ000250_31.0217.C88 


Gene No. 


59826 Strand 




Start 


1 End 


2690 


Name 


OJ000250 31.0217.C88.ol.gs Method 


GENSCAN 


Start 


43 _ End 


2635 


GI 


none Score 


. 68 


R yon S 


43 306, 352.. 455, 2548.. 2635 






28981 Sea. ID 


OJ000250 31.0217.C88 


HpriP NO 


59826 Strand 




Start 


1 End 


2690 


Name 


OJ000250 31-0217. C88.o2.np Method 


AAT/NAP 


Start 


1454 End < 


1630 


GI 


6063554 Score 


155 




1454. .1630 






(AP000615) ESTs AU075609 {C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 




Q<=>rr No 


28981 Seq. ID 


OJ000250_31.0217.C88 


Gene No. 


59826 , Strand 




Start 


1 End 


2690 


Name 


OJ000250 31.0217.C88.o3.np Method 


AAT/NAP 


Start 


2182 End 


2690 


GI 


5852178 Score 


144 


Exons 

U AVI L O 


2182. .2284, 2647. .2690 




GI De<?criD- 


(AL117265) zhb0008.1 [Oryza sativa] 




Seq. No. 


28982 Seq. ID 


OJ000250_31.0217.C90 


Gene No. 


59827 Strand 




Start 


177 End 


596 


Name 


OJ000250 31.0217.C90.ol..gs Method 


GENSCAN 


Start 


177 End 


596 


GI 


none Score 


.95 


Rvon s 

1— a Awl i *J 


177. .596 




Qpri No 


28983 Seq. ID 


OJ000250_31.0217.C91 


Gene No. 


59828 Strand 




Start 


852 End 


954 


Name 


OJ000250 31.0217.C91.ol.gp Method 


AAT/GAP 


Start 


852 End 


954 


GI 


uC-osflM202068e03bl Score 


181 


Exons 


852. .954 




GI Descrip. 


^ , 5817001/emb ICAB53656.il 3.0e-16 (AL110123) hypothetical protein 




[Arabidopsis thaliana] ' 





28830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28983 Seq. ID OJ000250_31 . 0217 . C91 

59828 Strand 

852 End 954 

OJ000250_31 . 0217 . C91 . ol . np Method AAT/NAP 

854 End 954 

5817001 Score 66 

854. .954 

(AL110123) hypothetical protein [Arabidopsis thaliana] 



28984 
59829 
241 

OJ000250_31 . 0217 . C92 . ol . gs 

241 

none 

241. .413 

28984 
59830 
1522 

OJ000250_31.0217.C92.ol.np 

1522. 
4587563 

1522.. 1565, 2637.. 3080, 3153. 



Seq. ID OJ000250_31.0217.C92 

Strand + 

End 413 

Method GENS CAN 

End 413 

Score .77 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,3279, 



OJ000250 
+ 

4837 
AAT/NAP 
4837 
56 

4789. .4837 



31.0217.C92 



(AC006550) Similar to gb|U51990 pre-mRNA-splicing factor hPrpl8 
from Homo sapiens. ESTs gb|T46391 and gb|AA721815 come from 
this gene. [Afaibidopsis thaliana] 



28984 Seq. ID 

59831 Strand 
5369 End 10625 

OJ000250_31.0217.C92.o3.gs Method GENSCAN 
5369 End 9823 

none Score . 88 

5369.. 5728, 5928.. 6047, 7129.. 7233, 7332.-7493, 

8823. .8906, 9295.-9333, 9412. .9474, 9558.-9687, 



OJ000250_31.0217.C92 
+ 



8433. 
9768, 



,8471, 
,9823 



28984 
59831 
5369 

OJ000250_31.0217.C92.o2.np 

5693 

1296805 



Seq. ID OJ000250_31. 021*7. C92 



Strand 
End 

Method 
End 
Score 



+ 

10625 
AAT/NAP 
9820 
1210 
7129. .7233, 
9295. .9333, 



5693.. 5728, 5928.. 6047, 6750.. 6887, 
7956.. 8032, 8245.. 8289, 8823.. 8906, 
9558.. 9687, 9768.. 9820 

(X90929) C-terminal peptidase of the Dl protein 
vulgare] 



7332. .7500, 
9412. .9474, 

[ Horde um 



28984 Seq. ID 

59831 Strand 

5369 End 
OJ000250_31 . 0217 *. C92 . o2 . gp Method 

7118 End 

LIB3432-040-P1-K1-F4 Score 
7118.. 7233, 7332.. 7486 



OJ000250_31.0217.C92 
+ 

10625 • 
AAT/GAP 
7486 
459 



28831 




GI Descrip. 1 1296805/emb | CAA62434 | 5.0e-37 (X90929) C-terminal peptidase of 
the Dl protein [Hordeum vulgare] 1 



Seq. No. 


O O ft O A 

28984 




beq. lu 


UJ uuuzou 


oi . uzi f . L,yz 


Gene No. 


byb ox 




otrana 


+ 




Start 


o joy 






1 U OZ D 




Name 


OJOUUzoU ol . U2 1 / . . Oj . 




Metnoa 






Start 






bna 


o / OU 




GI 


none 




Score 


997 




Exons 


. . o / OU 










Seq. No. 


28984 




Seq. ID 


OJ000250 


_31.0217.C92 


Gene No. 


59831 




Strand 


+ 




Start 


5369 




End 


10625 




Name 


OJ000250 31.0217.C92.o4. 


gp 


Method 


AAT/GAP 




Start 


9308 




End 


10625 






LIB3432-022-P1-K1-G5 




Score 


856 




Exons 


9308. .9333, 9412. .9474, 


9558 


..9687, 9768.. 9858, 


10451. .10625 


GI Descrip. 


, 1296805/emb|CAA62434 | 2 


:.0e- 


36 (X90929) C-terminal peptidase 




the Dl protein [Hordeum vulgare] 1 






Seq. No. 


28984 




Seq. ID 


OJ000250 


31 . 0217 . C92 


Gene No. 


59832 




Strand 






Start 


2559 




End 


3697 




Name 


OJ000250 31.0217.C92.o2. 


gs 


Method 


GENS CAN 




Start 


2559 




End 


3697 




GI 


none 




Score 


.76 




Exons 


2559.. 3346, 3397.. 3463, 


3692 


. .3697 






Seq. No. 


28984 




Seq. ID 


OJ000250 


31 . 0217 .Cy2 


Gene No. 


59833 




Strand 






Start 


4844 




End 


5163 




Name 


OJ000250 31.0217.C92.ol. 


gp 


Method 


AAT/GAP 




Start 


4844 




End 


5163 




GI 


LIB3432-058-P1-K1-E12 




Score 


341 




Exons 


4844. .5163 










GI Descrip. 


'5257255/dbj | AP000364.il 


AP000364 8.0e- 


31 Oryza 


sativa genomic 




DNA, chromosome 8 , clone 


i:P0026F07» 






Seq. No. 


28984 




Seq. ID 


OJ000250 


_31.0217.C92 


Gene No. 


59834 




Strand 






Start 


7203 




End 


9465 




Name 


OJ000250 31.0217.C92.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7203 




End 


9465 




GI 


none 




Score 


53 




Exons 


7203.. 7238, 7204.. 7236, 


7322 


..7492, 7332. .7493, 


7954. .8028, 




7955.. 8032, 7958.. 8032, 


7959 


..8033, 7960. .8034, 


8242. .8298, 




8244. .8294, 8811. .8915, 


8823 


..8909, 9295.-9348, 


9298. .9333, 




9411. .9464, 9412. .9465 










Seq. No. 


28984 




Seq. ID 


OJ000250 


_31.0217.C92 


Gene No. 


59835 




Strand 






Start 


9396 




End 


9706 




Name 


OJ000250 31.0217.C92'.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9396 




End 


9689 




GI 


none 




Score 


106 




Exons 


9396. .9476, 9412. .9477, 


9555 


..9689, 9557. .9688 





28832 




Seq. No. 


28984 


Seq. ID 


OJ000250_31.0217 


.C92 


Gene No. 


59835 


Strand 






Start 


9396 


End 


9706 




Name 


OJ000250 31 . uZl 1 . C92 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


94 11 


End 


9706 




GI 


none 


Score 


95 




Exons 


9411. .94/0, 941z..94/4, yooo 


..9686, 9557. .9706, 9557. .9670 


Seq. No. 


28985 


, Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59836 


Strand 


+ 




Start 


81 


End 


7265 




Name 


OJ000250 31.0217.C93.ol.gs 


Method 


GEN SCAN 




Start 


81 


End 


7265 




GI 


none 


Score 


. 65 




Exons 


81.. 170, 1825. .1992, 2417.. 2505, 2916. 


.3393, 4709.. 4897 






4995.. 5086, 6053.. 6112, 6229 


..6319, 6606. .6809, 6885. .7265 


Seq. No. 


28985 


Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59836 


Strand 


+ 




Start 


81 


End 


7265 




Name 


OJ000250 31.0217.C93.ol.np 


Method 


AAT/NAP 




Start 


2932 


End 


7262 




GI 


4512660 


Score 


1200 




Exons 


2932.. 3027, 3097 .. 3200, 324 6 


. .354 6, 4709. .4897,-4 995. .5086, 




6250.. 6319, 6606.. 6809, 6885 


. .7262 






GI Descrip. 


(AC006931) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28985 


Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59837 


Strand 


+ 




Start 


11849 


End 


13468 




Name 


OJ000250 31.0217.C93.o3.gs 


Method 


GENSCAN 




Start 


11849 


End 


13468 




GI 


none 


Score 


.51 




Exons 


11849. .12127, 12148. .12418, 


13383. .13468 




Seq. No. 


28985 


Seq. ID 


OJ000250_31.0217 


.C93 


Gene No . 


59837 


Strand 


+ 




Start 


11849 


• End 


13468 




Name 


OJ000250 31.0217.C93.ol.gp 


Method 


AAT/GAP 




Start 


12190 


End 


12340 




GI 


4879971 


Score 


90 




Exons 


12190. .12239, 12308.. 12340 








Seq. No. 


28985 


Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59838 


Strand 


+ 




Start 


17950 


End 


25128 




Name 


OJ000250 31.0217.C93.o5.gs 


Method 


GENSCAN 




Start 


17950 


End 


23389 






none 


Score 


.54 




Exons 


17950. .17982, 19085 .. 19189, 


19368. .19554, 19817 .. 19997 , 






20454. .20777, 20858 .. 20975, 


21058. .21234, 23132.. 23389 




Seq. No. 


28985 


Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59838 


Strand 


+ 




Start 


17950 


End 


25128 




Name 


OJ000250 31.0217.C93.o3.gp 


Method 


AAT/GAP 





28833 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23204 End 25128 

57749_1.R1084 Score 514 

23204. .23401, 25056.. 25128 

'100535/pir | IS12411 6.0e-23 hypothetical protein - swollen 
duckweed >gi_1929057_erab_CAA32236_ (X14075) longest ORF (1) 
[Lemna gibba] ' 



Seq. ID OJ000250_31.0217.C93 
Strand 

End 12353 

Method GENSCAN 

End 11397 

none Score .93 

9142.. 9261, 9380.. 9589, 9672.. 9801, 9899.. 10069, 10194 .. 10313, 
10568. .10672, 10745.. 11397 



28985 
59839 
9142 

OJ000250_31 . 0217 . C93 . o2 . gs 
9142 



28985 
59839 
9142 

OJ000250_31.0217.C93.o2.np 
9173 
4512659 



Seq. ID OJ000250_31.0217.C93 
Strand 

End 12353 

Method AAT/NAP 

End 12353 

Score 1275 



9173.. 9261, 9376.. 9589, 9672.. 9801, 9899.. 10069, 10194 .. 10313, 
10568. .10672, 10745 .. 11350, 12295.. 12353 

(AC006931) putative protein kinase [Arabidopsis < thal'iana] 



Seq. No. 


28985 








Seq. ID 


OJ000250_31 . 0217 . C93 


Gene No. 


59840 








Strand 




Start 


15618 








End 


17234 


Name 


OJ000250 31. 


0217 


.C93.o2 


.tc 


Method 


TBLASTX : Cress . 


Start 


2958 








End 


3546 


GI 


none 








Score 


102 


Exons 


2958. .3032, 


2959 


. .3042, 


3220. 


.3312, 3249.. 3305, 3328.-3546, 




3328. .3546 












Seq. No. 


28985 








Seq. ID 


OJ000250_31.0217.C93 


Gene No. 


59840 








Strand 




Start 


15618 








End 


17234 


Name 


OJ000250 31. 


0217 


.C93.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3135 








End 


3533 


GI 


none 








Score 


588 


Exons 


3135. .3494, 


3136 


. .3531, 


3136. 


.3531, 3153.. 3533, 3158.. 3532 


Seq. No. 


28985 








Seq. ID 


OJ000250_31 . 0217 . C93 


Gene No. 


59840 








Strand 




Start 


15618 








End 


17234 


Name 


OJ000250 31. 


0217 


.C93.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


3247 








End 


3485 


GI 


none 








Score 


342 


Exons 


3247. .3483, 


3247 


. .3480, 


3381. 


.3485 




Seq. No. 


28985 








Seq. ID 


OJ000250_31 . 0217 . C93 


Gene No. 


59840 








Strand 




Start 


15618 








End 


17234 


Name 


OJ000250 31. 


0217 


,C93.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


4763 








End 


6304 


GI 


none 








Score 


186 



28834 




Exons 4763. .4906, 4765 .. 4 908, 4778 .. 4 918 , 4988. .5104, 4989. .5108, 

6045.. 6116, 6051.. 6113, 6052.. 6117, 6248.. 6304 



C /-» /-T \7f-\ 

oeq . iNu . 


9ft Qft ^ 






Seq. ID 


OJ000250_31.0217 


.C93 


bene wo . 


ft 






Strand 








1 ^£1 ft 






End 


17234 




Name 


nT0009 c ;o ^1 


091 1 

U Z X 1 • 


pQ'J f-m 

UJ . LIU 


Method 


TBLASTX: Maize 




Qf ar f 

oiart 


fift Q7 

DO J / 






End 


7311 




PT 

uJ. 


none 






Score 


35 




Exons 


6897. .6917, 


6909. 


.7001, 6917. 


.7048, 6918. .7004, 7004. .7261, 




7012. .7311, 


7013. 


.7240, 7089. 


.7265 






O64 . 1NO . 


9ft Qft S 






Seq. ID 


OJ000250_31.0217 


.C93 


bene ino • 


SQft 4 n 

J ^0 ft u 






Strand 






OUai L 


1 Rfil ft 






End 


17234 




Name 


n.T0O09S0 ^1 


0217 




Method 


TBLASTX: Soybean 




Of ar 4- 

O La. IT t 


6Q91 ~~ 






End 


7199 




GI 


none 






Score 


127 




Exons 


6921. .7007, 


6923. 


.7087, 7089. 


.7199, 7155.. 7193 




oeq . LNU . 


9ft Qft R 






Seq. ID 


OJ000250_31.0217 


.C93 


bene NO. 


3 yo u 






Strand 






0 rare 


IjDIO 






End 


17234 




Name 


nmnno^n ^1 

UUUUUZ jU Jl. 


0917 


b «? J • Of! t LL 


Method 


TBLASTX: Cress 




Of — 4- 








End . ': 


9752 




bl 


none 






Score 


77 




Exons 


/ z. . . y d y u , 


y J / 4 . 


.9592, 9672. 


.9752, 9672.. 9752 




Seq. No. 


28985 






Seq. ID 


OJ000250_31.0217 


.C93 


bene wo . 


^ Qft a 0 






Strand 






otdrt 


1 ^^1 ft 

±3010 






End 


17234 




Name 


nTnnn9 c in ^1 


0217. 


C93.ol.ts 


Method 


TBLASTX: Soybean 




Of —j T >+- 
OtaiL 


Q401 






End 


10292 






none 






Score 


99 




Exons 


QdOl Q c iQ9 


9407. 


.9586, 9669. 


.9800, 9669.. 9800, 9712. .9801, 




Qft ft ^ 1 009ft 


9895 


..10068, 9907.. 10062, 


9953. .10084, 






10193. .10246 


, 10194. .10247, 10253. .10288, 10254 .. 10292 




Ocvji IN O • 


9ft Qft S 

£. O -7 O J 






Seq. ID 


OJ000250_3i:0217 


.C93 


bene ino • 


^Qft4 n 






Strand 








1 ^£1 ft 






End 


17234 




Name 


n.T0009 c iO ^1 


0217. 


C93.o2.tm 


Method 


TBLASTX: Maize 




Of arf 


Q4 m — 






End 


10039 




bJ. 


none 






Score 


73 




Exons 


9401. .9592, 


9404. 


.9490, 9405. 


.9587, 9669. .9800, 9712. .9801, 




9895. .10038, 


9896 


. .10039 








OcCj. NO. 


Z O JO 3 






Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59840 






Strand 






Start 


15618 






End 


17234 




Name 


OJ000250 31. 


0217. 


C93.ol. tw 


Method 


TBLASTX: Wheat 




Start 


9696 






End 


10068 




GI 


none 






Score 


179 




Exons 


9696. .9800, 


9895. 


.10068 








Seq. No. 


28985 






Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59840 






Strand 







28835 



Start 


15618 




End 


17234 




Name 


OJ000250 31.0217.C93 


.o3.tc 


Method 


TBLASTX : Cress 




Start 


9753 




End 


10321 






none 




Score 


104 




F 1 von ^ 

l—i 1 o 


9753. .9800, 9880. .10062, 9891. .10061, 


9895.. 10068, 9896 


. . 10( 




10170. .10238, 10193. 


.10246, 


10251. .10316, 10251. .10313, 






10253. .10321 










kJ C V_J » L 1 ! V-/ ■ 


28985 




Seq. ID 


OJ000250_31.0217 


.C93 


fipnp NO 


59840 




Strand 






Start 


15618 




End 


17234 




Name 


OJ000250 31.0217.C93 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10253 




End 


11095 




GI 


none 




Score 


71 




F.vnn <3 

1—1 «i Wl 1 o 


10253. .10315, 10254. 


.10316, 


10567. .10671, 10568. .10675, 






10744. .11016, 10744. 


.10932, 


10748. . 10969, 11011 .. 11094 , 






11015. .11095 












28985 




Seq. ID 


OJ0002.50_31.0217 


-C93 


Gene No. 


59840 




Strand 






Start 


15618 




End 


17234 




Name 


OJ000250 31 0217 C93 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


10566 ~ 




End 


10936 




GI 


none 




Score 


102 






10566. .10667, 10567. 


.10668, 


10567. .10671, 10574. .10675, 






10744 . . 10905, 10744 . 


. 10932, 


10778. .10936, 10841. .10936 




O " ^ • LNU • 


28985 




Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59840 




Strand 






Start 


15618 




End 


17234 




Name 


OJ000250 31 0217. C93 


. ol . tc 


Method 


TBLASTX: Cress 






10586 ~ 




End 


10936 




GI 


none 




Score 


103 






10586. .10672, 10588. 


.10671, 


10747. .10935, 10747 .. 10932, 






10856. . 10936 










Qpn Mo 


28985 




Seq. ID 


OJ000250J31.0217 


.C93 


Gene No. 


59840 




Strand 






Start 


15618 




End' 


17234 




Name 


OJ000250 31.0217.C93 


. o 4 . tm 


Method 


TBLASTX: Maize 




Start 


11095 




End 


11595 




GI 


none 




Score 


305 




Exons 


11095. .11262, 11096. 


. 11380, 


11099. .11422, 11104. .11400, 






11443. . 11526, 11451 . 


. 11498, 


11545. .11595 




Seq. No. 


28985 




Seq. ID 


OJ000250_31.0217 


.C93 


Gene No. 


59840 




Strand 






Start 


15618 




End 


17234 




Name 


OJ000250 31.0217.C93 


. o4 . gs 


Method 


GENSCAN 




Start 


15618 




End 


17234 




GI 


none 




Score 


.93 




Exons 


15618. .15742, 15832. 


.16050, 


16660. .16755, 17222.. 17234 




Seq. No. 


28986 




Seq. ID 


OJ000250_31.0217 


.C94 


Gene No. 


59841 




Strand 


+ 




Start 


534 




End 


1972 




Name 


OJ000250 31.0217.C94 


.ol.gp 


Method 


AAT/GAP 





28836 



Start 534 End 1972 

GI 57749_1.R1084 Score 1151 

Exons 534.. 606, 745.. 792, 899. ,955, 1405.. 1462, 1556.. 1972 

GI Descrip. ' 100535/pir | | S12411 6.0e-23 hypothetical protein - swollen 

duckweed >gi_1929057_emb_CAA32236_ (X14075) longest ORF (1) 

[Lemna gibba] 1 



Seq. No. 28986 Seq. ID 

Gene No. 59841 Strand 

Start 534 End 

Name OJ000250_31 . 0217 . C94 . ol . tc Method 

Start 541 End 

GI none Score 
Exons 



OJ000250_31.0217.C94 
+ 

1972 

TBLASTX: Cress 

1739 

112 



541. .606, 541. .606, 542. .613, 543. .608, 736. .792, 742. 
743. .796, 884. .955, 896. .955, 1400. .1462, 1401. .1460, 
1402. .1461, 1551. .1739, 1555. .1737, 1557. .1739 



,792, 



Seq. ID OJ000250_31.0217.C94 
Strand 
End 

Method 
End 
Score 

541. .606, 543. .608, 543. .608, 721. .792, 727. .792, 743. .796, 
895..954, 896. .955, 1388. .1477, 1389. .1460, 1402. .1467, 
1555.. 1602, 1567.. 1647, 1569.. 1628 



Seq. No. 28986 

Gene No. 59841 

Start 534 

Name OJ000250_31 . 0217 . C94 . ol . tm 

Start 541 

GI none 
Exons 



+ 

1972 

TBLASTX: Maize 

1647 

91 



Seq. No. 28986 Seq. ID 

Gene No. 59841 Strand 

Start 534 End 

Name OJ000250_31 . 0217 . C94 . ol . np Method 

Start 562 End 

GI 100535 Score 

Exons 562.. 606, 745.. 792, 896.. 955, 1405 
GI Descrip. 



OJ000250_31.0217.C94 
+ 

1972 
AAT/NAP 
1499 
149 
1499 



hypothetical protein - swollen duckweed gi | 1929057 | emb | CAA32236 | 
(X14075) longest ORF (1) [Lemna gibba] 



Seq. No. 28986 

Gene No. 59841 

Start 534 

Name OJ000250_31. 0217.C94 .ol.gs 

Start 745 

GI none 

Exons 745.. 792, 899.. 955, 1405. .1632 



Seq. ID OJ000250_31.0217.C94 

Strand + 

End 1972 

Method GENSCAN 

End 1632 

Score .78 



Seq. No. 28987 Seq. ID 

Gene No. 59842 Strand 

Start 1100 End 

Name OJ000250_31 . 0217 . C95 . ol . gs Method 

Start 1100 End 

GI none Score 

Exons 1100.. 1143 



OJ000250_31.0217.C95 

1143 
GENSCAN 
1143 
.53 



Seq. No. 28988 Seq. ID 

Gene No. 5984 3 Strand 

Start 101 End 

Name OJ000250_31. 0217. C96. ol.gs Method 



OJ000250_31.0217.C96 
614 

GENSCAN 



28837 




b tart 




End 


614 






none 


Score 


. 47 




Exons 










O <—> /-» KI 

oeq » INO . 




Seq. ID 


OJ000250 31.0217 


.C97 


Gene No. 


59844 


Strand 






Start 


1 


End 


606 




Name 


OJ000250 31.0217.C97.ol.np 


Method 


AAT/NAP ' 




Q f- 3 -^.4- 

OLait 


1 


End 


606 






4512660 


Score 


461 




Exons 


1. .315, 391. .606 










(AC006931) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28989 


Seq. ID 


OJ000250_31.0217 


.C97 


Gene No. 


59844 


Strand 


- 






1 


End 


606 




Name 


OJ000250_31 . 0217 . C97 . ol . tm 


Method 


TBLASTX: Maize 




OLdX U 


DO 


EjI 1U 


J V J 




(IT 


none 


Score 


231 






68.. 112, 72.. 281, 101.. 283, 


191. .283, 


283. .303 




Seq. No. 


28989 


Seq. ID 


OJ000250_31.0217 


.C97 


Gene No. 


59844 


Strand 


- 




oLdrt 


1 


End 


606 




Name 


OJ000250_31.0217.C97.ol.gs 


Method 


■GENSCAN 




Cf -i v.4- 


104 










none 


Score 


.5 






154. .315, 391. .594 








Seq. No. 


28990 


Seq. ID 


OJ000250_31.0217 


.C99 


Gene No. 


59845 


Strand 


+ 




q+- a r-4- 


52 


End 


174 




Name 


OJ000250_31.0217.C99.ol.gs 


Method 


GENSCAN 




otar u 






174 

X / *3 




ox 


none 


Score 


.53 






52.. 174 








Seq. No. 


28991 


Seq. ID 


OJ000250_31.0217 


.C100 


Gene No. 


59846 


■ Strand 






O Lai L 


587 


End 


2153 




Name 


OJ000250 31.0217.C100.ol.gs 


Method 


GENSCAN 




OtdlL 


587 


End 


2083 




pT 


none 


Score 


.93 






587.. 1045, 1223.. 2083 








Seq. No. 


28991 


Seq. ID 


OJ000250_31.0217 


.C100 


Gene No. 


59846 


Strand 






D tdl U 


587 


End 


2153 




Name 


OJ000250 31.0217.C100.ol.ts 


Method 


TBLASTX : Soybean 






597 


End 


847 




GI 


none 


Score 


46 




Exons 


597. .635, 602. .8.47, 708. .845 








Seq. No. 


28991 


Seq. ID 


OJ000250_31.0217 


.C100 


Gene No. 


59846 


Strand 






Start 


587 


End 


2153 




Name 


OJ000250_31.0217.C100.ol.np 


Method 


AAT/NAP 





28838 



Start 


608 




End 


2153 




GI 


4544372 




Score 


587 




Exons 


6Q8..1814, 2088. .2153 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsi 




thaliana] 










Seq. No. 


o o ft ft i 

28991 




beq. id 


UJUUUzjU J1.U21/ 


fti 0 n 


Gene No. 


C ft O AC 

59846 




otrana 






otart 


cot 
DO 1 






ZlJJ 




Name 


OJ00U25U 31.U21/.U1UU.01 


f * T 

. tw 


Method 


i rJLi/ib ± a c wneat 




btart 


623 




End 


1030 




bl 


none 




Score 


87 




T t** 

£jXons 


£0*3 1 ft O ft CC7 QQrt 

62j..iuou, Do/..oyu 










Seq. No. 


28991 




beq. id 


ft Tnnnoc^n "ii 0.01*7 


fti aa 


Gene No. 


c no ^ c 
5984 6 




Strand 






b tart. 


COT 

58 / 




tjna 


Ol CO 




Name 


ftTftftftOCA "3 1 noi"7 pi on _o 
0JUUU25U jl . U2 1 / . UlUU . 02 


f r » 

. tw 


Method 


Tt3T 7A CTY • TaTHq o +■ 

1 dLiAo 1 a z wneat 




otart 


1055 




End 


1429 




ft T 
Vjl 


none 




Score 


51 




Exons 


1055. .1429, 135U..1421 










Seq. No. 


28991 




Seq. ID 


OJUUU2DU J1.U21/ 


fti no 


Gene No. 


59846 




Strand 






O \ , v-f 

otart 


587 ^ ■ 




End 


2 Ijj 




Name 


/"\TftftftOCA ft O 1 T /"^ "1 A ft 

OJ000250 31 . 021 7 .C100 .02 


. ts 


Method 


1 dLAo i A : boyoean 




Start 


1190 




End 


1588 




ft T 

GI 


none 




Score 


59 




Exons 


iion i c o o 10^0 i c c o 

1190.. 1588, 1368. .1553 










Seq. No. 


28991 




Seq. ID 


/"NTftAAOCA "31 A O 1 *7 

OJ0UU25U 31.021/ 


ft 1 a a 
. C1UU 


Gene No. 


C ft O A C 

59846 




Strand 






Of-, v<4- 

otart 


COT 

587 




hnd 


2 ID J 




Name 


y^TftftAOCft 01 ft O 1 "7 ni ftf\ «1 

OJ000250 31 . 021 / . C1UU . Ol 


. tm 


MetnOu 


i dLAo 1 a : Mai ze 




btart 


1211 




End 


1591 




Vjl 


none 




Score 


91 




Exons 


1 O 1 1 1 ^ OO 1 CQ1 

1211. .1435/ 143o..lo91 










Seq. No. 


O O ft ft 1 

28991 




beq. id 


ftTftnnocn 01 001*7 
UJUUU23U J1.U21/ 


fti nn 


Gene No. 


C ftO A C 

59846 




Strand 






otart 


COT 

58 / 




17 _-s -J 

bna 


01 CO 

2 IOj 




Name 


/"xtaaaoca *3i non ftlAA ^0 
OJUUU250 31 . 021 / . C1UU . 03 


f * T 

. tw 


ixietnoa 


mnT 7VC TV • TaIVi oaf 

1 oiiAb 1 a . wneau 




Of -a >-f 

otart 


1445 




End 


1747 




ft t 

Vjl 


none 




Score 


179 




Exons 


T A A C "\ ~1 A n 

1445 . . 1 / 4 / 










Seq. No. 


O O ft ft O 

28992 




beq. ID 


ftTnnnoQn oi noi 1 
UJUUU2DU ol. Uzl/ 


fti 0 1 


Gene No. 


59847 




Strand 






Of a r-f- 

otart 


188 




End 


1320 




Name 


OJ000250 31.0217.C101.ol 


.gs 


Method 


GENS CAN 




Of -i vf 

otart 


188 




End 


1320 




GI 


none 




Score 


.73 




Exons 


188. .288, 404. .1320 










Seq. No. 


28992 




Seq. ID 


OJ000250_31.0217 


.C101 


Gene No. 


59847 




Strand 






Start 


188 




End 


1320 





28839 



Name 
Start 
GI . 
Exons 



OJ000250_31 . 0217 . C101 . ol . ts Method 

448 End 

none Score 
448. .786 



TBLASTX : Soybean 

786 

191 



Seq. No. 28993 Seq. ID OJ000250_31 . 0217 . C103 

Gene No. 59848 Strand 

Start 1 End 718 

Name OJ000250_31 . 0217 .C103 . ol . np Method AAT/NAP 

Start 1 End 718 

GI 3152568 Score 598 

Exons 1..718 

GI Descrip. (AC002986) Similar to hypothetical protein product gb|Z97337 

from A. thaliana. EST gb|H76597 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


28993 




Seq. ID 


OJ000250 31.0217.C103 


Gene No. 


59848 




Strand 




Start 


1 




End 


718 


Name 


OJ000250 31.0217.C103.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3 




End 


716 


GI 


none 




Score 


140 


Exons 


3. .53, 26.-352, 54. .554, 


55 


.456, 520. 


.558, 573.. 716, 643. .714 


Seq. No. 


28993 ~ 




Seq. ID 


OJ000250_31 . 0217 .C103 


Gene No. 


59848 




Strand 




Start 


1 




End 


718 


Name 


OJ000250 31.0217.C103.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


198 




End 


455 


GI 


none 




Score 


180 


Exons 


198. .455, 199. .450 








Seq. No. 


28993 




Seq. ID 


OJ000250_31 . 0217 . C103 


Gene No. 


59848 




Strand 




Start 


1 




End 


718 


Name 


OJ000250 31.0217.C103.ol 


.gp 


Method 


AAT/GAP 


Start 


313 




End 


718 


GI 


30028 1.R1084 




Score 


808 


Exons 


313. .718 








GI Descrip. 


'3152568 1.0e-73 (AC002986) 


Similar to 


hypothetical protein 



product gb_Z97337. from A. thaliana. EST gb_H7 6597 comes from 
this gene. [Arabidopsis thaliana] 1 



Seq. No. 28993 Seq. ID OJ000250_31 . 0217 . C103 

Gene No. 59848 Strand 

Start 1 End 718 

Name OJ000250_31 . 0217 . C103 . ol . tc Method TBLASTX : Cress 

Start 396 End 716 

GI none Score 60 

Exons 396.. 554, 396.. 554, 570.. 716, 661.. 714 



Seq. No. 28994 Seq. ID OJ000250_31 . 0217 . C105 

Gene No. 59849 Strand 

Start 1 End 421 

Name OJ000250_31 . 0217 . C105 . ol . gp Method AAT/GAP 

Start 1 End 421 

GI 57749 1.R1084 Score 221 



28840 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..23, 260. .421 

'100535/pir | | S12411 6.0e-23 hypothetical protein - swollen 
duckweed >gi_1929057_emb_CAA32236_ (X14075) longest ORF (1) 
[Lemna gibba] 1 



28995 
59850 
142 

OJ000250_31.0217.C109.ol.gs 

142 

none 

142. .165, 306. .507 

28996 
59851 
140 

OJ000250_31. 0217. C110. ol.gs 

140 

none 

140. .221, 315. .417, 647.. 781 



Seq. ID OJ000250_31.0217.C109 
Strand 

End .507 

Method GEN SCAN 

End 507 

Score .45 



Seq. ID OJ000250_31. 0217. C110 

Strand 

End 781 

Method GENSCAN 

End 781 

Score . 67 . 



Seq. ID OJ000250_31.0217.C111 
Strand + 

483 

AAT/GAP 
483 
112 



28997 
59852 
400 

OJ000250_31.0217.Clll.ol.gp 
400 

LIB3477-003-P1-K1-E9 
400. .483 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



End 

Method 

End 

Score 



28998 
59853 
1 

OJ000250_31.0217.C112.ol.np 
1 

4680183 
1..171 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_31.0217.C112 
Strand 

End 171 

Method AAT/NAP 

End 171 

Score 211 



28998 
59853 
1 

OJ000250_31.0217.C112.ol.tw 
1 

none 



Seq. ID OJ000250_31.0217.C112 
Strand 

End 171 

Method TBLASTX : Wheat 

End 171 

Score 109, 



1..120, 12. .116, 101. .166, 121. .171 



28999 
59854 
1 

OJ000250_31.0217.C113.ol.np 
1 

2864621 
1..20, 208. .635 

(AL021811) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000250_31.0217.C113 
Strand 

635 

AAT/NAP 
635 
231 



End 

Method 

End 

Score 



28841 



Seq. No. 


28999 


Seq. ID 


OJ000250_31.0217 


.C113 


Gene No. 


59854 


Strand 






Start 


1 


End 


635 




Name 


OJ000250 31.0217.C113.ol.gs 


Method 


GENS CAN 




Start 


37 


End 


553 




GI 


none 


Score 


.83 




Exons 


37. .553 








Seq. No. 


28999 


Seq. ID 


OJ000250_31 . 0217 


.C113 


Gene No. 


59854 


Strand 






Start 


1 


End 


635 




Name 


OJ000250 31.0217. C113.ol.tw 


Method 


TBLASTX: Wheat 




Start 


186 


End 


605 




GI 


none 


Score 


54 




Exons 


186. .476, 229. .378, 400. .465, 


516. .605 






Seq. No. 


28999 


Seq. ID 


OJ000250_31 . 0217 


.C113 


Gene No. 


59854 


Strand 






Start 


1 


End 


635 




Name 


OJ000250 31.0217.C113.ol.ts 


Method 


TBLASTX: Soybean 




Start 


238 


End 


635 




GI 


none 


Score 


138 




Exons 


238. .492, 240. .491, 513. .569, 


513. .635, 


517. .630 




Seq. No. 


29000 


Seq. ID 


OJ000150_35.0225 


-CI 


Gene No. 


59855 


Strand 






Start 


230 


End 


362 




Name 


OJ000150 35.0225.Cl.ol.gs 


Method 


GENS CAN 




Start 


230 


End 


362 




GI 


none 


Score 


.46 




Exons 


230. .362 








Seq. No. 


29001 


Seq. ID 


OJ000150_35.0225 


.C2 


Gene No. 


59856 


Strand 


+ 




Start 


1 


End 


735 




Name 


OJ000150 35.0225.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


735 




GI 


4508073 


Score 


138 




Exons 


1..45, 291. .518, 607. .735 








GI Descrip. 


(AC005882) 43220 [Arabidopsis 


thaliana] 






Seq. No. 


29001 


Seq. ID 


OJ000150_35 .0225 


.C2 


Gene No. 


59856 


Strand 


+ 




Start 


1 


End 


735 




Name 


OJ000150 35.0225.C2.ol.gs 


Method 


GENS CAN 




Start 


228 


End 


735 




GI 


none 


Score 


.96 




Exons 


228. .499, 582. .735 








Seq. No. 


29002 


Seq. ID 


OJ000150_35.0225 


.C3 


Gene No. 


59857 


Strand 






Start 


1 


End 


1270 




Name 


OJ000150 35.0225.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1140 




GI 


4928460 


Score 


169 




Exons 


1.-144, 500. .622, 1039. .1140 









28842 



GI Descrip. (AF133127) thioredoxin h [Hevea brasiliensis] 



Seq. No. 29002 

Gene No. 59857 

Start 1 

Name OJ000150_35 . 0225 . C3 . ol . gp 

Start 500 

GI 21070JL.R1084 

Exons 500.. 622, 1039.. 1270 

GI Descrip. ' 4928460/gb | AAD33596 . 1 | AF133127_1 
h [Hevea brasiliensis] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150_35.0225.C3 

1270 
AAT/GAP 
1270 
635 



6.0e-28 (AF133127) thioredoxin 



Seq. No. -29002 Seq. ID 

Gene Nq/. v - 59858 Strand 

Start - v 2267 End 

Name OJ000150_35 . 0225 . C3 . ol . tm Method 

Start 496 End 

GI none Score 
Exons 



OJ000150_35.0225.C3 
2733 

TBLASTX: Maize 

634 

151 



496. .630, 497. .634, 497. .622, 517. .630 



Seq. No. 29002 Seq. ID 

Gene No. 59858 Strand 

Start 2267 End 

Name OJ000150_35 . 0225 . C3 . o2 . gp Method 

Start 2267. End '* 

GI none Score 

Exons 2267.. 2733 



OJ000150_35.0225.C3 

2733 
AAT/GAP 
2733 
875 



Seq. No. 


29003 


Seq. ID 


OJ000150J35, 


.0225 


.C4 


Gene No. 


59859 


Strand 


+ 






Start 


793 


End 


1555 






Name 


OJ000150 35.0225.C4.ol.gs 


Method 


GENSCAN 






Start 


793 


End 


1555 






GI 


none 


Score 


.73 






Exons 


793. .844, 1422. .1555 










Seq. No. 


29004 


Seq. ID 


OJ000150_35, 


.0225 


.C6 


Gene No. 


59860 


Strand 








Start 


77 


End 


700 






Name 


OJ000150 35.0225.C6.ol.np 


Method 


AAT/NAP 






Start 


77 


End 


700 






GI 


6689826 


Score 


137 






Exons 


77.. 235, 321.. 700 










GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 






Seq. No. 


29004 


Seq. ID 


OJ000150_35, 


,0225 


-C6 


Gene No. 


59860 


Strand 








Start 


77 


End 


700 






Name 


OJ000150 35.0225.C6.ol.gs 


Method 


GENSCAN 






Start 


83 


End 


589 






GI 


none 


Score 


.56 






Exons 


83. .187, 195. .312, 318. .589 










Seq. No. 


29005 


Seq. ID 


OJ000150_35. 


,0225 


.C7 


Gene No. 


59861 


Strand 








Start 


1 


End 


201 






Name 


OJ000150 35.0225.C7.ol.np 


Method 


AAT/NAP 







28843 




Start 


1 




End 


201 






3668115 




Score 


76 






1 . . 201 










(IT Dp^nriD 

VJX W ±. ^ « 


(Y15069) cinnamoyl-CoA 


reductase [Zea mays] 




Seq. No. 


29005 




Seq. ID 


OJ000150_35. 


0225. C7 


Gene No. 


59861 




Strand 


- 




Start 


1 




End 


201 




Name 


OJ000150 35.0225.C7.ol. 


gs 


Method 


GEN SCAN 




Start 


42 ~ 




End 


162 




GI 


none 




Score 


.99 




UAVJl 1 1~> 


42 . . 162 










Sea No. 


29005 




Seq. ID 


OJ000150_35. 


0225. C7 


Gene No . 


59862 




Strand 






Start 


881 




End 


1002 




Name 


OJ000150 35.0225.C7.o2. 


gp 


Method 


AAT/GAP 




Start 


881 




End 


1002 




GI 


2442924 




Score 


203 




Pyrin s 


881 1002 










GI Descrio. 


5262763/emb|CAB45911. 1 | 


9.0e- 


09 (AL080283) putative 


protein 




[Arabidopsis thaliana] 










Seq. No. 


29006 




Seq. ID 


OJ000150_35. 


0225. C8 


Gene No. 


59863 




Strand 


+ 




Start 


619 




End 


677 




Name 


OJ000150 35 0225.C8.ol. 


gs 


Method 


GENSCAN 




Start 


619 ~~ 




End 


677 




GI 


none 




Score 


.48 






619. . 677 










Seq. No. 


29007 




Seq. ID 


OJ000150_35. 


0225. C9 


Gene No. 


59864 




Strand 






Start 


544 




End 


-618 




Name 


OJ000150 35.0225.C9.ol. 


gs 


Method . 


GENSCAN 




Start 


544 ~ 




End 


618 




GI 


none 




Score 


1 




Exons 


544 . . 618 










Sea. No. 


29008 




Seq. ID 


OJ000150_35. 


0225. C10 


Gene No . 


59865 




Strand 


+ 




Start 


101 




End 


554 




Name 


OJ000150 35. 0225. CIO. ol 


.gp 


Method 


AAT/GAP 




Start 


101 




End 


554 




GI 


LIB3431-045-P1-N1-A10 




Score 


836 




Rxon^ 

i_J V^/ 1 1 


101. .554 










GT Dp*?pt"i d 

VJ ^ L-/ W *-? A. -L * 


'5441876/dbj IAP000367.1 


IAP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 






29008 




Seq. ID 


OJ000150 35. 


0225. C10 


Gene No. 


59865 




Strand 


+ 




Start 


101 




End 


554 




Name 


OJ000150 35. 0225. C10. ol 


.gs 


Method 


GENSCAN 




Start 


116 




End 


276 




GI 


none 




Score 


.95 




Exons 


116. .276 











28844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29009 Seq. ID 

59866 Strand 

1 End 
OJ000150_35 . 0225 . Cll . ol . np Method 

1 End 

3894187 Score 
1..256, 729. .814 

(AC005662) hypothetical protein [Arabidopsis thaliana] 



OJ000150_35. 0225. Cll 
+ 

814 

AAT/NAP 
814 
101 



29009 Seq. ID 

59867 Strand 

13 End 
OJ000150_35 . 0225 . Cll . ol . gs Method 

13 End 

none Score 
13. .268 



OJ000150_35. 0225. Cll 
268 

GENSCAN 

268 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29010 Seq. ID OJ000150_35 . 0225 . C12 

598 68 Strand + 

1 End 737 

OJ000150_35 . 0225 . C12 . ol . np Method AAT/NAP 

1 End 737 

6498441 Score 701 

1..463, 647. .737 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] . 



29010 Seq. ID 

59868 Strand 

1 End 
OJ000150_35.0225.C12.ol.tw Method 

98 End 

none Score 

98. .553, 99. .560, 99. .554 



OJ000150_35.0225.C12 
+ 

737 

TBLASTX: Wheat 

560 

581 



Seq. No. 29010 Seq. ID 

Gene No. 59868 Strand 

Start 1 End 

Name OJ000150_35 . 0225 . C12 . ol . ts Method 

Start 138 End 

GI none Score 

Exons 138.. 362, 369.. 503 

Seq. No. 29010 Seq. ID 

Gene No. 59868 Strand 

Start 1 End 

Name O J000150_35 . 0225 . C12 . ol . gs Method 

Start 153 End 

GI none Score 

Exons 153.. 272, 291.. 463, 524.. 711 



OJ000150_35.0225.C12 
+ 

737 

TBLASTX : Soybean 

503 

111 



OJ000150_35.0225.C12 
+ 

737 

GENSCAN 

711 

.73 



Seq. No. 29010 Seq. ID 

Gene No. 59868 Strand 

Start 1 End 

Name OJ000150_35 . 0225 . C12 . ol . tm Method 

Start 228 End 



OJ000150_35.0225.C12 
+ 

737 

TBLASTX: Maize 
584 



28845 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
228. .584, 263. .574, 279. .584 



383 



OJ000150_35.0225. 
+ 

936 

AAT/NAP 

632 

490 



29011 Seq. ID OJ000150 35.0225.C14 

59869 Strand 
1 End 
OJ000150_35 . 0225 . C14 . ol . np Method 
1 End 
1170619 Score 
1..177, 259. .363, 456. .632 

KINESIN-LIKE PROTEIN A gi | 4 79594 | pir | | S34 830 kinesin-related 
protein katA - Arabidopsis thaliana gi I 303502 | dbj | BAA0 1972 | 
(D11371) kinesin-like motor protein heavy chain [Arabidopsis 
thaliana] gi | 2911084 | emb | CAA1754 6 . 1 1 (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



29011 
59869 
1 

OJ000150_35.0225.C14 .ol.tc 
66 

none 



Seq. ID OJ000150_35.0225.C14 



Strand 
End 

Method 

End 

Score 



+ 

936 

TBLASTX: Cress 

641 

154 



66. .173, 70. .177, 256.-363, 258. .356, 432. .641, 446. .595 



29011 
59869 
1 

OJ000150_35.0225.C14.ol.tm 
70 

none 



Seq. ,ID OJ000150_35.0225.C14 



Strand 
End 

Method 

End 

Score 



+ 

936 

TBLASTX: Maize 

505 

146 



70. .174, 84. .173, 117. .179, 255.-353, 258. .356, 259.-363, 
262. .369, 432. .503, 446. .505 



29011 Seq. ID 

59869 Strand 

1 End 
OJ000150_35.0225.C14 .ol.gs Method 

73 End 

none Score 

73. .177, 259. .363, 456. .557 



OJ000150_35.0225.C14 
+ 

936 

GENSCAN 

557 

.7 



OJ000150_35.0225.C14 

+' 

936 

AAT/GAP 

936 

1187 



29011 Seq. ID 

59869 Strand 
1 End 
OJ000150_35 . 0225 . C14 . ol . gp Method 
135 End 
25545_1.R1084 Score 
135. .177, 259.-363, 456. .936 

, 1170619/sp|Q07970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA17546. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 



29011 
59869 



Seq. ID OJ000150_35.0225.C14 
Strand + 



28846 



t • 



Start 


1 




End 


936 


Name 


OJ000150 35.0225.C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


142 




End 


638 


GI 


none 




Score 


55 


Exons 


142. .174, 144. .173, 255 


. .353, 


258. .356, 


259. .363, 432. .638, 




446. .607 








Seq. No. 


29011 




Seq. ID 


OJ000150_35. 0225.C14 


Gene No . 


59869 




Strand 


+ 


Start 


1 




End 


936 


Name 


OJ000150 35.0225.C14.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


506 




End 


837 


GI 


none 




Score 


166 


Exons 


506. .610, 507. .665, 507 


. .671, 


718 . . 816, 


718. .837 


Seq. No. 


29012 




Seq. ID 


OJ000150_35. 0225.C15 


Gene No. 


59870 




Strand 




Start 


345 




End 


558 


Name 


OJ000150 35.0225.C15.ol 


.gs 


Method 


GENSCAN 


Start 


345 




End 


558 


GI 


none 




Score 


.83 


Exons 


345. .558 








Seq. .No. 


29013 




Seq. ID 


OJ000150_35 . 0225 . CI 6 


Gene No. 


59871 




Strand 


+ 


Start 


183 




End 


475 


Name 


OJ000150 35.0225.C16.ol 


. crp 


Method 


AAT/GAP 


Start 


183 




End 


475 


GI 


63359 1.R1084 




Score 


556 


Exons 


183. .475 








GI Descrip. 


, 5262763/emb|CAB45911.1 


I 9.0e 


-09 (AL080283) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


29013 




Seq. ID 


OJ000150_35 . 0225 . C16 


Gene No * 


59871 




Strand 


+ 


Start 


183 




End 


475 


Name - 


OJ000150 35.0225.C16.ol 


. gs 


Method 


GENSCAN 


Start 


194 




End 


340 


GI 


none 




Score 


.68 


Exons 


194.. 229, 292.. 340 








Seq. No. 


29014 




Seq. ID 


OJ000150_35.0225.C17 


Gene No # 


59872 




Strand 




Start 


156 




End 


549 


Name 


OJ000150 35.0225.C17.ol 


.gs 


Method 


GENSCAN 


Start 


156 




End 


471 


GI 


none 




Score 


.49 


Exons 


156. .471 








Seq. No. 


29014 




Seq. ID 


OJ000150_35 . 0225 . C17 


Gene No. 


59872 




Strand 




Start 


156 




End 


549 


Name 


OJ000150 35.0225.C17.ol 


.np 


Method 


AAT/NAP 


Start 


159 




End 


549 


GI 


5803259 




Score 


581 


Exons 


159. .549 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 



28847 




Ot=q • 1NU ■ 




Can T n 




Gene No. 


59873 


Strand 




Start 


67 


End 


237 


Name 


OJ000150 35.0225.C18.ol.gs 


Method 


GENSCAN 


Start 


67 


End 


237 


GI 


none 


Score 


.88 


Exons 


67. .237 






Seq. No. 


2.9015 


Seq. ID 


OJ000150_35.0225.C1 


Gene No. 


59874 


Strand 




Start 


366 


End 


513 


Name 


OJ000150 35.0225.C18.ol.np 


Method 


AAT/NAP 


Start 


366 


End 


513 


GI 


5758858 


Score 


77 


Exons 


366. .513 






GI Descrip. 


(AF168890) ATP synthase beta 


subunit 


[Calathea loeseneri ] 



Seq. No. 29016 

Gene No. 59875 

Start 1 

Name OJ000150_35 . 0225 . C19 . ol . np 

Start 1 

GI 4490714 

Exons - 1..122, 475.. 584, 694.. 837 
GI Descrip. (AL035680) kinesin-related 

Seq. No. 29016 

Gene No. 59875 

Start 1 

Name OJ000150_35 . 0225 . C19 . ol . tc 

Start 74 

GI none 

Exons 74. .130, 75. .125, 457. .585, 
762. .836, 770. .835 



Seq. ID OJ000150_35.0225.C19 
Strand 

End 837 

Method AAT/NAP 

End 837 

Score 291 

protein katB [Arabidopsis thaliana] 

Seq. ID OJ000150_35.0225.C19 
Strand 

End 837 

Method TBLASTX : Cress 

End 836 

Score 63 

467. .574, 689. .790, 693. .767, 



Seq. No. 29016 

Gene No. 59875 

Start 1 

Name OJ000150_35 . 0225 . C19 . ol . ts 

Start 74 

GI none 

Exons 74.. 130, 75.. 125, 451.. 570, 
689. .781 



Seq. ID OJ000150_35.0225.C19 

Strand 

End 837 

- Method TBLASTX : Soybean 

End 781 

Score 62 

457. .585, 467. .574, 474. .578, 



Seq. No. 29016 

Gene No. 59875 

Start 1 

Name OJ000150_35 . 0225 . C19 . ol . gs 

Start 475 

GI none 

Exons 475.. 584 



Seq. ID OJ000150_35.0225.C19 

Strand 

End 837 

Method GENSCAN 

End 584 

Score .71 



Seq. No. 29017 Seq. ID OJ000150_35 . 0225 . C20 

Gene No. 59876 Strand 

Start 1 End 513 

Name OJ000150_35 . 0225 . C20 . ol .np Method AAT/NAP 



28848 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



513 
613 



6498441 
1..513 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



29018 
59877 
1 

OJ000150_35.0225.C22.ol.np 
1 

6721517 
1..151, 200. .587 

(AP001072) Similar to polyprotein. (AF061282 



Seq. ID OJ0.00150_35.0225.C22 
Strand 

End 587 

Method AAT/NAP 

End 587 

Score 475 



29018 
59877 
1 

OJ000150_35.0225.C22.ol.tw 
11 

none 

11. .142, 12. .128, 161. .226 

29018 
59877 
1 

OJ000150_35.0225.C22.ol.gs 
46 

none 
46. .523 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Oryza sativa] 
OJ000150_35.0225.C22 
587 

TBLASTX: Wheat 

226 

109 

OJ000150_35.0225.C22 
587 

GENSCAN 

523 

.91 



Seq. No. 29019 Seq. ID OJ000150_35 . 0225 . C24 

Gene No. 59878 Strand + 

Start 1 End 563 

Name OJ000150_35.0225.C24 .ol.np Method AAT/NAP 

Start 1 End 563 

GI 1170620 Score 197 

Exons 1..82, 221.. 362, 472.. 563 

GI Descrip. KINESIN-LIKE PROTEIN B gi | 1084341 | pir | | S48019 kinesih-related 
protein katB - Arabidopsis thaliana gi | 1438842 | dbj | BAA04673 | 
(D21137) heavy chain polypeptide of kinesin-like protein 
[Arabidopsis thaliana] 



Seq. No. 


29019 








Seq. ID 


OJ000150_35.0225.C24 


Gene No. 


59878 








Strand 


+ 


Start 


1 








End 


563 


Name 


OJ000150 


35. 


0225.C24.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2 








End 


506 


GI 


none 








Score 


88 


Exons 


2. .82, 7. 


.84 


, 220. .273, 


221. 


.277, 278. 


.367, 295. .390, 471. .506 


Seq. No. 


29019 








Seq. ID 


OJ000150_35.0225.C24 


Gene No. 


59878 








Strand 


+ 


Start 


1 








End 


563 


Name 


OJ000150 


35. 


0225.C24.ol 


. gs 


Method 


GENSCAN 


Start 


221 








End 


362 



28849 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

221. .362 



Score 



OJ000150_35.0225.C26 
+ 

1378 
AAT/NAP 
210 
79 



29020 Seq. ID 

59879 Strand 
1 End 
OJ000150_35 . 0225 . C26 . ol . np Method 
1 End 
6721562 Score 
1..82, 138. .210 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


29020 








Seq. ID 


OJ000150_ 


_35. 


0225. C26 


Gene No. 


59879 








Strand 


+ 






Start 


1 








End 


1378 






Name 




.0225 


.C26.o2. 


np 


Method 


AAT/NAP 






Start 


1 








End 


385 






GI 


5042454 








Score 


120 






Exons 


1..78, 332. 


.385 














GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


29020 








Seq. ID 


OJ000150_ 


35. 


0225. C26 


Gene No. 


59879 








Strand 


+ 






Start 


1 








End 


1378 






Name 


OJ000150 35 


.0225 


-C26.ol. 


gs 


Method 


GENSCAN 






o Lai t_ 


22 








End 


1378 






GI 


none 








Score 


.67 






Exons 


22.. 78, 332 


. .506 


, 1200.. 


1378 










Seq. No. 


29020 








Seq. ID 


OJ000150_ 


35. 


0225. C26 


Gene No. 


59880 








Strand 


+ 






Start 


3709 








End 


7445 






Name 


OJ000150 35 


.0225 


.C26.o2. 


gs 


Method 


GENSCAN 






Start 


3709 








End 


7445 






GI 


none 








Score 


.79 






Exons 


3709. .3829, 


5009 


. .5175, 


5360. 


.5560, 6263.. 6422, 


6520. .6733, 




6951. .7074, 


7179 


. .7445 












Seq. No. 


29020 








Seq. ID 


OJ000150_ 


35. 


0225. C26 


Gene No. 


59880 








Strand 


+ 






Start 


3709 








End 


7445 






Name 


OJ000150 35 


.0225 


.C26.o4. 


np 


Method 


AAT/NAP 






Start 


3712 








End 


7167 






GI 


1332411 








Score 


455 






Exons 


3712. .3829, 


5009 


. .5175, 


5360. 


.5560, 6263.. 6434, 


6550. .6730, 




6951. .7167 
















GI Descrip. 


(D85102) dihydroflavonol 


4-reductase [Rosa hybrida] 




Seq. No. 


29020 








Seq. ID 


OJ000150_ 


_35. 


0225. C26 


Gene No. 


59881 








Strand 








Start 


2642 








End 


5744 






Name 


OJ000150 35 


.0225 


.C26.o3. 


np 


Method 


AAT/NAP 






Start 


2642 








End 


5744 







28850 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6562752 Score 85 

2642. .3051, 5718. .5744 

(AL035475) hypothetical protein, MAL4P2.50 [Plasmodium 
falciparum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 35.0225.C26 



29020 
59881 
2642 

OJ000150_35.0225.C26.ol.tm 
3696 
none 

3696. .3827, 3721. .3828, 4987. .5175, 4992. .5177, 5008. .5175, 
5009.. 5176, 5333.. 5437 



5744 

TBLASTX: Maize 

5437 

164 



Seq. No. 29020 Seq. ID 

Gene No. 59881 Strand 

Start 2642 End 

Name OJ000150_35 . 0225 . C2 6 . ol . tw Method 

Start 3741 End 

GI hone Score 
Exons 



OJ000150_35.0225.C26 
5744 

TBLASTX: Wheat 

5473 

125 



3741. 
5357. 



.3827, 3742. 
.5470, 5357. 



.3828, 3759. .3830, 5008. .5184, 5008. .5157, 
.5473 



Seq. No.. 29021 

Gene No. 59882 

Start . 3 

Name OJ000150_35.0225.C27.ol.tw 

Start 3 

GI none 
Exons 



Seq. ID OJ000150_35.0225.C27 



Strand 
End 

Method 

End 

Score 



337 

TBLASTX: Wheat 

199 

34 



3. .47, 4. .27, 4. .51, 40. .168, 59. .169, 163. .198, 164. .199 



OJ000150 35.0225.C27 



Seq. No. 29021 Seq. ID 

Gene No. 59882 Strand 

Start 3 End 

Name 0 J000150_35 . 0225 . C27 . ol . ts Method 

Start 37 End 

GI 4397580 Score 

Exons 37.. 336, 59.. 166, 221.. 337 

GI Descrip. 3152576 6.0e-14 (AC002986) Similar to liver-specific transport 
protein gb_L27651 from Rattus norviegicus. [Arabidopsis 
thaliana] 



337 

TBLASTX : Soybean 

337 

118 



Seq. No. 


29022 






Seq. ID 


OJ000150_ 


35. 


0225. 


C28 


Gene No. 


59883 






Strand 


+ 








Start 


159 






End 


428 








Name 


OJ000150 35.0225.C28, 


.ol 


. gs 


Method 


GENSCAN 








Start 


159 






End 


428 








GI 


none 






Score 


.95 








Exons 


159. .239, 285. .428 
















Seq. No. 


29022 






Seq. ID 


OJ000150_ 


35. 


0225. 


C28 


Gene No. 


59884 






Strand 










Start 


56 






End 


224 








Name 


OJ000150 35.0225.C28. 


.ol 


.gp 


Method 


AAT/GAP 








Start 


56 






End 


224 








GI 


25545 1.R1084 






Score 


312 








Exons 


56.-224 

















28851 




GI Descrip. 1 1170619/sp | Q07970 | KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA -. 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA17546. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ' 



Seq. No. 


29023 . 




Seq. ID 


OJ000150_35 . 0225 .C2 9 


Gene No. 


59885 




Strand 


+ 


Start 


148 




End 


594 


Name 


OJ000150 35.0225.C29.ol. 


gs 


Method 


GENSCAN 


Start 


148 




End 


594 


GI 


none 




Score 


.5 


Exons 


148. .196, 458. .594 








Seq. No. 


29024 




Seq. ID 


OJ000150_35 . 0225 . C30 


Gene No. 


59886 




Strand 


+ 


Start 


151 




End 


3323 


Name 


OJ000150 35.0225.C30.ol. 


gp 


Method 


AAT/GAP 


Start 


151 




End 


534 


GI 


uC-osflcyp033a04bl 




Score 


669 


Exons 


151. .534 








GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone 


:P0711E10' 




Seq. No. 


29024" 




Seq. ID 


OJ000150_35.0225.C30 


Gene No. 


59886 




Strand 


- + 


Start 


151 




End 


3323 


Name 


OJ000150 35.0225.C30.ol. 


gs 


Method 


GENSCAN 


Start 


256 




End 


3244 


GI 


none 




Score 


.74 


Exons 


256. .321, 441. .486, 1291 




1816, 1959.. 


2357, 2455.. 3244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29024 Seq. ID 

59886 Strand 
151 End 
OJ000150_35 . 0225 . C30 . o3 . np Method 
337 End 
5803259 Score 
337.. 483, 1241.. 2357, 2455.. 3323 
(AP000399) hypothetical protein [Oryza sativa] 



OJ000150_35.0225.C30 
+ 

3323 
AAT/NAP 
3323 
3053 



29024 Seq. ID 

59887 Strand 

80 End 

OJ000150_35 . 0225 . C30 . ol . np Method 

80 End 

4680186 Score 
80. .284, 2013. .2033 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000150_35.0225.C30 

2033 
AAT/NAP 
2033 
221 



29024 Seq. ID 

59887 Strand 

80 End 

OJ000150_35 . 0225 . C30 . o2 . np Method 

342 End 

5852180 Score 



OJ000150_35 . 0225 . C30 

2033 
AAT/NAP 
436 
30 



28852 



Exons 


342. .436 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


29025 


Seq. ID 


OJ000150 


Gene No. 


59888 


Strand 


+ 


ocar t 


1 


End 


J D \J 


Name 


OJ000150 35.0225.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


563 


GI 


5803259 


Score 


814 


Exons 


1. .563 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29025 


Seq. ID 


OJ000150 


uene no. 


59888 


Strand 


4- 


Start 


1 


End 


566 


Name 


OJ000150 35.0225.C31.ol.gs 


Method 


GEN SCAN 


Start 


45 


End 


566 


GI 


none 


Score 


.65 


Exons 


45 . .566 






Seq. No. 


29025 


Seq. ID 


OJ000150 


Gene No. 


59889 


Strand 




Start 


1209 


End 


1315 


Name 


OJ000150 35.0225.C31.o2.np 


Method 


AAT/NAP 


Start 


1209 . 


End 


1315 


GI 


6498441 


Score 


85 


Exons 


1209. .1315 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



29026 Seq. ID 

59890 Strand 

219 End 

OJ000150_35 . 0225 . C32 . ol . gs Method 

219 End 

none Score 
219. .665, 675. .3746, 3765. .3947, 4026. 
6913.. 7002, 7705.. 7788 



29026 
59890 
219 

OJ000150_35.0225.C32.ol.np 
222 

6498441 

222. .503, 597. .1994, 



OJ000150_35.0225.C32 

7850 
GENSCAN 
7788 
.6 

.6392, 6449. .6553, 



OJ000150 35.0225.C32 



Seq. ID _ 
Strand 

End 7850 
Method AAT/NAP 
End 5869 
Score 6902 
2166. .2462, 2655.. 3081, 3256. .3390, 
3574. .3947, 4011. .4474, 4805. .5869 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



29026 Seq. ID 

59890 Strand 

219 End 

OJ000150_35 . 0225 . C32 . 06 . tw Method 

231 End 



OJ000150_35.0225.C32 
7850 

TBLASTX: Wheat 
833 



28853 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 74 

231. .356, 235. .357, 531. .833, 550. .828 



29026 
59890 
219 

OJ000150_35.0225.C32.o4 .tw 

834 

none 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Wheat 

End 54 63 

Score 169 



834. .1214, 865. .1113, 873. .1214, 1159. .1215, 5383. .5463 



29026 
59890 
219 

OJ000150_35 . 0225 . C32 . o3 . tm 

990 

none 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Mai ze 

End 1352 

Score 192 



990.. 1037, 1029.. 1352, 1042.. 1323 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Wheat 

End 1857 

Score 60 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX: Wheat 

End 2422 

Score 88 



29026 
59890 
219 

OJ000150_35.0225.C32.o8.tw 
1545 
none 

1545.. 1805, 1759.. 1857 

29026 
59890 
219 

OJ000150_35.0225.C32.o5.tw 
1860 
none 

1860. .2009, 1861. .1998, 1863. .2000, 2044. .2229, 2070. .2279, 
2070. .2294, 2402. .2422 



29026 
59890 
219 

OJ000150_35 . 0225 . C32 . ol . ts 

2919 

none 

2919.. 3290, 3130.. 3273 

29026 
59890 
219 

OJ000150_35 . 0225 . C32 . o2 . tw 

2949 

none 

2949.. 3368, 2956.. 3369 

29026 
59890 
219 

OJ000150_35 . 0225 . C32 . o2 . tm 
3042 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Soybean 

End 3290 

Score 89 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Wheat 

End 3369 

Score 310 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Mai ze 

End 3426 



28854 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

3042. .3425, 

29026 
59890 
219 

OJ000150_35. 

3453 

none 

3453.-3758, 

29026 
59890 
219 

OJ000150_35. 

3477 

none 

3477. .3938, 

29026 
59890 
219 

OJ000150_35. 

3534 

none 

3534. .3668, 



Score 



226 



3061. .3426 

0225.C32.ol.tm 
3453.. 3809, 3463. 

0225.C32.ol.tw 



Seq. ID OJ000150_35.0225.C32 
Strand 

7850 

TBLASTX: Maize 
3809 
133 



End 

Method 
End 
Score 
.3774 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Wheat 

End 3940 

Score 219 



3483. .3938, 3484.-3939, 3497. .3940 



0225.C32.o2.ts 



3675. .3899 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX : Soybean 

End 3899 

Score 111 



29026 
59890 
219 

OJ000150_35.0225.C32.o3.tw 

4131 

none 

4131. .4589, 4135. .4395, 4453. 



29026 
59890 
219 

OJ000150_35, 

5430 

none 

5430. .5678, 



Seq. ID OJ000150_35.0225.C32 
Strand 

7850 

TBLASTX: Wheat 
4590 
175 



End 

Method 
End 
Score 
.4590 



0225.C32.o4 .tm 



5431. .5715 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method TBLASTX: Maize 

End . 5715 

Score 108 



29026 
59890 
219 

OJ000150_35.0225.C32.o7.tw 
5464 
none 

5464.. 5601, 5466.. 5585, 5568.. 5666, 5569.. 5661, 5673.. 5720 



Seq. ID OJ000150_35.0225.C32 
Strand 

7850 

TBLASTX: Wheat 
5720 
77 



End 

Method 

End 

Score 



29026 
59890 
219 

OJ000150_35.0225.C32.o2.np 

6606 

5042454 



Seq. ID OJ000150_35.0225.C32 
Strand 

End 7850 

Method AAT/NAP 

End 7850 

Score 216 



28855 



Exons 6606.. 6659, 6913.. 7096, 7775.. 7850 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 29027 Seq. ID 

Gene No. 59891 Strand 

Start 188 End 

Name OJ000150_35 . 0225 . C33 . ol . gs Method 

Start 188 End 

GI none Score 

Exons 188.. 401, 434.. 495 



OJ000150_35.0225.C33 
+ 

495 

GENSCAN 

495 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29027 Seq. ID 

59892 Strand 

1331 End 

OJ000150_35 . 0225 . C33 . o2 . gs Method 

1331 End 

none Score 



OJ000150_35.0225.C33 

8745 
GENSCAN 
8620 . 
.89 



1331. .1478, 1593. .1806, 1963. .2122, 2251. .2454, 2631. .2797, 
3239.-3424, 5392. .5516, 6198. .6311, 6408. .6645, 6947. .7106, 
7653..78S3, 7967. .8133, 8500.. 8620 



Seq. No. '29027 Seq. ID 

Gene No. 59892 Strand 

Start 1331 End 

Name OJ000150_35 . 0225 . C33 . o2 . tm • Method 

Start 1337 End 

GI none Score 

Exons 1337.. 1459, 1338.. 1460, 1349.. 1462, 6170, 

6176. .6313, 6178. .6297, 6403. .6438, 6408. 

6410. .6454 



OJ000150_35.0225.C33 
8745 

TBLASTX: Maize 
6455 
136 

,6292, 6171.. 6293, 
,6455, 6408.. 6452, 



Seq. No. 


29027 








Seq. ID 


OJ000150_35. 0225.C33 


Gene No. 


59892 








Strand 




Start 


1331 








End 


8745 


Name 


OJ000150 35 


.0225. 


C33.ol 


.gp 


Method 


AAT/GAP 


Start 


1342 








End 


1700 


GI 


2797550 








Score 


444 


Exons 


1342. .1478, 


1593. 


.1700 








Seq. No. 


29027 








Seq. ID 


OJ000150_35.0225.C33 


Gene No. 


59892 








Strand 




Start 


1331 








End 


8745 


Name 


OJ000150 35 


.0225. 


C33.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1400 








End 


6613 


GI 


none 








Score 


54 


Exons 


1400. .1477, 


1401. 


.1475, 


1592. 


.1765, 1596.. 1763, 6233.. 6310, 




6410. .6499, 


6548. 


.6613 









OJ000150 35.0225.C33 



Seq. No. 29027 Seq. ID 

Gene No. 59892 Strand 

Start 1331 End 

Name OJ000150_35 . 0225 . C33 . ol . tc Method 

Start 2326 End 

GI none Score 

Exons 2326.. 2457, 2631.. 2798, 3240.. 3314, 3303.. 3359, 7725.. 7856, 

7967.. 8122, 8501.. 8629 



8745 

TBLASTX: Cress 

8629 

84 



28856 




Seq. No. 


29027 






Seq. ID 


OJ000150_35.0225.C33 


Gene No. 


59892 






Strand 




Of a >-+- 


i jjj. 






End 


8745 


Name 


OJ000150 35,0225 


.C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2329 






End 


8092 


GI 


none 






Score 


156 


Exons 


2329.-2457, 2333 


. .2455, 


2631 


..2753, 2631. .2756, 7716. .7856, 




7735.. -7854, 7967 


. .8092, 


7967 


. .8092 




Seq. No. 


29027 






Seq. ID 


OJ000150_35.0225.C33 


Gene No. 


59892 






Strand 




Start 


1331 






End 


8745 


Name 


OJ000150 35.0225 


.C33.ol 


.tw 


Method 


TBLASTX: Wheat 


Of a r f 
O Lai. L. 


O -J J 






End 


8588 


GI 


none 






Score 


109 


Exons 


2339.-2446, 2344 


. .2457, 


2344 


..2457, 2450. .2488, 2634. .2798, 




2649.. 2798, 3234 


. .3326, 


3235 


..3327, 7741. .7836, 7743. .7856, 




7959. .8141, 7975 


. .8133, 


7985 


..8164, 7991. .8134, 8496. .8582, 




8501. .8587, 8502 


. .8588 








Seq. No. 


29027 






Seq. ID 


OJ000150_35.0225.C33 


Gene No. 


59892 






Strand 




Start 


1331 






End 


8745 


Name 


OJ000150 35.0225 


-C33.ol 


.np 


Method 


AAT/NAP 


Start 


6158 * . 






End 


8632 


GI 


6689826 






Score 


643 


Exons 


6158.. 6311, 6411 


. .6645, 


6947 


..7106, 7653.-7853, 7967. .8133, 




8500. .8632 










GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 


Seq- No. 


29027 






Seq. ID 


OJ000150_35.0225.C33 


Gene No. 


59892 






Strand 




Start 


1331 






End 


8745 


Name 


OJ000150 35.0225 


-C33.o2 


-gp 


Method 


AAT/GAP 


Start 


7752 






End 


8745 


GI 


17023 1.R1084 






Score 


861 


Exons 


7752.. 7853, 7967 


. . 8133, 


8500 


. .8745 




GI Descrip. 


•4508073/gb IAAD21417.il 


l.Oe 


-15 (AC005882) 43220 [Arabidopsis 




thaliana] 1 










Seq. No. 


29028 






Seq. ID 


OJ000150_35.0225.C34 


Gene No. 


59893 






Strand 




C+- a rt- 


758 






End 


6173 


Name 


OJ000150 35.0225 


-C34.ol 


• gs 


Method 


GENSCAN 


Start 


758 






End 


6125 


GI 


none 






Score 


.89 


Exons 


758.. 1207, 1242. 


.1368, 


1505. 


.1640, 3149.. 3270, 3371.. 3608, 




4018.. 4177, 5042 


. .5242, 


5496 


-.5633, 6003.. 6125 


Seq. No. 


29028 






Seq. ID 


OJ000150_35.0225.C34 


Gene No. 


59893 






Strand 




Start 


758 






End 


6173 


Name 


OJ000150 35.0225 


.C34.ol 


.np 


Method 


AAT/NAP 


Start 


758 






End 


1274 


GI 


2347189 






Score 


154 


Exons 


758. .1274 










GI Descrip. 


(AC002338) hypothetical 


protein [Arabidopsis thaliana] 



28857 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29028 
59893 
758 

OJ000150_35 . 0225 . C34 . o3 . np 

3065 

1706370 



Seq. ID OJ000150_35.0225.C34 
Strand 

End 6173 

Method AAT/NAP 

End 6173 

Score 317 



3065. .3270, 3371. .3608, 4018. .4177, 5042.. 5242, 5496.-5662, 
6003. .6173 

DIHYDROFLAVONOL- 4 -REDUCTASE (DFR) (DIHYDROKAEMPFEROL 

4 -REDUCTASE) gi | 1067127 | emb | CAA91924 | (Z67983) dihydrof lavonol 

4-reductase [Dianthus caryophyllus] 



29028 
59893 
758 

OJ000150_35.0225.C34.o2.np 

3109 

6689826 



Seq. ID OJ000150_35.0225.C34 
Strand 

End 6173 

Method AAT/NAP 

End 6137 

Score 570 



3109. .3270, 3374. .3608, 4018. .4177, 5042. .5242, 5496. .5662, 
6003.. 6137 

(AF092912) DFR-like protein [Arabidopsis thaliana] 



29028 
59894 
7358 

OJ000150_35.0225.C34 .o2.tm 

989 

none 



Seq. ID OJ000150_35.0225.C34 
Strand 

End 8391 

Method TBLASTX: Maize 

End 1195 

Score 80 



989. .1099, 1002. .1076, 1034. .1084, 1100. .1195, 1101. .1187, 
1112. .1195 



Seq. No. 29028 

Gene No. 59894 

Start 7358 

Name OJ000150_35 . 0225 . C34 . ol . tm 

Start 5165 

GI none 
Exons ■ 



Seq. ID OJ000150_35.0225.C34 
Strand 

End 8391 

Method TBLASTX: Maize 

End 6138 

Score 208 



5165.. 5245, 5452.. 5670, 5496.-5663, 5995.. 6051, 5999.. 6049, 
6051.. 6137, 6055.. 6138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29028 
59894 
7358 

OJ000150_35 . 0225 . C34 . o2 . gs 

7358 

none 



29029 
59895 
435 

OJ000150_35.0225.C35.o2.np 
435 

6721543 



Seq. ID OJ000150_35.0225.C34 
Strand 

End 8391 

Method GENSCAN 

End 8391 

Score .58 



7358.. 7575, 7602.. 7968, 8329.. 8391 



Seq. ID OJ000150_35.0225.C35 

Strand + 

End 1648 

Method AAT/NAP 

End 1648 

Score 90 



435.-563, 1214. .1289, 1608. .1648 

(AP001073) hypothetical protein [Oryza sativa] 



28858 




Seq. No. 


29029 


Seq. ID 


OJ000150 


_35.0225.C35 




»J ? o ^ u 








Start 


181 


End 


281 




Name 


OJ000150 35.0225.C35.ol.np 


Method 


AAT/NAP 




Start 


181 


End 


281 




GI 


5777617 


Score 


80 




Exons 


181. .281 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza : 


sativa] 




Seq. No. 


29029 


Seq. ID 


OJ000150 


_35.0225.C35 


Gene No. 


59897 


Strand 






O Lai U 


1073 


End 


4567 




Name 


OJ000150 35.0225.C35.ol.gp 


Method 


AAT/GAP 




Start 


795 


End 


1248 




GI 


LIB3431-045-P1-N1-A10 


Score 


836 




Exons 


795. .1248 








GI Descrip. 


f 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 




Seq. No. 


29029 


Seq. ID 


OJ000150 


_35.0225.C35 


Gene No. 


59897 


Strand 






Start 


1073 


End 


4567 




Name 


OJ000150 35.0225.C35.ol.gs 


Method 


GENSCAN 




Start 


1073 


End 


4234 




GI 


none 


Score 


.65 - 




Exons 


1073.. 1233, 1384. .1586, 1591. 


.1638, 1702.. 1833, 


2080. .2177, 




2204.. 2329, 2422. .2628, 2807. 


.3058, 3149.. 3559, 


3734. .3980, 




4086. .4234 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



29029 
59897 
1073 

OJ000150_35.0225.C35.o3.np 



OJ000150 35.0225.C35 



Seq. ID _ 
Strand 

End 4 567 

Method AAT/NAP 
1352 End 4567 

5441880 Score 2399 

1352.. 1586, 1702.. 1833, 2080.. 2177, 2422.. 2680, 2760.. 3058, 
3644.. 3980, 4086.. 4244, 4525.. 4567 
GI Descrip. (AP000367) EST C28952 (C62945) corresponds . to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 35.0225.C35 



29029 
59897 
1073 

OJ000150_35.0225.C35.o2.gp 
2430 

LIB3475-007-P1-K1-G8 
2430.. 2680, 2760.. 2932 

, 5441880/dbj]BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981), [Oryza sativa] ' 



4567 
AAT/GAP 
2932 
794 



29030 
59898 
1 

OJ000150_35.0225.C36.ol.np 



Seq. ID OJ000150_35.0225.C36 
Strand 

End ' 2214 

Method AAT/NAP 



28859 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 2214 

5441880 Score 1363 

1..243, 804. . 1118, 1377. ..1408, 1853. .2214 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



29030 
59898 
1 

OJ000150_35.0225.C36.ol.tw 

1623 

none 



Seq. ID OJ000150_35.0225.C36 



Strand 
End 

Method 

End 

Score 



2214 

TBLASTX: Wheat 

2003 

79 



1623. .1799, 1653. .1799, 1684. .1803, 1797. .1994, 1809. .2003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



29030 Seq. ID 

59898 Strand - 

1 End 
OJ000150_35 . 0225 . C36 . ol . tm Method 

1701 End 

none Score 

1701. .1772, 1836. .2135, 1897. .2118 



OJ000150_35.0225.C36 
2214 

TBLASTX: Maize 

2135 

145 



29030 Seq. ID 

59898 Strand 
1 End 
OJ000150_35.0225.C36.ol.gp Method 
1823 End 
5701669 Score 
1823. .2214 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000150_35.0225.C36 

2214 
AAT/GAP 
2214 
698 



29031 Seq. ID 

59899 Strand 
2047 End 
OJ000150_35 . 0225 . C37 . o2 . gp Method 
2047 End 
7406_1.R1084 Score 
2047. .2211 

1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ000150_35.0225.C37 
+ 

2211 
AAT/GAP 
2211 
225 



29031 Seq. ID 

59900 Strand 

9019 End 

OJ000150_35 . 0225 . C37 . o5 . gp Method 

9019 End 

uC-osflM202097dl0bl Score 
9019.. 9090 

•4062935/dbj I AB003495.il AB003495 3.0e-14 Oryza sativa DNA for 

dihydrof lavonol 4-reductase, complete cds 1 



OJ000150_35.0225.C37 
+ 

9090 
AAT/GAP 
9090 
101 



29031 
59901 
11719 



Seq. ID OJ000150_35.0225.C37 
Strand + 
End 18054 



28860 




Name 


OJ000150 35.0225.C37 


.o4 .gs 


Method 


GENSCAN 








Start 


11719 




End 


18054 








GI 


none 




Score 


.57 








Exons 


11719. .11725, 11760. 


.12017, 


13247. .17407, 17795. 


.18054 




Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35 


.0225 


.C37 


Gene No. 


59901 




Strand 


+ 








Start 


11719 




End 


18054 








Name 


OJ000150 35.0225.C37 


. o4 .np 


Method 


AAT/NAP 








Start 


13255 




End 


17424 








GI 


4234852 




Score 


4441 








Exons 


13255. .13415, 13458. 


.17424 












GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 








Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35 


.0225 


.C37 


Gene No. 


59902 




Strand 


+ 








Start 


27112 




End 


28548 








Name 


OJ000150 35.0225.C37 


. o7.gs 


Method 


GENSCAN 








Start 


27112 




End 


28548 








GI 


none 




Score 


.89 








Exons 


27112. .27517, 28430. 


.28548 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29031 
59903 
31216 
OJ000150 
30009 
1170619 
30009. .30090, 
32256.-32463, 
33277. .33418, 
34716. .34797, 
KINES IN-LIKE 
protein katA 



_35.0225.C37.o7.np 



Seq. ID OJ000150_35.0225.C37 
■ Strand + 
End 35325 
Method AAT/NAP 
End 35325 
Score 1299 
31830. .31939, 32049. 
32835. .32909, 32992. 
33990. .34148, 34226. 
35139. .35325 
PROTEIN A gi ( 479594 | pir | IS34830 kinesin-related 
- Arabidopsis thaliana gi | 303502 | dbj | BAA01972 | 



31498. 
32554. 



,31649, 
,32759, 



33528.-33637, 
34953. .35057, 



,32168, 
,33138, 
,34428, 



(D11371) kinesin-like motor protein heavy chain [Arabidopsis 
thaliana] gi | 2911084 | emb | CAA17546 . 1 | (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



29031 Seq. ID 

59903 Strand 

31216 End 
OJ000150_35 . 0225 . C37 . o9 . gp Method 

30734 End 

63359JL.R1084 Score 
30734.. 31096 

, 5262763/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] ' 



OJ000150_35.0225.C37 
+ 

35325 
AAT/GAP 
31096 
645 



29031 
59903 
31216 

OJ000150_35.-0225.C37.o8.gs 

31216 

none 



Seq. ID OJ000150_35.0225.C37 

Strand + 

End 35325 

Method GENSCAN 

End 35243 

Score .9 



31216. .31416, 31505. .31649, 31830 31939, 32049. . 32168, 
32256. .32459, 32550 .. 32759, 32835 .. 32909, 32992 .. 33138, 
33277. .33418, 33528 33637, 33990 .. 34148, 34387 .. 34 428, 



28861 



34953. .35057, 35139.. 35243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2.9031 Seq. ID 

59903 Strand 

31216 - End 

OJ000150_35 . 0225 . C37 . olO . gp Method 

31222 End 

uC-osflM202097d05bl Score 



OJ000150_35.0225.C37 
+ 

35325 
AAT/GAP 
32087 
874 



31222. .31416, 31505 .. 3164 9, 31830 .. 31939, 32049.. 32087 

' 1170620/sp | P46864 | KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_1438842_dbj_BAA04 67 3_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] f 



OJ000150__35.0225.C37 
+ 

35325 
AAT/GAP 
35243 
253 



29031 Seq. ID 

59903 Strand 
31216 End 
OJ000150_35. 0225. C37. oil. gp Method 
35015 End 
25545_1.R1084 Score 
35015. .35057, 35139.. 35243 

, 1170619/sp|Q07 970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA1754 6.1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ■ 

29031 Seq. ID OJ000150_35 . 0225 . C37 

59904 Strand 

1 End 2225 

OJ000150__35.0225.C37.ol.np Method AAT/NAP 
1 End 1155 - 

5441880 Score 1731 

1..1155 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
•(AC003981) [Oryza sativa] 



29031 Seq. ID 

59904 Strand 
1 End 
OJ000150__35 . 0225 . C37 . ol . gp Method 
119 End 
5701669 Score 
119.. 550 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000150_35.0225.C37 

2225 
AAT/GAP 
550 
833 



29031 
59904 
1 

OJ000150_35.0225.C37.ol.gs 

149 

none 



Seq. ID OJ000150_35.0225.C37 
Strand 

End 2225 

Method GEN SCAN 

End 1326 

Score .48 



28862 



Exons 



149. .250, 332. .627, 686. .1326 



Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225.C37 


Gene No. 


59904 




Strand 


- 




Start 


1 




End 


2225 




Name 


OJ000150 35.0225.C37.o2 


.np 


Method 


AAT/NAP 




Start 


1168 




End 


2225 




GI 


6721543 




Score 


162 




Exons 


1168. .1284, 2097. .2225 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225.C37 


Gene No. 


59905 




Strand 






Start 


3096 




End 


10323 




Name 


OJ000150 35.0225.C37.o2 


. gs 


Method 


GENSCAN 




Start 


3096 




End 


5847 




GI 


none 




Score 


.83 




Exons 


3096.. 3260, 3262.. 3452, 


4085 


..4143, 4265.-4399, 


4475 . . 4694 , 




4808. .4967, 5065. .5274, 


5358 


..5533, 5724. .5847 




Seq. No. 


29031 




Seq. ID 


OJ000150_ 


Jo . \)Zcd . Co / 


Gene No. 


59905 




Strand 






Start 


3096 




End 


10323 




Name 


OJ000150 35.0225.C37.o3 


.gp 


Method 


AAT/GAP 




Start 


4068 




End 


4716 




GI 


33857 1.R1084 




Score 


901 




Exons 


4068.. 4399, 4475.. 4716 










GI Descrip. 


r 4508073/gb IAAD21417.il 


5.0e 


-22 (AC005882) 43220 


[Arabidops 




thaliana] 1 










Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225.C37 


Gene No. 


59905 




Strand 






Start 


3096 




End 


10323 




Name 


OJ000150 35.0225.C37.o3 


.np 


Method 


AAT/NAP 




Start 


4243 




End 


10171 




GI 


6689826 




Score 


598 




Exons 


4243. .4407, 4489. .4683, 


4797 


..4968, 8642. .8855, 


9603. .9769, 




10039. .10171 










GI Descrip . ' 


(AF092912) DFR-like .protein 


[Arabidopsis thaliana] 


Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225.C37 


Gene No. 


59905 




Strand 






Start 


3096 




End 


10323 




Name 


OJ000150 35.0225.C37.o4 


.gp 


Method 


AAT/GAP 




Start 


5409 




End 


5956 




GI 


uC-osflcyp017f04bl 




Score 


612 




Exons 


5409.. 5533, 5724.. 5956 










GI Descrip. 


, 4508073/gb IAAD21417.il 


2.0e 


-17 (AC005882) 43220 


[Arabidops 




thaliana] 1 










Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225.C37 


Gene No. 


59905 




Strand 






Start 


3096 




End 


10323 




Name 


OJ000150 35.0225.C37.o3 


.gs 


Method 


GENSCAN 




Start 


7536 


End 


10323 




GI 


none 




Score 


.97 




Exons 


7536.. 7689, 7772.. 7991, 


8385 


..8544, 8637. .8855, 


9603. .9769, 



28863 




10039. .10189, 10228.. 10323 



Seq. No. 


29031 


Seq. ID 


OJ000150_35.0225 


.C37 


Gene No . 


59906 


Strand 






Start 


18126 


End 


20531 




Name 


OJ000150 35.0225.C37.o5.np 


Method 


AAT/NAP 




Start 


18120 


End 


20528 




GI 


6689826 • 


Score , 


528 . 




Exons 


18120. .18254, 18348; .18642, 


18745. .18880, 19175 .. 19358, 






20067. .20233, 20397.. 20528 








GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 




Sea. No. 


29031 


Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59906 


Strand 






Start 


18126 


End 


20531 




Name 


OJ000150 35.0225.C37.o5.gs 


Method 


GENS CAN 




Start 


18126 


End 


20517 




GI 


none 


Score 


.94 




Exons 


18126. .18276, 18367 .. 18601, 


18704. .18845, 19149. .19358, 






20067. .20233, 20397.. 20517 








Seq. No. 


29031 


Seq. ID 


OJ000150_35.0225 


.C37 


Gene No . 


59906 


Strand 






Start 


18126 


End 


20531 




Name ' 


OJ000150 35.0225.C37.o6.gp* 


Method 


AAT/GAP 




Start 


20075 


End 


20531 




GI 


17023 1.R1084 


Score 


418 




Exons 


20075. .20233', 20397.. 20531 








GI Descrip. 


, 4508073/gb|AAD21417.1| 1 . Oe 


-15 (AC005882) 43220 [Arabidops 




thaliana] ' 








Seq. No. 


29031 


Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 


Strand 






Start 


21234 


End 


26099 




Name 


OJ000150 35.0225.C37.o5.tw 


Method 


TBLASTX: Wheat 




Start 


63 


End 


299 




GI 


none 


Score 


98 




Exons 


63. .95, 93. .290, 105. .299 








Seq. No. 


.29031 


Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 


Strand 






Start 


21234 


End 


26099 




Name 


OJ000150 35.0225.C37.o5.tm 


Method 


TBLASTX: Maize 




Start 


132 


End 


593 




GI 


none 


Score 


145 




Exons 


132. .431, 193. .414, 465. .593 


, 487. .585 






Sea No 


29031 


Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 


Strand 






Start 


21234 


End 


26099 




Name 


OJ000150 35.0225.C37.o7.ts 


Method 


TBLASTX : Soybean 




Start 


4318 


End 


18569 




GI 


none 


Score 


97 




Exons 


4318. .4383, 4486. .4641, 4490 


..4642, 7608. .7673, 7783. .7875, 




7873.. 7950, 18201 .. 18269, 18378 .. 18458, 


18492. .18569 




Seq. No. 


29031 


Seq. ID 


OJ000150_35.0225 


.C37 



28864 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



59907 Strand 

21234 End 

OJ000150_35 . 0225 . C37 . oil . tm Method 

4522 End 

none Score 



26099 

'TBLASTX: Maize 
18836 
75 



4522. .4641, 4523. .4630, 4543. .4656, 4553. .4699, 4645. .4698, 
4800. .4940, 4801. .4938, 7838.-7864, 7839. .7865, 7879. .7971, 
7883. .7969, 8380. .8517, 8381. .8485, 184 12 .. 18459, 184.14 18458, 
18495. .18602, 184 95 18629, 184 96 .. 18618, 18696 .. 18824 , 
18699. .18836, 18700. .18834 • - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29031 
59907 
21234 

OJ000150_35.0225.C37.o9.ts 

4800 

none 



Seq. ID OJ000150_35.0225.C37 
Strand 

End : 26099 

Method TBLASTX : Soybean 

End 20497 

Score 80 



4800. .4967, 5074. .5133, 5164. .5277, 5391. .5483, 5731. .5820, 
5732. .5824, 8359. .8544, 8646. .8705, 8730. .8858, 9603. .9719, 
10043. .10132, 10047. .10175, 18762 18863, 19233 .. 19361, 
20067. .20183, 20401 .. 204 90, 20405. .20497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29031 
59907 
21234 

OJ000150_35 . 0225 . C37 . o9 . tm 

5154 

none 



Seq. ID OJ000150_35.0225.C37 
Strand 

End '* 26099 

Method TBLASTX : Maize 

End 20192 

Score 132 



5154. .5276, 5161. .5277, 5191. .5277, 5355. .5492, 5391. .5492, 
5392. .5505, .5487. .5516, 5488. .5517, 8715. .8858, 8716. .8856, 
8718.. 8885, 9597.. 9725, 9603.. 9740, 19221 .. 19361, 19225 19359, 
19227. .19361, 20067 20192, 20071.. 20190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29031 
59907 
21234 

OJ000150_35.0225.C37.o4.tw 

5159 

none 



Seq. ID OJ000150_35.0225.C37 
Strand 

End 26099 

Method TBLASTX : Wheat 

End 20485 

Score 108 



5159.. 5248, 5161.. 5277, 5191.. 5277, 5391.. 5534, 5391.. 5534, 
5719. .5811, 5720. .5812, 8745. .8858, 8746. .8832, 9606. .9773, 
9621.. 9770, 10034. .10126, 10035 .. 10127, 19248 .. 19361, 
19249. .19332, 20067 20225, 20071 .. 20226, 20085 .. 20231, 
20392. .20484, 20393.. 20485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29031 
59907 
21234 

OJ000150_35.0225.C37.o4.tc 

5164 

none 



Seq. ID OJ000150_35.0225.C37 



Strand 
End 

Method 

End 

Score 



26099 

TBLASTX: Cress 

20499 

64 



5164. .5277, 5379. .5534, 5725. .5832, 8727. .8858, 8746. .8829, 
9597.. 9821, 9603.. 9773, 10040 .. 10168 , 19230 .. 19361, 
20067. .20234, 20071 .. 2024 1, 20398 .. 20472, 20461. .20499 



Seq. No. 
Gene No. 



29031 
59907 



Seq. ID OJ000150_35.0225.C37 
Strand 



28865 



Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


13347 




End 


14358 




GI 


none 




Score 


586 




Exons 


13347. .13925, 13348. 


.13956, 


13966. .14097, 14 037 .. 14 078 , 






14202. .14252, 14293. 


.14358 








Seq. No. 


29031 




Seq. ID 


OJ000150_35 . 0225 


.C37 


Gene No. 


59907 




Strand 


— 




Start 


21234 


- 


End 


26099 




Name 


OJ000150 35.0225.C37 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


14278 




End 


14715 




GI 


none 




Score 


110 




Exons 


14278. .14475, 14545. 


.14715 








Seq. No. 


29031 




Seq. ID 


OJ000150_35 . 0225 


.C37 


Gene No. 


59907 




Strand 


— 




Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


14572 




End 


14958 




GI 


none 




Score 


344 




Exons 


14572. .14958, 14583. 


.14789 








Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


14734 




End 


15396 




GI 


none 




Score 


252 




Exons 


14734. .14973, 14748. 


.14972, 


15013. .15318, 15036. .15296, 






15297. .15371, 15298. 


.15396 








Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


-C37 


Gene No . 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


14749 




End 


15207 




GI 


none 




Score 


128 




Exons 


14749. .14973, 15022. 


.15207, 


15024.. 15185 




Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


15013 




End " 


15393 




GI 


none 




Score 


123 




Exons 


15013. .15213, 15226. 


.15393 








Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


UJUUUloU JO.UZZD.Cj/ 


. OO . ts 


Method 


TBLASTX : Soybean 




Start 


15013 




End 


15399 




GI 


none 




Score 


186 




Exons 


15013. .15222, 15015. 


.15194, 


15226. .15399 




Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 



28866 




Gene No. 


59907 




Strand 






o Lai t 


212^4 




End 


26099 




Name 


OJ000150 35.0225.C37. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


15910 




End 


16347 




GI 


5509260 




Score 


365 




Exons 


15910. .16347, 15999.. 


16271, 


16314. .16346 




GI Descrip. 


- 










Seq; No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Ucllc ViU ■ 


j y y\j f 




Strand 


- 




Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


15997 




End - 


16257 




GI 


none 




Score 


249 




Exons 


15997. .16257, 15999.. 


16235 








Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 




Strand 






Cf a r-+- 
OtalL 






End 


26099 




Name 


OJ000150 35.0225.C37. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16038 




End 


16818 




GI 


none 




Score 


359 




Exons 


16038. .16385, 16039.. 


16383, 


16039. .16392, ' 16368 .. 16814, 






16378. .16818 










Seq. No. 


29031 




Seq. ID 


OJ000150_3.5.0225 


.C37 


bene inu . 






Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


16039 




End 


16482 




GI 


none 




Score 


275 




Exons 


16039. .16347, 16056.. 


16346, 


16381. .16482 




Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


vat; I it; ViU • 






Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37. 


06. tm 


Method 


TBLASTX: Maize 




Start 


16483 




End 


16914 




GI 


none 




Score 


81 




Exons 


16483. .16644, 16618. . 


16914, 


16758. .16913 




Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 




59907 




Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37.o5.ts 


Method 


TBLASTX : Soybean 




Start 


16804 




End 


17370 




GI 


none 




Score 


131 




Exons 


16804. .16986, 16999.. 


17190, 


17179. .17370 




Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


16927 




End 


17385 




GI 


none 




Score 


55 




Exons ' 


16927. .16986, 16969.. 


17145, 


17194. .17385 





28867 




Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225 


.C37 


bene ino • 


3 V J\J f 




OLiallU 








Start 


21234 




End 


26099 






Name 


OJ000150 35.0225.C37 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


16974 




End 


17373 






GI 


none 




Score 


278 






Exons 


16974. .17207, 16978. 


.17373 










Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225 


.C37 


Gene No. 


59907 




Strand 








Start 


21234 




End 


26099 






Nanie 


OJ000150 35.0225.C37 


. o7 . gp 


Method 


AAT/GAP 






Start 


21234 




End 


-21696 






GI 


2442924 




Score 


560 






Exons 


21234. .21509, 21656. 


.21696 










GI Descrip. 


5262763/emb|CAB45911 


.11 9.0e-09 (AL080283) putative protein 




[Arabidopsis thaliana] 










Seq. No. 


o nn o-i 




Seq. ID 


OJ000150_ 


35.0225 


.C37 


Gene No. 






Strand 








Start 


91 9*34 




End 


26099 






Name 


OJ000150 35.0225.C37 


.06. np 


Method 


AAT/NAP 






Start 


21363 




End 


26080 






GI 






Score 


1597 










.21763, 


21862. .21921, -21955. 


.21993, 






99HQn 99^09 99R79 


.22776, 


22831. .22956, 23450. 


.23503, 






9^^0*7 9^££1 9"57R7 


.23816, 


24150. .24254, 24524. 


.24577, 






94££7 94R1 94Q91 


.25053, 


25121. .25245, 25374. 


.25550, 






ZDOOZ . . ZoUoU 












GI Descrip. 


t AL- U U / .3 3 / J Ejriy.lo 


[Arabidopsis thaliana] 






Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225 


.C37 


Gene No. 






Strand 








Start 






End 


26099 






Name 


OJ000150 35.0225.C37 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


21716 




End 


24738 






GI 


none 




Score 


110 






Exons 


21716. .21763, 21856. 


.21963, 


21861. .22019, 21863. 


.21970, 






22086. .22319, 22089. 


.22319, 


22389. .22457, 22470. 


.22574, 






22486. .22569, 22496. 


.22573, 


22564^. .22776, 22573. 


.22779, 






22575. .22778, 22843. 


.22953, 


22844. .22954, 22853. 


.22954, 






22878. .22958, 23415. 


.23504, 


23447. .23506, 23451. 


.23504, 






23584. .23682, 23587. 


.23661, 


23754. .23822, 23757. 


.23822, 






24150. .24248, 24151. 


.24246, 


24424. .24474, 24521. 


.24580, 






24522. .24578, 24523. 


.24579, 


24667. .24738, 24674. 


.24736 




Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225 


.C37 


Gene No. 


59907 




Strand 








C+- a -r+- 

oiait 


21234 




End 


26099 






Name 


OJ000150 35.0225.C37 


.06. gs 


Method 


GEN SCAN 






Start 


22012 




End 


26092 






GI 


none 




. Score 


.8 






Exons 


22012. .22803, 22855. 


.22956, 


24524. .24577, 24667. 


.24816, 






24921. .25053, 25121. 


.25245, 


25374. .25550, 25682. 


.26092 




Seq. No. 


29031 




Seq. ID 


OJ000150_ 


35.0225 


.C37 


Gene No. 


59907 




Strand 









28868 




Start 


21234 




End 


26099 






OJ000150 35.0225.C37 


. 08 . gp 


Method 


AAT/GAP 




Start 


22508 




End 


22944 




GI 


427365 




Score 


681 




Exons 


22508. .22116, 22855. 


.22944 








GI Descrip. 


4850399/gb|AAD31069. 


1IAC007357 18 1 . Oe 


-13 (AC007357) F3F19. 




[Arabidopsis thaliana] 








Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59907 




Strand 








J. £. J *± 




End 


26099 




Name 


OJ000150 35.0225.C37 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


22852 




End 


23789 




GI 


none 




Score 


117 




Exons 


298*1? 999S'3 99flS'3 


999S7 


23450. .23506, 23453 .. 23503, 






9*3SR4 9^689 9*3SR7 




23754. .23789 




Seq. No. 


990*31 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 






Strand 








21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


.ol2. tm 


Method 


TBLASTX: Maize 




Start 


9 4 9R7 




End 


25248 




GI 


none 




Score 


101 




Exons 


949*^7 9^0R9 94Q6R 


9^0*^1 


25011. .25055, 25018 .. 25056, 






9R0Q0 9^9dfi 


• ft O , 


25119. .25247, 25120.. 25248 




Seq. No. 






Seq. ID 


OJ000150_35.0225 


.C37 


belle INU . 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


o.toooi 099^ n*37 


• o4 . ts 


Method ■ 


TBLASTX : Soybean 




Start 


OC1 11 
^ Jill 




End 


25491 




GI 


none 




Score 


93 




Exons 


9M11 9S960 9M91 


9R94 *3 


25374 . .25490, 25390. .25491 




Seq. No. 


990*31 




Seq. ID 


OJ000150_35.0225 


.C37 




59907 




Strand 






Start 


21234 




End- 


26099 




Name 


n.Tnnni so *3R 099s r*37 


n9 -ho 


Method 


TBLASTX: Cress 




Start 


9R691 _ 




End ^ 


26023 




GI 






Score 


114 




Exons 


9 c ifi91 9SA61 9SR99 










Seq. No. 


990*31 




Seq. ID 


OJ000150_35.0225 


.C37 


OCUC LV\J • 


59907 




Strand 






Start 


21234 




End 


26099 




Name 


OJ000150 35.0225.C37 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


25934 




End 


26099 




GI 


none 




Score 


93 




Exons 


25934. .26098, 25986. 


.26099 








Seq. No. 


29031 




Seq. ID 


OJ000150_35.0225 


.C37 


Gene No. 


59908 




Strand 






Start 


31279 




End 


35249 




Name 


OJ000150 35.0225.C37 


.o2 .tm 


Method 


TBLASTX: Maize 




Start 


31279 




End 


33647 




GI 


none 




Score 


129 




Exons 


31279. .31416, 31287. 


.31409, 


31502. .31648, 31504 31650, 





28869 






31504. 


.31629, 


31829. 


.31942,^ 


31829. .31924, 32047 


. .32166, 






3 9 0 id Q 


3?1 77 


391 n? 


3?1 70 


3??S0 3?4 c ifi 322SS 


324 61 






32256. 


.32465, 


32512. 


.32730, . 


32529.-32759, 32555 


. .32761, 






32556. 


.32813, 


32824. 


.32865, 


32830. .32892, 32834 


. .32896, 






32834. 


.32938, 


32986. 


.33093, 


32991. .33092, 33085 


. .33141, 






33094. 


.33138, 


33276. 


.33335, 


33277. .33420, 33372 


. .33425, 






33518. 


.33562, 


33526. 


.33561, 


33582. .33599, 33597 


. .33647 




Seq. No. 


29031 








Seq. ID 


OJ000150 


_35.0225 


.C37 


Gene No. 


59908 








Strand 








Start 


31279 








End 


35249 






Name 


OJ000150 35.0225.C37 


-ol. tc 


Method 


TBLASTX: 


Cress 




Start 


32265 








End 


35243 






GI 


none 








Score 


159 






T»* von q 


32265. 


.32462, 


32270. 


32398 


32556. .32759, 32834 


32908 






32989. 


.33138, 


32994. 


.33140, 


33277. .33333, 33322 


. .33420, 






33502. 


.33645, 


33518. 


.33655, 


33551. .33661, 33987 


. .34052, 






34047. 


.34157, 


34058. 


.34150, 


34220. .34300, 34222 


. .34269, 






34301. 


.34429, 


34710. 


.34796, 


34711. .34797, 34946 


. .35053, 






34950. 


.35057, 


35136. 


.35243, 


35138. .35236 






Seq. No. 


29031 








Seq. ID 


OJ000150 


_35.0225 


.C37 




59908 








Strand 








Start 


31279 








End 


35249 






Name • 


OJ000150 35.0225.C37 


.08 .ts 


Method 


TBLASTX: 


Soybean 




Start 


32291 








End 


32672 






GI 


none 








Score 


120 






Exons 


32291. 


.32401, 


32292. 


.32465, 


32556. .32672, 32561 


. .32671 




Seq. No. 


29031 








Seq. ID 


OJ000150 


_35.0225 


.C37 


Gene No. 


59908 








Strand 








Start 


31279 








End 


35249 






Name 


OJ000150 35.0225.C37 


.o3. ts 


Method 


TBLASTX: 


Soybean 




91- Art 


33331 








End 


34435 






GI 


none 








Score 


65 






Exons 


33331. 


.33423, 


33527. 


.33655, 


33534. .33638, 33538 


. .33645, 






33542. 


.33661, 


33969. 


.34046, 


33987. .34067, 34047 


. .34157, 






34064. 


.34150, 


34220. 


.34273, 


34222. .34266, 34310 


. .34435, 






34312. 


.34431 














Seq. No. 


29031 








Seq. ID 


OJ000150 


_35.0225 


.C37 


Gene No. 


59908 








Strand 








kJ L. Cl i- L. 


31279 








End 


35249 






Name 


OJ000150 35.0225.C37 


.o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


33961 








End 


34296 






GI 


none 








Score 


261 






Exons 


33961. 


.34146, 


33987. 


.34157, 


33987. .34148, 34221 


. .34295, 






34221. 


.34295, 


34222. 


.34296 










Seq. No. 


29031 








Seq. ID 


OJ000150 


_35.0225 


.C37 


Gene No. 


59908 








Strand 








Start 


31279 








End 


35249 






Name 


OJ000150 35.0225.C37 


.o8.tm 


Method 


TBLASTX: 


Maize 




Start 


34950 








End 


35249 






GI 


none 








Score 


146 






Exons 


34950. 


.35054, 


34964. 


.35053, 


34997. .35059, 35135 


. .35233, 






35138. 


.35236, 


35139. 


.35243, 


35142. .35249 







28870 




OctJ. Vt\J • 


£. J \J ~J X 










Gene No. 


59908 




Strand 






Start 


31279 




End 


35249 




Name 


OJ000150 35.0225.C37 


.oll.ts 


Method 


TBLASTX : Soybean 




Start 


34956 




End 


35249 




GI 


none 




Score 


102 




Exons 


34956. .35057, 35136. 


.35249 














9pct TO 

UC^ • A. u 






Gene No. 


59909 




Strand 






Start 


252 




End 


521 




Name 


OJ000150 35.0225.C38 


. ol . gs 


Method 


GENSCAN 




Start 


252 




End 


521 




GI 


none 




Score 


.97 




Exons 


252. .332, 378.. 521 










Seq. No. 


29032 




Seq. ID 


OJ000150_35.0225 


.C38 


Gene No. 


59910 




Strand 






Start 


1 




End 


317 




Name 


OJ000150 35.0225.C38 


. o 1 . gp 


Method 


AAT/GAP 




Start 


■ 1 




End 


317 




GI 


25545 1.R1084 




Score 


590 




Exons 


1..317 











GI Descrip. 1 1170619/sp | Q07970 J KATA_ARATH 5 . Oe-47 KINESIN-LIKE PROTEIN A 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy .chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA1754 6. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ' 



Seq. No. 


29033 








Seq. ID 


OJ000150_ 


_35. 


0225 


.C39 


Gene No . 


59911 








Strand 










Start 


127 








End 


589 








Name 


OJ000150 


_35.0225.C39 


.ol 


.gs 


Method 


GENSCAN 








Start 


127 








End 


589 








GI 


none 








Score 


.49 








Exons 


127. .224, 


253. .589 
















Seq. No. 


29034 








Seq. ID 


OJ000150_ 


_35. 


0225 


.C40 


Gene No. 


59912 








Strand 










Start 


61 








End 


143 








Name 


OJ000150 


35.0225.C40 


.ol 


.gs 


Method 


GENSCAN 








Start 


61 








End 


143 








GI 


none 








Score 


.6 








Exons 


61. .143 


















Seq. No. 


29035 








Seq. ID 


OJ000150_ 


_35. 


0225 


-C41 


Gene No. 


59913 








Strand 


+ 








Start 


65 








End 


-146 








Name 


OJ000150 


35.0225.C41 


.ol 


. gs 


Method 


GENSCAN 








Start 


65 








End 


146 








GI 


none 








Score 


. 91 








Exons 


65. .146 


















Seq. No. 


29036 








Seq. ID 


OJ000150_ 


35. 


0225 


.C43 


Gene No. 


59914 








Strand 


+ 









28871 




Start 


225 


End 


361' 






Name 


OJ000150 35.0225.C43.ol.gs 


Method 


GEN SCAN 






Start 


225 


End 


361 






GI 


none 


Score 


.47 






Exons 


225. .361 










Seq. No. 


29037 


Seq. ID 


OJ000150_ 


_35.0225 


.C45 


Gene No. 


59915 


Strand 








Start 


105 


■ End 


176 






Name 


OJ000150 35.0225.C45.ol.gp 


Method 


AAT/GAP 






Start 


105 


End 


176 






GI 


LIB3431-004-P1-K1-G12 


Score 


96 






Exons 


.105. .176 










GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 










Seq. No. 


29038 


Seq. ID 


OJ000150_ 


_35.0225 


.C46 


Gpne No 


59916 


Strand 


+ 






Start 


41 


End 


781 






Name 


OJ000150 35.0225.C46.ol.gs 


Method 


GENSCAN 






Start 


41 


End 


781 






GI 


none 


Score 


.88 






Exons 


41. .156, 487. .781 










Seq. No... 


29039 


Seq. ID 


OJ000150_ 


J35.0225 


.C47 




59917 ' 


Strand 








Start 


188 


End 


370 






Name 


OJ000150 35.0225.C47.ol.gs 


Method 


GENSCAN 






Start 


188 


End 


370 






GI 


none 


Score 


.93 






Exons 


188. .370 










Seq. No. 


29040 


Seq. ID 


OJ000150 


_35.0225 


.C48 


Gene No. 


59918 


Strand 


+ 






Start 


1 


End 


8588 






Name 


OJ000150 35.0225.C48.o3.np 


Method 


AAT/NAP 






Start 


1 


End 


8126 






GI 


4680183 


Score 


143 






Exons 


1..23, 8037. .8126 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


29040 


Seq. ID 


OJ000150_ 


_35.0225 


.C48 


Gene No. 


59918 


Strand 


+ 






Start 


1 


End 


8588 






Name 


OJ000150 35.0225.C48.ol.np 


Method 


AAT/NAP 






Start 


797 


End 


4691 






GI 


6539586 


Score 


218 






Exons 


797. .950, 4673. .4691 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


29040 


Seq. ID 


OJ000150_ 


_35.0225 


.C48 


Gene No. 


59918 


Strand 


+ 






Start 


1 


End 


858TB 






Name 


OJ000150 35.0225.C48.ol.gp 


Method 


AAT/GAP 






Start 


3022 


End 


3405 






GI 


uC-osflcyp033a04bl 


Score 


669 






Exons 


3022. .3405 











28872 



GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


o on/ n 


oeq • ±u 


UJUUUIjU jj.U^j 


r* a q 


bene no . 


o y y 10 


Cf ranr l 

otianu 


+ 




Start 


i 
j. 




8588 




Name 


nTHfim Rfl *3R n99R fMft r»9 ctq 


Mot" Vi o W 


GEN SCAN 




Start 


A 7ft *3 ~" 


PnH 


5916 




GI 


none 


S core 


.98 




Exons 


4783.. 5916 








Seq. No. 




Seq. ID 


OJ000150_35.0225 


HA ft 


\JCllC INU • 


RQQ1 ft 


Strand 


+ 




Start 


i 

X 


End 


8588 




Name 


0 700-0,1 RH ^R 099R Pdft n*3 rrQ 


Method 


GENSCAN 




Start 


DjID 


End 


8588 




GI 


none 


Score 


.89 




Exons 


£Q1 70*3Q 7*3fi9 7dQft 7Q0R 


.8023, 8507. .8588 




Seq. No. 


29040 


Seq. ID 


OJ000150_35.0225 


.C48 


Gene No. 


R QQ1 Q 


Strand 






OLai i 


1 
X 


End 


3312 




Name 


riTOOOIRO 1R 099^ Q a9 nn 


Method 


AAT/NAP 




Start 


1 
1 


End 


3312 




GI 


co co i on 

jo jZIOU 


Score 


659 '. 




Exons 


1 ^R Q99 QQ7 1 £ftQ 91fl1 


2153.. 2270, 3254.. 3312 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


9 Q04 1 


Seq. ID 


OJ000150_35.0225 


h A Q 


bene ino ■ 




Strand 






Start 


i 0£0 


End 


1704 




Name 


nTnnoiRn "^r 099r caq o9 +-m 

UJUUUIjU jj • UZZj • bft 7 ■ OZ • LIU 


Method 


TBLASTX: Maize 




Start 


1 0RR _ 


End 


1300 




GI 


none 


Score 


40 




Exons 


1055. .1111, 1087. .1299, 1178. 


.1300 






Seq. No. 


9Q041 


Seq. ID 


OJ000150_35.0225 


ha Q 


bene ino • 


RQQ90 


Strand 






Start 


1 OfiO 


End 


1704 




Name 


OT0001 R0 *3R 099R p/ Q rrQ 
UuUUUl JU jj. UZZ j • LI ? ■ oi • y s 


Method 


GENSCAN 




Start 


i n^o ~ 


End 


1625 




GI 


none 


Score 


.7 




Exons 


i n^o i fi9S 








Seq. No. 


29041 


Seq. ID 


OJ000150_35.0225 


.C49 


Gene No. 


CQQOfl 

J jjZ u 


Strand 






9t- art 

J Lai L. 


i n^o 

1U0U 


End 


1704 




Name 


htoooiro ^r 099R rMQ /^i nn 
Uuuuuiju j j . uzz j . bi j . ox • np 


Method 


AAT/NAP 




Start 


iUu J 


End 


1704 




GI 


4680179 


Score 


968 




Exons 


1063. .1704 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


29041 


Seq. ID 


OJ000150_35.0225 


.C49 


(Gene No. 


59920 


Strand 






Start 


1060 


End 


1704 




Name 


OJ000150 35.0225.C49.ol.tw 


Method 


TBLASTX: Wheat 





28873 




Start 


1108 




End 


1530 




GI 


none 




Score 


158 




Exons 


1108. .1530, 1109.. 1510 










Seq. No. 


29041 




Seq. ID 


OJ000150_35.0225 


.C49 


uene ino . 












Start 


1060 




End 


1704 




Name 


OJ000150 35.0225.C49.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1300 




End 


1638 




GI 


none 




Score 


162 




Exons 


1300.. 1638, 1301.. 1561 










Seq. No. 


29042 




Seq. ID 


OJ000150_35.0225 


.C50 


Gene No. 


59921 




Strand 






Of ar f 


i 
j. 




End 


5525 




Name 


OJ000150 35.0225.C50.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4434 




GI 


4680179 




Score 


6474 




Exons 


1..4434 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


29042 




oeq. id 




.C50 


r-» XT 

uene ino . 






otrana 






Start 


1 




tjnci 


ccoc 




Name 


OJ000150 35.0225.C50.o8 


.tw 


Method 


TOT 7\ QTV • TaTK q a +■ 

i Dij/\o i a . wnea u 




Start 


70 




End 


265 




GI 


none 




Score 


79 




Exons 


70. .264, 71. .265 










Seq. No. 


29042 




beq. iu 


UJUUUxjU JO.UZ^O 


.C50 


Gene No . 






btrana 






Start 


1 




End 


5525 




Name 


OJ000150 35.0225.C50.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


124 




End 


711 




GI 


none 




Score 


162 




Exons 


124. .552, 125. .385, 455 


. .547, 


550. .711 


, 557. .703, 559.. 


705 


Seq. No. 


29042 




Seq. ID 


OJ000150_35.0225 


.C50 








Strand 






Start 


1 




End 


5525 




Name 


OJ000150 35.0225.C50.ol 


-gs 


Method 


GENSCAN 




Start 


133 


End 


4434 




GI 


none 




Score 


.83 




Exons 


133. .4434 










Seq. No. 


29042 




Seq. ID 


OJ000150_35.0225 


.C50 


i^ene jno . 


CQQOI 




Strand 






Start 


1 




End 


5525 




Name 


OJ000150 35.0225.C50.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


265 




End 


891 




GI 


none 




Score 


379 




Exons 


265. .891, 266. .889 










Seq. No. 


29042 




Seq. ID 


OJ000150_35.0225 


.C50 


Gene No. 


59921 




Strand 






Start 


1 




End 


5525 




Name 


OJ000150 35.0225.C50.o4 


. tm 


Method 


TBLASTX: Maize 





28874 



Start 760 

GI none 

Exons 760.. 1050, 764.. 1051 

Seq. No. 29042 

Gene No. 59921 

Start 1 

Name OJ000150_35 . 0225 . C50 . o2 . ts 

Start 850 

GI none 

Exons 850.. 1110, 851.. 1105 



End 1051 
Score 257 



Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 

Method TBLASTX : Soybean 

End 1110 

Score 164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29042 Seq. ID 

59921 Strand 
1 End 
OJ000150_35 . 0225 . C50 . ol . tc Method 
874 End 
none Score 

874. .1017, 875. .1015, 1018. .1191 

29042 Seq. ID 

59921 Strand 
1 End 
OJ000150_35 . 0225 . C50 . o3 . tw Method 
898 End 
none Score 

898.. 1377, 899.. 1153, 934.. 1344 



OJ000150_35.0225.C50 
5525 

TBLASTX: Cress 

1191 

92 



OJ000150_35.0225.C50 
5525 

TBLASTX: Wheat 

1377 

261 



Seq. No. 29042 Seq. ID 

Gene No. 59921 Strand 

Start 1 End 

Name OJ000150_35 . 0225 . C50 . o2 . tw Method 

Start 1381 End 

GI none Score 

Exons 1381.. 1890, 1468.. 1848, 1472.. 1882 



OJ000150_35.0225.C50 
5525 

TBLASTX: Wheat 

1890 

262 



Seq. No. 29042 Seq. ID 

Gene No. 59921 Strand 

Start- 1 End 

Name OJ000150_35.0225.C50.o2.tm Method 

Start 1455 End 

GI none Score 

Exons 1455.. 1778, 1465.. 1818, 1472.. 1816 



OJ000150_35.0225.C50 
5525 

TBLASTX: Maize 

1818 

238 



Seq. No. 29042 Seq. ID 

Gene No.. 59921 Strand 

Start 1 End 

Name OJ000150_35 . 0225 . C50 . o3 . t s Method 

Start 1639 End 

GI none Score 

Exons 1639. . 1884 



OJ000150_35.0225.C50 
5525 

TBLASTX: Soybean 

1884 

209 



Seq. No. 29042 Seq. ID 

Gene No. 59921 Strand 

Start 1 End 

Name OJ000150_35 . 0225 . C50 . o3 . tm Method 

Start 1855 End 



OJ000150_35.0225.C50 
5525 

TBLASTX: Maize 
2355 



28875 



GI none 

Exons 1855.. 2190, 1901.. 1948, 

Seq. No. 29042 

Gene No. 59921 

Start 1 

Name OJ000150_35 . 0225 . C50 . o5 . 

Start 18 91 

GI none 

Exons 1891.. 2193, 1892.. 2164, 

Seq. No. 29042 

Gene No. 59921 

Start 1 

Name OJ000150_35 . 0225 .C50 . ol . 

Start 1906 

GI none 

Exons 1906.. 2265, 1907.. 2173, 
2273.. 2299 



Score 39 
1973.. 2104, 2176.. 2355 

Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 

,tw Method TBLASTX; Wheat 

End 2193 

Score 243 
1900. .2190,. 2115. .2192 

Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 

,ts Method TBLASTX: Soybean 

End 2301 

Score 171 
1936. .2253, 2118. .2258, 2269. .2301, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



29042 Seq. ID 

59921 Strand 

1 End 
OJ000150_35.0225.C50.o4.tw Method 

2242 End 

none Score 
2242. .2724, 2285. .2620 

29042 Seq. ID 

59921 Strand 

1 End 
OJ000150_35 . 0225 . C50 . o4 . ts Method 

2374 End 

none Score 
2374.. 2688, 2375. .2572 

29042 Seq. ID 

59921 Strand 

1 .i-*:. • End 
OJ0001"5S_35 . 0225 . C50 . o5 . tm Method 

2423 End 

none Score 
2423. .2614, 2425. .2712 

29042 
59921 
1 

OJ000150_35.0225.C50.o2, 
2502 
4539664 

2502.. 2640, 3273.. 3508, 
(AF061282) hypothetical 

29042 Seq. ID 

59921 Strand 

1 End 
OJ000150 35.0225.C50.o7.tw Method 



OJ000150_35. 0225.C50 
5525 

TBLASTX: Wheat 

2724 

271 



OJ000150_35.0225.C50 
5525 

TBLASTX : Soybean 

2688 

57 



OJ000150_35.0225.C50 
5525 

TBLASTX: Maize 

2712 

174 



• Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 
np Method AAT/NAP 
End 5525 
Score 342 
3656. .4379, 5393.. 5525 
protein [Sorghum bicolor] 



OJ000150_35.0225.C50 
5525 

TBLASTX: Wheat 



28876 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2899 
none 

2899. .3072, 

29042 
59921 
1 

OJ000150_35, 

2986 

none 

2986. .3261, 

29042 
59921 
1 

OJ000150_35, 

3628 

none 

3628. .3960, 

29042 
59921 
1 

OJ000150_35, 

3841 

none 

3841. .4221, 

29043 
59922 
171 

OJ000150_35, 

171 

none 

171. .632 



End 3300 

Score 54 

2930. .2998, 2980. .3039, 3076. .3300, 3134. .3286 

Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 

0225 . C50 . o7 . tm Method TBLASTX : Maize 

End 3262 
Score 



78 



3161. .3262 



Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 

0225 . C50 . 06 . tm Method TBLASTX : Maize 

End 3960 
Score 



109 



3773. .3937 



Seq. ID OJ000150_35.0225.C50 
Strand 

End 5525 

0225.C50.o6.tw Method- TBLASTX: Wheat 

End' 4221 
-Score 



3842. .4201 



141 



Seq. ID OJ000150_35.0225.C51 

Strand 

End 632 



0225.C51.ol.gs Method GENSCAN 
End 632 



Score 



94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29044 • 

59923 

98 

OJ000150_35. 
98 

none 
98. .253 



0225.C53.ol.gs 



Seq. ID OJ000150_35.0225.C53 

Strand 

End 253 

Method GENSCAN 

End 253 



Score 



,51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



29045 
59924 
1 

OJ000150_35. 
1 

3645899 
1. .229 
(U68408) 5» 

29045 
59924 
1 

OJ000150 35. 



Seq. ID OJ000150_35.0225.C54 
Strand 

End 266 

0225.C54.ol.np Method AAT/NAP 

End 229 

Score 122 

end not determined experimentally [Zea mays] 

Seq. ID OJ000150_35.0225.C54 
Strand 

End 266 

0225.C54.ol.gs Method GENSCAN 



28877 



Start 
GI 

Exons 



57 

none 
57. .266 



End . 
Score 



266 
.62 



Seq. No. 29046 Seq. ID 

Gene No. 59925 Strand 

Start 29 End 

Name OJ000150_35 . 0225 . C58 . ol . gs Method 

Start 29 End 

GI none Score 

Exons 29. .38 



OJ000150_35.0225.C58 
+ 

38 

GENSCAN 
38 
.83 



Seq. No. 29047 Seq. ID 

Gene No. 59926 Strand 

Start 266 End 

Name OJ000150_35 . 0225 . C59 . ol . gs Method 

Start 266 End 

GI none Score 

Exons 266. .555 



OJ000150_35.0225.C59 
+ 

555 

GENSCAN 

555 

.96 



Seq. No. 29048 Seq. ID 

Gene No. 59927 Strand 

Start 57 End 

Name OJ000150_35 . 0225 . C60 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57. .289 



OJ000150_35 . 0225 .C60. 
+ 

289 

GENSCAN 

289 

.48 



Seq. No. 


29049 






Seq. ID 


OJ000150 


_35. 


0225 


.C62 


Gene No. 


59928 






Strand 


+ 








Start 


312 






End 


567 








Name 


OJ000150 35.0225.C62 


.ol 


.gs 


Method 


GENSCAN 








Start 


312 






End 


567 








GI 


none 






Score 


.88 








Exons 


312.. 467, 555.-567 
















Seq. No. 


29050 






Seq. ID 


OJ000150_ 


_35. 


0225 


.C63 


Gene No. 


59929 






Strand 


+ 








Start 


481 .-.-.r 






End 


1022 








Name 


OJ000150 35.0225.C63 


.ol 


.gs 


Method 


GENSCAN 








Start 


481 






End 


1022 








GI 


none 






Score 


.75 








Exons 


481. .1022 

















Seq. No. 


29051 












Seq. ID 


OJ000150 


Gene No. 


59930 












Strand 




Start 


29 












End 


65 


Name 


OJ000150 


_35. 


0225 


.C65 


.ol 


.gs 


Method 


GENSCAN 


Start 


29 












End 


65 


GI 


none 












Score 


.85 


Exons 


29. .65 
















Seq. No. 


29052 












Seq. ID 


OJ000150 


Gene No. 


59931 












Strand 


+ 


Start 


318 












End 


904 


Name 


OJ000150 


_35. 


0225 


.C66 


.ol 


.np 


Method 


AAT/NAP 


Start 


318 












End 


904 



28878 



GI 


6539588 




Score 


97 








Exons 


318. .594, 843. .904 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


29052 




oeq. iu 


OJ000150 


_35. 


0225 


.C66 


bene ino * 






oirana 










Start 


203 






496 








Name 


OJ000150 35.0225.C66.ol 


. gs 


Mrt +- Wi n y-J 

neunou 


GEN SCAN 








Start 


203 






496 








GI 


none 




Score 


.48 








Exons 


203... 496 














Seq. No. 


29053 




oeq • iu 


OJ000150_ 


^35. 


0225 


.C67 


vaene LNU . 


D _? J J J 




o l r ana 










Start 


533 






880 








Name 


OJ000150 35.0225.C67.ol 


• CfS 


L V JG L.IKJCI 


GEN SCAN 








Start 


533 




Hi 11 (J. 


880 








GI 


none 




Score 


.69 








Exons 


533. .640, 728. .880 














Seq. No. 


29054 




oeq . x u 


OJ000150 


_35. 


0225 


.C68 


uene ino • 






o urana. 


4. 

T 








Start 


27 




TTr>H 

Ejna 


56 








Name 


OJ000150.35.0225.C68 .ol 


. gs 




GENSCAN 








Start 


21 • ' 






56 








GI 


none 




Score 


.51 








Exons 


27. .56 














Seq. No. 


29055 




oeq. iu 


OJ000150 


_35. 


0225 


.C72 


uene ino • 






otrana 


_i_ 
i 








Start 


43 






204 








Name 


OJ000150 35.0225.C72.ol 


. gs 


Method 


GENSCAN 








Start 


43 




tilia 


204 








GI 


none 






.83 








Exons 


43. .204 














Seq. No. 


29056 




Seq. ID 


OJ000150 


_35. 


0225 


.C73 


Gene No. 


59936 




Strand 


+ 








Start 


1 




. End . 


1164 








Name 


OJ000150 35.0225.C73.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1164 








GI 


2586082 




Score 


167 








Exons 


1..33, 923.. 1164 















GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 


29056 








Seq. ID 


OJ000150 


_35 


0225 


.C73 


Gene No. 


59936 








Strand 


+ 








Start 


1 








End 


.1164 








Name 


OJ000150 


35.0225.C73 


.ol 


. gs 


Method 


GENSCAN 








Start 


362 








End 


628 








GI 


none 








Score 


.5 








Exons 


362. .437, 


500. .628 
















Seq. No. 


29056 








Seq. ID 


OJ000150_ 


_35 


0225 


.C73 


Gene No. 


59937 








Strand 










Start 


1171 








End 


1531 








Name 


OJ000150 


35.0225.C73 


.o2 


. gs 


Method 


GENSCAN 









28879 



Start 


1171 


End 


1531 


GI 


none 


Score 


.58 


Exons 


1171. .1372, 1483. .1531 






Seq. No. 


29057 


Seq. ID 


OJ000150_35.0225.C74 


Gene No . 




btrana 


+ 


Start 


61 


End 


168 


Name 


OJ000150 35.0225.C74.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


168 


GI . 


none 


Score 


.75 


Exons 


.61. .168 






Seq. No. 


29058 


Seq. ID 


OJ000150_35 . 0225 .C76 


Gene No. 


59939 


Strand 


+ 




i 

X 


End 


533 


Name 


OJ000150 35.0225.C76.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


192 


GI 


6041822 


v Score 


68 


Exons 


1..192 






GI Descrip. 


(AC009918) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


29058 


Seq. ID 


OJOUUloU oo.Uzzo.C/b 


Gene No . 




Strand 


+ 


Start 


1 


End 


coo 


Name 


OJ000150 35.0225.C76.ol.gs 


Method 


GENSCAN 


Start 


81 


hna 


C Q "2 


GI 


none 


Score 


.59 


Exons 


81. .182, 267. .533 






Seq. No. 


29059 


Seq. ID 


OJ000150_34.0225.C1 


t^ene ino • 




Strand 




Start 


183 


End 


224 


Name 


OJ000150 34.0225.Cl.ol.gs 


Method 


GENSCAN 


Start 


183 


End 


224 


GI 


none 


Score 




Exons 


183. .224 






Seq. No. 


29060 


Seq. ID 


OJ000150_34.0225.C4 


Gene No. 


y 4 j. 


Strand 




Start 


180 


End 


347 


Name 


OJ000150 34.0225.C4.ol.gs 


Method 


GENSCAN 


Start 


180 


End 


347 


GI 


none 


Score 


.72 


Exons 


180. .347 






Seq. No. 


29061 


Seq. ID 


OJ000150_34.0225.C5 


Gene No. 


59942 


Strand 




Start 


4316 


End 


7604 


Name 


OJ000150 34.0225.C5.o2.np 


Method 


AAT/NAP 


Start 


4316 


End 


7583 


GI 


4432794 


Score 


1200 


Exons 


4316. .4344, 5277. .7583 






GI Descrip. 


(AC006437) putative TNP2-like transposon protein [Arabiciopsis 




thaliana] 






Seq. No. 


29061 


Seq. ID 


OJ000150_34.0225.C5 


Gene No. 


59942 


Strand 





28880 




Start 


4316 








End 


7604 




Name 


OJ000150 34 


.0225. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


5421 








End 


7604 




GI 


100484 








Score 


1405 




Exons 


5421. .7397, 


7440. 


.7604 










GI Descrip. 


hypothetical protein - 


garden 


snapdragon 




Seq. No. 


29061 








Seq. ID 


OJ000150 


_34 .0225.C5 


Gene No . 


59943 








Strand 






Start 


7743 








End 


7835 




Name 


OJ000150 34 


.0225. 


C5.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


. 4450 








End 


5771 




GI 


none 








Score 


56 




Exons 


4450. 4608, 


4618 . 


. 4827, 


4703. 


.4837, 5313. .5771, 


5371. .5526 


Seq. No. 


29061 








Seq. ID 


OJ000150 


_34 .0225.C5 


Gene No. 


59943 








Strand 






Start 


7743 








End 


7835 




Name 


OJ000150 34 


. 0225 . 


C5 . o4 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4590 








End 


5171 




GI 


none 








Score 


50 




Exons 


4590 4664 


4590 . 


. 4 664 , 


4591. 


.4665, 4591. .4665, 


4643. .4852, 




4645 4848 


4660 . 


.4869, 


4661. 


.4870, 4834. .4890, 


4948. .5034, 




4 958 5035 


5118 . 


5171 


5131. 


.5169 






Seq. No. 


29061 








Seq. ID 


OJ000150 


_34.0225.C5 


Gene Mo 


«J ^ ^ "a .J 








Strand 






Start 


7743 








End 


7835 




Name 


OJ000150 34 


.0225. 


C5.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5172 








End 


5380 




GI 


none 








Score 


251 




Exons 


5172 5378 


5173 . 


. 5379, 


5176. 


.5379, 5264. .5380 




Seq. No. 


29061 








Seq. ID 


OJ000150 


_34.0225.C5 


Gene No . 


59943 








Strand 






Start 


7743 








End 


7835 




Name 


OJ000150 34 


.0225. 


C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5380 








End 


5871 - 




GI 


none 








Score 


553 




Exons 


5380 5871 


5381 . 


. 5869, 


5382. 


.5870 






Seq. No. 


29061 








Seq. ID 


OJ000150 


_34.0225.C5 


Gene No 


59943 








Strand 






Start 


7743 








End 


7835 




Name 


OJ000150 34 


.0225. 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5430 








End 


5834 




GI 


none 








Score 


78 




Exons 


5430. .5672, 


5431. 


.5526, 


5606. 


.5692, 5685.. 5834, 


5710. .5787 


Seq. No. 


29061 








Seq. ID 


OJ000150 


_34.0225.C5 


Gene No. 


59943 








Strand 






Start 


7743 








End 


7835 




Name 


OJ000150 34 


.0225. 


C5.o4 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5874 








End 


6173 




GI 


none 








Score 


64 




Exons 


5874. .5966, 


5907. 


.5966, 


5973. 


.6173, 5974. .6111 





28881 



beq. wo. 


9 QO CI 

z yu oi 








beq. iiJ 


OTDnniRO H99R PR 
UJUUU1 OI/ Oft. • UZZO • l^O 


Gene No . 


oyy^ o 








Strand 




Start 


77'43 








End 


7835 


Name 


OJ000150 34 


.0225. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 




oo yo 








End 


6367 


bl 


none 








Score 


169 


Exons 


jo y o . . dub y / 


Do y y . 


. DUO 4 , 


CI 1 A 
Dllfl . 


.6365, 6148.. 6366, 6150.. 6362 




CI C7 C3C7 
DID/ • • DO D / 












beq . wo . 














Gene No. 


59943 








Of- r a nr l 
Oil dim. 




Start 


7743 








End 


7835 


Name 


n Tfinn i 

UUUUUl jU J ft 


H99 ^ 




L. w 


Method 


TBLASTX: Wheat 


Cf ar f 

O LdlC 


Dfl o u 








End 


6779 


bl 


none 








Score 


129 


Exons 


Dfl O U . . d / / y , 


DjUo . 


C7 Cft 
. D / Do / 


C^/l C 

DDfi D . 


.6773 




o e q . wo. 


z yu oi 








Seq. ID 


OJ000150_34.0225.C5 


bene wo • 


o y y fi j 








Strand 




Start 


7743 








End 


7835 


Name 


OJ000150_34 


.0225. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Of a v"t- 


DO Z U 








End 


6987 


bl 


none 








Score 


271 


Exons 


DDZ U . . OOO 1 / 


Cc.9 9 
DOZZ. . 


. Dojy , 




.6847, 6834. .6911, 6834. .6914 




CQ47 CQi o 
DO ft / • . DyiZ/ 


CP Q7 
Do y /.. 


. Dyoo , 


cone 
oyu D • 


.6986, 6919.. 6987 


Q^i/T N7/-\ 

beq. wo. 


9 on ci 
z y u di 








Seq. ID 


OJ000150_34.0225.C5 


Gene No. 


59943 








Strand 




Start 


7743 








End 


7835 


Name 


UdUUUloU J 4 


n 9 9 c; 
. UZZ 0 . 


bo . oi . 


4- si 

tc 


Method 


TBLASTX: Cress 


b tar t 


ODD / 








End 


6918 


bl 


none 








Score 


117 


Exons 


CRC7 C7QQ 
DjO /. . D / O 0 , 


DO / 1 . 


C7 *3 9 


cqi n 

Do 1U • 


.6914, 6811. .6918 


oeq . wo . 


9 QOC1 

z yuoi 








Seq. ID 


OJ000150_34.0225.C5 


Gene No. 


59943 








Strand 




Start 


7743 








End 


7835 


Name 


UuUUUlDU Jf* 


H99 R 
• UZZ 0 . 


Lj .Oj. 


tW 


Method 


TBLASTX: Wheat 


btart 


d / yo 








End 


7190 


PT 
bl 


none 








Score 


161" 


Exons 


o f y o • • oy 1 1 / 


CQ9 1 

oyz i • 


• / 1 yu 








oeq. wo. 


9 Q0C1 

z y u d i 








Seq. ID 


OJ000150_34.0225.C5 


Gene No. 


59943 








Strand 




Start 


7743 








End 


7835 


Name 


n Tfinm ^4 

UuUUUl jU ofi 


• UZZ 0 . 


PC r\ 9 

bO • oz . 


4- a 

IS 


Method 


TBLASTX : Soybean 


b tar t 


CQ9 1 

oyz i 








End 


7214 


bl 


none 








Score 


70 


Exons 


CQ91 71 nc 

oyz i. . / iu d , 


CQ9 1 

Dyz i . 


7 91/1 
• / Z 1 4 








beq • wo • 


9 QfiCI 

z y u di 








Seq. ID 


OJ000150_34.0225.C5 


Gene No . 


oy y4 o 








Strand 




Start 


77-43 








End 


7835 


Name 


OJ000150 34 


.0225. 


C5.ol. 


gp 


Method 


AAT/GAP 


Start 


7743 








End 


7835 


GI 


2799534 








Score 


115 


Exons 


7743. .7835 













28882 




Sea No 


29062 






Sea ID 


OJ000150 

x*/ w \J \J \J JL \J 


34 


. 0225 


.C6 


Gene No. 


59944 






Strand 


+ 








Start 


53 






End 


294 








Name 


OJ000150 34. 


0225. C6 


. ol . gs 


Method 


GENSCAN 








Start 


53 






End 


294 








GI 


none 






Score 


.7 








Exons 


53.-294 
















Seq. No. 


29062 






Sea. ID 


OJ000150 

v*/ w \y \s v*/ .x. \J 


34 


. 0225 


.C6 


Gene No. 


59945 






Strand 


+ 








Start 


4061 






End 


6563 








Name 


OJ000150 34. 


0225. C6 


. o3.gs 


Method 


GENSCAN 








Start 


4061 






End 


6563 








GI 


none 






Score 


.52 








Exons 


4061. .4154, 


4592.. 4822, 6421 


. .6563 










Sea No 


29062 






Seq. ID 


OJ000150 


34 


. 0225 


.C6 


Gene No. 


59946 






Strand 


+ 








Start 


8168 






End 


8694 








Name 


OJ000150 34. 


0225 C6 


. o 1 * gp 


Method 


AAT/GAP 








Start 


8168 






End 


8694 








GI 


none 






Score 


963 








Exons 


8168. .8694 
















Sea No 


29062 






Seq. ID 


OJ000150 


34 


. 0225 


.C6 


Gene No. 


59947 






Strand 


+ . 








Start 


10800 






End 


11271 








Name 


OJ000150 34. 


0225 C6 


. o2 . gp 


Method 


AAT/GAP 








Start 


10800 






End 


11271 








GI 


5038975 






Score 


676 








Exons 


10800. .10892 


, 11017 


. . 11271 












Sea. No. 


29062 






Seq. ID. 


OJ000150 


34 


. 0225 


.C6 


Gene No. 


59948 






Strand 


+ 








Start 


16736 






End 


17522 








Name 


OJ000150 34. 


0225. C6 


. o3 . gp 


.Method 


AAT/GAP 








Start 


16736 






End 


17522 








GI 


none 






Score 


660 








Exons 


16736. .16889 


17168 


. .17246, 


17340. .17522 








Seq. No. 


29062 






Seq. ID 


OJ000150_ 


34 


. 0225 


. C6 


Gene No. 


59949 






Strand 


+ 








Start 


17488 






End 


17716 








Name 


OJ000150 34. 


0225. C6 


. o4 .gp 


Method 


AAT/GAP 








Start 


17488 






End 


17716 








GI 


none 






Score 


409 








Exons 


17488. .17716 
















Seq. No. 


29062 






Seq. ID 


OJ000150 


.34 


.0225 


.C6 


Gene No. 


59950 






Strand 


+ 








Start 


17943 






End 


18298 








Name 


OJ000150 34. 


0225. C6 


. o5 . gp 


Method 


AAT/GAP 








Start 


17943 




End 


18298 








GI 


5038862 






Score 


643 








Exons 


17943. .18298 

















28883 



Seq. No. 29062 Seq. ID 

Gene No. 59951 Strand 

Start 22142 End 

Name OJ000150_34 . 0225 . C6 . 06 . gp Method 

Start 22142 End 

GI 92678_1.R1084 Score 

Exons' 22142. .22386, 22458.-22522 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 9.0e-67 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ000150_34.0225.C6 

+ - 

22522 

AAT/GAP 

22522 

463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29062 Seq. ID 

59952 Strand 
22761 End 
OJ000150_34.0225.C6.o7.gp Method 
22761 End 
3683_1.R1084 Score 
22761. .22905 

, 5734616/dbj | AP000391 . 1 | AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ000150_34.0225.C6 
+ 

22905 
AAT/GAP 
22905 
194 



29062 
59953 
23825 

OJ000150_34.0225.C6.o7.gs 

23825 

none 



Seq. ID OJ000150_34.0225.C6 



Strand 
End 

Method 
End ' 
Score 



+ 

26745 
GENSCAN 
*2.6745 
'.74 



23825. .23922, 24046 .. 24148, 25571 .. 25951, 26617.. 26745 



Seq. No. 29062 Seq. ID 

Gene No. 59954 Strand 

Start 28861 End 

Name OJ000150_34 . 0225 .C6 . 08 . gs Method 

Start 28861 End 

GI none Score 

Exons 28861. .31398 



OJ000150_34.0225.C6 
+ 

31398 
GENSCAN 
31398 
.85 



Seq. No. 


29062 


Seq. ID 


OJ000150_34 


.0225 


.C6 


Gene No. 


59954 


Strand 


+ 






Start 


28861 


End 


31398 






Name 


OJ000150 34.0225.C6.ol.np 


Method 


AAT/NAP 






Start 


29322 


End 


30849 






GI 


6598842 


Score 


666 






Exons 


29322. .30849 










GI Descrip. 


(AC010795) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


29062 


Seq. ID 


OJ000150_34 


.0225 


C6 


Gene No. 


59954 


Strand 


+ 






Start 


28861 


End 


31398 






Name 


OJ000150 34.0225.C6.o2.np 


Method 


AAT/NAP 






Start 


29419 


End 


30621 






GI 


4539460 


Score 


539 






Exons 


29419. .30621 










GI Descrip. 


(AL049500) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


29062 


Seq. ID 


OJ000150_34 


.0225 


C6 


Gene No. 


59955 


Strand 


+ 






Start 


37538 


End 


41053 







28884 




Name 


OJ000150_34 . 0225 . C6 . o9 . gp 


Method 


AAT/GAP 




Start 


37538 


End 


38812 




GI 


none 


Score 


789 




Exons 


37538. .37748, 38602. .38812 








Seq. No. 


29062 


Seq. ID 


OJ000l50_34 . 0225 


.C6 


Gene No. 


59955 


Strand 


+ 




Start 


37538 


End< : 


41053 




Name 


OJ000150 34.0225.C61o3.np 


Method 


AAT/NAP 




Start 


38658 


End 


41053 




GI 


4469012 


Score 


667 




Exons . 


38658. .38847, 40302 .. 4084 9, 


40892. .41053 




GI Descrip. 


(AL035602) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29062 


Seq. ID 


OJ000l50_34.0225 


. C6 


Gene No. 


59955 


Strand 


+ 




Start 


37538 


End 


41053 




Name 


OJ000150 34.0225.C6.ol0.gp 


Method 


AAT/GAP 




Start 


40609 


End 


40935 




GI 


LIB3434-058-P1-K1-C1 


Score 


610 




Exons 


40609. .40935 








GI Descrip. 


, 4469013/emb|CAB38274 | 2 . Oe 


-14 (AL035602) hypothetical 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


29062 


Seq. ID 


OJ000l50_34.0225 


. C6 


Gene No. 


59956 


Strand 


+ 




Start 


48318 


End 


53007 




Name 


OJ000150 34.0225.C6.oll.gs 


Method 


GENSCAN 




Start 


48318 


End 


52796 




GI 


none 


Score 


.5 




Exons 


48318. .48893, 49093 .. 4 9814, 


50628. .50824, 51945 .. 52070, 






52075. .52280, 52512.. 52796 








Seq. No. 


29062 


Seq. ID 


OJ000l50_34.0225 


. C6 


Gene No. 


59956 


Strand 


+ 




Start 


48318 


End 


53007 




Name 


OJ000150 34.0225.C6.o5.np 


Method 


AAT/NAP 




Start 


50034 


End 


53007 




GI 


5777619 


Score 


115 




Exons 


50034. .50191, 52450. .52649, 


52782. .53007 




GI Descrip. 


(AJ245900) CAA30377.1 protein [Oryza 


sativa] 




Seq. No. 


29062 


Seq. ID 


OJ000l50_34.0225 


. C6 


Gene No. 


59957 


Strand 






Start 


1285 


End 


1488 ' 




Name 


OJ000150 34.0225.C6.o2.gs 


Method 


GENSCAN 




Start 


1285 


End 


14 88 




GI 


none 


Score 


.51 




Exons 


1285.. 1333, 1403.. 1488 








Seq. No. 


29062 


Seq. ID 


OJ000150_34.0225 


.C6 


Gene No. 


59958 


Strand 






Start 


17135 


End 


20141 




Name 


OJ000150 34.0225.C6.o6.gs 


Method 


GENSCAN 




Start 


17135 


End 


20141 




GI 


none 


Score 


.51 




Exons 


17135. .17991, 18026. .18163, 


19883. .20141 





28885 



Seq. No. 


29062 






Seq. ID 


OJ000150_ 


34 . 0225 


.C6 


Gene No. 


59959 






Strand 








Start 


26764 






End 


27063 






Name 


OJ000150 34. 0225. C6. 


08 . gp 


Method 


AAT/GAP 






Start 


26764 






End 


27063 






GI 


4716115 




Score 


573 






Exons 


26764. . 


27063 












Seq. No. 


29062 






Seq. ID 


OJ000150_ 


34 . 0225 


-C6 


Gene No. 


59960 






Strand 








Start 


32196 






End 


37966 






Name 


OJ000150 34. 0225. C6. 


o9.gs 


Method 


GENSCAN 






Start 


32196 






End 


37966 






GI 


none 






Score 


.89 






Exons 


32196. . 


32309, 32887. 


. 32973, 


33434..33595, 35654. 


. 35810, 






36472. . 


36710, 37498. 


. 37745, 


37747. .37966 






Seq. No. 


29062 






Seq. ID 


OJ000150_ 


34.0225 


.C6 


Gene No. 


59961 






Strand ' 








Start 


41024 






End 


41463 






Name 


. OJ000150 34. 0225. C6. 


oil . gp 


Method 


AAT/GAP 






Start 


41024 






End 


41463 






GI 


none 






Score 


847 






Exons 


41024 . . 


41463 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150 34. 0225. C6 



29062 Seq. ID _ 

59962 Strand 
52387 End 52747 

OJ000150_34 . 0225 . C6 . ol2 . gp Method AAT/GAP 
52387 End 52747 

LIB3433-048-P1-K1-F6 Score 566 

52387.. 52747 

, 5777612/emb|AJ245900.1|OSA245900 4.0e-47 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome' 



29062 
59963 
53841 

OJ000150_34.0225.C6.o3.tm 
23748 



Seq. ID OJ000150_34.0225.C6 
Strand 

61739 

TBLASTX: Maize 
26744 
80 



End 

Method 
End 

none Score 
23748. .23930, 23818 23922, 24043 .. 24 153, 24044 24 157 , 
24044.. 24160, 25537.. 25719, 25568 .. 25726, 25568 .. 25726, 
25735. .25953, 25745 .. 25954 , 25806 .. 25976, 2 6629 .. 26739, 
26640. .26744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29062 Seq. ID 

59963 Strand 

53841 End 

OJ000150_34 . 0225 . C6 . ol . ts Method 

29395 End 

none Score 



OJ000150_34.0225.C6 
61739 

TBLASTX: Soybean 

31371 

100 



29395.-29625, 29395 .. 29607, 29395 .. 29613, 294 13 .. 29607 , 

29425. .29619, 29611 .. 30060, 29611 .. 30258 , 29635 .. 2974 8 , 

29716. .30483, 29809 .. 30483, 29811 .. 29942 , 2 98 14 .. 30131, 

29823. .29963, 29836. . 30480, 29845 .. 30015, 29928 .. 30098, 



28886 




29938. .30129, 
30091. .30774, 
30226. .30813, 
30871. .31020, 
31114. .31350 



29974. .30063, 
30144. .30329, 
30256. .30381, 
30904. .31059, 



30012. .30350, 
30145. .30330, 
30516. .30782, 
30925. .31371, 




30027. .30377, 
30165. .30278, 
30529. .30798, 
30982. .31350, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29062 
59963 
53841 
OJ00015 
29395 
none 
29395. . 
29590. . 
29797. . 
29953. . 
30150. . 
30295. . 
30538. . 
30715. . 



0 34.0225.C6.ol.tc 



29613, 
29862, 
30171, 
30213, 
30482, 
30504, 
30708, 
30813, 



29395 
29614 
29823 
29977 
30151 
30436 
30555 
30826 



.29577, 
.29985, 
.29984, 
.30060, 
.30486, 
.30798, 
.30830, 
.31104, 



Seq. ID OJ000150_34.0225.C6 
Strand 

End 61739 
. Method TBLASTX: Cress 

End 31170 

Score 163 
29395. .29595, 29416 .. 29619, 
29719. .30069, 297 91 .. 30003, 
29884. .30108, 29917 .. 30291, 
30028. .30378, 30091 .. 30315, 
30196. .30414, 30232 .. 30597 , 
30535. .30699, 30537 .. 30707 , 
30556. .30843, 30616 .. 30831, 
30871. .31170, 30892.. 31083 



Seq. No. 29062 Seq. ID 

Gene No. 59963 Strand 

Start 53841 End 

Name OJ000150_34 . 0225 . C6 . o4 . tm Method 

Start 29476 End 

GI none Score 

Exons 29476. .29586, 29800 .. 29901, 29814 .. 29897 , 29887 

29971. .30099, 29988 .. 30098, 30012 .. 30098, 30487 

30489. .30641, 30492 .. 30641, 30500 
30640. .30771 



OJ000150 34. 0225. C6 



61739 

TBLASTX: Maize 
30771 : 
74 



,30658, 30625. 



.29994, 
,30636, 
.30771, 



Seq. No. 29062 

Gene No. 59963 

Start 53841 

Name 0 JO 00150_34.0225.C6.o5.tm 

Start 29614 

GI none 

Exons 29614. .29760, 30103 .. 30276, 30106 
30124. .30483, 30340 .. 30486, 31126 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 34. 0225. C6 



61739 

TBLASTX: Maize 
31383 
68 

30381, 30123. .30395, 
31383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29062 Seq. ID 

59963 Strand 

53841 End 

OJ000150_34 . 0225 . C6 . o7 . tm Method 

38639 End 

none Score 



OJ000150_34 .0225.C6 
61739 

TBLASTX: Maize 

39003 

37 



38639. .38716, 38656 .. 38823, 38668 .. 38718 , 387 14 .. 38821, 
38717. .38824, 38718 .. 38828, 38920 .. 39003, 38926 .. 38997 , 
38928. .39002 



Seq. No. 29062 Seq. ID 

Gene No. - 59963 Strand 

Start 53841 End 

Name OJ000150_34 . 0225 . C6 . ol . tm Method 

Start 40282 End 

GI none Score 



OJ000150_34 .0225.C6 
61739 

TBLASTX: Maize 

41076 

474 



28887 




Exons 


40282. .40797, 40289. 


.40831, 


40292. .4084 6, 40638. .408 65, 






40827. .40886, 40841. 


.40891, 


40894. .41061, 408 95. .41071, 






40898. .40945, 40935. 


.41063, 


40957. .41076 




Seq. No. 


29062 




Seq. ID OJ000150_34.0225 


.C6 


Gene No. 


59963 




Strand 




Start 


53841 




End 61739 




Name 


OJ000150 34. 0225. C6. 


o2.ts 


Method TBLASTX : Soybean 




Start 


40661 




End 41065 




GI 


none 




Score 115 . 




Exons 


40661. .40744, 40874. 


.41065, 


40960. .41055 




Seq. No. 


29062 




Seq. ID OJ000150_34.0225 


.C6 


Gene No. 


59963 




Strand 




Start 


53841 




End 61739 




Name 


OJ000150 34. 0225. C6. 


06. tm 


Method TBLASTX : Mai ze 




Start 


48299 




End 48725 




GI 


none 




Score , 106 




Exons 


48299.-48463, 48303. 


.48464, 


48307. .484 23, 4 8384 . .484 61 , 






48456. .48602, 48463. 


.48582, 


4 84 64. .48601, 48585. .48725 




Seq. No. 


29062 




Seq. ID OJ000150_34.0225 


.C6 


Gene No. 


59963 




Strand 




Start 


53841 




End 61739 




Name 


6J000150.;.34 . 0225. C6. 


ol . tw 


Method TBLASTX: Wheat 




Start 


48438 




End 48817 




GI 


none 




Score 170 




Exons 


48438. .48641, 48438. 


.48509, 


4 84 43.. 48643, 48443. .48610, 






48445. .48711, 48466. 


.48642, 


4864 6. .48 690, 48 685. .48726, 






48685. .48708, 48706. 


.48780, 


48714. .48779, 48788. .48817 




Seq. No. 


29062 




Seq. ID OJ000150_34.0225 


.C6 


Gene No. 


59963 




Strand 




Start 


53841 




End 61739 




Name 


OJ000150 34. 0225. C6. 


ol2 . gs 


Method GENSCAN 




Start 


53841 




End 61739 




GI 


none 




Score .78 




Exons 


53841. .54058, 54213. 


.54387, 


54680. .54848, 56832. .56905, 






58171. .58396, 58624. 


.58731, 


58846. .59003, 59079 .. 59375, 






60171. .60632, 60714. 


.60857, 


61008. .61175, 61269. .61511, 






61587. .61739 








Seq. No. 


29062 




Seq. ID OJ000150_34 .0225 


.C6 


Gene No. 


59963 




Strand 




Start 


53841 




End 61739 




Name 


OJ000150 34. 0225. C6. 


06 .np 


Method AAT/NAP 




Start 


58106 




End 61706 




GI 


6358762 




Score 1238 




Exons 


58106. .58396, 58624. 


.58707, 


58846. .59003, 59079 .. 59375, 






60171. .60632, 60714. 


.60857, 


61008. .61175, 61269. .61511, 






61587. .61706 








GI Descrip. 


(AC011665) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29062 




Seq. ID OJ000150_34.0225 


.C6 


Gene No. 


59963 




Strand 




Start 


53841 




End 61739 




Name 


OJ000150 34. 0225. C6. 


o3 . ts 


Method TBLASTX : Soybean 





28888 



Start 58914 End 59303 

GI none Score 4 6 

Exons 58914. .58997, 58969 59004, 59062 59193, 59094 59207, 

59253.. 59303 



Seq. No. 


29062 


Seq. ID 


OJ000150_34.0225 


.C6 


Gene No. 


59963 


Strand 






Start 


53841 


End 


61739 




Name 


OJ000150 34.0225.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


59319. 


End 


60548 






nunc 


Score 


85 




Exons 


59319. .59375, 59320 .. 59382, 


59321. .59377, 60168 .. 60548 , 






60174. .60545, 60179. .60547 








Seq. No. 


29063 


Seq. ID 


OJ000150_34.0225 


.C7 


Gene No. 


59964 


Strand 






Start 


939 


End 


3010 




Name 


OJ000150 34.0225.C7.ol.gs 


Method 


GENSCAN 




Start 


939 


End 


2478 




GI 


none 


Score 


.44 




F.xons 


939. .1315, 1409. .1507, 1918. 


.1960, 2176.. 2478 




Seq. No. 


29063 


Seq. ID 


OJ000150_34.0225 


.C7 


Gene No. 


59964 


Strand 






Start 


939 


End 


3010 ' - 




Name 


OJ000150 34.0225.C7.ol.np 


Method 


AAT/NAP 




Start 


1408 


End 


3010 




GI 


6358772 


Score 


409 




Exons 


1408. .1560, 1800. .1874, 2176 


..2478, 2946. .3010 




GI Descrip. 


(AC011665) putative menaquinone biosynthesis protein 






[Arabidopsis thaliana] 








Seq. No. . 


29064 


Seq. ID 


OJ000150_34.0225 


.C8 


Gene No. 


59965 


Strand 


+ 




Start 


8853 


End 


12833 




Name 


OJ000150 34.0225.C8.o2.np 


Method 


AAT/NAP 




Start 


8449 


End 


12821 




GI 


1065484 


Score 


142 




Exons 


8449. ,.8476, 11167 .. 11267, 11453 .. 11638 , 


12422. .12609, 






12757. .12821 








GI Descrip. 


(U40415) similar to S. cerevisiae LAG1 


(SP:P38703) 






[Caenorhabditis elegans] 








Seq. No. 


29064 


Seq. ID 


OJ000150_34.0225 


.C8 


Gene No. 


59965 


Strand 


+ 




Start 


8853 


End 


12833 




Name 


OJ000150 34.0225.C8.ol.gp 


Method 


AAT/GAP 




Start 


8757 


End 


11157 




GI 


none 


Score 


904 




Exons 


8757. .9002, 10803 .. 11027, 11112. .11157 







Seq. No. 29064 Seq. ID 

Gene No. 59965 Strand 

Start 8853 End 

Name OJ000150_34 . 0225 . C8 . o2 . gs Method 

Start 8853 End 

GI none Score 



OJ000150_34.0225.C8 
+ 

12833 
GENSCAN 
12833 
.78 



28889 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8853.. 9002, 9233. .9308, 9619.. 9695, 10803 .. 11026, 11112 11267, 
11453. .11638, 12428. .12609, 12802.. 12833 



29064 
59966 
12760 

OJ000150_34 . 0225 . C8 . o2 . gp 

12760.. 

none 

12760. .13261 



Seq. ID OJ000150_34.0225.C8 

Strand + 

End 13261 

Method AAT/GAP 

End 13261 

Score 853 



29064 
59967 
1 

OJ000150_34.0225.C8.ol.np 
1 

6358772 



Seq. ID OJ000150_34 .0225.C8 
Strand 

5682 
AAT/NAP 
4926 
1001 



End 

Method 
End 
Score 

1..48, 170. .736, 1271. .1369, 1601. .1795, 1859. .1969, 2590. .2735, 
3814. .3934, 4568. .4685, 4768. .4926 

(AC011665) putative menaquinone biosynthesis protein 
[Arabidopsis thaliana] 



29064 
59967 
1 

OJ000150_34.0225.C8.ol.gs 

284 

none 



Seq. ID OJ000150_34 .0225.C8 
Strand 

End 5682 

Method GENSCAN 

End 5682 

Score .73 



284.. 736, 1271.. 1369, 1601.. 1795, 1859.. 1969, 2905.. 2961, 
3818. .3934, 4568. .4685, 4768. .4964, 5290. .5682 



29064 
59968 
8895 

OJ000150_34.0225.C8.ol.tc 

8895 

none 



Seq. ID OJ000150_34.0225.C8 
Strand 

End 11642 

Method TBLASTX : Cress 

End 11011 

Score 68 



8895. .9002, 10857 11009, 10889 11011, 10889.. 11011 



29064 
59968 
8895 

OJ000150_34.0225.C8.ol.tm 

8895 

none 



Seq. ID OJ000150_34 .0225-C8 
Strand 

End 11642 

Method TBLASTX : Mai ze 

End 11642 

Score 95 



8895.. 9002, 10827 11027, 10889 .. 11029, 1088 9 .. 11023, 
11110. .11268, 11110. .11271, 11450. .11638, 11451 11636, 
11454.. 11642 



Seq. No. 29064 

Gene No. 59968 

Start 8895 

Name OJ000150_34 . 0225 . C8 . ol . ts 

Start 8895 

GI none 
Exons 



Seq. ID OJ000150_34 .0225.C8 
Strand 

End 11642 

Method TBLASTX : Soybean 

End 11618 

Score 75 



8895. .9002, 10827 .. 11027, 10864 .. 11028 , 1088 9 .. 11029, 
10889. .11035, 11109. .11279, 11116 .. 11268, 11450 11563, 



28890 




11451. .11618 



Seq. No. 


29064 


Seq. ID 


OJ000150_34 


.0225.C8 


Gene No. 


59969 


Strand 






Start 


12458 


End 


12607 




Name 


OJ000150 34.0225.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


12458 


End 


12607 




GI 


none 


Score 


225 




Exons 


12458. .12607, 12458.. 12607 








Seq. No. 


29065 


Seq. ID 


OJ000150_34 


.0225. C9 


Gene No. 


59970 


Strand 


- 




Start 


283 


End 


483 




Name 


OJ000150 34.0225.C9.ol.gp 


Method 


AAT/GAP 




Start 


283 


End 


483 




GI 


none 


Score 


381 




Exons 


283. .483 








Seq. No: 


29066 


Seq. ID 


OJ000150_34 


.0225. Cll 




59971 


Strand 


+ 




Start 


1080 


End 


1754 




Name 


OJ000150 34.0225.Cll.ol.np 


Method 


AAT/NAP 




Start 


1080 


End 


1754 




GI 


4895243 


Score 


415 




Exons 


1080. .1754 








GI Descrip. 


(AC007659) putative PREGl-like negative regulator 


[Arabidopsis 




thaliana] 








Seq. No. 


29066 


Seq. ID 


OJ000150_34 


.0225.C11 


Gene No. 


59971 


Strand 


+ 




Start 


1080 


End 


1754 




Name 


OJ000150 34.0225.Cll.ol.gs 


Method 


GEN SCAN 




Start 


1096 


End 


1744 




GI 


none 


Score 


.56 




Exons 


1096. .1354, 1356. .1744 








Sea No 


29066 


Seq. ID 


OJ000150_34 


.0225. Cll 


Gene No. 


59972 


Strand 


+ 




Start 


5476 


End 


7117 




Name 


OJ000150 34.0225.Cll.o2.np 


Method 


AAT/NAP 




Start 


5476 


End 


7117 




GI 


1786142 


Score 


576 




Exons 


5476. .5674, 5729. .6383, 6523. 


.7117 






GI Descrip. 


(AB000455) PEThy;ZPT4-l [Petunia x hybrida] 




Seq. No. 


29066 


Seq. ID 


OJ000150_34 


.0225. Cll 


Gene No. 


59973 


Strand 


+ 




Start 


14661 


End 


15467 




Name 


OJ000150 34.0225.Cll.o3.np 


Method 


AAT/NAP 




Start 


14661 


End 


15467 




GI 


2346970 


Score 


241 




Exons 


14661. .15121, 15170. .154 67 








GI Descrip. 


(AB006597) ZPT2-10 [Petunia x 


hybrida] 







Seq. No. 29066 Seq. ID OJ000150_34 . 0225 . Cll 

Gene No. 59974 Strand + 

Start 17212 End 21860 



28891 



Name 




Method 


GENSCAN 






Start 


17212 


End 


21860 






GI 


none 


Score . 


.73 






Exons 


17212. .17262, 17474 .. 17527, 


17751. .17793, 17961 


. .18061, 






18094. .18238, 19615 .. 19730, 


20089. .21239, 21285 


. .21478, 






21793. .21860 










Seq. No. 


29066 


Seq. ID 


OJ000150 


_34 .0225. 


Cll 


Gene No. 


59974 


Strand 


+ 






Start 


17212 


End 


21860 






ftl tti o 

IN GUUC 


OJ000150 34.0225.Cll.o4.np 


Method 


AAT/NAP 






Start 


20155 


End 


21478 






GI 


5732064 


Score 


548 






Exons 


c-20155. .20450, 20539.. 21478 










GI Descrip. 


(AF147263) contains similarity to transposases 


[Arabidopsis 




thaliana] 










Seq. No. 


29066 


Seq. ID 


OJ000150 


_34.0225. 


Cll 


Gene No. 


59975 


' Strand 


+ 






Start 


22338 


End 


22678 






Name 


OJ000150 34.0225.Cll.o5.np 


Method 


AAT /NAP 






Start 


22338 


End 


22678 






GI 


6907088 


Score 


227 






Exons 


22338. .22475, 22653. .22678 








■v, ■ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


29066 


Seq. ID 


OJ000150 


_34.0225. 


Cll 


O til It: vt\J • 


59976 


Strand 








Start . 


2254 


End 








Name 


OJ000150 34.0225.Cll.o2.gs 


Method 


GENSCAN 






Start 


2254 


End 


3445 






GI 


none 


Score 


.56 






Exons 


2254.. 2407, 2579.. 2761, 3282 


. .3445 








Seq. No. 


29066 


Seq. ID 


OJ000150 


_34.0225. 


Cll 


Con d KT(^ 


59977 


Strand 


- 






Start 


16662 


End 


16929 






Name 


OJ000150 34.0225.Cll.o5.gs 


Method 


GENSCAN 






Start 


16662 ■ 


End . 


16929 






GI 


none 


Score 


.6 






Exons 


16662. .16867, 16908.. 16929 










Seq. No. 


29066 


Seq. ID 


OJ000150 


_34.0225. 


Cll 




59978 


Strand 








Start 


19721 


End 


20389 






Name 


OJ000150 34.0225.Cll.ol.tc 


Method 


TBLASTX : 1 


Cress 




Start 


1141 


End 


1636 






GI 


none 


Score 


56 






Exons 


1141.. 1224, 1298.. 1378, 1418 


. .1636 








Seq. No. 


29066 


Seq. ID 


OJ000150 


_34.0225. 


Cll 


Gene No. 


59978 


Strand 








Start 


19721 


End 


20389 






Name 


OJ000150 34.0225.Cll.o2.gp 


Method 


AAT /GAP 






Start 


19721 


End 


20389 






GI 


5803303 


Score 


1252 






Exons 


19721. .20389 











28892 




Seq. No. 


29066 


Seq. ID 


OJ000150_34 .0225.C11 


Gene No. 


59979 


Strand 




Start 


20536 


End 


21447 


Name 


OJ000150_34 . 022 5. CI 1 .o2 . tm 


Method 


TBLASTX: Maize 


Start 


20536 


End 


20748 


GI 


none 


Score 


227 


Exons 


20536. .20748, 20536. .20706 






Seq. No. 


29066 


Seq. ID 


OJ000150_34.0225.C11 


Gene No. 


59979 


Strand 




Start 


20536 


End 


21447 


Name 


OJ000150_34 . 0225 .Cll.ol . ts 


Method 


TBLASTX : Soybean 


Start 


20542 


End 


21009 


GI 


none 


Score 


118 


Exons 


20542. .20724, 20737. .21009 






Seq. No. 


29066 


Seq. ID 


OJ000150_34.0225.C11 


Gene No. 


59979 


Strand 




Start 


20536 


End 


21447 


Name 


OJ000150_34 . 0225. Cll.ol .tm 


Method 


TBLASTX: Maize 


Start 


20758 


End 


21447 


GI 


none 


Score 


168 


Exons 


20-7^58. .20970, 20953. .21447 . 






Seq. No. 


29067 


Seq. ID 


OJ000150_34 . 0225 .C12 


Gene No. 


59980 


Strand 


+ 


Start 


1 


End 


3924 


Name 


OJ000150 34.0225.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1878 


GI 


6069659 


Score 


103 


Exons 


1..32, 209. .320, 1844. .1878 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29067 


Seq. ID 


OJ000150_34 . 0225. C12 


Gene No. 


59980 


Strand 


+ 


Start 


1 


End 


3924 


Name 


OJ000150 34.0225.C12.ol.gp 


Method . 


AAT/GAP 


Start 


320 


End 


481 


GI 


5667165 


Score 


286 


Exons 


320. .481 






GI Descrip. 


5670155/gb|AF161269.1 IAF161269 4.0e-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 


Seq. No. 


29067 


Seq. ID 


OJ000150_34 .0225.C12 


Gene No. 


59980 


Strand 


+ 


Start 


1 


End 


3924 


Name 


OJ000150 34.0225.C12.ol.gs 


Method 


GEN SCAN 


Start 


1121 


End 


3924 


GI 


none 


Score 


.44 


Exons 


1121. .1732, 2513.. 2611, 2865. 


.3056, 3421.. 3579, 3667.. 3924 


Seq. No. 


29067 


Seq. ID 


OJ000150_34.0225.C12 


Gene No. 


59980 


Strand 


+ 


Start 


1 


End 


3924 


Name 


OJ000150 34.0225.C12.o2.np 


Method 


AAT/NAP 


Start 


1127 


End 


1907 



28893 




GI 


1091678 


Score 


212 




Exons 


1127. .1907 








GI . Descrip. 


activator^like transposable 


element [ 


Pennisetum glaucum] 




Seq. No. 


29067 


Seq. ID 


OJ000150_34.0225. 


C12 


Gene No. 


59980 


Strand 


+ 




Start 


1 


End 


3924 




Name 


OJ000150 34,0225.C12.o3.np 


Method 


AAT/NAP 




Start 


1131 


End 


1821 




GI 


5732064 


Score 


193 




Exons 


1131.. 1427, 1503.. 1821 








GI Descrip. 


(AF147263) contains similarity to transposases [Arabidopsis 




thaliana] 








Seq. No. 


29067 


Seq. ID 


OJ000150_34.0225. 


C12 




59980 


Strand 


+ 




Start 


1 


End 


3924 




Name 


OJ000150 34.0225.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1472 


End 


1786 




GI 


none 




264 




Exons 


1472. .1786, 1516. .1758 








Seq. No. 


29067 


Seq. ID 


OJ000150_34.0225. 


C12 




59980 


Strand 


+ 




Start 


1 


End- 


3924 




Name 


OJ000150 34.0225.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1553 


End 


1762 




GI 


none 


Score 


195 




Exons 


1553.. 1762 








Seq. No. 


.29068 


Seq. ID 


OJ000150_34.0225. 


C13 




59981 


Strand 


+ 




Start 


185 


End 


2637 




Name 


OJ000150 34.0225.C13.ol.gs 


Method 


GENSCAN 




Start 


185 


End 


2637 




GI 


none 


Score 


.55 




Exons 


185.. 260, 529. .1562, 1696.. 


1849, 2502 


..2547, 2619.. 2637 




Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225. 


C13 


Gene No. 


59981 


Strand 


+ 




Start 


185 


End 


2637 




Name 


OJ000150 34.0225.C13.ol.np 


Method 


AAT/NAP 




Start 


930 


End 


1718 




GI ' 


1652104 


Score 


685 




Exons 


930. .1718 








GI Descrip. 


(D90902) hypothetical protein [Synechocystis sp.] 




Seq. No. 


29068 


Seq. ID 


OJ000150 34.0225. 


C13 


Gene No. 


59982 


Strand 


+ 




Start 


20145 


End 


20268 




Name 


OJ000150 34.0225.C13.o4.np 


Method 


AAT/NAP 




Start 


20145 


End 


20268 




GI 


5852093 


Score 


45 




Exons 


20145. .20268 








GI Descrip. 


. (AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225. 


C13 



28894 




Gene No. 


59983 


Strand 


— 


Start 


4250 


End 


18442 


Name 


OJ000150 34.0225.C13.o2.np 


Method 


AAT/NAP 


Start 


4241 


End 


14370 


GI 


6715726 


Score 


344 


Exons 


4241. .4357, 11190 .. 11285, 


11433. .11542, 


11714. .11814, 




14261. .14370 






GI Descrip. 


(AC016447) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


29068 


Seq. ID 


OJ000150_34 . 0225. C13 


Gene No. 


59983 


Strand 




Start 


4250 


End 


18442 


Name 


OJ000150 34.0225.C13.o2.gs 


Method 


GENSCAN 


Start 


4250 


End 


6186 


GI 


none 


Score 


.8 


Exons 


4250. .4357, 4586. .4681, 48 


16. .4925, 5015. .5165, 5749. .5973, 




6139. .6186 






Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225.C13 


Gene No . 


59983 


Strand 




Start 


4250 


End 


18442 


Name 


OJ000150 34.0225.C13.o4.gs 


Method 


GENSCAN 


Start 


10827 


End 


18442 


GI 


none 


Score 


.51 



Exons 10827. .10930, 11714 .. 11814, 12211 .. 12545, 12677 .. 12848 , 

14349. .14400, 15245 :. 15362, 15595 .. 15672 , 16701 .. 16794 , 
17029. .17474, 17921 .. 18110, 18198. .18442 



Seq. No. 


29068 






Seq. ID 


OJ000150_ 


_34 


.0225 


.C13 


Gene No. 


59983 






Strand 










Start 


4250 






End 


18442 








Name 


OJ000150 34.0225.C13 


.ol 


.gp 


Method 


AAT/GAP 








Start 


11918 






End 


12445 








GI 


5667374 






Score 


1006 








Exons 


11918. .12445 
















Seq. No. 


29068 






Seq. ID 


OJ000150 


_34 


.0225 


.C13 


Gene No. 


. 59983 






Strand 










Start 


4250 






End 


18442 








Name 


OJ000150 34.0225.C13 


.o2 


.gp 


Method 


AAT/GAP 








Start 


12650 






End 


12901 








GI 


none 






Score 


484 








Exons . 


12650. .12901 
















Seq. No. 


29068 






Seq. ID 


OJ000150_ 


_34 


.0225 


.C13 


Gene No. 


59983 






Strand 










Start 


4250 






End 


18442 








Name 


OJ000150 34.0225.C13 


.o3 


.gp 


Method 


AAT/GAP 








Start 


13916 






End 


13989 








GI 


LIB3477-003-P1-K1-E9 






Score 


103 








Exons 


13916. .13989 

















GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

Seq. No. 29068 Seq. ID OJ000150_34 . 0225. C13 

Gene No. 59983 Strand 



28895 



Start 4250 End 18442 

Name OJ000150_34 . 0225 .C13.o4 . gp Method AAT/GAP 

Start 14476 End 14619 

GI LIB3431-027-P1-K1-D5 Score 247 

Exons 14476. .14619 

GI Descrip. '2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084) . [Arabidopsis thaliana] 1 



Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225 


.C13 


Gene No. 


59983 


Strand 






Start 


4250 


End 


18442 




Name 


OJ000150 34.0225.C13.o3.np 


Method 


AAT/NAP 




Start 


16753 


End 


18307 




GI 


2388565 


Score 


522 




Exons 


16753. .16906, 17032 .. 17474, 


17921. .18110, 18204. .18307 




GI Descrip. 


(AC000098) Similar to Prunus 


pectinesterase (gb | X95991) 






[Arabidopsis thaliana] 








Seq. No. 


29068 • 


Seq. ID 


OJ000150_34.0225 


.C13 


Gene No. 


59984 


Strand 






Start 


23511 


End 


23620 




Name 


OJ000150 34.0225.C13.o5.np 


Method 


AAT/NAP 




Start 


23511 


End 


23620 




GI 


4539658 


Score - 


61 




Exons 


23511. .23620 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225 


.C13 


fIJpriP No 


59985 


Strand 






Start 


24517 


End 


26872 




Name 


OJ000150 34.0225.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


963 


End 


1628 




GI 


* none 


Score 


715 




Exons 


963.. 1628, 1058.. 1327, 1394. 


.1627 






Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225 


.C13 


Gene No. 


59985 


Strand 






Start 


24517 


End 


26872 




Name 


OJ000150 34.0225.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


1508 


End 


1850 




GI 


none 


Score 


373 




Exons 


1508. .1762, 1509. .1763, 1740 


. .1850 






Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225 


.C13 


Gene No. 


59985 


Strand 






Start 


24517 


End 


26872 




Name 


OJ000150 34.0225.C13.o5.tm 


Method 


TBLASTX: Maize 




Start 


4262 


End 


11823 




GI 


none 


Score 


64 




Exons 


4262. .4360, 4816. .4935, 4820 


..4927, 5013. .5105, 10810.. 


10926, 




10818. .10931, 10835. .10948, 


10835. .10933, 11187 .. 11288, 






11190. .11285, 11419. .11544, 


11433. .11543, 11705. .11812, 






11712. .11819, 11712. .11816, 


11713. .11823 




Seq. No. 


29068 


Seq. ID 


OJ000150_34.0225 


.C13 


Gene No. 


59985 


Strand 







28896 




Start 


24517 




End 


26872 


Name 


OJ000150 34.0225.C13 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


16671 




End 


16915 


GI 


none 




Score 


50 


Exons 


16671. .16727, 16750. 


.16914, 


16751. .16915 


Seq. No. 


29068 




Seq. ID 


OJ000150_34.0225 


Gene No. 


59985 




Strand 




Start 


24517 




End 


26872 


Name 


OJ000150 34.0225.C13 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


17047 




End 


17867 


GI 


none 




Score 


543 


Exons 


17047. .17475, 17052. 


.17486, 


17736. .17867 


Seq. No. 


29068 




Seq. ID 


OJ000150_34.0225 


Gene No. 


59985 




Strand 




Start 


24517 




End 


26872 


Name 


OJ000150_34.0225.C13 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


17055 




End 


18325 


GI 


none 




Score 


130 


Exons 


17055. .17141, 17151. 


.17228, 


17250. .17474, 17284 .. 17475, 




18062. .18109, 18200. 


.18325 






Seq. No. 


29068 




Seq. ID 


OJ000150_34.0225 


Gene No. 


59985 




Strand 




Start 


24517 




End 


26872 


Name 


OJ000150 34.0225.C13 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


17065 




End 


174 96 


GI 


none 




Score 


66 


Exons 


17065. .17133, 17067. 


.17204, 


17163. .17486, 17170 .. 174 96, 




17367. .17474 








Seq. No. 


29068 




Seq. ID 


OJ000150_34.0225 


Gene No. 


59985 




Strand 




Start 


24517 




End 


26872 


Name 


OJ000150 34.0225.C13 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


- 17151 




' End 


18310 


GI 


none 




Score 


135 


Exons 


17151. .17192, 17211. 


.17486, 


17212. .17475, 17921 .. 18112 , 




18200. .18310, 18218/ 


.18310 






Seq. No. 


29068 




Seq. ID 


OJ000150_34.0225 


Gene No . 


59985 




Strand 




Start 


24517 




End 


26872 


Name 


OJ000150 34.0225.C13 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


17966 




End 


18349 


GI 


none 




Score 


177 


Exons 


17966. .18112, 17967. 


.18113, 


18200. .18349 


Seq. No. 


29068 




Seq. ID 


OJ000150_34 .0225 


Gene No. 


59985 




Strand 




Start 


24517 




End 


26872 


Name 


OJ000150 34.0225.C13 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


18071 




End 


18347 


GI 


none 




Score 


58 


Exons 


18071. .18109, 18072. 


.18116, 


18194. .18325, 18197 .. 1834 6, 



18207. .18347 



28897 






29068 


Seq. ID 


OJ000150 34 0225 C13 


Gene No. 


59985 


Strand 




Start 


24517 


End 


26872 


Name 


OJ000150 34.0225.C13.o6.gs 


Method 


GENSCAN 


Start 


24517 


End 


26872 


GI 


none 


Score 


.6 


Exons 


24517. .24586, 26750.. 26872 ^ 






Seq. No. 


29069 


Seq. ID 


OJ000150_34.0225.C14 


Gene No. 


59986 


Strand 


+ 


Start 


1 


End 


66 


Name 


OJ000150 34.0225.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


66 


GI 


LIB3477-003-P1-K1-E9 


Score 


115 


Exons 


1. .66 






GI Descrip. 


•2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY SI) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


29069 


Seq. ID 


OJ000150_34.0225.C14 




59987 


Strand 




Start 


142 


End 


5888 


Name 


OJ000150 34.0225.C14.ol.gs 


Method 


GENSCAN 


Start 


142 


. End 


4489 


GI 


none 


Score 


.7 


Exons 


142. .179, 777. .930, 1533. .1610, 1976.. 


2128, 2318.. 2586, 




3134.. 3223, 3356.. 3557, 4234. 


.4489 




Seq. No. 


29069 


Seq. ID 


OJ000150_34.0225.C14 


Gene No. 


59987 


Strand 




Start 


142 


End 


5888 


Name 


OJ000150 34.0225.C14.o2.gp 


Method 


AAT/GAP 


Start 


1722 


End 


4359 


GI 


3923 1.R1084 


Score 


2637 


Exons 


1722. .1744, 1770. .2679, 3133. 


.3281, 3356. .3557, 4234. .4359 


GI Descrip. 


, 4263784/gb|AAD15444| 2.0e-93 


(AC006068) putative glycogenin-2 




protein [Arabidopsis thaliana] 1 




Seq . No . 


29069 


Seq. ID 


OJ000150_34 .0225.C14 


Gene No. 


59987 


Strand 




Start 


142 


End 


5888 


Name 


OJ000150 34.0225.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


2116 


End 


2708 


GI 


none 


Score 


587 


Exons 


2116. .2703, 2116. .2703, 2117. 


.2704, 2400. .2708 


Seq. No. 


29069 


Seq. ID 


OJ000150_34.0225.C14 


Gene No . 


59987 


Strand 




Start 


142 


End 


5888 


Name 


OJ000150 34.0225.C14.ol.np 


Method 


AAT/NAP 


Start 


2146 


End 


5888 


GI 


* 2245015 


Score 


1062 


Exons 


2146.. 2672, 3356.. 3557, 4234. 


.4606, 5676. .5888 


GI Descrip. 


( Z 97 34 1 ) glucosyltransf erase 


like protein [Arabidopsis thaliana] 


Seq. No. 


29069 


Seq. ID 


OJ000150_34.0225.C14 



28898 



Gene No. 59987 Strand 

Start 142 End 5888 

Name OJ000150_34 . 0225 . C14 . o2 . ts Method TBLASTX : Soybean 

Start 2197 End 2680 

GI none Score 101 

Exons 2197. .2457, 2231. .2452, 2449. .2574, 2548.-2679, 2576. .2680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29069 
59987 
142 

OJ000150_34 .0225.C14 .ol.tc 

2548 

none 



Seq. ID OJ000150_34 .0225.C14 

* Strand - 

End 5888 

Method TBLASTX: Cress 

End 3434 

Score 92 



2548.. 2679, 2579.. 2680, 3131.. 3280, 3133.. 3279, 3181.. 3282, 
3357. .3434 



Seq. No. 29069 Seq. ID OJ000150_34 . 0225 . C14 

Gene No. 59987 Strand 

Start 142 End 5888 

Name OJ000150_34 . 0225 . C14 . ol . ts Method TBLASTX: Soybean 

Start 3155 End ' 3567 

GI none Score 180 

Exons 3155.. 3280, 3157.. 3282, 3157.. 3279, 3353.. 3538, 3357.. 3557, 
3358.. 3567 



Seq. No. 29069 

Gene No. 59987 

Start 142 

Name OJ000150_34 . 0225 . C14 . o2 . tm 

Start 3196 

GI none 
Exons 



Seq. ID OJ000150_34.0225.C14 
Strand 

End 5888 

Method TBLASTX : Mai ze 

End 4494 

Score 147 



3196.. 3279, 3197.. 3280, 3231. .3281, 3335.. 3562, 3353.-3556, 
3357.. 3560, 3358.. 3573, 4234.-4494, 4234.-4488 



Seq. No. 29069 Seq. ID OJ000150_34 . 0225 • C14 

Gene No. 59987 Strand 

Start 142 End 5888 

Name OJ000150_34 . 0225 . C14 . ol . tw .Method TBLASTX: Wheat 

Start 3205 End 4290 

GI none Score 100 

Exons 3205.. 3279, 3206.. 3280, 3227.-3289, 3353.. 3550, 3355.-3558, 

3357.. 3560, 3361.. 3558, 4234.. 4290, 4238.-4288 



Seq. No. 29070 

Gene No. 59988 

Start 1 

Name OJ000250_39 . 0223 . C4 . ol . np 

Start 1 

GI 6728879 

Exons 1..143, 207.. 402 

GI Descrip. (AC008113) F12A21.7 [Arabidopsis thaliana] 



Seq. ID OJ000250_39.0223.C4 
Strand 

End 402 

Method AAT/NAP " 

End 402 

Score 147 



Seq. No. 29070 

Gene No. 59988 

Start ' 1 

Name OJ000250_39. 0223 . C4 . ol .gs 

Start 27 



Seq. ID OJ000250_39.0223.C4 

Strand 

End 4 02 

Method GENSCAN 

End 307 



28899 



GI 


none 


Score 


.88 




Exons 


27. .113, 207. .307 








Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223. 


C5 


Gene No. 


59989 


Strand 






Start 


1 


End 


440 




Name 


OJ000250 39.0223.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 ' 


End 


416 




GI 


32739 1.R1084 


Score 


598 




Exons 


1..111, 188. .416 








GI Descrip. 


, 3046731/emb|CAA06503| 3. 


0e-52 (AJ005373) protein kinase 




[Craterostigma plantagineum] ' 






Seq. No. 


29071 


Seq. ID 


OJ000250J39.0223. 


C5 


Gene No. 


59989 


Strand 






Start 


1 


End 


440 




Name 


OJ000250 39.0223.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


■311 




GI 


none 


Score 


75 




Exons 


1.-114, 2. .112, 173. .307, 


189. .311 






Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223. 


C5 


Gene No. 


59989 


Strand 






Start 


1 


End 


440 




Name 


OJ000250 39.0223.C5.o2.gp 


Method 


AAT/GAP 




Start 


1 


End 


440 




GI 


32739 1.R1084 


Score 


638 




Exons 


l..ill, 188 . .440 








GI Descrip. 


, 304 6731/emb|CAA06503| 3. 


0e-52 (AJ005373) protein kinase 




[Craterostigma plantagineum] 1 






Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223. 


C5 


Gene No. 


59989 


Strand 






Start 


1 


End 


440 




Name 


OJ000250 39.0223.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


320 




GI 


none 


Score 


74 




Exons 


1..114, 2. .112, 173. .310, 


176.. 313, 195.. 320 




Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223. 


C5 


Gene No. 


59989 


Strand 






Start 


1 


End 


440 




Name 


OJ000250 39.0223.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


307 




GI 


3046731 


Score 


287 




Exons 


1..111, 188. .307 








GI Descrip. 


(AJ005373) protein kinase 


[Craterostigma plantagineum] 




Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223. 


C5 


Gene No. 


59989 


Strand 






Start 


1 


End 


440 




Name 


OJ000250 39.0223.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


332 




GI 


none 


Score 


112 




Exons 


1..111, 1..114, 2. .112, 173. .325, 176.. 


316, 189.. 332 




Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223. 


C5 



28900 




bene lnu ■ 








Start 


1 


End 


440 


Name 


OJ000250 39.0223.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 


End 


308 


GI 


none 


Score 


65 


Exons 


1..114, 2. .112, 173. .307, 192 


. .308 




Seq. No. 


29071 


Seq. ID 


OJ000250_39.0223.C5 


bcuc LNU • 








Start 


1 


End 


440 


Name 


OJ000250 39.0223.C5.ol.gs 


Method 


GENSCAN 


Start 


188 


End 


247 


GI 


none 


Score 


.85 


Exons 


188. .247 






Seq. No. 


29072 


Seq. ID 


OJ000250_39.0223.C6 


Gene No. 


59990 


Strand 


+ 


Start 


8741 . 


End 


9856 


Name' 


OJ000250 39.0223.C6.o3.gp 


Method 


AAT/GAP 


Start 


8741 


End 


9856 


GI 


183 2.R1084 


Score 


2195 


Exons 


8741. .9856 






GI Descrip. 


•1304215/dbj |BAA12337| 1.0e-107 (D84392) precursor of rice 2\ 




kDa protein of photosystem II 


(PSII-S 


) [Oryza sativa] 1 


Seq. No. 


29072 


Seq. ID 


OJ000250_39.0223.C6 


bene wo. 


59991 


Strand 




Start 


1081 


End 


2431 


Name 


OJ000250 39.0223.C6.ol.gp 


Method 


AAT/GAP 


Start 


706 


End 


1167 


GI 


2317586 


Score 


880 


Exons 


706. .1167 






Seq. No. 


29072 


Seq. ID 


OJ000250_39.0223.C6 


OCllC VtKJ • 


59991 


Strand 




Start 


1081 


End 


2431 


Name 


OJ000250 39.0223.C6.ol.gs 


Method 


GENSCAN 


Start 


1081 


End 


2431 


GI 


none 


Score 


.47 


Exons 


1081. .1407, 1532. .1630, 1714., 


.1935, 2076. .2195, 2312. .2431 


Seq. No. 


29072 


Seq. ID 


OJ000250_39.0223.C6 


Gene No. 


59991 


Strand 




Start 


1081 


End 


2431 


Name 


OJ000250 39.0223.C6.ol.np 


Method 


AAT/NAP 


Start 


1099 


End 


2431 


GI 


1362051 


Score 


980 


Exons 


1099.. 1307, 1350.. 1451, 1532.. 


.1630, 1714. .2236, 2312. .2431 


GI Descrip. 


protein kinase 3 - soybean gi | 


1310582 


(L19361) protein kinase 




[Glycine max] 






Seq. No. 


29072 


Seq. ID 


OJ000250_39.0223.C6 


Gene No. 


59992 


Strand 




Start 


5467 


End 


8942 


Name 


OJ000250 39.0223.C6.o2.np 


Method 


AAT/NAP 


Start 


5467 


End 


8942 


GI 


3894187 


Score 


105 



28901- 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5467. .5509, 7501. .7651, 8909. .8942 

(AC005662) hypothetical protein [Arabidopsis thaliana] 



29072 
59993 
8957 

OJ000250_39.0223.C6.ol.tc 

1207 

none 



Seq. ID OJ000250_39.0223.C6 
Strand 

End 9721 

Method TBLASTX : Cress 

End 2431 

Score 100 



1207. .1302, 1357. .1425, 1499. .1633, 1521. .1634, 1717. .1938, 
1718. .1939, 1937. .2185, 1937. .2239, 2303. .2431, 2313. .2414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29072 
59993 
8957 

OJ000250 39.0223.C6.ol.ts 



OJ000250 39.0223. C6 



1210 
none 

1210. .1302, 
1532. .1633, 



1211. 
1539. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1303, 1357. .1431, 1400.. 1426, 1419 
1631, 1717. .1938, 1718.. 1939, 1937 



9721 

TBLASTX : Soybean 
2431 
61 



.1454, 
.2239, 



1982. .2182, 2303. .2431, 2316. .2414 



Seq. No. 29072 
Gene No. 59993 
Start 8 957 

Name OJ000250_39.0223.C6.ol.tm 
Start 1428 
GI none 

Exons 1428.. 1454, 1521.. 1634, 1532. 

1937.. 2239, 1938.. 2003, 2295. 
2313. .2417 



OJ000250 39. 0223. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1633, 

.2423, 2300.. 2413, 2303. 



9721 

TBLASTX: Maize 
2431 
35 

1717. .1938, 1718. 



.1936, 
,2431, 



Seq. No. 


29072 








Seq. ID 


OJ000250_39.0223.C6 


Gene No. 


59993 








Strand 




Start 


8957 








End 


9721 


Name 


OJ000250 39. 


0223 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1777 








End 


2170 


GI 


none 








Score 


187 


Exons 


1777. .1938, 


1778 


. .1936, 


1937. 


.2170 




Seq: No. 


29072 








Seq. ID 


OJ000250_39.0223.C6 


Gene No. 


59993 








Strand 




Start 


8957 








End 


9721 


Name 


OJ000250 39. 


0223 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8955 








End 


9503 


GI 


none 








Score 


44 


Exons 


8955. .9002, 


9045 


. .9287, 


9045. 


.9170, 9065.. 9283, 9065.. 9166, 




9345. .9476, 


9354 


. .9503, 


9356. 


.9493, 9356. .9475 


Seq. No. 


29072 








Seq. ID 


OJ000250_39.0223.C6 


Gene No. 


59993 








Strand 




Start 


8957 








End 


9721 


Name 


OJ000250 39. 


0223 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8957 








End 


9589 


GI 


none 








Score 


232 


Exons 


8957. .8998, 


8964 


. .9287, 


9045. 


.9188, 9065.. 9283, 9065.. 9193, 




9278. .9589, 


9330 


. .9542, 


9345. 


.9503, 9356.. 9493 



28902 



Seq. No. 29072 Seq. ID 

Gene No. 59993 Strand 

Start 8957 End 

Name OJ000250_39 . 0223 . C6 . o3 . gs Method 

Start 8957 End 

GI none Score 

Exons 8957.. 9703 



OJ000250_39.0223.C6 

9721 
GENSCAN 
9703 
.54 



Seq. No. 29072 
Gene No. 59993 
Start 8957 

Name OJ000250_39. 0223 .C6.o2 . ts 

Start 8957 
GI none 

Exons 8957.. 8998, 8964.. 9188, 9048 

9206.. 9256, 9225.. 9257, 9278 
9356.. 9493 



Seq. ID OJ000250_39.0223.C6 
Strand 

End 9721 

Method TBLASTX : Soybean 

End 9607 

Score 205 

.9188, 9065.. 9205, 9065.. 9196, 
.9607, 9330.. 9539, 9333.. 9536, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ000250_39.0223.C6 
Strand 

End 9721 

Method AAT/NAP 

End 9721 

Score 1254 



29072 
59993 
8957 

OJ000250_39.0223.C6.o3.np 
8960. 
1304215 
8960. .9721 

(D84392) precursor of rice 22 kDa protein of photosystem II 
(PSII-S) [Oryza sativa] 



29073 
59994 
1 

OJ000250_39.0223.C7.ol.np 
1 

4938484 
1..849, 2551. .2601 

(AL0784 64) transcription factor-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000250_39.0223.C7 

Strand + 

End 2601 

Method AAT/NAP 

End 2601 

Score 401 



29073 
59994 
1 

OJ000250_39.0223.C7.ol.gs 

197 

none 

197. .843, 1624. .2214 

29073 
59995 
3237 

OJ000250_39 . 0223 . C7 . o2 . gs 

3237 

none 



Seq. ID OJ000250_39.0223.C7 

Strand + 

End 2601 

Method GENSCAN 

End 2214 

Score .5 



Seq. ID OJ000250_39.0223.C7 
.Strand 

End 5615 

Method GENSCAN 

End 5526 

Score .'66 



3237.. 3398, 3545.. 3607, 4815.. 5089, 5199.. 5526 



29073 
59995 



Seq. ID OJ000250_39.0223.C7 
Strand 



28903 




O Lai L. 


J C J / 


End 


5615 




Name 


OJ000250 39.0223.C7.o2.np 


Method 


AAT/NAP 




Start . 


4571 


End 


5526 




GI 


5777613 


Score 


1042 




Exons 


4571.. 4618, 4815.. 5089, 5199. 


.5526 






GI Descrip. 


(AJ245900) CAA30371.1 protein 


[Oryza sativa] 




Seq. No. 


29073 


Seq. ID 


OJ000250_39.0223 


.C7 


Gene No. 


59995 


Strand 






Start 


3237 


End 


-5615 




Name 


OJ000250 39.0223.C7.ol.gp 


Method 


AAT/GAP 




Start 


5222 


End 


5615 




GI 


-LIB3479-007-Q6-K1-G5 


Score 


729 




Exons 


5222. .5615 








GI Descrip. 


, 5777 612/emb|AJ245900.1|OSA245900 1 . Oe- 


-158 Oryza sativa 






chromosome 4 BAC q3037-207Fl 


complete genome' 




Seq. No. 


29073 


Seq. ID 


OJ000250_39.0223 


.C7 




59996 


Strand 






Start 


11^46 

il J4 O 




1 S4R Q 




Name 


OJ000250 39.0223.C7.ol.tm 


L V JC L i 1UU 


1 DJ_i.rt.tJ 1 /\ • L 1CL -L C 




Start 


226 


Fnr? 


4 R Q 
h o y 




GI 


none 




^41 




Exons 


226. .489, 267. .485 








Seq. No. 


29073 


Seq. ID 


0,10009^0 ?Q 09 9^ 


.C7 


belle 1NO . 


59996 


Strand 






Start 


11346 


End 


15489 




Name 


OJ000250 39.0223.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


226 


End 


489 




GI 


none 


Score 


328 




Exons 


226. .489, 267. .488 








Seq. No. 


29073 


Seq. ID 


OJ000250_39.0223 


.C7 




59996 


Strand 






Start 


11346 


End 


15489 




Name 


OJ000250 39.0223.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


232 


End 


489 




GI 


none 


Score 


331 




Exons 


232. .489, 241. .474, 267. .482 








Seq. No. 


29073 


Seq. ID 


OJ000250_39.0223 


.C7 


Gene No. 


59996 


Strand 






Start 


11346 


End 


15489 




Name 


OJ000250 39.0223.C7.o3.np 


Method 


AAT/NAP 




Start 


9092 


End 


15461 




GI 


5777614 


Score 


4372 




Exons 


9092. .9240, 11411 .. 11557, 12777 .. 12868, 


13075. .13161, 






13337. .15461 








GI Descrip. 


(AJ245900) CAA30372.1 protein 


[Oryza sativa] 




Seq. No. 


29073 


Seq. ID 


OJ000250_39.0223 


.C7 


Gene No. 


59996 


Strand 






Start 


11346 


End 


15489 




Name 


OJ000250 39.0223.C7.o2.gp 


Method 


AAT/GAP 




Start 


9279 


End 


13218 




GI 


2800499 


Score 


826 





28904 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



9279.. 9575, 12777 .. 12839, 13075.. 13218 

5777612/emb|AJ245900.1|OSA245900 1.0e-158 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 



29073 
59996 
11346 

OJ000250_39.0223.C7.o3.gs 

11346 

none 



Seq. ID OJ000250_39.0223.C7 

Strand - . 

End 15489 

Method GENSCAN 

End 15489 

Score .86 



11346. .11557, 12777. .12868, 13075 .. 13161, 13337.. 15489 



29074 
59997 
5157 

OJ000250_39.0223.C8.o2.gs 

5157 
none 



Seq. ID OJ000250_39.0223.C8 

Strand + 

End 5928 

Method GENSCAN 

End 5928 

Score .86 



5157.. 5321, 5675.. 5716, 5836.. 5928 



29074 
59998 
1 • 

OJ000250_39 . 0223 . C8 . ol . np, 
5091620 



Seq. ID OJ000250_39.0223.C8 
Strand 

End 4302 

Method AAT/NAP 

End. j 4182 

Score ' 1055 



1..407, 486. .916, 993. .1598, 1968. .2302, 2407. .2665, 2747. .3243, 
3328. .4182 

(AC007454) Contains similarity to gi 1836774 FAB1 protein from 
Saccharomyces cerevisiae genome gb|D50617. [Arabidopsis 
thaliana] 



29074 
59998 
1 

OJ000250_39 . 0223 . C8 . o2 . np 
1 

5091620 



Seq. ID OJ000250_39.0223.C8 
Strand 

End 4302 

Method AAT/NAP 

End 4071 

Score 1057 



1..407, 486'.. 916, 993. .1598, 1968. .2302, 2407. .2665, 2747. .3243, 
3328.. 4071 

(AC007454) Contains similarity to gi 1836774 FAB1 protein from 
Saccharomyces cerevisiae genome gb|D50617. [Arabidopsis 
thaliana] 



29074 
59998 
1 

OJ000250_39.0223.C8.ol.gs 
86 

none 



Seq. ID OJ000250_39.0223.C8 
Strand 

End 4 302 

Method GENSCAN 

End 4302 

Score .81 



86. .1097, 1217. .1375, 2407. .3243, 3328. .4302 



29074 
59999 
7466 

OJ000250_39.0223.C8.o3.gs 
7466 



Seq. ID OJ000250_39.0223.C8 
Strand 

End 9992 

Method GENSCAN 

End 9992 



28905 



GI 


none 


Score 


.61 




Exons 


7466. .7536, 9965. . 9992 








Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 


Gene No. 


60000 


Strand 






Start 


12271 


End 


13519 




Name 


OJ000250_39.0223.C8.o4.gs 


Method 


GENSCAN 




Start 


12271 


. End 


13519 




GI 


none 


Score 


.81 




Exons 


12271. .12453, 12537. .12635, 


12733. .12805, 13090 .. 13263, 






13368 . . 13519 








Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 


Gene No. 


60001 


Strand 






Start 


15906 


End 


18979 




Name 


OJ000250 39.0223.C8.ol.gp 


Method 


AAT/GAP 




Start 


15562 


End 


15794 




GI 


3106939 


Score 


411 




Exons 


15562. . 15794 








Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 


Gene No. 


60001 


Strand 






Start 


15906 


End 


18979 




Name 


OJ000250_39. 0223 .C8 ,.o5.gs 


Method 


GENSCAN 




Start 


15906 


End 


18970 




GI 


none 


Score 


.94 




Exons 


15906. .18317, 18353. .18970 








Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 


Gene No. 


60001 


Strand 






Start 


15906 


End 


18979 




Name 


OJ000250 39.0223.C8.o4.np 


Method 


AAT/NAP 




Start 


15909 


End 


18973 




GI 


6587829 


Score 


2936 




Exons 


15909. .18973 








GI Descrip. 


(AC006551) Highly similar to phosphoribosylanthranilate 






transferase [Arabidopsis thaliana] 






Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 


Gene No. 


. -60001 


Strand 






Start 


15906 


End 


18979 




Name 


OJ000250 39.0223.C8.o2.gp 


Method 


AAT/GAP 




Start 


18516 


End 


18979 




GI 


uC-osroM202020bllbl 


Score 


876 




Exons 


18516. .18979 








GI Descrip. 


, 4539453/emb|CAB39933.1| 2. 


Oe-25 (AL049500) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 


Gene No. 


60002 


Strand 






Start 


19950 


End 


21361 




Name 


OJ000250 39.0223.C8.o5.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


218 




GI 


none 


Score 


175 




Exons 


1..213, 1..111, 3. .218 








Seq. No. 


29074 


Seq. ID 


OJ000250_39.0223. 


C8 



28906 














Strand 






Start 


19950 








End 


21361 




Name 


OJ000250 39 


.0223 


.C8.06. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 








End 


19291 




GI 


none 








Score 


180 




Exons 


1..213, 7.. 


111, 


9. .218, 


18.. 224, 19220. 


.19291 




.Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 








Strand 






o Lai L 


19950 








End 


21361 




Name 


OJ000250 39 


.0223 


.C8.06. 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


665 




GI 


none 








Score 


280 




Exons 


1..252, 3.. 


284, 


3. .254, 


17. .286, 20. .283, 338. .394, 457 


. .5 




459. .572, 462. .572, 566 


. .664, 


576. .665, 


607. .645 




Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


,C8 




60002 








Strand 






Start 


19950 








End 


21361 




Name 


OJ000250 39 


. 0223 


. C8 . o3 . 




Method 


TBLASTX: Cress 




Start 


1 Qfi4 — 
X J u *± 








End 


2305 




GI 


■n on © 








Score 


178 




Exons 




1968 


2189 


2207. 


.2305 






Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


.C8 


bene ino . 


60002 








Strand 






Start 


19950 








End 


21361 




Name 


OJ000250 39 


. 0223 






Method • 


TBLASTX : Soybean 




Start 


1 ~~ 

J. .7 U *a 








End 


2305 




GI 










Score 


179 




Exons 


1964 2212 


1968 


2225, 


2207. 


.2305, 2217.. 2294 




Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


.C8 


Ijcllc INO. 


60002 








Strand 






Start 


19950 








End 


21361 




Name 


OJ000250 39 


.0223 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1967 








End 


2306 




GI 


none 








Score 


398 




Exons 


1967. .2290, 


1968 


. .2306, 


* 2130. 


.2294 






Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


.C8 


Cpnp Wo 


60002 








Strand 






Start 


19950 - 








End 


21361 




Name 


OJ000250 39 


.0223 


.C8.08 . 


tc 


Method 


^TBLASTX: Cress 




Start 


3130 








End 


3657 




GI 


none 








Score 


80 




Exons 


3130. .3243, 


3310 


. .3384, 


3421. 


.3468, 3508.. 3657 




Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


.C8 


Cono T\To 


60002 








Strand 






Start 


19950 








End 


21361 




Name 


OJ000250 39 


.0223 


.C8.o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


3418 








End 


3717 




GI 


none 








Score 


100 




Exons 


3418. .3468, 


3490 


. .3657, 


3512. 


.3643, 3658.. 3717 




Seq. No. 


29074 








Seq. ID 


OJ000250_39.0223 


.C8 



28907 




f^orto Mo 






9t ranH 

OLi dilU 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8. 


08. tm 


Method 


TBLASTX: Maize 




Start 


3781 




End 


4005 




GI 


none 




Score 


189 




Exons 


3781. .4005 










Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 




Strand 






o Lai u 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8 . 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


15898 




End 


16782 




GI 


none 




Score 


52 




Exons 


15898. .15987, 15906. 


.16286, 


16075. .16239, 16278 16781, 






16315. .16782 










Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Ponp NJ o 

OtJilG IN U • 


60002 




Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8 . 


o2. tm 


Method 


TBLASTX: Maize 




Start 


15900 




End 


16328 




GI 


none 




Score 


223 




Exons 


15900. .16286, 15919. 


.16239, 


16281. .16328 




Seq. No. 


.29074 




Seq. ID 


OJ000250_39.0223 


.C8 


pQnA Mo 






Strand 






Start 


19950 




.End 


21361 




Name 


OJ000250 39. 0223. C8 . 


ol.tc 


Method 


TBLASTX: Cress 




Start 


15996 




End 


16664 




GI 


none 




Score 


144 




Exons 


15996. .16286, 16054. 


.16239, 


16278. .16664, 16315.. 16644 




Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 








Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


16332 




End 


16959 




GI 


none 




Score 


676 




Exons 


16332. .16916, 16333. 


.16917, 


16894. .16959, 16899. .16958 




Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 




Strand 








J. -7 -7 J W 




End 


21361 




Name 


OJ000250 39. 0223. C8 . 


o2.tc 


Method 


TBLASTX: Cress 




Start 


16674 




End 


17238 




GI 


none 




Score 


100 




Exons 


16674. .16706, 16704. 


.16883, 


16710. .16904, 16905. .17075, 






16906. .17058, 17079. 


.17237, 


17128. .17238 




Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 




Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8 . 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


16687 




End 


17064 




GI 


none 




Score 


127 




Exons 


16687. .16899, 16689. 


.16898, 


16884. .17063, 16885. .17064 





28908 




Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 








Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16821 




End 


17253 




GI 


none 




Score 


180 




Exons 


16821. .17060, 16879. 


.17058, 


17079. .17237, 17113.. 17253 




Seq. No. 


29074 




Seq. ID 


OJ000250J39.0223 


:C8 


Gene No. 


60002 




Strand 






Start 


19950 




End 


21361 






OJ000250 39 0223 C8 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


17115 




End 


17565 




GI 


none 




Score 


165 




Exons 


17115. .17243, 17116. 


.17232, 


17292. .17351, 17293 .. 1734 9, 






17296. .17352, 17298. 


.17360, 


17352. .17522, 17353 .. 174 99, 






17506. .17565 










Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


n^n** No 


60002 




Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8. 


06. tc 


Method 


TBLASTX: Cress 




Start 


17361 




End 


17670 




GI 


none 




Score 


75 




Exons 


17361. '.'17513, 17562. 


.17669, 


17572. .17670 




Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 




Strand 






Cf art- 

o Lai L. 


j. y j j \j 




End 


, 21361 




Name 


OJ000250 39. 0223. C8. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


17391 




End 


17762 




GI 


none 




Score 


80 




Exons 


17391. .17489, 17554. 


.17679, 


17559. .17678, 17 661 .. 177 62, 






17682. .17753, 17686. 


.17760 








Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 




Strand 






Start 


-L J J -J \J 




End 


21361 




Name 


OJ000250 39..0223.C8. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


17622 




End 


18913 




GI 


none 




Score 


126 




Exons 


17622. .17759, 17623. 


.17769, 


17763. .18050, 17776. . 17847, 






17947. .18051, 18809. 


.18913 








Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 




60002 




Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17793 




End 


18949 




GI 


none 




Score 


84 




Exons 


17793. .18086, 17797. 


.17850, 


17938. .18081, 18809.. 18949 




Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223 


.C8 


Gene No. 


60002 




Strand 






Start 


19950 




End 


21361 




Name 


OJ000250 39. 0223. C8. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


17913 




End 


18134 





28909 




GI 


none 




Score 


147 


Exons 


17913. .18134, 17926. 


.18126 






Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223.C8 


bene ino . 


finnn9 




Strand 




Start 


19950 




End 


21361 


Name 


OJ000250 39. 0223. C8 . 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


18614 




End 


18997 . 


GI 


none 




Score 


122 V 


Exons 


18614. .18808, 18615. 


.18755, 


18917. .18997 


Seq. No. 


29074 




Seq. ID . 


OJ000250_39.0223.C8 


bene lno • 






Strand 




Start 


19950 




End 


21361 


Name 


OJ000250 39. 0223. C8. 


o7.tc 


Method 


TBLASTX: Cress 


Start 


18746 




End 


18974 


GI 


none 




Score 


100 


Exons 


18746. .18967, 18813. 


.18974 






Seq. No. 


29074 




Seq. ID 


OJ000250_39.0223.C8 








Strand 




Start 


19950 




End 


21361 


Name 


OJ000250 39. 0223. C8. 


o6.gs 


Method 


GEN SCAN 


S.tart 


19950 


End 


21361 


GI 


none 




Score 


.91 


Exons 


19950. .20057, 21011. 


.21082, 


21329. .21361 


Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223.C9 


Gene No. 


60003 




Strand 


+ 




148 




End 


9246 


Name 


OJ000250 39. 0223. C9. 


ol.gs 


Method 


GENSCAN 


Start 


148 




End 


9246 


GI 


none 




Score 


.44 


Exons 


148.. 1184, 1322.. 2275, 2419. 


.2493, 2927.. 3012, 5173.. 5308, 




5531.. 5726, 7828.. 7939, 9138 


. .9246 




Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223.C9 


bene lno • 


60003 




Strand 


+ 


Start 


148 




End . 


9246 


Name 


OJ000250 39. 0223. C9. 


ol.gp 


Method 


AAT/GAP 


Start 


7821 


End 


8415 


GI 


none 




Score 


1120 


Exons 


7821. .8415 








Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223.C9 


Gene No. 


60004 




Strand 


+ 


Start 


10053 




End 


10995 


Name 


OJ000250 39. 0223. C9. 


o2.gp 


Method 


AAT/GAP 


Start 


10053 




End 


10995 


GI 


903 1.R1084 




Score 


1850 


Exons 


10053. .10995 








GI Descrip. 


'3777598 2.0e-42 (AF095707) 


30S ribosomal protein S17 [Ory; 




sativa] 1 








Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223.C9 


Gene No. 


60005 




Strand 




Start 


10506 




End 


23364 



28910 



Name 

Start 

GI 

Exons 



OJ000250_39.0223.C9.ol.tc Method 

1892 End 

none Sqore 
1892.. 2125, 2174.. 2257 



TBLASTX: Cress 

2257 

154 



Seq. No. 29075 Seq. ID 

Gene No. 60005 Strand 

Start 10506 End 

Name OJ000250_39 . 0223 . C9 . o3 . ts Method 

Start 1897 End 

GI . none Score 

Exons 1897.. 2124, 1901.. 2140 



OJ000250_39.0223.C9 
23364 

TBLASTX : Soybean 

2140 

234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29075 
60005 
10506 

OJ000250_39. 
2046 
none 
2046. 
2416. 
2923. 
3396. 
4316. 



.2168, 
.2541, 
.3015, 
.3650, 
.4402, 
5204. .5305, 
5844. .6029, 



0223.C9.o2.tm 



2054.. 2269, 2059 

2416.. 2535, 2417 

2923.. 3015, 2924 

3398.. 3649, 3445 

4316. .4402, 4317 

5528.. 5719, 5528 

5845.. 6030, 5849 



Seq. ID OJ000250_39.0223.C9 
Strand 

End 23364 
Method * TBLASTX : Mai ze 
End 604 6 

Score 338 

.2271, 2060. .2281, 2061. .2276, 
.2542, 2418. .2543, 2919. .3011, 
.3016, 3372. .3647, 3395. .3649, 
.3663, 3601. .3660, 4315. .4389, 
.4403, 5176. .5304, 5177. .5362, 
.5719, 5530.. 5721, 5831 1'.' 6043, 
.6046 



Seq. No. 29075 
Gene No. 60005 
Start 10506 

Name OJ000250_39 . 0223 . C9 . o2 . gs 

Start 10506 
GI none 

Exons 10506. .11019, 11696. . 11764, 

12714. .12785, 13088 .. 13162, 
15843. .15926, 16409 .. 16519, 
16989. .17114, 17520. .17618, 
19753. .19898, 20336 .. 20386, 
21408. .21497, 21667 .. 21954, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 39. 0223. C9 



23364 
GENSCAN 
23364 
.7 

11791. .11958, 12499. .12623, 
13231. .13293, 14430 .. 14 633, 
16657. .16728, 16838 .. 16912 , 
17783. .17896, 18 634 .. 18817 , 
20968. .21048, 21122 .. 21199, 
23171. .23364 



Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223 


.C9 


Gene No. 


60005 




Strand 






Start 


10506 




End 


23364 




Name 


OJ000250 39. 0223. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10590 




End 


10866 




GI 


none 




Score 


372 




Exons 


10590. .10850, 10600. 


.10866 








Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223 


.C9 


Gene No. 


60005 




Strand 






Start 


10506 




End 


23364 




Name 


. OJ000250 39. 0223. C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10593 




End 


10844 




GI 


none 




Score 


185 




Exons 


10593. .10844, 10618. 


.10839 








Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223 


.C9 



28911 





60005 






^t* ranH 

U L 1 ul 1U 






Start 


10506 






End 


23364 




Name 


OJ000250 39. 0223. C9. 


o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


10593 






End 


10847 




GI 


none 






Score 


223 




Exons 


10593. 


.10847, 10612. 


.10845 








Seq. No. 


29075 






Seq. ID 


OJ000250 


_39.0223 


Gene .No. 


60005 






Strand 






Start 


10506 






End 


23364 




Name 


OJ000250 39. 0223. C9. 


o3 .gp 


Method 


AAT / GAP 




Start 


11367 






End 


14451 




GI 


2882 1 


.R1084 




Score 


2292 




Exons 


11367. 


.12001, 12102. 


.12161, 


12238. .12306, 12384 


. .12435, 




12499. 


.12623, 12714. 


.12785, 


13088. .13162, 13231 


. .13293, 




13378. 


.13479, 14430. 


.14451 









GI Descrip. 1 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



29075 

60005 

10506 

OJ0002 

11914 

none 

11914. 

12094. 

12233. 

12383. 

12694. 

13089. 

13232. 

13375. 

14487. 

16403. 

16833. 

16948. 



50 39.0223.C9.ol.tm 



,11982, 
,12159, 
,12307, 
,12442, 
,12786, 
,13163, 
13306, 
,13479, 
,14540, 
,16522, 
,16913, 
,17097, 



11919. 
12099. 
12240. 
12484. 
12714. 
13090. 
13365. 
14430. 
15832. 
16413. 
16837. 
16989. 



.11993, 
.12161, 
.12302, 
.12672, 
.12797, 
.13170, 
.13478, 
.14540, 
.15927, 
.16520, 
.16914, 
.17099, 



Seq. ID OJ000250 
Strand 

End 23364 
Method -/TBLASTX 
End '^17099 
Score 94 
11919. .11984, 11954 
12100. .12162, 12104 
12241. .12306, 12381 
12498. .12626, 12652 
12723. .12791, 13085 
13092. .13169, 13231 
13371. .13475, 13373 
14434. .14472, 14435 
15836. .15922, 15840 
16651. .16731, 16664 
16838. .16915, 16840 
16989. .17099 



39. 0223. C9 



Maize 



. .11992, 
. .12190, 
. .12434, 
. .12786, 
. .13162, 
. .13293, 
. .13480, 
. .14539, 
. .15944, 
. .16729, 
. .16914, 



Seq. No. 29075 Seq. ID 

Gene No. 60005 Strand 

Start 10506 End 

Name OJ000250_39. 0223 . C9 . ol . ts Method 

Start 12134 End 

GI none Score 

Exons 12134. .12157, 12238 .. 12288 , 12238 .. 12306, 12381 

12382. .12438, 124 98 .. 12626, 124 98 .. 12626, 12505 

12714. .12749, 13085.. 13129 



OJ000250 39.0223.C9 



23364 

TBLASTX : Soybean 
13129 
47 

12434, 
12654, 



Seq. No. 29075 

Gene No. 60005 

Start 10506 

Name OJ000250_39 . 0223 . C9 . o5 . ts 

Start 16842 

GI none 

Exons 16842. .16913, 16842 .. 16913, 
16989. .17123, 17514 .. 17624 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 

16864 

17527 



OJ000250 39. 0223. C9 



16914, 
17619, 



23364 
TBLASTX 
17917 
76 

16948 
17783 



Soybean 



.17106, 
.17914, 



28912 



17789. .17917 



Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223. 


C9 


Gene No. 


60005 




Strand 






O Ld JL U 






End 


23364 




Name 


OJ000250 39. 0223. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16853 




End 


17917 




GI 


none 




Score 


52 




Exons 


16853. .16897, 16854. 


.16898, 


16855. .16929, 16987 .. 17115, 






16987. .17118, 16989. 


.17126, 


16989. .17123, 17520 .. 17621, 






17520. .17621, 17524. 


.17622, 


1777 9. .17898, 17780. .17917, 






17784. .17897, 17788. 


.17898 








ciprr No 


29075 




Seq. ID 


OJ000250_39.0223, 


C9 


Gene No. 


60005 




Strand 






Start 


10506 




End 


23364 




Name 


OJ000250 39. 0223. C9. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


17520 




End 


18874 




GI 


none 




Score 


141 




Exons 


. 17520. .17621, 17524. 


.17619, 


17780. .17917, 17787. . 17897, 






17812. .17898, 18620. 


.18751, 


18634. .18750, 18851.. 18874 




Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223. 


C9 


Gene No . . 


60005 




Strand 








1U JUU 




End 


23364 




Name 


OJ000250 39. 0223. C9. 


o4 . ts 


Method. 


TBLASTX: Soybean 




Start 


18608 




End 


21205 




GI 


none 




Score 


124 




Exons 


18608. .18751, 18616. 


.18750, 


18849. .18911, 18851. .18913, 






19185. .19229, 19302. 


.19349, 


19302. .19355, 19448 .. 19528, 






19449. .19517, 19740. 


.19850, 


20336. .20386, 20965 .. 21108, 






20966. .21049, 21122. 


.21205 








Seq. No. 


29075 




Seq. ID 


OJ000250_39.0223. 


C9 


Gene No. 


60005 




Strand 






Start 


10506 




End 


23364 




Name 


OJ000250 39. 0223. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


23170 




End 


23332 




GI 


none 




-Score 


123 




Exons 


23170. .23268, 23171. 


.23332, 


23172.. 23330 




Seq. No. 


29076 




Seq. ID 


OJ000250_39.0223. 


C10 


Gene No. 


60006 




Strand 


+ 




Start 


963 




End 


1419 




Name 


OJ000250 39. 0223. C10 


.ol.gs 


Method 


GENSCAN 




Start 


963 




End 


1419 




GI 


none 




Score 


.92 




Exons 


963. .1025, 1288. .1419 








Seq. No. 


29076 




Seq. ID 


OJ000250_39.0223. 


C10 


Gene No. 


60007 




Strand 


+ 




Start 


8318 




End 


10484 




Name 


OJ000250 39. 0223. C10 


. o2 . np 


Method 


AAT/NAP 




Start 


8312 




End 


10484 




GI 


2961375 




Score 


395 




Exons 


8312.. 8818, 10425.. 10484 








GI Descrip. 


(AL022141) NAM like 


protein 


[Arabidopsis thaliana] 





28913 




• 1NU • 




oeq • ± u 






Gene No. 


60007 


Strand 


+ 




Start 


8318 


End 


10484 




Name 


OJ000250 39.0223.C10.o4.gs 


Method 


GENSCAN 




Start 


8318 


End 


9281 




GI 


none 


Score 


.66 




Exons 


8318.. 9025, 9159.. 9281 








Seq. No. 


29076 


Seq. ID 


OJ000250_ 


39. 0223. C10 


Gene No. 


60008 


Strand 


+ 




Start 


12150 


End 


20359 




Name 


OJ000250 39 0223 C10 o5 as 


Method 


GENSCAN 




Start 


12150 


End 


20359 




GI 


none 


Score 


.7 




Exons 


12150. .12325, 12951. .13041, 


13359. .13537, 13643. 


.14004, 




14232. .14530, 14 622 .. 14719, 


14836. .15256, 15346. 


.15945, 




16021. .16200, 16394. .16675, 


16712. .16834, 17091. 


.17201, 




17530. .17648, 17738 .. 17945, 


18195. .18464, 19966. 


.20359 


Seq. No. 


29076 


Seq. ID 


OJ000250_ 


39. 0223. C10 


Gene No. 


60008 


Strand 


+ 




Start 


12150 


End 


20359 




Name 


OJ000250 39 0223 CIO o3 nn 


Method 


AAT/NAP 




Start 


13404 


End 


20103 




GI 


3882321 


Score 


537 




Exons 


13404. .13427, 14887. .15256, 


15346. .15600, 15637. 


.15954, 




16021. .16200, 16304. .16439, 


16653. .16889, 17031. 


.17120, 




17588. .17648, 17738 .. 17858, 


18162. .19298, 19966. 


.20103 


GI Descrip. 


(AB018343) KIAA0800 protein 


[Homo sapiens] 








Seq. ID 


OJ000250_ 


099*3 nn 


Gene No. 


60009 


Strand 






Start 


2914 


End 


3755 




Name 


OJ000250 39.0223.C10.o2.gs 


Method 


GENSCAN 




Start 


2914 


End 


3755 




GI 


none 


Score 


.42 




Exons 


2914. .3066, 3729. .3755 








Seq". No. 


29076 


Seq. ID 


OJ000250_ 


39. 0223. C10 


Gene No 


60010 


Strand 






Start 


4481 


End 


10639 




Name 


OJ000250 39.0223.C10.ol.np 


. Method 


AAT/NAP 




Start 


4481 


End- 


7491 




GI 


6587835 


Score 


873 




Exons 


4481. .5595, 6977. .7267, 7364 


. .7491 






GI Descrip. 


(AC006551) Similar to peptide transporter [Arabidopsis thaliana 


Seq. No. 


29076 


Seq. ID 


OJ000250_ 


39. 0223. C10 


Gene No. 


60010 


Strand 






Start 


4481 


End 


10639 




Name 


OJ000250 39.0223.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4481 


End 


5545 




GI 


none 


Score 


51 




Exons 


4481. .4621, 4482. .4613, 4622 


..4819, 4704. .4832, 


4844. .5062, 



4917. .5027, 5075. .5200, 5079. .5171, 5258. .5545, 5307. .5519 



28914 




Seq. No. 


29076 








Seq. ID 


OJ000250_39. 0223. C10 


Gene No. 


60010 








Strand 




Of a r-4- 


A 4ft 1 

*i fl O J- 








End 


10639 


Name 


OJ000250 39. 


0223. 


C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4490 








End 


5539 


GI 


none 








Score 


81 


Exons 


4490. .4831, 


4844. 


.5062, 


4917. 


.5018, 5075. .5200, 5258. .5386, 




5375. .5431, 


5429. 


.5539 








Seq. No. 


29076 








Seq. ID 


OJ000250_39. 0223. C10 




6001 0 








Strand 




Start 


4481 








End 


10639 


Name 


OJ000250 39. 


0223. 


ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4493 








End 


4834 


GI 


none 








Score 


271 


Exons 


4493. .4834 












Seq. No. 


29076 








Seq. ID 


OJ000250_39. 0223. C10 


Hone Wn 


60010 

\J \J \J -L \J 








Strand 




Start 


4481 








End 


10639 


Name 


OJ000250 39. 


0223. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4496 








End 


4811 


GI 


none 








Score 


81 


Exons 


4496. .4810, 


4497. 


.4610, 


4704. 


.4811 




Seq. No. 


29076 








Seq. ID' 


OJ000250_39. 0223. C10 


Gene No. 


60010 








Strand 






A 4ft 1 

4401 








End 


10639 


Name 


OJ000250 39. 


0223. 


C10.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4917 








End 


7443 


GI 


none 








Score 


78 


Exons 


4917. .5039, 


4958. 


.5062, 


5075. 


.5200, 5097.. 5135, 5258.. 5545, 




5376. .5525, 


7082. 


.7132, 


7192. 


.7266, 7366..7443 


Seq. No. 


29076 








Seq. ID 


OJ000250_39. 0223. C10 


Gene No. 


60010 








Strand 




Oj-a r f 
O UCli- u 


A A ft 1 








End 


10639 


Name 


OJ000250 39. 


0223. 


C10.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


7067 








End 


10639 


GI 


none 








Score 


60 


Exons 


7067. .7132, 


7068. 


.7133, 


7135. 


.7269, 7193. .7267, 7358. .7444, 




7363. .7449, 


7441. 


.7467, 


10550 


. .10639 




Seq. No. 


29076 








Seq. ID 


OJ000250_39. 0223. C10 


Gene No. 


60010 








Strand 




O L. CI -L l_ 


44ft1 

*S 1 O X 








End 


10639 


Name 


OJ000250 39. 


0223. 


C10.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


8314 








End 


8806 


GI 


none 








Score 


114 


Exons 


8314. .8412, 


8339. 


.8416, 


8432. 


.8473, 8510. .8539, 8591. .8623, 




8657. .8776, 


8662. 


.8799, 


8780. 


.8806 




Seq. No. 


29076 








Seq. ID. 


OJ000250_39. -0223. C10 


Gene No. 


60010 . 








Strand ; 




Start 


4481 








End 


10639 


Name 


OJ000250 39. 


0223. 


C10.O4 


.ts 


Method 


TBLASTX : Soybean 


Start 


8317 








End 


8806 



28915 



GI 

Exons 



none 

8317. .8406, 8321. 
8591. .8623, 8654. 



Score ■ . 97 
,8410, 8432. .8515, 8437. .8472, 8510. .8545, 
,8746, 8662. .8742, 8780. .8806 



Seq. No. 29076 

Gene No. 60010 

Start 4481 

Name OJ000250_39. 0223 .C10. o6.tm 

Start 8345 

GI none 

Exons 8345.. 8410, 8432.. 8518, 8510. 

8662. .8739, 8780. .8806, 8796. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8545, 8591 
.8888 



OJ000250 39. 0223. C10 



10639 

TBLASTX : Maize 
8888 
80 

8623, 8657.. 8773, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29076 
60011 
16020 

OJ000250_39. 0223. C10. o5.ts 

16020 

none 

16020. .16178, 16021. .16176, 
1634 9. .16474, 16393. .16455 

29076 
60012 
17730 

OJ000250_39. 0223. C10. oS.tm 

17730 

none 

17730. .17972, 17730 .. 18053, 
17966. .18055, 18075. .18104 

29076 
60013 
18387 

OJ000250_39. 0223. C10. o4.tm 

18387 

none 

18387. .18512, 
18509. .18679, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_39. 0223. C10 
16474 

TBLASTX : Soybean 

16474 

201 



16304. .16405, 16315 .. 16371, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_39. 0223. C10 
18104 

TBLASTX : Maize 

18104 

306 



17872. .18054, 17893. . 18057, 



Seq. ID 

Strand 

End 

Method . 
End V; ' 
Score 



OJ000250_39. 0223. C10 
18862 

TBLASTX: Maize 

18679 

132 



18388. .18513, 
18514. .18678, 



18389. .18511, 18394. .18513, 
18515.. 18679 



Seq. No. 29076 Seq. ID 

Gene No. 60013 Strand 

Start 18387 End 

Name OJ000250_39 . 0223 . C10 . o3 . ts Method 

Start 18480 End 

GI none Score 

Exons 18480. .18512, 18509 .. 18754 , 18514 .. 18753, 18736 18861, 
18737. .18862 



OJ000250_39. 0223. C10 
18862 

TBLASTX : Soybean 
18862 
48 



Seq. No. 29076 

Gene No. 60014 

Start 18820 

Name OJ000250_39. 0223. C10. o3.tm 

Start 18820 

GI none 

Exons 18820. . 18936, 
18940. .18978, 



18821. .18949, 
18970. .19122, 



Seq. ID OJ000250_39. 0223. C10 
Strand 

End 19136 

Method TBLASTX : Mai ze 

End 19136 

Score 154 
18937. .18972, 18939 .. 18977, 
18977. .19123, 18984.. 19136 



28916 




Seq. No. 


29076 




Seq. ID 


OJ000250_39.0223 


.C10 


uCllC liv i 


60015 




Strand 






Start 


19060 




End 


20376 




Name 


OJ000250 39. 0223. C10 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


19060 




End 


20082 




GI 


none 




Score 


345 




Exons 


19060. .19299, 19064. 


.19300, 


19065. .19298, 19963 .. 20058, 






19965. .20060, 19965. 


.20057, 


20059. .20082 




Seq. No. 


29076 




Seq. ID 


OJ000250_39.0223 


• C10 


Gene No. 


60015 




Strand 






Start 


19060 




End 


20376 




Name 


OJ000250 39. 0223. C10 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


19176 




End 


20376 




GI 


none 




Score 


216 




Exons 


19176. .19298, 19182. 


.19298, 


19963. .20151, 19965. .20117, 






20120. .20239, 20120. 


.20245, 


20124. .20324, 20125 .. 20331, 






20288. .20332, 20329. 


.20370, 


20332. .20352, 20347.. 20376 




Sea. No. 


29076 




Seq. ID 


OJ000250_39.0223 


.C10 


Gene No. 


60015 




Strand 






Start 


19060 




End 


20376 




Name 


, OJ000250 39. 0223. C10 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19963 




End 


20219 




GI 


none 




Score 


347 




Exons 


19963. .20217, 19965. 


.20219 








Sea No 


29076 




Seq. ID 


OJ000250_39.0223 


.C10 


Gene No. 


60015 




Strand 






Start 


19060 




End 


20376 




Name 


OJ000250 39. 0223. C10 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


20221 




End 


20376 




GI 


none 




Score 


185 




Exons 


20221. .20376, 20221. 


.20355 








Seq. No. 


29077 




Seq. ID 


OJ000250_39.0223 


.Cll 


Gene No. 


60016 




Strand 


+ 




Start 


134 




■ End 


667 




Name 


OJ000250 39.0223.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4 




End 


458 




GI 


none 




Score 


201 




Exons 


4. .162, 5. .160, 288. 


.389, 299. .355, 333. .458, 377.. 439 




Seq. No. 


29077 




Seq. ID 


OJ000250_39.0223 


.Cll 


Gene No. 


60016 




Strand 


+ 




Start 


134 




End 


667 




Name 


OJ000250 39.0223.C11 


. ol.gs 


Method 


GEN SCAN 




Start 


134 




End 


667 




GI 


none 




Score 


.9 




Exons 


134. .184, 291. .667 










Seq. No." 


29078 




Seq. ID 


OJ000250_39.0223 


-C15 


Gene No. 


60017 




Strand 






Start 


1 




End 


459 




Name 


OJ000250 39.0223.C15 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


459 





28917 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2760328 Score 109 

1..193, 275. .459 

(AC002130) F1N21.13 [Arabidopsis thaliana] 



29078 Seq. ID 

60017 Strand 

1 End 
OJ000250_39 . 0223 . C15 . ol . tm Method 

1 End 

none Score 

1, .195, 2. .178, 2, .196 



OJ000250_39.0223.C15 
459 

TBLASTX: Maize 

196 

174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29078 Seq. ID 

60017 Strand 
1 End 
OJ000250_39 . 0223 . C15 . ol . gs Method 
51 End 
none Score 
51. .193, 272. .411 

29079 Seq. ID 

60018 Strand 
1 End 
OJ000250_35.0224.Cl.ol.np • Method 
1 End • 
113666 Score 
1..88, 694. .787 

**** ALU CLASS A WARNING ENTRY **** 



OJ000250_39.0223.C15 
459 

GENSCAN 

411 

.94 



OJ000250_35.0224.C1 
+ 

787 

AAT/NAP 

787 

70 



OJ000250 35. 0224. C2 



29080 Seq. ID 

60019 Strand 

1 End 273 

OJ000250_35 . 0224 . C2 . ol . np Method AAT/NAP 

1 End 273 

2498930 Score 109 
1..46, 214, .273 

DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


' 29080 








Seq. ID 


OJ000250_ 


35 


.0224 


.C2 


Gene No. 


60020 








Strand 










Start 


214 








End 


273 








Name 


OJ000250 35 


.0224 


.C2.ol. 


gs 


Method 


GENSCAN 








Start 


214 






End 


273 








GI 


none 








Score 


. 98 








Exons 


214. .273 


















Seq. No. 


29081 








Seq. ID 


OJ000250_ 


35 


.0224 


.C3 


Gene No. 


60021 








Strand 










Start 


4566 








End 


5196 








Name 


OJ000250 35 


.0224 


.C3.o2. 


gs 


Method 


GENSCAN 








Start 


4 566 








End 


5196 








GI 


none 








Score 


.56 








Exons 


4566. .4756, 


4865 


. .5000, 


5161. 


.5196 










Seq. No. 


29082 








Seq. ID 


OJ000250_ 


35 


.0224 


.C4 


Gene No. 


60022 








Strand 


+ 









28918 




Start 


13355 


End 


13543 






Name 


OJ000250 35.0224.C4.o3.gs 


Method 


GENSCAN 






Start 


13355 


End 


13543 






GI 


none 


Score 


.83 






Exons 


13355. .13543 










Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. 


C4 


Gene No. 


60023 


Strand 


+ 






Start 


23179 


End 


23401 






Name 


OJ000250 35.0224.C4.ol.gp 


Method 


AAT/GAP 






Start 


23179 


End 


23401 






GI 


569001 


Score 


413 






Exons 


23179. .23401 










Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. 


C4 


Gene No. 


60024 


Strand 


+ 






Start 


27834 


End 


32269 






Name 


OJ000250 35.0224.C4.o4.np 


Method 


AAT/NAP 






Start 


27834 


End 


31278 






GI 


2618725 


Score 


75 






Exons 


27834. .27881, 30726. .30808 f 


31179. .31278 






GI Descrip. 


(U49074) IAA18 [Arabidopsis 


thaliana] 








Seq. No. 


29082 


Seq. ID 


OJ000250 35. 


0224 . 


C4 


Gene No. 


'"60024 


Strand 


+ 






Start 


27834 


End 


32269 






Name 


OJ000250 35.0224.C4.o2.gp 


Method 


AAT/GAP 






Start 


30167 


End 


30605 






GI 


2427254 


Score 


780 






Exons 


30167. .30605 










Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. 


C4 


Gene No . 


60024 


Strand 


+ 






Start 


27834 


End 


32269 






Name 


OJ000250 35.0224.C4.o3.gp 


Method 


AAT/GAP 






Start 


31147 


End 


32269 






GI 


3761166 


Score 


1062 






Exons 


31147. .31239, 31334. .31593, 


31956. .32269 






Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. 


C4 


Gene No . 


60025 


Strand 








Start 


723 


End 


3612 






Name 


OJ000250 35.0224.C4.ol.gs 


Method 


GENSCAN 






Start 


723 


End 


3612 






GI 


none 


Score 


.47 






Exons 


723. .784, 1644. .1911, 2094.. 


2449, 2568 


. .3051, 3283. 


.3612 




Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. 


C4 


Gene No. 


60025 


Strand 








Start 


723 


End 


3612 






Name 


OJ000250 35.0224.C4.ol,np 


Method 


AAT/NAP 






Start 


724 


End 


2726 






GI 


5295971 


Score 


1139 






Exons 


724. .784, 1248. .2726 










GI Descrip. 


(AB026295) EST D24315 (R1718) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



28919 




Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224 .C4 


Gene No. 


60026 


Strand 






Start 


4121 


End 


10888 




Name 


OJ000250 35.0224.C4.o2.gs 


Method 


GEN SCAN 




Start 


4121 


End 


10888 




GI 


none 


Score' 


.46 




Exons 


4121. .4411, 4463.-4623, 4717 


..4869, 4 


957.. 5173, 5334.. 5368, 




5601.. 5718, 6303. .6409, 8265 


..8389, 8762.. 8780, 9071.. 9179, 




10847. .10888 








Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. C4 


Gene No. 


60027 


Strand 






Start 


17791 


End "* 


21413 




Name 


OJ000250 35.0224.C4.o4.gs 


Method 


GENSCAN 




Start 


17791 


End 


20547 




GI 


none 


Score 


.66 




Exons 


17791. .19617, 19786.. 20547 








Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. C4 


Gene No . 


60027 


Strand 






Start 


17791 


End 


21413 




Name 


. OJ000250 35.0224.C4.o2.np 


Method 


AAT/NAP 




Start 


17797 


End 


21413 




GI 


2739382 ^ 


Score 


987 




Exons 


17797. .19631, 19806 .. 19921, 


21353. .21413 




GI Descrip. 


(AC002505) unknown protein [Arabidopsis thaliana] 




Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. C4 


UC11C LlU • 


60028 


Strand 






Start 


21472 


End 


25185 




Name 


OJ000250 35.0224.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1212 


End 


1860 




GI 


none 


Score 


64 




Exons 


1212. .1400, 1214. .1426, 1408 


..1695, 1433. .1588, 1693. .1860, 




1762. .1857 








Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. C4 


Gene No 


60028 


Strand 






Start 


21472 


End 


25185 




Name 


OJ000250 35.0224.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


1220 


End 


1882 




GI 


none 


Score 


57 




Exons 


1220.. 1426, 1326.. 1427, 1474 


..1578, 1488. .1577, 1588. .1881, 




1613. .1882 








Sea No 


29082 


Seq. ID 


OJ000250_35. 


0224. C4 


Gene No. 


60028 


Strand 






Start 


21472 


End 


25185 




Name 


OJ000250 35.0224.C4.o7.tm 


Method 


TBLASTX: Maize 


Start 


1224 


End 


1605 




GI 


none 


Score 


85 




Exons 


1224.. 1448, 1262.. 1459, 1411 


..1599, 1435. .1605 




Seq. No. 


29082 


Seq. ID 


OJ000250_35. 


0224. C4 


Gene No. 


60028 


Strand 






Start 


21472 


End 


' 25185 





28920 




Name 


OJ000250 35 


.0224 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1747 








End 


2174 




GI 


none 








Score. 


95 




Exons 


1747. .i998, 


1751 


. .1981, 


2028. 


.2159, 2028.. 2174 




Seq. No. 


29082 








Seq. ID 


OJ000250_35.0224 


-C4 


bene wo . 


DUUZ o 








Strand 






Start 


21472 








End 


25185 




Name 


OJ000250 35 


.0224 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start . 


2034 








End 


2574 




GI 


none 








Score 


107 




Exons 


2034. .2243, 


2229 


. .2528, 


2229. 


.2573, 2443.. 2574 




Seq. No. 


29082 








Can T D 


0,10009 SCI "3S 0994 


.C4 


bene ino • 










Of- ranr l 
uLI a. lid 






Start 


21472 










9 SI ft S 
£ o ± O J 




Name 


OJ000250 35 


.0224 


.C4 .o4. 


tm 








Start 


2256 








EjIIkJ. 


9 S74 




GI 


none 








Score 


88 




Exons 


2256. .2573, 


2473 


. .2574 










Seq. No. 


29082 










htooo9so ?s n994 


.C4 


Gene No. 


60028 














O LCti L. 


£~ J. *i / t* 








JjIIU 


Z JlO J 




Name 


OJ000250 35 


.0224 


.C4.o3. 


ts 


L v Jt2 LilUvJ. 






Start 


2259 










9 £0£ 




GI 


5509260 








Score 


65 




Exons 


2259. .2453, 


2268 


. .2606, 


2452. 


.2574 






GI Descrip. 


- 














Seq. No. 


29082 








Qorr Tn 

oeq. xu 


otooo9so ^s 0994 


.C4 


bene wo . 


OUUZo 








OLLallU 






Start 


21472 








Hi! 1L1 


9 S1 ft S 




Name 


OJ000250 35 


.0224 


.C4 ,o4 . 


tc 


Mot" Vio*H 

L it: 


l Diinu x z\ • ^ l_ c o o 




Start 


2364 








End- 


2607 




GI 


none 








Score 


99 




Exons 


2364. .2600, 


2413 


. .2607 










Seq. No. 


29082 








oeq. -Lu 


htooo9so ^s 0994 


.C4 




DU \J O 








Strand* 






Start 


21472 








End 


25185 




Name 


OJ000250 35 


.0224 


•C4 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2596 








End 


2922 




GI 


none 








Score 


221 




Exons 


2596. .2922 














Seq. No. 


29082 








Seq. ID 


OJ000250_35.0224 


• C4 


bene lno • 


DUUZD 








Strand 






Start 


21472 








End 


25185 




Name 


OJ000250 35 


.0224 


.C4.o8. 


tm . 


Method 


TBLASTX: Maize 




Start 


2596 








End 


2914 




GI 


none 








Score 


81 




Exons 


2596. .2910, 


2798 


. .2914 










Seq. No. 


29082 








Seq. ID 


OJ000250_35.0224 


.C4 


Gene No. 


60028 








Strand 






Start 


21472 








End 


25185 





28921 



Name 


OJ000250 35. 0224. C4 


.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


2728 






End 


3057 




GI 


none - 






Score 


65 




Exons 


2728. . 


3057, 2867.. 3025 








Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


-C4 


bene ino . 


60028 






Strand 






Start 


21472 






End 


25185 




Name 


OJ000250 35. 0224. C4 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


2995 






End 


3457 




GI 


none 






Score 


90 




Exons 


2995. . 


3081, 3107.. 3208, 3202 


..3456, 3236. .3457 




Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


.C4 


bene lnu . 


60028 






Strand 






Start 


21472 






End 


25185 




Name 


OJ000250 35. 0224. C4 




Method 


TBLASTX : Soybean 




Start 


18007 






End 


18399 




GI 


none 






Score 


46 




Exons 


18007. 


.18399, 18035 


. .18088, 


18179. .18334 




Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


.C4 




60028 






Strand 






Start 


21472 






End 


25185 




Name 


OJ000250 35. 0224. C4 


/-\ £. 4- /-* 
.Uu. LL- ■ 


Method 


TBLASTX: Cress 




Start 


18013 






End 


18324 




GI 


none 






Score 


75 




Exons 


18013. 


.18324, 18019 


. .18186, 


18035. .18268 




Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


.C4 


Gene No. 


60028 






Strand 






o to. IT t. 


21472 






End 


25185 




Name 


OJ000250 35. 0224. C4 


. o2 . tm 


Method 


TBLASTX : Maize 




Start 


18040 






End 


18828 




GI 


none 






Score 


73 




Exons 


18040. 


.18087, 18041 


. .18088, 


18079. .18828, 18140 .. 18325, 






18383. 


.18439 










Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


.C4 


fZo t~i o Mrt 


60028 






Strand 






Start 


21472 






End 


25185 




Name 


OJ000250 35. 0224. C4 


.o5. ts 


Method. 


TBLASTX : Soybean 




Start 


18454 






End 


18825 




GI 


none 






Score 


44 




Exons 


18454. 


.18801, 18544 


. .18624, 


18634. .18825, 18665. .18799 




Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


.C4 




60028 






Strand 






Start 


21472 






End 


25185 




Name 


OJ000250 35. 0224. C4 


.05. tc 


Method 


TBLASTX: Cress 




Start 


18490 






End 


18795 




GI 


none 






Score 


214 




Exons 


18490. 


.18795 










Seq. No. 


29082 






Seq. ID 


OJ000250_35.0224 


.C4 


Gene No. 


60028 






Strand 






Start 


21472 






End 


25185 





28922 




Name 


OJ000250 35. 0224. C4. 


o3.np 


Method 


AAT/NAP 






Start 


21472 




End 


25175 






GI 


5923669 




Score 


1022 






Exons 


21472. .21529, 22645. 


.24744, 


24850. .25175 






GI Descrip. 


(AC009326) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


9 Qflft 9 

Z. _7U O Z. 






o.tooopso 


*3R 0994 

J .J • w z. z. *± 


.C4 


G@n@ No . 


60028 

vj U U Z. U 




St rand • 








Start 


91 47? 

Z. X *i / Z. 




End 


25185 






Name 






Method 


TBLASTX: 






Start 






End 


23080 






GI 






Score 


163 






Exons 


226^1 2^079 226^4 


23080 










Seq. No. 






Seq. ID 


OJ000250 


*3 5 D994 

■J -J • \J Z> Z> *i 


-C4 


Gene No. 


60028 




Strand 








Start 


21472 




End 


25185 






Name 


OJ0002S0 0224 CA 


o 1 tm 


Method 


TBLASTX: 


Ma i ze 




Start 


22639 _ 




End 


25177 






GI 


1 iUllC 




Score 


244 






Exons 


996?Q 9^7Q 99646 

Z. Z. \J O .7 • . Z J J / .7 , Z, Z. V *i U • 


9*397 c i 


23041. .23376, 23074 


9*347R 








9*361 o 


23680. .24063, 23683 


9*3Q1 6 

• . Z, J -7 X U , 






9*37*31 9*3fi44 9^8*^7 


949R9 

• Z, *i Z O Z, , 


23986. .24378, 23987 


94 *307 






94(11 Q 9491 0 9409*3 


94 9Q9 

• Z, *i Z _7Z, , 


24175. .24588, 24256 


94 *^7 *3 

• • ^4 J / J; 






94979 94*361 94*3*37 


94 67 S 

• Z. *4 D f J , 


24404 . .24511, 24481 


94 R7 Q 






24559. .24675, 24646. 


.24972, 


24781. .25143, 24868 


. .25176, 






24884. .25177, 24895. 


.25062, 


25087. .25146 






Seq. No. 


9Q0R 9 




Seq. ID 


OJ000250 


*3S 0994 

JJ< U Z Z, *i 


.C4 


Gene No. 


6009fl 




Strand 








Start 


91479 
z. ± *t / z. 




End 


25185 






Name 


o.Tnnn?Rn *3S n994 ca 


r>9 1-r 


Method 


TBLASTX: 


Cress 




Start 


99R10 ™~ 




End 


25185 






GI 






Score 


100 






Exons 


22810. .22899, 22897. 


.23496, 


22916. .23272, 23311 


. .23532, 






23333. .23461, 23893. 


.24360, 


24241. .24660, 24499 


. .24804, 






?4ft1 1 9M ftS 24R29 

Z. 4 O J. .L • • Z J X O J , 6 4U4 J • 


94 9R4 

* £.4-704 










Seq. No. 


29082 




. Seq. ID 


OJ000250 


_35.0224 


.C4 


Gene No. 


60028 




Strand 








Start 


21472 

Z, JL *3 / Z. 




End 


25185 






Name 


O,T0009 c i0 *3S 09 94 T4 


r»9 -f- Tat 
UZ, • L W 


Method 


TBLASTX: Wheat 




Start 


22942 _ 

Z. £. J *i Z. 




End 


25176 






GI 


none 




Score 


132 






Exons 


22942. .23412, 22943. 


.23398, 


22999. .23118, 23683 


. .24006, 






23926. .24291, 24226. 


.24618, 


24847. .25176 






Seq. No. 


29082 




Seq. ID 


OJ000250 


_35.0224 


.C4 


Gene No. 


60028 




Strand 








Start 


21472 




End 


25185 






Name 


OJ000250 35. 0224. C4. 


06. ts 


Method 


TBLASTX:; 


Soybean 




Start 


23095 




End 


25176 






GI 


none 




Score 


208 . 






Exons 


23095. .23358, 23311. 


.23610, 


23920. .24285, 24337 


. .24600, 






24511. .24885, 24817. 


.25176 










Seq. No. 


29082 




Seq. ID 


OJ000250 


_35.0224 


.C4 



28923 




Gene No. 


60029 




Strand 






Start 


36274 




End 


36704 




Name 


OJ000250 35 0224 C4 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


36274 




End 


36640 




GI 


none 




Score 


78 




Exons 


36274. .36366, 36276. 


.36368, 


36369. .36524, 36377 .. 36508, 






36396..36S24, 36495. 


.36593, 


36498. .36593, 36548 .. 36607, 






36616. .36639, 36617. 


.36640 








Seq. No. 


29082 




Seq. ID 


OJ000250_35.0224 


.C4 


Gene No. 


60029 




Strand 






Start 


36274 




End 


36704 




Name 


OJ000250 35. 0224. C4. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


36380 




End 


36704 




GI 


none 




Score 


87 




Exons 


36380. .36481, 36384. 


.36518, 


36393. .36524, 36510 .. 36704 , 






36537. .36629, 36568. 


.36696 








Seq. No. 


29082 




Seq. ID 


OJ000250_35.0224 


.C4 


(2c*np No 


60030 

\j \j \j \j 




Strand 






Start 


38146 




End 


38404 




Name 


OJ000250 35. 0224. C4. 


06. tm 


Method 


TBLASTX: Maize 




Start 


38146 




End 


38404 




GI 


none 




Score 


143 




Exons 


38146. .38301, 38146. 


.38403, 


38153. .38404 




Seq. No. 


29083 




Seq. ID 


OJ000250_35.0224 


.C5 


OCUC J.NU • 


60031 




Strand 


+ 




Start 


226 




End 


675 




Name 


OJ000250 35. 0224. C5. 


ol.gs 


Method 


GENSCAN 




Start 


226 




. End 


675 




GI 


none 




Score 


.94 




Exons 


226. .357, 549. .675 










Seq. No. 


29083 




Seq. ID 


OJ000250_35.0224 


.C5 




60032 




Strand 






Start 


989 




End 


1269 




Name 


OJ000250 35. 0224. C5. 


o2 .gs 


Method 


GENSCAN 




Start 


989 




End " 


1269 




GI 


none 




Score 


.82 




Exons 


989. .1269 










Seq. No. 


29084 




Seq. ID 


OJ000250_35.0224 


.C6 


Gene No. 


60033 




Strand 






Start 


1 




End 


1347 




Name 


OJ000250 35. 0224. C6. 


ol.np 


Method 


AAT/NAP 




Start 


1 




• End 


1347 




GI 


4006915 




Score 


342 




Exons 


1..233, 475. .723, 816. .1347 








GI Descrip. 


(Z99708) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


29084 




Seq. ID 


OJ000250_35.0224 


.C6 


Gene No. 


60033 




Strand 






Start 


1 




End 


1347 




Name 


OJ000250 35. 0224. C6. 


ol .gs 


Method 


GENSCAN 




Start 


81 




End 


1163 




GI 


none 




Score 


.72 





28924 



Exons 



81. .233, 475. .639, 840. .1163 



Seq. No. 


29084 


Seq. ID 


OJ000250_35.0224.C6 


Gene No. 


60033 


Strand 


- 


Start 


1 


End 


1347 


Name 


OJ000250 35.0224.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


840 


End 


1163 


GI 


none 


Score 


82 


Exons 


840. .884, 945. .1052, 1060.. 


1161, 1074. 


.1163, 1093. .1161 


Seq. No. 


29084 


Seq. ID 


OJ000250_35.0224.C6 


Gene No. 


60033 


Strand 


- 


Start 


1 


End . 


1347 


Name 


OJ000250 35.0224.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


894 


End 


1173 


GI * 


none 


Score 


79 


Exons 


894. .926, 963. .1166, 978. .1172, 1105.. 


1173 


Seq. No. 


29085 


Seq. ID 


OJ000250_35.0224.C7 


UCI1C IN \J . 


60034 


Strand 


+ 


Start 


5304 


End 


15951 


Name 


OJ000250 35.0224.C7.ol.gs 


Method 


GENSCAN 


Start 


5304 


End 


15951 


GI 


none 


Score 


.48 


Exons 


5304. .5309, 6223. .6295, 7654. .7809, 11550 11675, 12554 .. 12734 , 




12838. .12860, 13310. .13573, 


14725. .14 948, 15271. .15379, 




15474. .15599, 15605.. 15951 






Seq. No. 


29085 


Seq. ID 


OJ000250_35.0224.C7 


Gene No. 


60035 


Strand 


+ 


Start 


19527 


End 


20439 


Name 


OJ000250 35.0224.C7.o3.gs 


Method 


GENSCAN 


Start 


19527 


End 


20439 


GI 


none 


Score 


.55 


Exons 


19527. .19654, 19797 .. 19870, 


19978. .20126, 20191.. 20439 


Sea No 


29085 


Seq. ID 


OJ000250_35.0224.C7 


Gene No.. 


60036 


Strand 




Start 


14544 


End 


15945 


Name 


OJ000250 35.0224.C7.ol.np 


-' Method 


AAT/NAP 


Start 


14544 


End 


15945 


GI 


6815109 


Score 


942 


Exons 


14544. .14638, 14779. .15945 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


29085 


Seq. ID 


OJ000250_35.0224.C7 


Gene No. 


60037 


Strand 




Start 


22592 


End 


26414 


Name 


OJ000250 35.0224.C7.o2.np 


Method 


AAT/NAP 


Start 


22592 


End 


26414 


GI 


6539553 


Score 


6170 


Exons 


22592. .26414 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 



Similar to Oryza australiensis retrotransposon RIRE1 
[Oryza sativa] 



(D85597) 



28925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29085 
60038 
26642 

OJ000250_35 . 0224 . C7 . o2 . tw 

22728 

none 

22728. .23114, 22729 .. 23112, 
22807. .23127, 23115 .. 23198 , 

29085 
60038 
26642 

OJ000250_35.0224.C7.o4 .ts 

22856 

none 

22856. .23065, 22880 .. 23065, 

29085 
60038 
26642 

OJ000250_35.0224.C7.o4.tm 

23060 

none 

23060. .23398, 23073 . .23288, 

29085 
60038 
26642 

OJ000250_35.0224.C7.o3.ts 

23210 

none 

23210. .23494, 23355 23498, 



29085 
60038 
26642 

OJ000250_35.0224.C7 

23503 

none 

23503. .23613, 23608, 



o3 . tw 
.23952, 



29085 
60038 
26642 

OJ000250_35.0224.C7, 

23506 

none 

23506. .23952, 23591, 



Seq. ID OJ000250_35.0224 .C7 
Strand 

End 27179 

Method TBLASTX : Wheat 

End 23204 

Score 293 
22763. .23122, 22766 .. 23122 , 
23129. .23203, 23133.. 23204 

Seq. ID OJ000250_35.0224..C7 

Strand " - 

End 27179 

Method TBLASTX : Soybean 

End 23197 

Score 89 
23084. .23197, 23091.. 23165 

Seq. ID OJ000250_35.0224 .C7 
Strand 

End 27179 

Method TBLASTX : Mai ze 

End 23399 

Score 177 
23075. .23383, 23349.. 23399 

Seq. ID OJ000250_35.0224.C7 
Strand 

End 27179 

Method TBLASTX : Soybean 

End 23553 

Score 69 
23503. .23553, 23514.. 23540 

Seq. ID OJ000250_35.0224.C7 
Strand 

End 27179 

Method TBLASTX: Wheat 

End 23952 

Score 90 
23632. .23805 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000250 35. 0224. C7 



o2.tm 

.23701, 23635. .23817, 23771.. 23953 



27179 

TBLASTX: Maize 
23953 
55 



29085 Seq. ID 

60038 Strand 

26642 End 

OJ000250_35 . 0224 . C7 . ol . ts Method 

23623 End 

5509260 Score 

23623. .24060, 23642 .. 23701, 23774.. 23992 



OJ000250 35. 0224. C7 



27179 

TBLASTX : Soybean 
24060 
58 



28926 






9 QHR R 






runnn^sn ^ 0994 


p 7 


Gene No. 


60038 




Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


23734 




End 


23994 




GI 


none 




Score 


87 




Exons 


23734. .23994, 23822 


. .23992. 








Seq. No. 


29085 




Seq. ID 


OJ000250_35.0224 


.Cl 








Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


24007 




End ■ 


24760 




GI 


none 




Score 


310 




Exons 


24007. .24462, 24007 


. .24450, 


24317. .24451, 244 42 24750 , 






24443. .24760, 24450 


. .24752 








Seq. No. 


29085 




Seq. ID 


OJ000250_35.0224 


.C7 


VJtJllC ViKJ . 


UUU JO 




Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


24412 




End 


24808 




GI 


none 




Score 


38 




Exons 


24412. .24450, 24455 


. .24583, 


245,37.-24575, 24584 .. 24808 , 






24599. .24793, 24630 


. .24800 








oeq, iNO • 






Seq. ID 


OJ000250_35.0224 


Cl 


Gene No. 


60038 




Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


24596 




End 


25030 




GI 


none 




Score 


274 




Exons 


24596. .25030 










OC^* ViKJ • 


9QDR S 




Seq. ID 


OJ000250_35.0224 


Cl 


Gene No. 


60038 




Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


24761 




End 


24955 




GI 


none 




Score 


177 




Exons 


24761. .24955, 24761 


. .24952 














Seq. ID 


OJ000250_35.0224 


Cl 


Gene No. 


60038 




Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


.oS.ts 


Method 


TBLASTX: Soybean 




Start 


24818 




End 


25204 




GI 


none 




Score 


86 




Exons 


24818. .25066, 25049 


. .25204 








Seq. No. 


29085 




Seq. ID 


OJ000250_35.0224 


.C7 


Gene No. 


60038 




Strand 






Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


25167 




End 


25672 




GI 


none 




Score 


44 





28927 




Exons 


25167. .25211, 25175. 


.25210, 


25183. .25425, 25222 .. 25425, 






25226.-25426, 25233. 


.25427, 


25416. .25520, 254 18 .. 25540, 






25419. .25493, 25631. 


.25672 








Seq. No. 


29085 




Seq. ID 


OJ000250_35.0224 


.C7 


bene ino • 


UUUJO 




Strand 


- 




Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


25972 




End 


26285 




GI 


none 




Score 


273 




Exons 


25972. .26277, 25974. 


.26285 








Seq. No. 


29085 




Seq. ID 


OJ000250_35.0224 


.C7 




Ul/U JO 




Strand 


- 




Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. CI. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


26034 




End 


26420 




GI 


none 




Score 


237 




Exons 


26034. .26420, 26035: 


.26409 








Seq. No. 


29085 




Seq. ID 


OJ000250_35.0224 


.C7 


Pono Wo 
UCllC Vi\J • 


OUU JO 




Strand 


- 




Start 


26642 




End 


27179 




Name 


OJ000250 35. 0224. C7. 


oS.gs 


Method 


GENSCAN 




Start 


26642 


End 


27179 




GI 


none 




Score 


.94 




Exons 


26642. .26849, 27027. 


.27179 








Seq. No. 


29086 




Seq. ID 


OJ000250 35.0224 


.C8 


bene lno • 


D U VJ J _/ 




Strand 


+ 




Start 


106 




End 


745 




Name 


OJ000250 35. 0224. C8. 


ol.gs 


Method 


GENSCAN 




Start 


106 




End 


745 




GI 


none 




Score 


.77 




Exons 


106. .232, 522. .745 










Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


60040 




Strand 


+ 




Start 


10230 




End 


14726 




IN CUUC 


OJ0002S0 35 0224 C8 




Method 


AAT/GAP 




Start 


10230 




End 


10855 




GI 


2310235 




Score 


289 




Exons 


10230. .10267, 10716. 


.10855 








GI Descrip. 


5852182/emb|CAB55420 


.11 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


UCilC LNVJ . 






Strand 


+ 




Start 


10230 




End 


14726 




Name 


OJ000250 35. 0224. C8. 


o4 .gs 


Method 


GENSCAN 




Start 


10716 




End 


11474 




GI 


none 




Score 


. 93 




Exons 


10716. .11474 










Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


60040 




Strand 


+ 




Start 


10230 




End 


14726 





28928 



Name OJ000250_35 . 0224 . C8 . o2 . gp Method AAT/GAP 

Start 10724 End 14726 

GI 342_1.R1084 Score 6789 

Exons 10724. .14726 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29086 Seq. ID 

60040 Strand 
10230 End 
OJ000250_35.0224 .C8.o3.np Method 
10727 End 
4680203 Score 

10727. .12390, 1254 4 .. 12774 , 13051. .14028 
(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000250_35.0224.C8 
+ 

14726 
AAT/NAP 
14028 
3262 



29086 Seq. ID 

60040 Strand 

10230 End 

OJ000250_35 . 0224 . C8 . o5 . gs Method 

11846 End 

none Score 

11846. .12169, 12223.. 14049 



OJ000250_35.0224.C8 
+ 

14726 
GENS CAN 
14049 
.88 



,Seq. No. 29086 Seq. ID 

Gene No. 60041 Strand 

Start 14820 End 

Name 0 J000250_35 . 0224 . C8 . o4 . np Method 

Start 14820 End 

GI 81286 Score 

Exons 14820. .15163 

GI Descrip. extensin - Volvox carteri (fragment) 

(X65165) extensin [Volvox carteri] 



35. 0224. C8 



OJ000250_ 
+ 

15163 
AAT/NAP 
15163 
138 



gi I 21992 | emb|CAA46283 | 



Seq. No. 


29086 






Seq. ID 


OJ000250_35. 


0224 


-C8 


Gene No. 


60042 






Strand 








Start 


2406 






End 


7372 






Name 


OJ000250 35 


.0224. 


C8.o2. 


gs Method 


GENSCAN 






Start 


2406 






End 


4790 






GI 


none 






Score 


.43 






Exons 


2406. .2662, 


3118. 


.3397, 


4051. .4317, 4413. .4790 






Seq. No. 


29086 






Seq. ID 


OJ000250_35. 


0224 


.C8 


Gene No. 


60042 






Strand 








Start- 


2406 






End 


7372 






Name 


OJ000250 35 


.0224. 


C8.ol. 


np Method 


AAT/NAP 






Start 


2768 






End 


4796 






GI 


6006887 






Score 


342 






Exons 


2768. .2876, 


3177. 


.3397, 


4051. .4317, 4413. .4796 






GI Descrip. 


(AC008153) ! 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


29086 






Seq. ID 


OJ000250_35. 


0224 


.C8 


Gene No. 


60042 






Strand 








Start 


2406 






End 


7372 






Name 


OJ000250 35 


.0224. 


C8.o2. 


np Method 


AAT/NAP 






Start 


4021 






End 


7372 






GI 


100488 






Score 


414 







28929 




Exons 


4021.. 4070, 6599. 


.7234, 7321 


. .7372 






GI Descrip. 


TNP2 protein - garden snapdragon 






Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


6004 "3 

\JUU1 J 




Strand 






Cf art" 

o Lai u 


1 4 7 fifi 
X ft / O D 




End 


15032 




Name 


r>T0009R0 0994 




Method 


TBLASTX: Maize 




Start 


441^ ~ 




End 


5986 




GI 


none 




Score 


43 




Exons 


441^ A A QQ 4 ci^q 

4 4 J. .J . .44:?;?, 4 JJJ. 


4 61 Q 4^7 6 

. 4D13; 4J / D 


..4662, 4636. .4791, 4638.-4793 




5930. .5986 










Seq. No. 


9Q0ftfi 




Seq. ID 


OJ000250_35.0224 


-C8 


V3CUC ViVJ , 


6004^ 




Strand 






Start 


1 47 fifi 




End 


15032 




Name 


o.tooo9so n??4 


Pft n9 T" 0 


Method 


TBLASTX: Soybean 




Start 


44 t;o — 

4 4 *J O 




End 


6004 




GI 


none 




Score 


70 




Exons 


4458. .4499, 4545. 


.4787, 4563 


..4775, 4693. .4791, 5930. .6004 


Seq. No. 


9Q0ft fi 




Seq. ID 


OJ000250_35.0224 


.C8 




6004 ? 




Strand 






Start 


1 4766 




End 


15032 




Name 


r>T0009^n ^ 0994 


V^O • OO • LC 


Method 


TBLASTX: Cress 




Start 


4 R4 ft _ 

4 34 O 




End 


6004 




GI 


none 




Score 


121 * 




Exons 


A^4Q 47"3^ 4^76 
4040. .ft f JJ t ft O / O . 


.4734, 5930 


. .6004 






Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


. C8 


Gene No. 


6004 ^ 
OUU4 J 




Strand 






Cf arf 
O l_ d. I. U 


147 66 
i. ft / O O 




End 


15032 




Name 


OT00 0 9Rn 0994 


C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


661 ft 




End 


11418 




GI 


none 




Score 


100 




Exons 


661 ft 6ft 94 1 1 067 

ODIO . t 11UD / 


..11174, 11157. .11408 


, 11165. .11407, 






11167. .11418 










Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


flc±T\C± Ma 
VJCliC LH\J . 


60043 • 




Strand 






Start 


14766 




End 


15032 




Name 


OJ000250 35.0224. 


C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11339 




End 


11768 




GI 


none 




Score 


102 




Exons 


11339. .11422, 11340. .11414, 


11475. .11768, 11526.. 11750 




Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


-C8 




60043 




Strand 






Start 


14766 




End 


15032 




Name 


OJ000250 35.0224. 


C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


11501 




End 


11816 




GI 


none 




Score 


274 




Exons 


11501. .11653, 11508. .11816, 


11693. .11785 




Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


60043 




Strand 






Start 


14766 




End 


15032 




Name 


OJ000250 35.0224. 


C8.o2.tw 


Method 


TBLASTX: Wheat 





28930 




Start 


11636 




End 


12105 




GI 


none 




Score 


72 




Exons 


11636. .11689, 11637. 


.11690, 


11691. .11795, 11695. .11784, 






11702. .11791, 11809. 


.11895, 


11810. .11896, 11876. .12100, 






11896. .12105, 11897. 


.12100, 


11899. .12105 




Seq. No. 


29086 




Seq. ID 


OJ000250J35.0224 


.C8 




DU U f± O 




Strand 






Start 


14766 




End 


15032 • 




Name 


OJ000250 35. 0224. C8. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11694 




End 


12139 




GI 


none 




Score 


106 




Exons 


11694. .11816, 11810. 


.11935, 


11945. .12139 




Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


PftnA NT f~\ 






Strand 






Start 


14766 




End 


15032 




Name 


OJ000250 35. 0224. C8. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11969 




End 


12193 




GI 


none 




Score 


211 




Exons 


11969. .12193 










Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


60043 




Strand 








14 / DD 




End 


15032 




Name 


OJ000250 35. 0224. C8. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


12246 




End 


12656 




GI 


none 




Score 


87 




Exons 


12246. .12296, 12247. 


.12309, 


12295. .12537, 12318. .12497, 






12565. .12654, 12570. 


.12656, 


12571. .12654 




Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


60043 




Strand 






Start 


14766 




End 


15032 




Name 




ol . tw 


Method 


TBLASTX: Wheat 




Start 


12657 




End 


13974 




GI 


none 




Score 


337 




Exons 


12657. .13382, 12657. 


.13559, 


12658. .13575, 13570 .. 13614 , 






13574. .13609, 13617. 


.13712, 


13621. .13680, 13659. .13799, 






13660. .13800, 13813. 


.13893, 


13882. .13974 




Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 




ouuu 




Strand 






Start 


14766 




End 


15032 




Name 


OJ000250 35. 0224. C8 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12700 




End 


13014 




GI 


none 




Score 


315 




Exons 


12700. .13014, 12711. 


.13013 








Seq. No. 


29086 




Seq. ID 


OJ000250_35.0224 


.C8 


Gene No. 


60043 




Strand 






Start 


14766 




End 


15032 




Name 


OJ000250 35. 0224. C8 . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


12941 




End 


13392 




GI 


none 




Score 


168 




Exons* 


12941. .13123, 12945. 


.13382, 


12945. .13388, 1294 9 .. 13392, 





12955. .13392 



28931 




O e q • IN vJ • 






Gc*n T Pi 
oc?q • x u 


0,10009^0 "35 0994 Pfi 


Gene No. 


60043 




Strand 




Start 


14766 




End 


15032 


Name 


OJ000250 35.0224. 


C8 .06. gs 


Method 


GENSCAN 


Start 


14766 




End 


15032 


GI 


none 




Score 


1 


Exons 


14766. .15032 








Seq. No. 


29087 




Seq. ID 


OJ000250_35.0224.C9 


Gene No. 


60044 




Strand 


+ 


OLdl L 


<J *i 




End 


7940 


Name 


OJ000250 35.0224. 


C9.ol.gs 


Method 


GENSCAN 


Start 


54 




End 


7940 


GI 


none 




Score 


.41 


Exons 


54. .162, 367. .440 


1, 1302.. 2723 


, 3086..: 


3318, *3363. .3917, 




4029.. 4175, 4296-. 


.4406, 4491. 


.4563, 4666. .4764, 4844. .5022, 




6617. .6806, 7743. 


.7940 






Seq. No. 


29087 




Seq. ID 


OJ000250_35.0224.C9 


(2pr*ip Mr> 


60044 




Strand 


+ 


Start 


54 




End 


7940 


Name 


OJ000250 35.0224. 


C9.ol .np 


Method 


AAT/NAP 


Start 


1287 




End 


5016 


GI 


4680204 " 




Score 


1031 


Exons 


1287. .2723, 2819. 


.3917, 4029. 


.4201, 4296. .4496, 4860. .5016 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


o c q • LN o . 


29087 




Seq. ID 


OJ000250_35.0224.C9 


Gene No. 


60045 




Strand 




Start 


8835 




End 


15081 


Name 


OJ000250 35.0224. 


C9.o2 .tw 


Method 


TBLASTX: Wheat 


Start 


1932 




End 


2333 


GI 


none 




Score 


219 


Exons 


1932. .2168, 1932. 


.2126, 2033. 


.2173, 2163.. 2333, 2238.. 2333 




29087 . 




Seq. ID 


OJ000250_35.0224.C9 ' 


Gene No. 


60045 




Strand 




Start 


8835 




End ' 


15081 


Name 


OJ000250 35.0224. 


C9.o3. tw 


Method 


TBLASTX: Wheat 


Start 


2334 




End 


3031 


GI 


none 




Score 


68 


Exons 


2334. .2414, 2655. 


.2729, 2810. 


.3031 




Seq. No. 


29087 




Seq. ID 


OJ000250_35.0224.C9 


Gene No. 


60045 




Strand 




Start 


8835 




End 


15081 


Name 


OJ000250 35.0224. 


C9.o2.np 


Method 


AAT/NAP 


O LCI J- U 


8777 




End 


11823 


GI 


5441880 




Score 


1621 


Exons 


8777. .8979, 9096. 


.9207, 9611. 


.9961, 10199. .10234, 10679 .. 11626, 




11770. .11823 








GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; 


Similar to maize transposon MuDR mudrA protein 




(AC003981) [Oryza 


sativa] 






Seq. No. 


29087 




Seq. ID 


OJ000250_35.0224.C9 



28932 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



60045 Strand 

8835 End 15081 

OJ000250_35 . 0224 . C9 . o2 . gs Method GENSCAN 

8835 End 14990 

none Score .71 

8835.. 9012, 9096.. 9161, 9523.-9598, 13521 .. 1374 9, 14229. . 14495, 
14700. .14990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29087 
60045 
8835 

OJ000250_35.0224.C9.ol.tw 

10442 

none 



Seq., ID OJ000250_35.0224.C9 
Strand 

End 15081 

Method TBLASTX : Wheat 

End 10816 

Score 79 



10442. .10621, 10475. .10621, 10613 .. 10816, 10670.. 10813 



Seq. ID OJ000250_35.0224.C9 
Strand 

End 15081 
Method AAT/NAP 
End 15081 
Score 323 
13408. .13749, 14229 .. 14 423, 14556. .15081 

(AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 
methyltransferase [Clarkia breweri] 



29087 
60045 
8835 

OJ000250_35.0224.C9.o3.np 

13408 

6002712 



29087 
60045 
8835 

OJ000250_35.0224.C9.ol.tm 

14613 

none 



Seq. ID OJ000250_35.0224.C9 
Strand 

End 15081 

Method TBLASTX : Mai ze 

End 15026 

Score 42 



14613. .14705, 14748. .14819, 14773 14865, 14835 .. 15026, 
14839. .14991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29087 
60045 
8835 

OJ000250_35 . 0224 . C9 . ol . ts 

14658 

none 



Seq. ID OJ000250_35.0224.C9 
Strand 

End 15081 

Method TBLASTX : Soybean 

End 14991 

Score 72 



14658. .14705, 14745 .. 14 987, 14775 .. 14975, 14875.. 14991 



Seq. ID OJ000250_35. 0224. C10 
Strand 

End 307 

Method AAT/GAP 

End 307 

Score 133 



29088 
60046 
235 

OJ000250_35. 0224. C10. ol.gp 
235 

LIB3477-003-P1-K1-E9 
235. .307 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 



29089 
60047 
1 



Seq. ID OJ000250_35.0224.C11 
Strand + 
End 4 60 



28933 




Name 


OJ000250 35.0224 .Cll.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


460 


GI 


LIB3433-033-P1-K1-D7 


Score 


215 


Exons 


1.-48, 384. .460 






GI Descrip. 


'531829 9-0e-10 (U12390) beta- 


-galactosidase alpha peptide 




[cloning vector pSportl] 1 






Seq. No. 


29089 


Seq. ID 


OJ000250_35 . 0224 .Cll 


Gene No. 


60047 


Strand 


+ 


Start 


1 


End 


460 


Name 


OJ000250 35.0224.Cll.o2.gp 


Method 


AAT/GAP 


Start 


257 


End 


406 


GI 


jC-osleLIB3474037gllal 


Score 


283 


Exons 


257. .406 






GI Descrip. 


, 5852182/emb|CAB55420.1| 9.0e- 


-13 (AL117265) zhb0012.1 [Oryz, 




sativa] ' 






Seq. No. 


29090 


Seq. ID 


OJ000250_36.0222.C1 


Gene No. 


60048 


Strand 


+ 


Start 


1 


End 


226 


Name 


OJ000250 36.0222.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


226 


GI 


6562297 


Score 


76 


Exons 


1. .226 






GI Descrip. 


(AL133421) putative protein [Arabidopsis thaliana] 


Seq. No. 


29090 


Seq. ID 


OJ000250_36. 0222. CI 


Gpnp No 


60048 


Strand 


+ 


Start 


1 


End 


226 


Name 


OJ000250 36.0222.Cl.ol.gs 


Method 


GENS CAN 


Start 


48 


End 


147 


GI 


none 


Score 


.95 


Exons 


48. .147 






Seq. No. 


29091 


Seq. ID 


OJ000250_36. 0222. Cll 


Gene No t 


60049 


Strand 


+ 


Start 


294 


End 


391 


Name 


OJ000250 36.0222.Cll.ol.gs 


Method 


GENSCAN 


Start 


294 


End 


391 


GI 


none 


Score 


.67 ' 


Exons 


294.. 391 






Seq. No. 


29092 


Seq. ID 


OJ000250_36.0222.C12 


Gene No . 


60050 


Strand 


+ 


Start 


8 


End 


395 


Name 


OJ000250 36.0222.C12.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


395 


GI 


none 


Score 


.41 


Exons 


8. .96, 275. .395 






Seq. No. 


29093 


Seq. ID 


OJ000250_36.0222.C13 


Gene No. 


60051 


Strand 


+ 


Start 


1 


End 


539 


Name 


OJ000250 36.0222.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


539 


GI 


5295971 


Score 


478 


Exons 


1. .539 







28934 




GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 


29093 


Seq. ID 


OJ000250_36.0222 


.C13 


Gene No. 


60051 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ000250 36.0222.C13.4j.tc 


Method 


TBLASTX: Cress 




Start 


1 


End ' 


417 




(IT 


nunc 


Score 


225 




Exons 


1. .417 








Seq. No. 


29093 


Seq. ID 


OJ000250_36.0222 


.C13 


Gene No. 


60051 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ000250 36.0222.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


357 




(ZT 




Score 


338 




Exons 


1..279, 21. '.302, 286. .357, 


297. .353 






Seq. No. 


29093 


Seq. ID 


OJ000250_36.0222 


.C13 


Gene No. 


60051 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ000250 36.0222.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


453 






none 




J O 




Exons 


1..453, 9. .254, 10. .453 








Seq. No. 


29093 


Seq. ID 


OJ000250_36.0222 


.C13 


Gene No. 


60051 


Strand 


+ 




Start 


1 


End 


539 




Name 


OJ000250 36.0222.C13.ol.gs 


Method 


GENSCAN 




Start 


4 


End 


310 




r-T 


n on o 








Exons 


4. .310 








Seq. No. 


29093 


Seq. ID 


OJ000250_36.0222 


.C13 


Gene No. 


60051 


Strand 


+ 




Start 


■ 1 


End 


539 




Name 


OJ000250 36.0222.'C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


18 


End 


360 




GI 


none 


Score 


128 




Exons 


18. .188, 25. .180, 193. .360 








Seq. No. 


29094 


Seq. ID 


OJ000250_36.0222 


.C17 


Gene No. 


60052 


Strand 






Start 


1 


End 


564 




Name 


OJ000250 36.0222.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


564 




GI 


6466937 


Score 


266 




Exons 


1. .564 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


29094 


Seq. ID 


OJ000250_36.0222 


.C17 


Gene No. 


60052 


Strand 






Start 


1 


End 


564 





28935 



Name 


OJ000250 36.0222.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


234 




GI 


none 


Score 


74 




Exons 


1..234, 2. .100 








Seq. No. 


29094 


Seq. ID 


OJ000250_36.0222 


.C17 


Gene No . 


ouuoz 








Start 


1 


End 


564 




Name 


OJ000250 36.0222.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


133 


End 


564 




GI 


none 


Score 


87 




Exons 


133.. 270, 223.-366, 260.. 361, 


324. .395 


, 369. .563, 385.. 


564 


Seq. No. 


29095 


Seq. ID 


OJ000250_36.0222 


.C18 


bene no. 


OUUjj 


Q +- y -j 
OLiallU 






Start 


324 


End 


541 




Name 


OJ000250 36.0222.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


182 


End 


478 




GI 


none 


Score 


106 




Exons 


182. .391, 200. .391, 210. .392, 


437. .478 






Seq. No. 


29095 


Seq. ID 


OJ000250_36.0222 


.C18 


bene jno . 


DUUO J 


C -f- ranH 






Start 


324 


End 


541 




Name 


■OJ000250 36.0222.C18.ol.gs 


Method 


GENSCAN 




Start 


324 


End 


541 




GI 


none 


Score 


.65 




Exons 


324. .541 








Seq. No. 


29096 


Seq. ID 


OJ000250_36.0222 


.C19 


Gene No. 


60054 


Strand 


+ 




Start 


53 


End 


138 




Name 


OJ000250 36.0222.C19.ol.np 


Method 


AAT/NAP 




Start 


53 


End 


138 




GI 


6721561 


Score 


84 




Exons 


53. .138 








GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


29097 








Seq. ID 


OJ000250 


Gene No. 


60055 








Strand 




Start 


126 








End 


677 


Name 


OJ000250 


36.0222.C20 


.ol 


. gs 


Method 


GENSCAN 


Start 


126 








End 


677 


GI 


none 








Score 


.48 


Exons 


126. .296, 


658. .677 










Seq. No. 


29098 








Seq. ID 


OJ000250 


Gene No. 


60056 








Strand 


+ 


Start 


53 








End 


165 


Name 


OJ000250 


36.0222.C21 


.ol 


,gs 


Method 


GENSCAN 


Start 


53 








End 


165 


GI 


none 








Score 


.59 


Exons 


53. .165 













28936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29099 
60057 
463 

OJ000250 

463 

none 

463. .556 



36.0222.C23.ol.gs 



Seq. ID OJ000250_36.0222-C23 

Strand + 

End 556 

Method GEN SCAN 

End 556 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29100 Seq. ID OJ000250_36 . 0222 . C24 

60058 Strand + 

1 End 77390 

OJ000250_36.0222.C24.o6.np Method AAT/NAP 

1 End 66675 

5917664 Score 198 

1..196, 43374. .43513, 44367 44 489, 48679 .. 4 9060, 53820 .. 53875, 
62808. .62860, 66447.. 66675 



GI Descrip. (AF159296) extensin-like protein [Lycopersicon esculentum] 



Seq. No. 29100 Seq. ID 

Gene No. 60058 Strand 

Start 1 End 

Name OJ000250_36 . 0222 . C24 . ol . gs Method 

Start 54 9 End 

GI none Score 

Exons 54 9.. 639 



OJ000250_36.0222.C24 
+ 

77390 
GENSCAN 
.639 
.96 



Seq. No. 29100 Seq. ID 

Gene No. 60058 Strand 

Start 1 End 

Name O J000250_36 . 0222 . C24 . o3 . gs Method 

Start 5734 End 

GI none Score 
Exons 



OJ000250_36.0222.C24 
+ 

77390 
GENSCAN 
19773 
.42 



5734. .5875, 7584. .7724, 11509 .. 11533, 11867 .. 11983, 
13737. .13792, 15524 .. 15548, 15752 .. 15870, 16022 16318 f 
17578. .17935, 18034 18190, 18274 .. 18344 , 19013 .. 19122 , 
19159. .19230, 19337. .19773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29100 Seq. ID OJ000250_36 . 0222 . C24 

60058 Strand + 

1 End 77390 

OJ000250_36 . 0222 . C24 . ol . np Method AAT/NAP 

15272 End 18896 

6850312 . Score 387 

15272. .15344, 17256 17388, 17469 .. 17935, 18028 .. 18202, 

18292. .18344, 18797. .18896 

(AC009999) Contains similarity to nucellin from Hordeum vulgare 
gb|U87148. ESTs gb|T22068, gb|F14251, gb|F14237, gb|F14242 come 
from this gene. [Arabidopsis thaliana] 



29100 
60058 
1 

OJ000250_36.0222.C24.o5.np 

34879 

5852176 



Seq. ID OJ000250_36.0222.C24 

Strand + 

End 77390 

Method AAT/NAP 

End 40883 

Score 2980 



34879. .35023, 35678 .. 36208, 36284 .. 36505, 37390 37593 r 
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GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37682. .37853, 37908 .. 38208 , 38500 38665, 38763 . . 38787 , 
39146. .39269, 40854.. 40883 
(AL117265) zhb0006.1 [Oryza sativa] 



29100 
60058 
1 

OJ000250_36.0222.C24.o9.gs 

35521 

none 



Seq. ID OJ000250_36.0222.C24 

Strand + 

End 77390 

Method GEN SCAN 

End 39542 

Score. .59 



35521. .36208, 36284 36540, 36635 .. 37316, 37390 37593, 
37682. .38416, 38500 38740, 38763 .. 38787 , 3914 6 39338 , 
39442. .39542 



Seq. No. 29100 

Gene No. 60058 

Start 1 

Name OJ000250_36 . 0222 . C24 . o2 . gp 

Start 44526 

GI 3762724 

Exons 44526. .44779 



Seq. ID OJ000250_36.0222.C24 

Strand. + 

End 77390 

Method AAT/GAP 

End 44779 

Score 4 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29100 
60058 
1 

OJ'000250_36.0222.C24.ol2.gs 

48748 

none 



Seq. ID OJ000250_36.0222.C24 

Strand + 

End 77390 

Method GEN SCAN 

End 50456 

Score .84 



48748. .49128, 4 9258 .. 49414 , 50215.. 50456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29100 
60058 
1 

OJ000250_36.0222.C24.o7.np 

53887 

5123720 

53887. .54094, 55334. 
56026. .56262, 56437. 
57937. .58064, 58139. 
59431. .59568, 59672. 
60528. .60668, 60972. 
(AJ242965) stromalin 



Seq. ID OJ000250_36.0222.C24 
Strand + 
End 77390 
Method AAT/NAP 
End 61776 
Score 2548 
55522. .55614, 55779 .. 55942, 
56680. .56858, 57695 .. 57840, 
59078, 59158. .59358, 
60146, 60273. .60379, 
61443, 61541.. 61776 



55446 
56581 
58312 
59863 
61237 

protein [Arabidopsis thaliana] 



58917. 
60002. 
61319. 



29100 
60058 
1 

OJ000250_36.0222.C24.ol4.gs 

55243 

none 

55243. .55446, 55522 55614 , 

56437. .56581, 56680 56858 , 

58139. .58312, 58 917 .. 59078 , 

59672. .59872, 60002 .. 6014 6, 

60972. .61237, 61319 .. 61443, 

65469. .65612, 67562 .. 67693, 

69499. .69714, 70121 .. 70252, 

71207. .71353, 71450 .. 71522, 



Seq. ID OJ000250_36.0222.C24 
Strand + 

77390 
GENSCAN 
75248 
.7 

55779. .55942, 56026 .. 56262, 
57695. .57840, 57937 .. 58064 , 
59403, 59431. .59568, 
60379, 60528. .60668, 
61807, 62706. .62860, 
67855, 68455. .68531, 
70739, 70854. .70998, 
71759, 72116. .72226, 



End 

Method 

End 

Score 



59158 
60273 
61541 
67759 
70578 
71699 
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72317. .72790, 72870 .. 72904, 73457 .. 74011, 74891. .75248 



Seq. No. 29100 

Gene No. 60058 

Start 1 

Name OJ000250_36 . 0222 . C24 . o4 . gp 

Start 61571 

GI 2798585 

Exons 61571. . 61807, 61948.. 62091 



Seq. ID OJ000250_36.0222.C24 

Strand + 

End 77390 

Method AAT/GAP 

End 62091 

Score 723 



OJ000250_36.0222.C24 
+ 



Seq. No. 29100 Seq. ID 

Gene No. 60058 Strand 

Start 1 End 77390 

Name OJ000250_36 . 0222 . C24 . 08 .np Method AAT/NAP 

Start 67498 End 74012 

GI 4138131 Score 1053 

Exons 67498.-67693, 67759 .. 67914 , 68219 .. 68302, 68406 

69499. .69714, 70121 .. 70252, 70380 .. 70475, 70578 

70854. .71144, 71231 .. 71353, 71450 .. 71523, 71678 

72293. .72790, 72870 .. 72904, 73457. .74012 
GI Descrip. (AJ011828) NDX1 homeobox protein [Lotus japonicus] 



Seq. No. 

Gene No. . . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,68531, 
,70739, 
,71835, 



29100 ~ Seq. ID 

60058 Strand 

1 End 

OJ000250_36.0222.C24.o5.gp Method 

72850 End 

LIB3432-023-P1-K1-H9 Score 
72850. .72904, 73457. .73846 

1 4127878/emb | CAA09794 | 2.0e-13 (AJ011831) NDX1 homeobox protein 
[Glycine max] 1 



OJ000250_36.0222.C24 
+ 

77390 
AAT/GAP 
73846 
825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29100 Seq. ID 

60058 Strand 
1 End 77390 

0 J000250_36 . 0222 . C24 . o9 . np Method AAT/NAP 
75076 End 77334 

3687240 Score 884 

75076. .75102, 76290 .. 76406, 76434^. . 77334 

. (AC005169) putative disease resistance protein 
thaliana] 



OJ000250_36.0222.C24 
+ 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29100 Seq. ID 

60058 Strand 

1 End 
OJ000250_36 . 0222 . C24 . ol5 . gs Method 

76182 End 

none Score 
76182. .77390 



OJ000250_36.0222.C24 
+ 

77390 
GENSCAN 
77390 
.98 



Seq. No. 

Gene ;No. 

Start 

Name 

Start 

GI 

Exons 



29100 
60059 
79265 

OJ000250_36.0222.C24.ol6.gs 

79265 

none 



Seq. ID OJ000250_36.0222.C24 

Strand + 

End 84846 

Method GENSCAN 

End 84846 

Score .69 



79265. .79566, 80035 .. 80218, 80781 .. 81227 , 81976 .. 82058, 
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82462.-82765, 84001.. 


84025, 


84683. .84846 


Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 


Gene No. 


60059 




Strand 


+ 


Start 


79265 




End 


84846 


Name 


UJUUUZOU OO.UZZZ.UZ4. 


olO.np 


Method 


AAT/NAP 


Start 


80033 




End 


81272 


GI 


4406761 




Score 


917 


Exons 


80033. .80218, 80781.. 


81272 






GI Descrip. 


(AC006836) putative u 


biquinone biosynthesis protein [Arabid< 




thaliana] 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 


Gene No. 


60059 




Strand 


+ 


Start 


79265 




End 


84846 


Name 




o6.gp 


Method 


AAT/GAP 


Start 


80865 




End 


81576 


GI 


32010 1.R1084 




Score 


1199 


Exons 


80865. .81576 








GI Descrip. 


'4406761/gb|AAD20072 | 


2.0e- 


42 (AC006836) putative ubiquinone 




biosynthesis protein 


[Arabidopsis thaliana] 1 


Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 


Gene No. 


OUUbU 




Strand 


+ 


Start 


87071 




End 


88028 


Name 


OJ000250 36.0222.C24. 


ol8 . gs 


Method 


GEN SCAN 


Start 


87071 




End 


88028 


GI 


none 




Score 


V"45 


Exons 


87071. .87195, 87428.. 


87528, 


87892. .88028 


Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 


Gene No . 


60061 




Strand 




Start 


3660 




End 


4331 


Name 


OJ000250 36.0222.C24. 


o2 . gs 


Method 


GEN SCAN 


Start 


3660 




End 


4331 


GI 


none 




Score 


.52 


Exons 


3660. .3938, 4308.. 4331 






Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 


Gene No. 


60062 




Strand 




Start 


15280 




End 


56874 


Name 


OJ000250 36.0222.C24. 


o4 . np 


Method 


AAT/NAP 


Start 


15280 




End 


56874 


GI 


5917664 




Score 


179 


Exons 


15280. .15413, 20822. . 


20895, 


21133. .21387, 27209 .. 27319, 




30316. .30525, 30894.. 


30962, 


46315. .46387, 56595.. 56874 


GI Descrip. 


(AF159296) extensin-like protein [Lycopersicon esculentum] 


Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 


Gene No. 


60062 




Strand 




Start 


15280 




End 


56874 


Name 


OJ000250 36.0222.C24. 


o4 .gs 


Method 


GENSCAN 


Start 


20507 




End 


21645 


GI 


none 




Score 


.49 


Exons 


20507. .20818, 20956.. 


21645 






Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222.C24 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



60062 
15280 

OJ000250_36.0222.C24.ol.gp 
23573 

551 1.R1084 



Strand 
End 

Method 
End 
Score 



56874 
AAT./GAP 
27393 
1477 

23573. .23660, 24086 .. 24 175, 24287 24 447 , 24566.-24 694, 
24797. .24891, 24 995 .. 25068, 254 18 25553 , 27248. .27393 
'729205/sp|Q06397 |CR18_ORYSA 1.0e-93 18 KD COLD-INDUCED PROTEIN 
>gi_287397_dbj_BAA01631_ (D10860) chilling tolerance related 

protein [Oryza sativa] >gi_4 45132_prf 1908434B chilling 

tolerance-related protein: ISOTYPE=pBC442 [Oryza sativa]' 



Seq. No. 29100 Seq. ID 

Gene No. 60062 Strand 

Start 15280 End 

Name OJ000250_36 . 0222 . C24 . o5 . gs Method 

Start 23752 End 

GI none Score 

Exons 23752. .23765, 23984 2414 6, 24566. 

25554. .25650, 27248.-27667, 27777. 



OJ000250_36.0222.C24 

56874 
GENSCAN 
27891 
.88 



.24694, 
.27891 



24798. .24891, 



Seq. No. 29100 

Gene No. 60062 

Start 15280 

Name OJ000250_36 . 0222 . C24 . o3 . np 

Start 24284 

GI 729205 

Exons 24284. .24447, 24566.-24 684, 
GI Descrip. 18 KD COLD-INDUCED PROTEIN 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 36.0222.C24 



56874 
AAT/NAP 
25066 
654 

24784 . .24890, 24995. .25066 
gi I 287397 | dbj |BAA01631| (D108 60) 



chilling tolerance related protein [Oryza sativa] 
gi I 445132 tprf M 1908434B chilling tolerance-related 
protein: ISOTYPE=pBC442 [Oryza sativa] 



Seq. No. 29100 

Gene No. 60062 

Start 15280 

Name OJ000250_36 . 0222 .C24 .olO.gs 

Start 41010 

GI none 

Exons 41010. .41109, 42040 .. 4214 6, 
44243. .44567 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_36.0222.C24 

56874 
GENSCAN 
44567 
.8 



43159. .43269, 43304 .. 43443, 



Seq. No., 


29100 




Seq. ID 


OJ000250_ 


36. 


0222 


.C24 


Gene No. 


. 60062 




Strand 










Start 


15280 




End 


56874 








Name 


OJ000250 36.0222.C24, 


. o3 . gp 


Method 


AAT/GAP 








Start 


49527 




End 


50053 








GI 


none 




Score 


1006 








Exons 


49527. .50053 














Seq. No. 


29100 




Seq. ID 


OJ000250_ 


36. 


0222 


.C24 


Gene No. 


60063 




Strand 










Start 


84993 




End 


86692 








Name 


OJ000250 36.0222.C24. 


,ol7.gs 


Method 


GENSCAN 








Start 


84993 




End 


85670 








GI 


none 




Score 


.93 








Exons 


84993. .85446, 85651.. 


.85670 
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Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 




DUUOj 




Strand 






Start 


84993 




End 


86692 




Name 


OJ000250 36.0222.C24 


.oil .np 


Method 


AAT/NAP 




Start 


85066 




End 


86692 




GI 


6900306 




Score 


299 




Exons 


85066. .85469, 86671. 


.86692 








GI Descrip. 


(AJ250282) putative 


acid phosphatase 


[Hordeum vulgare] 




oeq. ino. 


£y J.UU 




Seq. ID 


oTfinn^^n c\ooo 


CO A 
• fi 


Gene No. 


60064 




Strand 






Start 


94630 




End 


95460 




Name 


OJ000250 36.0222.C24 


.o20.gs 


Method 


GENSCAN 




Start 


94630 




End 


95460 




GI 


none 




Score 


.97 




Exons 


94630. .95006, 95412. 


.95460 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


("1 Ann VI /-\ 






Strand 






Start 


94630 




End 


95460 




Name 


OJ000250 36.0222.C24 


,ol2 .np 


Method 


AAT/NAP 




Start 


94641 




End 


94968 




GI 


6900306 




Score 


183 




Exons 


94641. .94968 










GI Descrip. 


(AJ250282) putative 


acid phosphatase 


[Hordeum vulgare] 




beq. no. 






Seq. ID 


OJ000250_36.0222 


CO A 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17260 




End 


17924 




GI 


none 




Score 


130 




Exons 


17260. .17376, 17472. 


.17714, 


17744. .17920, 17757.. 17924 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250_36 . 0222 . C24 


. ol . tm 


Method 


TBLASTX: Maize 




Of a r-4- 


0 AC\A Q 




End 


25599 




GI 


none 




Score 


36 




Exons 


24049. .24120, 24057. 


.24107, 


24112. .24174, 24119 24 181, 






24265. .24453, 24287. 


.24448, 


24306. .24452, 24565 .. 24 690, 






24566. .24691, 24567. 


.24704, 


24788. .24868, 247 95 .. 24890, 






24796. .24894, 24796. 


.24891, 


24994. .25113, 24 995 .. 25066, 






25415. .25552, 25416. 


.25553, 


25417. .25599 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


24313 




End 


25552 




GI 


none 




Score 


110 




Exons 


24313. .24453, 24314. 


.24445, 


24391. .24453, 24 4 02 .. 24 4 64 , 






24558. .24638, 24565. 


.24636, 


24566. .24691, 2457 6 .. 24 686, 






24783. .24890, 24790. 


.24894, 


24994. .25095, 25415. .25552 
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Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






ot3rt 


i noon q 




End 


102459 




Name 


OJ000250 36.0222.C24 


.o7 . tc 


Method 


TBLASTX: Cress 




Start 


24795 




End 


25552 




GI 


none 




Score 


95 




Exons 


24795. .24890, 24814. 


.24894, 


24994. .25071, 24 995 .. 25069, 






25415. .25552, 25422. 


.25550 








Seq. No. 


29100 




Seq. ID 


OJ000250__36.0222 


.C24 


Gene No. 


60065 




Strand 








1 noon q 




End 


102459 




Name 


OJ000250 36.0222.C24 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


27470 




End 


100322 




GI 


none 




Score 


130 




Exons 


27470. .27613, 100125 


..100229, 100178.. 


100228, 100218. .10032: 




100220. .100300 










Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






b tar t 


1 noon q 
1UZZ / o 




End 


102459 




Name 


OJ000250 36.0222.C24 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


35581 




End 


37881 




GI 


none 




Score 


88 




Exons 


35581. .35694, 36280. 


.36507, 


36644. .36871, 3664 6 .. 36813, 






36911. .37324, 37684. 


.37881 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No . 


dUUDj 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.o9.ts 


Method 


TBLASTX : Soybean 




Start 


37669 




End 


37881 




GI 


none 




Score 


155 




Exons 


37669. .37794, 37672. 


.37785, 


37801. .37881 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No . 


OUUDO 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.ol7.tm 


Method 


TBLASTX: Maize 




Start 


37684 




End 


37881 




GI 


none 




Score 


198 




Exons 


37684. .37881 










Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


(aene no . 


DUU DO 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


37684 




End 


37923 




GI 


none 




Score 


234 




Exons 


37684. .37923, 37686. 


.37820 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.ol8. tm 


Method 


TBLASTX: Maize 




Start 


48724 




End 


48930 




GI 


none 




Score 


156 
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Exons 


48724. .48858, 48738. 


.48854, 


48888.-48929, 48889. .48930 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No. 


60065 




Strand 






Start 


JLUZZ io 




End 


102459 




Name 


OJ000250 36.0222.C24 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


55336 




End 


55614 




GI 


none 




Score 


141 




Exons 


55336.-55446/ 55338. 


.55412, 


55340. .55447, 5534 4 .. 55454 , 






55514. .55606, 55519. 


.55614, 


55521. .55613 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No. 


60065 




Strand 






Start 


±UZz lo 




End 


102459 




Name 


OJ000250 36.0222.C24 


.08. tc 


Method 


TBLASTX: Cress 




Start 


55519 




End 


56068 




GI 


none 




Score 


84 




Exons 


55519. .55611, 55778. 


.55942, 


55779. .55940, 5578 9 .. 5594 1, 






55991. .56068 










Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No. 


60065 




Strand 






b tar z 


1UZZ / o 




End 


102459 




Name 


OJ000250 36.0222.C24 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


56099 




End 


56775 




GI 


none 




Score 


158 




Exons 


56099. .56263, 56125. 


.56265, 


56437. .56580, 56438 .. 5658 1 , 






56679. .56774, 56679. 


.56774, 


56680. .56775 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No . 


bUUbo 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.olS.tm 


Method 


TBLASTX: Maize 




Start 


57945 




End 


58094 




GI 


none 




Score 


202 . 




Exons 


57945. .58094, 57947. 


.58066 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 




.06. tm 


Method 


TBLASTX: Maize 




Start 


58166 




End 


59549 




GI 


none 




Score 


221 




Exons 


58166. .58312, 58170. 


.58313, 


58171. .58314, 58204 .. 58314 , 






58914. .59117, 58914. 


.59135, 


59155. .59358, 59155 .. 59358 , 






59157. .59360, 59398. 


.59547, 


59400. .59549, 59430.. 59549 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No. 


oUUbo 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


58914 




End 


59258 




GI 


none 




Score 


160 




Exons 


58914. .59078, 58931. 


.59074, 


59155. .59256, 59187.. 59258 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222. 


C24 


Gene No. 


60065 




Strand 







28944 



Start 
Name 
Start 
GI 

Exons 



102278 

OJ000250_36.0222.C24.ol3.tm 

60049 

none 

60049. .60141, 60050. .60142, 
60269. .60379, 60292 .". 60390, 
60331. .60381, 60525. .60668, 
60527. .60667, 60947 .. 61120, 
60975. .61121 



End 

Method 

End 

Score 



102459 

TBLASTX: Maize 

61121 

136 



60054. .6014 9, 60059. .60142, 

60303. .60329, 60308. .60379, 

60526. .60669, 60527. .60670, 

60971. .61102, 60975. .61121, 



Seq. No. 29100 

Gene No. 60065 

Start 102278 

Name OJ000250_36 . 0222 . C24 . o4 . tc 

Start 60269 

GI none 

Exons 60269. .60379, 60525 .. 60632, 
61326. .61433 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_36.0222.C24 
102459 

TBLASTX: Cress 

61433 

116 



61038. .61238, 6104 9 .. 61237 , 



Seq. No. 29100 ' Seq. ID 

Gene No. 60065 Strand 

Start 102278 End 

Name OJ000250_36 . 0222 . C24 . o9 . tm Method 

Start ' 61122 End 

GI none - Score 

Exons 61122. 



OJ000250 36.0222.C24 



61238, 61125. .61235, 61127. 
61320. .61439, 61325 .. 61441, 61370. 
61572. .61604 



102459 

TBLASTX: Maize 
61604 
146 

61240, 61315. .61440, 
61441, 61540. .61599, 



Seq. No. 29100 

Gene No. 60065 

Start 102278 

Name OJ000250_36 . 0222 . C24 . ol6 . tm 

Start 67755 

GI none 

Exons 67755. .67772, £7757 .. 67774, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_36.0222.C24 
102459 

TBLASTX: Maize 

68299 

35 



67770. .67916, 67770 .. 67916, 



67771. .67917, 68201 .. 68299, 68212 .. 68286, 68216. .68287 



Seq. No. * 29100 
Gene No. 60065 
Start 102278 

Name OJ000250_36. 0222 .C24 .08 . ts 

Start 70208 
GI none 

Exons 70208. .70255, 70380 .. 70478, 

70576. .70611, 70633 .. 70722, 
70863. .70967, 70892 .. 70948, 
72620. .72787, 72655 .. 72789, 
73757. .73960 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

70380 

70637 



OJ000250 36.0222.C24 



102459 

TBLASTX : Soybean 
73961 
53 

70535, 70572 
70759, 70638 



71044. .71142, 71045. 
72855. .72905, 73749. 



70610, 
70730, 
71149, 
73961, 



Seq. ID OJ000250_36.0222.C24 



Seq. No. 29100 

Gene No. 60065 Strand 

Start 102278 End 

Name OJ000250_36 . 0222 . C24 . ol 9 . tm Method 

Start 71235 End 

GI none Score 

Exons 71235. .71354, 71236 .. 71355, 714 47 .. 7 1485 , 7144 9 71517 , 



102459 

TBLASTX: Maize 

72558 

137 



28945 




71487. .71546, 72123 72170, 72196 .. 72228 , 72197 72226, 
72294. .72338, 72302 72355, 72370 72480, 72383 72484, 
72508. .72558, 72522.. 72557 



beq. NO. 


£ y ±uu 




Seq. ID 


OJ000250_36.0222 


rod 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


72629 




End • 


73705 




GI 


none 




Score 


205 




Exons 


72629. .72790, 72629. 


.72760, 


72643.-72792, 72652 .. 72789, 






72855. .72905, 73446. 


.73505, 


73455. .73502, 73515 .. 73547, 






73529.-73654, 73530. 


.73625, 


73568.-73627, 73645 .. 73692, 






73646. .73705, 73647. 


.73703 








beq. ino • 


9 Q1 on 
z J. u u 




Seq. ID 


OJ000250_36.0222 




Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


72695 




End 


73775 




GI 


none 




Score 


131 




Exons 


72695. .72790, 72695. 


.72754, 


72700. .72789, 72712 .. 72807, 






72855. .72905, 72869. 


.72904, 


73446.-73637, 73447.-73638, 






/ oo . . / JOJO, / jjU^ . 




73538.-73645, 73636.-73647, 






73698. .73775, 73712. 


.73774 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


,o7.tm 


Method 


TBLASTX: Maize 




Start 


73748 




End 


74009 




r*T 
bl 


none 




Score 


101 




Exons 


73748. .73819, 73749. 


.73823, 


73835. .74008, 73836. .74009 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.ol4 . tm 


Method 


TBLASTX: Maize 




Start 


76269 




End 


76607 




GI 


none 




Score 


114 




Exons 


7fi9fiQ 7640^ 7fid^9 










Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


76485 




End 


77195 




GI 


none 




Score 


46 




Exons 


76485. .76550, 76533. 


.76724, 


76605. .76859, 76731 -. 77096, 






76953. .77126, 77094. 


.77195 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


76521 




End 


77171 




GI 


none 




Score 


113 





28946 




Exons 


76521. .76781, 76791. 


.77171 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 




Name 


UJUUU^OU Jo . UZZz . 


. Oj . tw 


Method 


TBLASTX : Wheat 




Start 


76602 




End 


77000 




GI 


none 




Score 


106- 




Exons 


76602. .76724, 76616. 


.76705, 


76683. .76859, 76734 .. 76859, 






76760. .76858, 76877. 


.76957, 


76878. .76958, 76881 76931, 






76893.. 77000 










Seq. No. 


29100 




Seq. ID 


OJ000250J36.0222 


.C24 


Gene No. 


60065 




Strand 






otart 


i n O O *7 Q 




End 


102459 




Name 


OJ000250 36.0222.C24 


. o2 . tm 


Method 


TBLASTX : Maize 




Start 


76608 




End 


77096 




GI 


none 




Score 


113 




Exons 


76608. .76787, 76757. 


.76852, 


767S8..76865, 7 6809 .. 77018 , 






76820. .77008, 76856. 


.77095, 


76857. .77096 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






bear z 


i noon q 




End 


102459 




Name 


OJ000250 36.0222.C24 


.08. tm 


Method 


TBLASTX: Maize 




Start 


80021 




End 


80862 




GI 


none 




Score 


87 




Exons 


80021. .80221, 80022. 


.80114, 


80033. .80218, 80764 .. 80856, 






80778. .80861, 80780. 


.80860, 


80785. .80862 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No . 


bUUbo 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


. 06. tc 


Method 


TBLASTX: Cress 




Start 


80036 




End 


80221 




GI 


none 




Score 


225 




Exons 


80036. .80221, 80047. 


.80220 








Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No . 


OUU do 




Strand 






Start 


102278 




End 


102459 




Name 


• OJ000250 36.0222.C24 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


80036 




End 


80870 




GI 


none 




Score 


230 




Exons 


80036. .80218, 80051. 


.80218, 


80817.. 80870 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No . 


DUU bo 




Strand 






Start 


102278 




End 


102459 




Name 


OJ000250 36.0222.C24 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


80898 




End 


81263 




GI 


none 




Score 


406 




Exons 


80898. .81260, 80982. 


.81263, 


80993. .81253 




Seq. No. 


29100 




Seq. ID 


OJ000250_36.0222 


.C24 


Gene No. 


60065 




Strand 






Start 


102278 




End 


102459 





28947 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_36 . 0222 . C24 . o3 . tm Method 
80943 End 
none Score 



TBLASTX : Maize 

81283 

399 



80943. .81281, 80948 .. 81247, 80958 .. 81278, 80993. .81283 



29100 
60065 
102278 

OJ000250_36 . 0222 . C24 . o4 . ts 

81026 

none 



Seq. ID OJ000250_36.0222.C24 
Strand 

End 102459 

Method TBLASTX : Soybean 

End .81260 

Score 309 



81026. .81253, 81027 .. 81260, 81030.. 81257 



29100 
60065 
102278 

OJ000250_36.0222.C24 .o3.tc 

85078 

none 



Seq. ID OJ000250_36.0222.C24 
Strand 

End 102459 

Method TBLASTX : Cres s 

End 102433 

Score 73 



85078. .85194, 85080 .. 85226, 85236 .. 854 51, 85252 .. 854 40, 
102284. .102433, 102288 102407 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29100 
60065 . 
102278 

OJ000250_36.0222.C24.o5.ts 

85080 

none 



Seq. ID OJ000250_36.0222.C24 
Strand 

End 102459 

Method TBLASTX : Soybean 

End 102428 

Score 98 



85080. .85208, 85084 .. 85227, 85236 .. 85478, 8524 6 .. 85440, 
94655. .94696, 94717 .. 94791, 94721 .. 94780, 94 903 .. 94 98 6, 
102285. .102428, 102287 .. 102421 



29100 
60065 
102278 

OJ000250_36.0222.C24.o5.tm 

85111 

none 



Seq. ID OJ000250_36.0222.C24 
Strand 

End 102459 

Method TBLASTX : Maize 

End 102458 

Score 101 



85111. .85200, 85116. .85205, 85122 .. 85211, 85214 .. 85426, 

85227. .85436, 85228 .. 85437, 85241 .. 85441, 947 11 .. 948 96, 

94721. .94834, 94870 .. 94 968, 94 905 .. 94 970, 102324 .. 102458 , 
102326. .102457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000250_36. 0222.C24 
Strand 

End 102459 

Method AAT/GAP 

End 102459 

Score 800 



29100 
60065 
102278 

OJ000250_36.0222.C24.o8.gp 
102032 

87186_1.R1084 
102032. .102459 

•1816410/dbj IBAA19152) 3.0e-18 (AB000585) pod storage protein 
[Phaseolus vulgaris] • 



29100 
60065 
102278 

OJ000250_36.0222.C24.o22.gs 



Seq. ID OJ000250_36.0222.C24 
Strand 

End 102459 

Method GENSCAN 



28948 



Start 
GI 

Exons 



102278 
none 

102278. .102451 



End 
Score 



102451 
.71 



Seq. No. 29101 Seq. ID 

Gene No. 60066 Strand 

Start 101 End 

Name OJ000250_36 . 0222 .C25 .ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 194 



OJ000250_36. 0222.C25 
+ 

194 

GEN SCAN 

194 

.4 



Seq. No. 29102 Seq. ID 

Gene No. 60067 Strand 

Start 19 End 

Name OJ000250_36 . 0222 .C26. ol .gs. Method 

Start 19 End 

GI none Score . 

Exons 19.. 39, 371.. 452 



OJ000250_36.0222.C26 
452 

GENS CAN 

452 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29103 
60068 
236 

OJ000250_36.0222.C27.ol.gs 



236 
none 

236. .390 



Seq. ID OJ000250_36.0222.C27 

Strand + 

End 414 

Method GENSCAN 

End 390 

Score . 9 



Seq. No. 29103 Seq. ID OJ000250_36 . 0222 . C27 

Gene No. 60068 Strand + 

Start 236 End 414 

Name * OJ000250_36 . 0222 . C27 . ol . np Method AAT/NAP 

Start 236 End 414 

GI 2688828 Score 79 

Exons 236.. 414 

GI Descrip. (U97530) ethylene-f orming- enzyme -like dioxygenase [Prunus 
armeniaca] 



Seq. No. 


29104 










Seq. ID 


OJ000250_30.0223. 


CI 


Gene No. 


" 60069 










Strand 






Start 


39 










End 


268 




Name 


OJ000250 


_30. 


0223. 


Cl.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


39 










End 


265 




GI 


none 










Score 


239 




Exons 


39. .263, 


40. 


.246, 


41. . 


265 








Seq. No. 


29104 










Seq. ID 


OJ000250_30.0223. 


CI 


Gene No. 


60069 










Strand 






Start 


39 










End 


268 




Name 


OJ000250 


_30. 


0223. 


Cl.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


71 










End 


268 




GI 


none 










Score 


327 




Exons 


71. .268, 


71. 


.268 












Seq. No. 


29104 










Seq. ID 


OJ000250_30.0223. 


CI 


Gene No. 


60070 










Strand 






Start 


494 










End 


831 





28949 




Name 


OJ000250 


30.0223.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


494 




End 


831 




GI 


none 




Score 


266 




Exons 


494. .739, 


497. .739, 778. .831, 


779. .829 






Seq. No. 


29104 




Seq. ID 


OJ000250__30.0223 


.CI 


bene ino . 


DUU / U 










Start 


494 




End 


831 




Name 


OJ000250 


30.0223.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


548 




End 


831 




GI 


none 




Score 


364 




Exons 


548. .763, 


548. .802, 763. .831, 


764. .829, 


765. .830 




Seq. No. 


29104 




Seq. ID 


OJ000250_30.0223 


.CI 




DVJ U / X 




Strand 






Start 


783 




End 


1063 




Name 


OJ000250 


30.0223.Cl.ol.tw 


Method 


TBLASTX : Wheat 




Start 


783 




End 


1063 




GI 


none 




Score 


457 




Exons 


783. .1061 


, 783. .1061, 784. .1062, 785. .1063 




Seq. No. 


29104 




Seq. ID 


OJ000250_30.0223 


.CI 


Gene No. 


60071 




Strand 






Of- a r-f- 
OLait 


/O J 




End 


1063 




Name. 


OJ000250 


30.-0223.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


870 




End' 


1059 




GI 


none 




Score 


66 




Exons 


870. .926, 


870. .923, 871. .927, 


872. .928, 


929. .1057, 930. 


.1058, 




930. .1058 


, 931.. 1059 








Seq. No. 


29105 




Seq. ID 


OJ000250_30.0223 


.C2 


bene ino . 


DUU / £ 




Strand 






Start 


1 




End 


459 




Name 


OJ000250 


30.0223.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


223 




GI 


none 




Score 


380 




Exons 


1..222, 2 


..223, 2. .223, 22. .66, 23. .67 






Seq. No. 


29105 




Seq. ID 


OJ000250_30.0223 


.C2 


Gene No. 


60072 




Strand 






Of arh 


i 
j. 




End 


459 




Name 


OJ000250 


30.0223.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


385 




GI 


none 




Score 


368 




Exons 


1. .222, 2 


..223, 3. .221, 22. .66, 23. .67, 


63. .101, 290. .370, 




291. .371, 


292. .384, 293.-385 








Seq. No. 


29105 




Seq. ID 


OJ000250_30.0223 


.C2 


Gene No. 


60072 




Strand 






O tdl C 


i 
J. 




End 


459 




Name 


OJ000250 


30.0223.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


122 




End 


459 




GI 


none 




Score 


36 




Exons 


122. .151, 


136. .207, 143. .208, 


158. .220, 


174.. 221, 290.. 


457, 




291. .371, 


292. .459, 293. .457, 


420. .458 






Seq. No. 


29105 




Seq. ID 


OJ000250_30.0223 


.C2 



28950 



Gene No. 60072 

Start 1 

Name OJ000250_30 . 0223 . C2 . o2 . tm 

Start 291 

GI none 

Exons 291. ,374, 292.. 441, 293.. 442 

Seq. No. 29106 

Gene No. 60073 

Start 347 . 

Name OJ000250_30 . 0223 . C3 . o2 . ts 

Start 1 

GI none 
Exons 



Strand 

End 459 

Method TBLASTX.: Maize 

End 4 42 

Score 152 



Seq. ID OJ000250_30.0223.C3 

Strand + " 

End 816 

Method TBLASTX : Soybean 

End 351 

Score 60 



1..33, 3. .38, 3.. 38, 28. .129, 36. .131, 37. .129, 119. .184, 
122. .184, 135. .188, 266. .301, 267. .302, 305. .349, 307. .351, 
312. .350 



Seq. No. 29106 Seq. ID 

Gene No. 60073 Strand 

Start 347 End 

Name OJ000250_30 . 0223 . C3 . o2 . tc Method 

Start 36 End 

GI none Score 

Exons 36. .131, 38. .130, 119. .205, 135. .206, 



OJ000250_30.-0223.C3 
+ 

816 

TBLASTX: Cress 

384 

129 

235. .288, 237. .284, 



258. 
337, 



.299, 
,384 



260. .304, 290. .319, 297. .383, 299. .382, 307. .384, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29106 
60073 
347 

OJ000250_30.0223.C3.ol.tm 
39 

none 



Seq. ID OJ000250_30.0223.C3 



Strand 
End 

Method 

End 

Score 



+ 

816 

TBLASTX : Maize 

550 

301 



39. .230, 39. .230, 41. .235, 223. .303, 237. .299, 240. .320, 
249.-548, 278. .550, 278. .550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_30.0223.C3 
+ 

816 

AAT/GAP 

816 

907 



29106 Seq. ID 

60073 Strand 
347 ■ End 

OJ000250_30 . 0223 . C3 . ol . gp Method 
347 End 
uC-osflcyp097b05bl Score 
347. .816 

f 140503/sp| P12173I YCTIJ3RYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518jpir JQ027 9 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29106 . Seq. ID 

60074 Strand 

762 End 

OJ000250_30 . 0223 . C3 . ol . ts Method 
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60094 








Strand 




Start 


2257 








End 


2691 


Name 


OJ000250 30. 


0223. 


C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2371 








End 


2641 


GI 


none 








Score 


107 


Exons 


2371. .2430, 


2371. 


.2430, 


2419. 


.2640, 24 


20. .2641, 2472. .2522, 




2472. .2519, 


2528. 


.2641 








Seq. No. 


29113 








Seq. ID 


OJ000250_30. 0223. C10 


Gene No. 


60095 








Strand 




Start 


4080 








End 


4403 


Name 


OJ000250 30. 


0223. 


C10.O4 


.ts 


Method 


TBLASTX : Soybean 


Start 


4080 








End 


4403 


GI 


none 








Score 


79 


Exons 


4080. .4163, 


4082. 


.4162, 


4166. 


.4252, 4167. .4253, 4167. .4256, 




4169. .4258, 


4351. 


.4401, 


4353. 


.4403, 4353.. 4403 



28958 




Seq. No. 


29113 








Seq. ID 


OJ000250_30. 0223. C10 


Gene No. 


60095 








Strand 




Start 


4080 








End 


4403 


Name 


OJ000250 30. 


0223 


.C10.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


4094 








End 


4374 


GI 


none 








Score 


104 


Exons 


4094. .4168, 


4095 


. .4166, 


4095. 


.4169, 4096. .4167, 4136. .4372, 




4147. .4374, 


4148 


. .4372, 


4165. 


.4374 




Seq. No. 


29113 








Seq. ID 


OJ000250_30. 0223. C10 


Gene No. 


60096 








Strand 




Start 


4 JOO 








End 


4840 


Name 


OJ000250 30. 


0223 


.C10.O3 


-tc 


Method 


TBLASTX: Cress 


Start 


4335 








End 


4840 


GI 


none 








Score 


76 


Exons 


4335. .4391, 


4337 


. .4390, 


4338. 


.4412, 4400. .4450, 4401. .4451, 




4484. .4663, 


4486 


. .4662, 


4487. 


.4681, 4638. .4745, 4638. .4730, 




4664. .4741, 


4793 


. .4840, 


4802. 


.4840 




Seq. No. 


29113 








Seq. ID 


OJ000250_30. 0223. C10 


Gene No. 


ouu y / 








Strand 




Start 


4777 








End 


5087 


Name 


OJ000250 30. 


0223 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4777 








End 


5087 


GI 


none 








Score 


338 


Exons 


4777..4992, 


4782 


. .4991, 


4793. 


.5074, 4981. .5085, 4983. .5087, 




4989. .5087 












Seq. No. 


29113 








Seq. ID 


OJ000250_30. 0223. C10 


Gene No. 


60097 








Strand 




Start 


4777 








End 


5087 


Name 


OJ000250 30. 


0223 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4788 








End 


5007 


GI 


none 








Score 


325 


Exons 


4788. .5006, 


4788 


. .5006, 


4789. 


.5007 




Seq. No. 


29114 








Seq. ID 


OJ000250_30.0223.C11 


Gene No. 


60098 








Strand 




Start 


165 








End 


418 *■■ 


Name 


OJ000250 30. 


0223 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


165 








End 


418 


GI 


none 








Score 


264 


Exons 


165. .395, 170. .202, 178 


. .396, 


183. .395, 


184. .396, 185. .418 


Seq. No. 


29114 








Seq. ID 


OJ000250_30.0223.C11 


Gene No. 


60098 








Strand 




Start 


165 








End 


418 


Name 


OJ000250 30. 


0223 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


165 








End 


397 


GI 


none 








Score 


288 


Exons 


165.. 395, 170.. 202, 171 


. .395, 


173. .397 




Seq. No. 


29114 








Seq. ID 


OJ000250_30.0223.C11 


Gene No. 


60098 








Strand 




Start 


165 








End 


418 


Name 


OJ000250 30. 


0223 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 



28959 




Start 


165 






End 


395 


GI 


none 






Score 


271 


Exons 


165. .395, 


171. .395 








Seq. No. 


29115 






Seq. ID 


OJ000250_30.0223.C12 


Gene No. 


60099 






Strand 


+ 


Start 


1 






End 


116 


Name 


o Tnnn9 




9P 


rJc Lnou. 


eat /r:ap 


Start 


1 






End 


116 


GI 


1854171 






Score 


206 


Exons 


1. .116 










GI Descrip. 


11957/emb 


1X15901 ICHOSXX 


l.Oe- 


162 Rice 


complete chloropiast 




genome 










Seq. No. 


29115 






Seq. ID 


OJ000250_30.0223.C12 


Gene No . 


ouuy y 






Strand 


+ 


Start 


1 






End 


116 


Name 


OJ000250 


30.0223.C12.ol. 


tm 


Method- 


TBLASTX: Maize 


Start 


1 






End 


116 


GI 


none 






Score 


201 


Exons 


1..114, 2 


..115, 3. .116, 


3. .116 




Seq. No. 


29115 






Seq. ID 


OJ000250_30. 0223.C12 


bene no. 


ouuy y 






Strand 


+ 


Start 


1 






End 


116 


Name 


OJ000250 


30.0223.C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


116 


GI 


none 






Score 


191 


Exons 


1..114, 1 


..114, 2. .115, 


3. .116, 3. .116, 77. .115, 78. .116 


Seq. No. 


29116 






Seq. ID 


OJ000250_30.0223.C13 


Gene No. 


60100 






Strand 




btart 


ODD 






End 


678 


Name 


OJ000250 


30.0223.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


355 






End 


678 


GI 


none 






Score 


79 


Exons 


355. .438, 


357. .437, 441. 


.527, 


442. .528 


, 442. .531, 626. .676, 




628. .678 










Seq. No. 


29116 






Seq. ID 


OJ000250_30.0223.C13 


Gene No. 


60100 






Strand 




otart 


"3 c; c; 
ODD 






End 


678 


Name 


OJ000250 


30.0223.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


369 






End 


649 


GI 


none 






Score 


104 


Exons 


369. .443, 


370. .441, 370. 


. 444, 


371. .466 


, 411. .647, 422. .649, 




423. .647, 


440. . 649 








Seq. No. 


29117 






Seq. ID 


OJ000250_30.0223.C14 


Gene No. 


60101 






Strand 


+ 


Start 


1 






End 


183 


Name 


OJ000250 


30.0223.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


183 


GI 


1854171 






Score 


354 


Exons 


1. .183 










GI Descrip. 


11957/emb 


1X15901 ICHOSXX 


l.Oe- 


162 Rice 


complete chloropiast 



genome 



28960 




Seq. No. 


z9ii7 




Seq. ID 


OJUUUzoU oU.Uzzo.C14 


Gene No. 


60101 




Strand 


+ 


Start 


l 




End 


183 


Name 


OJ000250 30.0223.C14.ol 


-tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


183 


GI 


none 




Score 


281 


Exons 


1..183, 2. .181, 3. .182, 


120. 


.158, 121. 


.159 


Seq. No. 


29117 




Seq. ID 


UJUUUzDU oU.UzzJ.U14 


Gene No. 


60101 




Strand 


+ 


Start 


1 




End 


183 


Name 


OJ000250 30.0223.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


181 


GI 


none 




Score 


303 


Exons 


2. .181, 2. .181, 120. .164, 121. .168 




Seq. No. 


O Q1 1 Q 

z yiio 




beq. id 


UJUUUzOU oU . Uzzo . CL O 


Gene No. 


DUiUZ 




Strand 




Start 


385 




End 


550 


Name 


OJ000250_30.0223.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


327 


GI 


none 




Score 


240 


Exons 


I-.zlU, 1..10Z, o..zuy, 


zzy . 


.327, 249. 


.326 


Seq. No. 


zy l lb 




Seq. ID 


OJUUUzoU oU.Uzzo.Clb 


Gene No. 


oOlOz 




Strand 




Start 


o o c 

385 




End 


550 


Name 


OJOUOzoU JU . UZZO . Clo . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


337 


GI 


none 




Score 


305 


Exons 


1 O 1 O 1 1 CQ O OQO 

1...51Z, l..lDy, O..OJZ, 


lU / . 


.337 




Seq. No. 


zy ny 




Seq. ID 


OJ000250_30.0223.C16 


Gene No. 


60102 




Strand 




btarr t . 


385 




End 


550 


Name 


OJ000250 30.0223.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


385 




End 


550 


GI 


688 1.R1084 




Score 


266 


Exons 


385. .550 








GI Descrip. 


'226661/prf | I1603356CM 


6.0e- 


54 trnA intron ORF 109 [Oryza 




sativa] ' 








Seq. No. 


29119 




Seq. ID 


OJ000250_30.0223.C17 


Gene No. 


60103 




Strand 




otart 


415 




End 


876 


Name 


OJ000250 30.0223.C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


230 


GI 


none 




Score 


70 


Exons 


1..42, 1..45, 2. .46, 2. 


.55, 


34. .60, 35 


..58, 62. .103, 65. .12' 




66. .125, 67. .126, 116.. 


190, 


117. .215, 


123. .218, 136. .219, 




207. .230 








Seq. No. 


29119 




Seq. ID 


OJ000250_30.0223.C17 


Gene No. 


60103 




Strand 




Start 


415 




End 


876 


Name 


OJ000250 30.0223.C17.ol 


.ts 


Method 


TBLASTX : Soybean 



28961 



Start 2 End 764 

GI none Score 54 

Exons 2. .40, 2. .55, 35.-58, 62. .103, 65. .124, 66. .125, 123. .215, 

132. .209, 136. .216, 206. .247, 496. .522, 498. .521, 526. .750, 
527. .760, 612. .764 



Seq. No. 29119 Seq. ID 

Gene No. 60103 ' Strand 

Start 415 End 

Name OJ000250_30 . 0223 . C17 . o2 . tc Method 

Start 4 - End 

GI none Score 

Exons 4. .45, 5. .46, 5. .55, 35. .58, 62. .103, 
123. .215, 132. .215, 136. .216 



OJ000250 30.0223.C17 



876 

TBLASTX; 

216 

62 

65. .124, 



Cress 



66. .125, 



Seq. No. 29119 

Gene No. 60103 

Start 415 

Name OJ000250_30 . 0223 . C17 . ol . tm 

Start 398 

GI none 

Exons 398.. 487, 399.. 500, 439.. 528, 
493. .792, 494. .808, 530. .799, 



Seq. ID OJ000250_30.0223.C17 
Strand 
End 

Method 
End 
Score 

443. .502, 489. .563, 489. .557, 
609. .827 



876 

TBLASTX: Maize 

827 

155 

489. .563, 489. 



Seq. No. 29119 Seq. ID OJ000250_30 . 0223 . C17 

Gene No. 60103 Strand 

Start 415 End . ., 876 

Name OJ000250_30 . 0223 . C17 . ol . gp Method" . AAT / GAP 

Start 415 End 876 

GI 3073_1.R1084 Score 819 

Exons 415.. 876 

GI Descrip. 1 133936/sp | P1214 6 | RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 


29119 






Seq. ID 


OJ000250_30.0223 


.C17 


Gene No. 


60103 






Strand 






Start 


415 






End 


876 




Name 


OJ000250 


30.0223.C17 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


545 






End 


792 




GI 


none 






Score 


265 




Exons 


545. .760, 


548. .733, 


607. .741, 


766. .792 






Seq. No. 


29120 






Seq. ID 


OJ000250_30.0223 


.C18 


Gene No. 


60104 






Strand 






Start 


44 






End 


218 




Name 


OJ000250 


30.0223.C18 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


44 






End 


189 




GI 


none 






Score 


128 




Exons 


44. .184, 


45. .185, 46 


. .189 








Seq. No. 


29120 






Seq. ID 


OJ000250_30.0223 


.C18 


Gene No. 


60104 






Strand 






Start 


44 






End 


218 




Name 


OJ000250 


30.0223.C18 


.o2.ts 


Method 


TBLASTX : Soybean 





28962 




Start 


44 






End 


218 




GI 


none 






Score 


178 




Exons 


44. .205, 


45. .206, 45 


. .218, .46 


. .210 






Seq. No. 


29120 






Seq. ID 


OJ000250_30.0223 


.C18 


Gene No. 


60105 






Strand 






Start 


191 






End 


620 




Name 


OJ000250 


30.0223.C18 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


191 






End* 


620 




GI 


none 






Score 


362 




Exons 


191. .562, 


194. .619, 


210. .620 








Seq. No. 


29120 






Seq. ID 


*OJ000250_30.0223 


.C18 


Gene No. 


60105 






Strand 






Start 


191 






End 


620 




Name 


OJ000250 


30.0223.C18 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


200 






End 


347 




GI 


none 






Score 


215 




Exons 


200. .346, 


203. .346, 


204. .347 








Seq. No. 


29120 






Seq. ID 


OJ000250_30.0223 


.C18 


Gene No. 


60105 






Strand 






Start 


191 






End 


620 




Name 


OJ000250 


3Q.0223.C18 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


298 






End 


620 




GI 


none 






Score 


337 




Exons 


298. .519, 


299. .619, 


300. .620 








Seq. No. 


29121 






Seq. ID 


OJ000250_30.0223 


.C20 


Gene No. 


60106 






Strand 


+ 




Start 


232 






End 


408 




Name 


OJ000250 


30.0223.C20 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


11 






End 


408 




GI 


none 






Score 


117 




Exons 


11. .85, 13. .123, 15. 


.116, 176 


..400, 190. .405, 211. .408 




Seq. No. 


29121 






Seq. ID 


OJ000250_30.0223 


.C20 


Gene No. 


60106 






Strand 


+ 




Start 


232 






End 


408 




Name 


OJ000250 


30.0223.C20 


.ol.ts 


Method . 


TBLASTX : Soybean 




Start 


11 






End 


408 




GI 


none 






Score 


59 




Exons 


11. .100, 


11. .91, 13. 


.114, 15. 


.116, 136 


..171, 177. .275, 


187. 




187. .408 












Seq. No. 


29121 






Seq. ID 


OJ000250_30.0223 


.C20 


Gene No. 


60106 






Strand 


+ 




Start 


232 






End 


408 




Name 


OJ000250 


30.0223.C20 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


12 






End 


188 




GI 


none 






Score 


174 




Exons 


12. .116, 


13. .126, 121. .174, 121. .180, 


126.. 188 




Seq. No. 


29121 






Seq. ID 


OJ000250_30.0223 


.C20 


Gene No. 


60106 






Strand 


+ 




Start 


232 






End 


408 




Name 


OJ000250 


30.0223.C20 


.ol .gp 


Method 


AAT/GAP 





28963 



Start 232 End 402 

GI 5005311 Score 316 

Exons 232.. 402 

GI Descrip. 114521/sp I P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 29121 Seq. ID 

Gene No. 60107 Strand 

Start 426 End . 

Name OJ000250_30 . 0223 . C20 . ol . tm Method 

Start 426 End 

GI none Score 
Exons 



OJ000250_30.0223.C20 
716 

TBLASTX: Maize 

707 

110 



426. .494, 427. .492, 428. .493, 439. .666, 466. .537, 492. .584, 
494. .616, 535. .675, 539. .694, 542. .694, 663. .707, 663. .707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29121 Seq. ID 

60107 Strand 

426 End 

OJ000250_30 . 0223 . C20 . o2 . tc Method 

426 End 

none Score 



OJ000250_30.0223.C20 
716 

TBLASTX: Cress 

716 

68 



426. .479, 428. .478, 494... 676, 535. . 666, 542. .694, 663. .716 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 
+ 

211 

AAT/GAP 

211 

410 



30.0223.C22 



29122 
60108 
1 

OJ000250_30 . 0223 . C22 . ol . gp 
1 

42732_1.R1084 
1. .211 

•114657/spl P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_eirtb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



Seq. No. 


29122 




Seq. ID 


OJ000250_30.0223. 


C22 


Gene No. 


60109 




Strand 


+ 




Start 


252 * 




End 


730 




Name 


OJ000250 30.0223.C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


285 




GI 


none 




Score 


403 




Exons 


1..285, 2. .259, 3. .284 










Seq. No. 


29122 




Seq. ID 


OJ000250_30.0223. 


C22 


Gene No. 


60109 




Strand 


+ 




Start 


252 




End 


730 




Name 


OJ000250 30.0223.C22.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


589 




GI 


none 




Score 


594 




Exons 


1..384, 1..387, 3. .533, 


9. . 


,569, 419. .1 


589 




Seq. No. 


29122 




Seq. ID 


OJ000250_30.0223. 


C22 


Gene No. 


60109 




Strand 


+ 





28964 



Start 


252 


End 


730 


Name 


OJ000250 30.0223.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


180 . 


End 


442 


GI 


none 


Score 


327 


Exons 


180. .440, 180. .386, 182. .442, 


215. .442 




Seq. No. 


29122 


Seq. ID 


OJ000250 30.0223.C22 


Gene Np. 


60109 


Strand 


+ 


Start 


252 


End 


730 


Name 


OJ000250 30.0223.C22.o2.gp 


Method 


AAT/GAP 


Start 


252 


End 


622 


GI 


LIB3477-011-P1-K1-C10 


Score 


734 


Exons 


252.-622 






GI Descrip. 


, 114657/sp|P12083|ATPI ORYSA 


2.0e-34 ATP SYNTHASE A CHAIN 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



29122 Seq. ID 

60109 Strand 
252 End 
OJ000250_30 . 0223 . C22 . o2 . tm Method 
443 End 
none Score 

443. .565, 444. .560, 449. .565, 552 

577. .714, 695. .718 



OJ000250_30.0223.C22 
+ 

730 

TBLASTX: Maize 
730 
172 

686, 558. .701, 560. .730, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29123 Seq. ID OJ000250_30 . 0223 . C23 

60110 Strand 

1 End 757 

0 J000250_30 . 0223 . C23 . ol . gp Method AAT/GAP 

1 End 757 

2721_1.R1084 Score 14 66 

1. .757 

•114622/sp|P12087|ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

"(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 





sativa] >gi_226695_prf 


1603356W ATPase 


! I [Oryza sativa] ' 


Seq. No. 


29123 




Seq. ID 


OJ000250__30.0223.C23 


Gene No. 


60111 




Strand 




Start 


7 95 




End 


888 


Name 


OJ000250 30.0223.C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


238 


GI 


none 




Score 


124 


Exons 


1..126, 3. .98, 110. .154, 


112. 


.156, 140. 


.238, 153. .236, 155. 


Seq. No. 


29123 




Seq. ID 


OJ000250_30.0223.C23 


Gene No. 


60111 




Strand 




Start 


795 




End 


888 


Name 


OJ000250 30.0223.C23.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


241 




End 


866 


GI 


none 




Score 


200 


Exons 


241.. 405, 241.. 342, 333. 


.365, 


378. .692, 


390. .692, 391. .693, 




398. .694, 652. .777, 662. 


.775, 


664. .777, 


780. .866, 785.-865 



28965 



Seq. No. 


29123 




Seq. ID 


OJ000250_30 . 0223 . C23 


Gene No. 


60111 




Strand 




Start 


795 




End 


888 


Name 


OJ000250 30.0223.C23.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


420 




End 


853 


GI 


none . . 




Score 


272 


Exons 


420.. 650, 428.. 652, 433. 


.654, 


447. .656, 


723. .809, 724. .807, 




726. .809, 730.. 810, 818. 


.853 






Seq. No. 


29123 




Seq. ID 


OJ000250_30.0223.C23 


Gene No. 


60111 




Strand 




Start 


795 




End 


888 


Name 


OJ000250 30.0223.C23.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


444 




End 


834 


GI 


none 




Score 


253 


Exons 


444. .623, 448. .624, 448. 


.624, 


453. . 626, 


715. .774, 717. .788, 




720. .773, 721. .774, 780. 


.833, 


781. .834, 


784. .831 


Seq. No. 


29123 




Seq. ID 


OJ000250 30.0223.C23 


Gene No. 


60111 




Strand 




Start 


795 




End 


888 


Name 


OJ000250 30.0223.C23.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


625 




End 


866 


GI 


none 




Score 


183 


Exons 


625. .744, 625. .744,- 741. 


.788, 


741. .779, 


779. .865, 780. .866 


Seq. No. 


29123 




Seq. ID 


OJ000250_30.0223.C23 


Gene No. 


60111 




Strand 




Start 


795 




T-l _ _1 

End 


o o o 
OOO 


Name 


OJ000250 30.0223.C23.o2. 


gp 


Method 


AAT/GAP 


Start 


795 




End 


888 


GI 


2135 1.R1084 




Score 


133 


Exons 


795. .888 








GI Descrip. 


'11957/emb | X15901 | CHOSXX 1 . 0e- 


-159 Rice 


complete chloroplast 




genome 1 








Seq. No. 


29124 




Seq. ID 


OJ000250_30 . 0223 . C24 


Gene No. 


60112 




Strand 




Start 


312 




End 


736 


Name 


OJ000250 30.0223.C24.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


312 




End 


736 


GI 


none 




Score 


547 


Exons 


312. .734, 313. .735, 356. 


.736 






Seq. No. 


29124 




Seq. ID 


OJ000250 30.0223.C24 


Gene No. 


60112 




Strand 




Start 


312 




End 


736 


Name 


OJ000250 30.0223.C24.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


504 




End 


651 


GI 


none 




Score 


168 


Exons 


504. .650, 504. .650, 505. 


.651 






Seq. No. 


29125 




Seq. ID 


OJ000250_30.0223.C25 


Gene No. 


60113 




Strand 




Start 


1 




End 


546 


Name 


OJ000250 30.0223.C25.o2. 


ts 


Method 


TBLASTX: Soybean 



28966 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 156 

none Score 184 

1..123, 3. .119, 120. .155, 121. .156 



End 

Method 

End 

Score 



29125 
60113 
1 

OJ000250_30 . 0223 . C25. ol . tm 
22 

none 

22. .276, 27. .173, 346. .537 

29125 
60113 
1 

OJ000250_30 . 0223 . C25 . o2 . tc 
22 

none 

22. .276, 27. .173, 346. . 546, " 438 545 



Seq. ID OJ000250_30. 0223.C25 
Strand 

546 

TBLASTX: Maize 
537 
149 



Seq. ID OJ000250_30.0223.C25 
Strand 

546 

TBLASTX: Cress 
546 
149 



End 

Method 

End 

Score 



29125 
60114 
459 

OJ000250_30.0223.C25.ol.ts 

459 

none 



Seq. ID OJ000250_30.0223.C25 
Strand 

End 1012 

Method TBLASTX: Soybean 

End 1012 

Score 214 



459. .650, 459. .671, 460. .792, 532. .819, 647. .820, 801. .920, 
820. .1011, 821. .1012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29125 
60114 
459 

OJ000250_30.0223.C25.ol.tc 

559 

none 



Seq. ID OJ000250_30.0223.C25 
Strand 

End 1012 

Method TBLASTX : Cress 

End 959 

Score 323 



559. .798, 565. .798, 656. .820, 827. .958, 829. .957, 831. .959 



29126 
60115 
849 

OJ000250_30.0223.C26.o2.tm 
61 

none 



Seq. ID OJ000250_30.0223.C26 
Strand 

End 1821 

Method TBLASTX : Mai ze 

End 528 

Score 207 



61. .201, 63. .200, 195. .248, 196. .528, 198. .527 



29126 
60115 
849 

OJ000250_30.0223.C26.o2.ts 
61 

none 



Seq. ID OJ000250_30.0223.C26 
Strand 

End 1821 
Method TBLASTX : Soybean 
End 706 
Score 59 

61. .102, 63. .119, 63. .104, 175. .207, 177. .206, 301. .336, 
301. .336, 338. .406, 346. .378, 384. .497, 416. .514, 424. .498, 
433. .567, 520. .549, 540. .620, 548.-622, 556. .642, 560. .634, 
586. .705, 601. .666, 602. .706, 618. .704 



Seq. No. 



29126 



Seq. ID OJ000250_30.0223.C26 



28967 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



60115 Strand 

84 9 End 

OJ000250_30 . 0223 . C2 6 . o2 . tc Method 

129 End 

none Score 



1821 

TBLASTX: Cress 

685 

44 



129. .167, 177. .206, 213. .437, 274. .339, 324. .431, 331. .432, 
414. .485, 424. .486, 445. .483, 514. .564, 545.-622, 550. .621, 
560. .622, 615. .647, 616. .666, 617. .685, 618. .683 



29126 
60115 
849 

OJ000250_30 . 0223 . C2 6 . ol . tm 

614 

none 

614. .727, 615. .725, 706. .732, 
774. .896, 788. .889, 823.-945, 
917. .979, 917. .964, 919. .981, 
1027. .1083, 1031.. 1084, 1032. 
1114. .1296, 1115.. 1297, 1130. 
1299.. 1505, 1299.. 1640, 1300. 
1628.. 1813, 1629.. 1817, 1629. 



Seq. ID OJ000250_30.0223.C26 
Strand 

End 1821 

Method TBLASTX: Maize 

End 1821 

Score 175 

727. .789, 729.-788, 730. .789, 
864. .911, 868. .912, 906. .950, 
1011. .1034, 1012. .1038, 
.1079, 1055.. 1084, 1061.. 1105, 
.1297, 1140.. 1298, 1141.. 1302, 
.1635, 1516.. 1671, 1529.. 1639, 
.1811, 1753. .1821, 1804. .1821 



OJ000250 30.0223.C26 



29126 Seq. ID 

60115 Strand 
849 End 1821 

OJ000250_30 . 0223 . C26 . ol - gp Method AAT/GAP 
849 End 1816 

2409JL.R1084 Score 1903 

849. .1816 

, 128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 



29126 
60115 
849 

OJ000250_30.0223.C26.ol.tc 

1398 

none 



Seq. ID OJ000250_30.0223.C26 
Strand 

End 1821 

Method TBLASTX : Cress 

End 1796 

Score 101 



1398. .1640, 1400. .1465, 1402. .1635, 1404. .1640, 1525. .1671, 
1628. .1747, 1629. .1748, 1664. .1768, 1749. .1766, 1763. .1789, 
1764. .1796 



29126 
60115 
849 

OJ000250_30.0223.C26.ol.ts 

1458 

none 

1458. .1499, 1458. .1640, 1459. 
1618.-1788, 1620.. 1790, 1628. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 30.0223.C26 



1821 

TBLASTX : Soybean 
1790 
55 

1635, 1516.. 1671, 1532.. 1639, 
1786, 1753.. 1788 



Seq. No. 



29127 



Seq. ID OJ000250_30.0223.C27 



28968 



Gene No. 60116 Strand + 

Start 3545 End 3660 

Name OJ000250_30 . 0223 .C27 . o2 .gp Method AAT/GAP 

Start 3545 End 3660 

GI LIB3431-013-P1-K1-B3 Score 181 

Exons 3545.. 3660 

GI Descrip. 1 6002093/emb | X84 14 9 . 1 1 CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 ' 



Seq. No. 


29127 




Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60117 




Strand 




Start 


1751 




End 


1812 


Name 


OJ000250 


30.0223.C27.ol.gp 


Method 


AAT/GAP 


Start 


1751 




End 


1812 


GI 


56420 1.R1084 


Score 


88 


Exons 


1751. .1812 






GI Descrip. 


'2979562 


2.0e-16 (AC003680) unknown protein [Arabidopsis 




thaliana] 


>gi 3386623 (AC004 665) unknown protein [Arabidopsis 




thaliana] 








Seq. No. 


29127 




Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 




Strand 




Start 


7338 




End 


7604 


Name 


OJ000250 


30.0223.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


1207 


GI 


none 




Score 


78 


Exons 


1..45, 6. 


.53, 6. .44, 40. .246, 


45. .251, 


47. .247, 217. .408, 




224. .439, 


234. .443, 236. .400, 


237. .407, 


412. .450, 430. .1089, 




448. .1083 


, 1086. .1154, 1115.. 


1144, 1151 


'..1207, 1157. .1207 


Seq. No. 


29127 




Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 




Strand 




Start 


7338 




End 


7604 


Name 


OJ000250 


30.0223.C27.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


368 


GI 


none 




Score 


78 


Exons 


1..45, 6. 


.44, 22. .366, 45. .368, 47. .367 


Seq. No. 


29127 




Seq. ID 


OJ000250_30.0223.C27 


Gene .No. 


60118 




Strand 




Start 


7338 




End 


7604 


Name 


OJ000250 


30.0223.C27.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


281 


GI 


none 




Score 


78 


Exons 


1..45, 6. 


.53, 6. .44, 37. .279, 


42. .272, 


45. .281, 47. .280 


Seq. No. 


29127 




Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 




Strand 




Start 


7338 




End 


7604 


Name 


OJ000250 


30.0223.C27.o3.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


436 


GI 


none 




Score 


78 


Exons 


1..45, 6. 


.53, 6. .44, 45. .149, 


47. .169, 


47. .148, 143;. 199, 




144. .410, 


186. .257, 247;. 411, 


248. .436 




Seq.' No. 


29127 




Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 




Strand 





28969 




Start 


7338 








End 


7604 


Name 


OJ000250 30 


.0223. 


C27 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


498 








End 


948 


GI 


none 








Score 


689 


Exons 


498. .872, 514. .94 


8, 514 


. .948 






Seq. No. 


29127 








Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 








Strand 




Start 


7338 








End 


7604 


Name 


OJ000250 30 


.0223. 


C27.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


523 








End 


1000 


GI 


none 








Score 


703 


Exons 


523.-999, 525.. 869, 532 


. .999, 


533. .1000 


Seq. No. 


29127 








Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 








Strand 




Start 


7338 








End 


7604 


Name 


OJ000250_30 


.0223. 


C27 .o7 


.tc 


Method 


TBLASTX: Cress 


Start 


1797 








End 


1933 


GI 


none 








Score 


128 


Exons 


1797. .1820, 


1798 . 


. 1923, 


1799. 


.1930, 1810. .1923, 1817. .1933 


Seq. No. 


29127 








Seq. ID 


OJ000250_30.0223.C27 


Gene No. " 


. 60118 








Strand 




Start 


7338 


• - • 






End 


-7604 


Name 


OJ000250_30 


. 0223. 


C27 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1822 








End 


2813 


GI 


none 








Score 


141 


Exons 


1822. .1923, 


1823. 


. 1936, 


1826. 


.1936, 1863.. 1937, 1930.. 1998, 




1934. .2011, 


1935. 


.2012, 


1935. 


.2012, 1966. .2013, 2007. .2105, 




2008. .2106, 


2066. 


.2113, 


2185. 


.2277, 2189. .2287, 2193. .2312, 




2196. .2288, 


2280. 


.2315, 


2282. 


.2311, 2311. .2547, 2312. .2548, 




2321. .2551, 


2322. 


.2552, 


2532. 


.2702, 2544. .2705, 2545. .2703, 




2698. .2781, 


2700. 


.2813 








Seq. No. 


29127 








Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 








Strand 




Start 


7338 








End . 


7604 


Name 


OJ000250 30 


.0223. 


C27.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2174 








End 


2436 


GI 


none 








Score 


73 


Exons 


2174. .2248, 


2174. 


.2260, 


2248. 


.2436, 2272.. 2313, 2279.-2332, 




2312. .2428, 


2319. 


.2429 








Seq. No. 


29127 








Seq. ID 


OJ000250_30.0223.C27 


Gene No. 


60118 








Strand 




Start 


7338 








End 


7604 


Name 


OJ000250 30 


.0223. 


C27.o6 


.ts 


Method 


TBLASTX : Soybean 


Start 


2193 








End 


2460 


GI 


none 








Score 


82 


Exons 


2193. .2315, 


2196. 


.2249, 


2197. 


.2289, 2198.. 2314, 2271.. 2321, 




2277. .2438, 


2311. 


.2460, 


2311. 


.2421 




Seq. No. 


29127 








Seq. ID 


OJ000250_30. 0223.C27 


Gene No. 


60118 








Strand 




Start 


7338 








End 


7604 


Name 


OJ000250 30 


.0223. 


C27.ol 


. tc 


Method 


TBLASTX: Cress 



28970 



Start 
GI 

Exons 



3173 End 4170 

none Score 82 

3173.. 3268, 3182.. 3268, 3187.. 3276, 3189.. 3308, 3192.. .3269, 

3451. .3522, 3474. .3521, 3536. .3670, 3540. .4169, 3540. .4160, 

3541. .4170, 3541. .4167 



Seq. No. 29127 
Gene No. 60118 
Start 7338 

Name OJ000250_30 . 0223 . C27 . 08 . tm 

Start 3407 
GI none 

Exons 3407.. 3433, 3408.. 3431, 3409. 

3441.. 3554, 3442. .3552, 3464. 
3551. .3664, 3551. .3664 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 30.0223.C27 



7604 

TBLASTX: Maize 
3664 
36 

3432, 3429.. 3551, 3431.. 3550, 
3556, 3522.. 3662, 3550.. 3663, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29127 
60118 
7338 

OJ000250_30.0223.C27.o2.ts 

3442 

none 



Seq. ID OJ000250_30.0223.C27 
Strand 

End 7604 

Method TBLASTX : Soybean 

End 3945 

Score 41 



3442. .3498, 3542. .3637, 3543. .3944, 3543. .3944, 3544. .3945, 
3550. .3945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29127 
60118 
7338 

OJ000250_30, 

3897 

none 

3897. .4220, 
4180. .4260, 



0223.C27.ol.tw 



3898. .4191, 
4259. .4297 



4179 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4235, 



OJ000250 30.0223.C27 



7604 

TBLASTX: Wheat 
4297 
446 

4179. .4241, 4180. .4248, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29127 Seq. ID 

60118 Strand 

7338 End 

OJ000250_30 . 0223 . C27 . o4 . tm Method 

3925 , End 

none Score 



OJ000250_30.0223.C27 
7604 

TBLASTX: Maize 

4467 

639 



3925. .3960, 
4383. .4439, 



3942. .4382, 
4384. .4467, 



3952. .4380, 
4385. .4465, 



3958. .4383, 
4386. .4466, 



4232. .4384, 
4414. .4467 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29127 
60118 
7338 

OJ000250_30.0223.C27.o7.tm 

4548 

none 



Seq. ID OJ000250_30.0223.C27 
Strand 
End 

Method 
End 
Score 



7604 

TBLASTX: Maize 

4934 

97 



4548. .4643, 4557. .4643, 4558. .4644, 4558. .4647, 4638. .4733, 
4643. .4891, 4646. .4930, 4779. .4910, 4786. .4911, 4914. .4934 



Seq. No. 29127 Seq. ID 

Gene No. 60118 Strand 

Start . 7338 End 

Name OJ000250_30 . 0223 . C27 . o2 . tm Method 

Start 5101 End 



OJ000250_30.0223.C27 
7604 

TBLASTX: Maize 
6255 



28971 



GI 


none 








Score 


35 




Exons 


5101. .5121, 


5102. 


.5119, 


5121. 


.5285, 5122.. 5286, 


5122. .5286, 




5123. . 5302, 


5124 . 


.5327, 


5250. 


.5906, 5281.. .5910, 


5284. .5874, 




5297. .5905, 


5903. 


. 6055, 


5904. 


.5969, 5905.. 6255, 


5920. . 6255 


Seq. No. 


29127 








Seq. ID 


OJ000250 


30. 0223.C27 


Gene No . 


60118 








Strand 






Start 


7338 








End 


7604 




Name 


OJ000250 30 


.0223. 


C27.04 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5111 








End 


5787 




GI 


none 








Score 


225 




Exons 


5111. .5272, 


5118. 


.5285, 


5118. 


.5285, 5119. .5286, 


5364. .5387, 




5365. .5391, 


5386. 


.5457, 


5399. 


.5443, 5403. .5477, 


5458 . .5484, 




5518. .5553, 


5520. 


.5543, 


5596. 


.5724, 5606. .5725, 


5632. .5754, 




5726. .5767, 


5727. 


.5786, 


5731. 


.5787 






Sea. No. 


29127 








Seq. ID 


OJ000250 


30.0223.C27 


Gene No . 


60118 








Strand 






Start 


7338 








End 


7604 




Name 


OJ000250 30 


.0223. 


C27.o5 


.tc 


Method 


TBLASTX : 


Cress 


Start 


5112 








End 


5850 




GI 


none 








Score 


201 




Exons 


5112. .5297, 


5116. 


.5298, 


5116. 


.5298, 5126. .5305, 


5391. .5474, 




5396. .5488, 


5396. 


.5476,. 


5487. 


.5600, 5497. .5601, 


5497. .5613, 




5601. .5720, 


5608 . 


. 5724, 


5609. 


.5725, 5635.. 5766, 


5730. .5783, 




5731. .5766, 


5794 . 


.5850, 


5818. 


.5838 






Seq. No. 


29127 








Seq. ID 


OJ000250 


_30.0223.C27 


Gene No. 


60118 








Strand 






Start 


7338 








End 


7604 




Name 


OJ000250 30 


.0223. 


C27 ,o4 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5916 ~~ 








End 


6266 




GI 


none 








Score 


432 




Exons 


5916. . 6263, 


5929. 


. 6264, 


6009. 


.6266 






Seq. No. 


29127 








Seq. ID 


OJ000250 


30.0223.C27 


Gene No. 


60118 








Strand 






Start 


7338 








End 


7604 




Name 


OJ000250 30 


.0223. 


C27 .o5 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6126 








End 


7116 




GI 


none 








Score 


187 




Exons 


6126. . 6236, 


6126. 


.6242, 


6127. 


.6273, 6128. .6244, 


6950. .7075, 




6960. .7112, 


6960. 


.7115, 


6961. 


.7116 






Seq. No. 


29127 








Seq. ID 


OJ000250 


30. 0223.C27 


Gene No 4 


60118 








Strand 






Start 


7338 








End 


7604 




Name 


OJ000250 30 


.0223. 


C27.o6 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6597 








End 


6940 




GI 


none 








Score 


85 




Exons 


6597. .6647, 


6599. 


. 6676, 


6600. 


.6683, 6618.. 6680, 


6637. .6687, 




6660. .6785, 


6673. 


.6789, 


6676. 


.6783, 6713.. 6835, 


6785. .6940, 




6785.. 6937 














Seq. No. 


29127 








Seq. ID 


OJ000250 


_30.0223.C27 


Gene No. 


60118 








Strand 






Start 


7338 








End 


7604 





28972 



Name 

Start 

GI 

Exons 



OJ000250 30.0223.C27.o6.tc 



Method TBLASTX : Cress 



6734 End 7065 

none Score 51 

6734.-6772, 6739. .6777, 6760. .6831, 6761. .6835, 6791. .6835, 

6884. .6949, 6893. .6946, 6894. .6947, 6898. .6948, 6921. .7058, 

6925.. 7065, 6937.. 7065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29127 Seq. ID 

60118 Strand 

7338 . End 
OJ000250_30 . 0223 . C27 . o5 . tm. Method 
6995 End 
none Score 



OJ000250_30.0223.C27 
7604 

TBLASTX: Maize 

7604 

162 



6995. .7141, 7002. .7142, 7006. .7158, 7009. .7146, 7186. .7266, 



7186. .7266, 7188. .7268, 7249. 
7304. .7384, 7317. .7421, 7318. 



.7320, 7262. .7315, 7263. .7319, 
.7407, 7399. .7449, 7399.-7446, 



7462. .7491, 7463.-7492, 7492. .7602, 7493. .7603, 7494. .7604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29127 Seq. ID 

60118 Strand 
7338 End 
OJ000250_30 . 0223 . C27 . o3 . gp Method 
7338 End 
uC-osflM202088b07al Score 
7338. .7596 

1 11957/emb | XI 5 901 ICHOSXX 2. 
genome 1 

29128 Seq. ID 

60119 Strand 
1 End 
OJ000250_30 . 0223 . C28 . o3 . tc Method 
1 End 
none Score 
1..93, 2. .136, 3. .140 



OJ000250_30.0223.C27 

7604 
AAT/GAP 
7596 
514 



0e-52 Rice complete chloroplast 



OJ000250_30.0223.C28 
140 

TBLASTX: Cress 

140 

102 



Seq. No. 29128 

Gene No. 60119 

Start 1 

Name OJ000250_30 . 0223 . C28 . o3 . tm 

Start 1 

GI none 

Exons 1..123, 3.. 122 

Seq. No. 29128 

Gene No. 60120 

Start 142 

Name OJ000250_30 . 0223 . C28 . ol . tc 

Start 142 

GI none 

Exons 142. .981, 143.. 1309, 144.. 1346 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_30.0223.C28 
140 

TBLASTX: Maize 

123 

220 



Seq. ID OJ000250_30.0223.C28 
Strand 

End 1529 

Method TBLASTX : Cress 

End 1346 

Score 1896 



Seq. No. 29128 Seq. ID 

Gene No. 60120 Strand 

Start 142 End 

Name OJ000250_30 . 0223 . C28 . o2 . ts Method 

Start 151 End 



OJ000250_30.0223.C28 
1529 

TBLASTX : Soybean 
383 



28973 




GI 


none 




Score 


324 


Exons 


151.. 375, 153.. 383, 155 


. .382 






Seq. No. 


29128 




Seq. ID 


OJ000250_30 . 0223 . C28 


Gene No. 


60120 




Strand 




Start 


142 




End 


1529 


Name 


OJ000250 30.0223.C28.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


323 




End . 


838 


GI 


none 




Score 


302 


Exons 


323.. 520, 323.. 835, 325 


. .597, 


354. .836, 


3S4..836, 575. .838 


Seq. No. 


29128 




Seq. ID 


OJ000250_30.0223.C28 


Gene No. 


60120 




Strand 




Start 


142 




End 


1529 


Name 


OJ000250 30.0223.C28 ,o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


483 




End 


704 


GI 


none 




Score 


51 


Exons 


483.. 530, 533.. 703, 534 


. .704 






Seq. No. 


29128 




Seq. ID 


OJ000250_30.0223.C28 


Gene No. 


60120 




Strand 




Start 


142 




End 


1529 


Name 


OJ000250 30.0223.C28.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


710 




End 


1529 


GI 


none 




Score 


41 5 


Exons 


710. .856, 711. .1115, 1010. .1111, 1137.. 


1181, 1232.. 1528, 




1236. .1529 








Seq. No. 


29128 




Seq. ID 


OJ000250_30 . 0223 - C28 


Gene No. 


60120 




Strand 




Start 


142 




End 


1529 


Name 


OJ000250 30.0223.C28.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


971 




End 


1426 


GI 


none 




Score 


783 


Exons 


971. .1426, 972. .1424 








Seq. No. 


29128 




Seq. ID 


OJ000250_30.0223.C28 


Gene No. 


60120 




Strand 




Start 


142 




End 


1529 


Name 


OJ000250 30.0223.C28.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1346 




End 


1529 


GI 


none 




Score 


217 


Exons 


1346.. 1507, 1347. .1529, 


1365. 


.1520 




Seq. No. 


29129 




Seq. ID 


OJ000250_30.0223.C30 


Gene No. 


60121 




Strand 


+ 


Start 


1 




End 


196 


Name 


OJ000250 30.0223.C30.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


196 


GI 


306 9.R1084 




Score 


385 


Exons 


1. .196 








GI Descrip. 


, 287391/dbj | D13111 | RICMT15 1. 


0e-178 Oryza sativa mitochondrial 




rpoB pseudogene 1 








Seq. No. 


29129 




Seq. ID 


OJ000250_30.0223.C30 


Gene No. 


60121 




Strand 


+ 


Start 


1 




End 


196 



28974 



Name 


OJ000250 


30.0223.C30.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


195 


GI 


none 






Score 


62 


Exons 


1..33, 2. 


.52, 3. .53, 3. 


.53, 


19. .195, 21 


'..194, 28. .195, 97.. 




98. .142 










Seq. No. 


29129 






.Seq. ID 


OJ000250_30.0223.C30 


Gene No. 


60121 






Strand 


+ 


Start 


1 






End 


196 


Name 


OJ000250 


30.0223.C30.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 






End ' 


194 


GI 


none 






Score 


59 


Exons 


1..45, 2. 


.52, 3.. 53, 23 


. .193 


, 26. .190, 


27.. 194, 97.. 141, 98 


Seq. No. 


29130 






Seq. ID 


OJ000250_30.0223.C31 


Gene No. 


60122 






Strand 




Start 


1 






End 


260 


Name 


OJ000250 


30.0223.C31.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


' 1 






End 


260 


GI 


none 






Score 


381 


Exons 


1..162, 2 


..259, 3. .260 








Seq. No. 


29130 






Seq. ID 


OJ000250_30.0223.C31 


Gene No. 


60122 ; 






Strand 




Start 


1 






End 


260 


Name 


OJ000250 


30.0223.C31.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


260 


GI 


none 






Score 


249 


Exons 


1..258, 1 


..162, 2. .259, 


3. .260 




Seq. No. 


29130 






Seq. ID 


OJ000250_30.0223.C31 


Gene No. 


60122 






Strand 




Start 


1 






End 


260 


Name 


OJ000250 


30.0223.C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


260 


GI 


none 






Score 


403 


Exons 


2. .259, 3 


. .260, 3. .260 








Seq. No. 


29131 






Seq. ID 


OJ000250_30.0223.C32 


Gene No. 


60123 






Strand 




Start 


320 






End 


624 


Name 


OJ000250 


30.0223.C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


320 






End 


624 


GI 


none 






Score 


220 


Exons 


320. .478, 


321.. 473, 467 


. .616 


, 471. .617, 


496. .624 


Seq. No. 


29131 






Seq. ID 


OJ000250_30.0223.C32 


Gene No. 


60123 






Strand 




Start 


320 






End 


624 


Name 


OJ000250 


30.0223.C32.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


320 






End 


588 


GI 


none 






Score 


349 


Exons 


320. .586, 


321.. 587, 321 


. .587 


, 322. .588, 


496. .588 


Seq. No. 


29132 






Seq. ID 


OJ000250_30.0223.C33 


Gene No. 


60124 






Strand 




Start 


58 






End 


661 



28975 



Name OJ000250_30 . 0223 . C33 . ol . t s 

Start 58 

GI none 

Exons 58.. 357, 58.-372, 60.. 380 

Seq. No. 29132 

Gene No. 60124 

Start 58 

Name OJ000250_30.0223.C33.ol.tw 

Start 176 

GI none 
Exons 



Method - TBLASTX: Soybean 
End 380 
Score 469 



Seq. ID OJ000250_30.0223.C33 
Strand 

End 661 

Method TBLASTX : Wheat 

End 661 

Score 336 



176. .409, 177. .416, 363. .455, 405. .455, 406. .456, 415. .456, 
441. .509, 454. .519, 461. .481, 467. .544, 467. .508, 468. .509, 
469. .546, 471. .551, 473. .535, 482. .661, 526. .582, 583. .648 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



29133 
60126 
202 

OJ000250_30, 

1023 

none 

1023. .1196, 
1193. .1453, . 



0223.C34.ol. tc 



1023. 
1193. 



,1196, 1024 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1197, 



OJ000250_30.0223.C34 
+ 

1455 

TBLASTX: Cress 
1455 
259 

1025. .1204, 1192. .1446, 



,1453, 1195. .1455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



"29134 Seq. ID OJ000250_30 . 0223 . C35 

60127 Strand + 
3844 End 4038 
OJ000250_30 . 0223 . C35 . o3 . gp Method AAT/GAP 
3844 End 4038 
uC-osflcyp086a01al Score 366 
3844. .4038 

'133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X527 65) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 

29134 Seq. ID OJ000250_30 . 0223 . C35 

60128 Strand 

84 End 537 

OJ000250_30 . 0223 . C35 . ol . gp Method AAT/GAP 
84 End 537 

24570_1.R1084 Score 908 

84. .537 

f 131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 1 



29134 Seq. ID 

60129 Strand 

2982 End 

OJ000250_30.0223.C35.ol.tc Method 

45 ' End 

none Score 



OJ000250_30.0223.C35 
3269 

TBLASTX: Cress 

517 

61 



28976 




Exons 


45. .77, 48. 


.83, 60. .485, 


79. . 


504, 482. 


.517 




Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


45 








End 


541 ' 




GI 


none 








Score 


799 




Exons 


45.-536, 46 


. .534, 


47.. -541, 362.. 538 






Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


226 








End 


541 




GI 


none 








Score 


429 




Exons 


226. .531, 226. .522, 228. 


.530, 


362. .541 






Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1010 








End 


1373 




GI 


none 








Score 


158 




Exons 


1010. .1261, 


1014. 


.1259, 


1248. 


.1373, 1253. .1369 




Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1071 








End 


1467 




GI 


none 








Score 


545 




Exons 


1071. .1445, 


1073. 


.1444, 


1440. 


.1466, 1441. .1467 




Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 5 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1299 








End 


1565 




GI 


none 








Score 


358 




Exons 


1299. .1565, 


1300. 


.1395, 


1301. 


.1564 






Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1518 








End 


1965 




GI 


none 








Score . 


57 




Exons 


1518. .1607, 


1519. 


.1767, 


1519. 


.1728, 1520. .1729, 1659. .1778, 




1772. .1918, 


1782. 


.1925, 


1789. 


.1926, 1816. .1959, 1909. .1965 


Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223 


.C35 


Gene No. 


60129 








Strand 






Start 


2982 








End 


3269 




Name 


OJ000250 30 


.0223. 


C35.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1694 








End 


2175 




GI 


none 








Score 


78 





28977 



Exons 1694. .1849, 1695.. 1856, 1844.. 1912, 1846.. 1911, 1847.. 1912, 

1854.. 1913, 1928.. 2161, 1931.. 2170, 1983.. 2174, 1996.. 2175, 
2104. .2175 



Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223.C35 




60129 








Strand 




Start 


2982 








End 


3269 


Mamp j 

IN dlllC A 


OJ000250 30 


.0223. 


C35.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1733 ~~ 








End 


2113 


GI 


none 








Score 


387 


Exons 


1733. .2113, 


1734. 


.2012, 


1736. 


.2113 




Sea No. 


29134 








Seq. ID 


OJ000250_30.0223.C35 


Gene No . 


60129 








Strand 




Start 


2982 








End 


3269 


Name 


OJ000250 30 


.0223. 


C35.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


1988 ~~ 








End 


2534 


0,1 


none 








Score 


97 


Exons 


1988. .2185, 


1997. 


.2164, 


2002. 


.2178, 2192. .2266, 2199. .2252, 




2255. .2386, 


2257. 


.2388, 


2281. 


.2391, 2403.. 2534 


No 


29134 








Seq. ID 


OJ000250_30.0223.C35 


UC11C Vi\J • 


60129 








Strand 




Cf arf 

OLaii 


2982 








End 


3269 


IN diltvi 


OJ000250 30 


. 0223. 


C35.o5 


. tc 


Method 


TBLASTX: Cress 


J Lai L 


2181 ~~ 








End 


2534 


GT 


none 








Score 


49 


F von c; 


2181 2246, 


2192 . 


.2260, 


2234 . 


.2386, 2262. .2384, 2281. .2391, 




2282. .2389, 


2419. 


.2532, 


2420. 


.2533, 2421. '.2534 


Sea No. 


29134 








Seq. ID 


OJ000250_30.0223.C35 


UCilC Vi\J . 


60129 








Strand 




Start 


2982 








End 


3269 


Name 


OJ000250 30 


.0223. 


C35. o5 


. tin 


Method 


TBLASTX: Maize 


Start 


2593 ~ 








End 


2826 


GI 


none 








Score 


50 




2593. 2625, 


2593. 


.2625, 


2594 . 


.2626, 2594.. 2626, 2638.-2727, 




2645 2734. 


2646. 


.2738, 


2650. 


.2745, 2721. .2747, 2721. .2765, 




2743 2826. 


2745. 


.2819 








Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223.C35 


Gene No . 


60129 








Strand 




Start 


2982 








End 


3269 


Name 


OJ000250 30 


. 0223. 


C35.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


2722 ~~ 








End 


3269 


GI 


none 








Score 


49 


Rvon q 


2722. .2772, 


2727 . 


.277 4, 


2734 . 


.2775, 2776. .2817, 2776. .2814, 




2777. .2821, 


2787. 


.2822, 


2860. 


.2997, 2906. .2998, 2915. .2998, 




2916. .3002, 


2922. 


.3014, 


2926. 


.3039, 3021. .3065, 3090. .3131, 




3091. .3129, 


3118. 


.3261, 


3120. 


.3269, 3120.. 3260 


Seq. No. 


29134 








Seq. ID 


OJ000250_30.0223.C35 


Gene No. 


60129 








Strand 




Start 


2982 








End 


3269 


Name 


OJ000250 30 


.0223. 


C35.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2974 








End 


3234 


GI 


none 








Score 


122 



28978 



Exons 


2974. .2997, 2976. 




3034.. 3234, 3054. 


Seq. No. 


29134 


Gene No. 


60129 


Start 


2982 


Name 


OJ000250 30.0223. 


Start 


2982 


GI 


40596 1 .R1084 


Exons 


2982. .3250 


GI Descrip. 


'11957/61^1X15901 




genome 1 


Sea. No. 


29134 


Gene No . 


60130 


Start 


3235 


Name 


OJ000250 30.0223. 


Start 


3235 


GI - 


none 


Exons 


3235.. 3276, 3236. 




3275.. 3340, 3329. 




3355.. 3435, 3371. 




3464.. 3559, 3500. 


Seq. No. 


29134 


Gene No. 


60131 


Start 


3838 


Name 


OJ000250 30.0223. 


Start 


3838 


GI 


none 


Exons 


3838. .4077, 3839. 




4048. .4146 


Seq. No. 


29134 


Gene No. 


60131 


Start 


3838 


Name 


OJ000250 30.0223. 


Start 


3912 ~~ 


GI 


none 


Exons 


* 3912. .3965, 3913. 


Seq. No. 


29135 


Gene No. 


60132 


Start 


5585 


Name 


OJ000250 30.0223. 


Start 


5585 


GI 


2231 2.R1084 


Exons 


55857. 6041 


GI Descrip. 


, 11957/emb|X15901 




genome ' 


Seq. No. 


29135 


Gene No. 


60133 


Start 


6137 


Name 


OJ000250 30.0223. 


Start 


6137 


GI 


7587 1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_30.0223.C35 

3269 
AAT/GAP 
3250 
450 



OJ000250_30.0223.C35 
3609 

TBLASTX: Maize 

3609 

68 

37. .3278, 3274. .3315, 
13. .3381, 3354. .3431, 



OJ000250_30.0223.C35 
4146 

TBLASTX: Soybean 

4146 

251 

39. .4110, 4044. .4136, 



OJ000250_30.0223.C35 
4146 

TBLASTX: Cress 

4100 

44 



. .4099, 4005. .4100 

Seq. ID OJ000250_30. 0223.C36 

Strand + 

End 6041 

Method AAT/GAP 

End 6041 

Score 819 

>-145 Rice complete chloroplast 



Seq. ID OJ000250_30.0223.C36 

Strand + 

End 7025 

Method AAT/GAP 

End 7025 

Score 1667 



28979 



Exons 6137.. 7025 

GI Descrip. 1 131283/ sp| P12158 I PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 4 4 KD 
REACTION CENTER PROTEIN {P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 


29135 


Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60134 


Strand 




Start 


74 


End 


1307 


Name 


OJ000250 30.0223.C36.ol.gp 


Method 


AAT/GAP 


Start 


74 


End 


1307 


GI 


uC-osflcyp08 6a01al 


Score 


806 


Exons 


74. .251, 1062. .1307 






GI Descrip. 


' 133806/sp|P25875|RR16 HORVU 


5.0e-37 CHLOROPLAST 30S RIBOSOMAL 




PROTEIN S16 >gi 282999 pir S28766 ribosomal protein S16 - 




barley chloroplast >gi_11603_ 


emb_CAA36973_ (X52765) ribosomal 




protein rpsl6 [Hordeum vulgare] 1 




Seq. No. 


29135 


Seq. ID 


OJ000250_30.0223.C36 


Gene No . 


60135 


Strand 




Start 


1388 


End 


1838 


Name 


OJ000250 30.0223.C36.o3.ts 


Method 


TBLASTX: Soybean 


Start 


74 


End 


1178 


GI 


none 


Score 


237 


Exons 


74. .181, 76. .294, 80. .283, 256. .327, 261. .353, 265.-363, 




523. .570, 568. .618, 576. .617, 


621. .653 


, 771. .878, 792. .893, 




896. .934, 898. .936, 947. .1009, 956. .1009, 984. .1043, 998. .1048 




1040. .1114, 1040. .1129, 1154. 


.1174, 1155. .1178 


Seq. No. 


29135 


Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60135 


Strand 




Start 


1388 


End 


1838 


Name 


OJ000250 30.0223.C36.o4 ,tc 


Method 


TBLASTX: Cress 


Start 


129 


End 


317 


GI 


none 


Score 


44 


Exons 


129. .182, 130. .309, 131. .316, 


222. .317 




Seq. No. 


29135 


Seq. ID 


OJ000250_30.0223.C36 


Gene No . 


60135 


Strand 




Start 


1388 


End 


1838 


Name 


OJ000250 30.0223.C36.o5.tm 


Method 


TBLASTX: Maize 


Start 


658 


End 


1287 


GI 


none 


Score 


113 


Exons 


658. .753, 659. .742, 745. .888, 


762. .794 


, 765.. 932, 798.. 935, 




812. .946, 908. .1186, 920. .1180, 934. .1188, 1199. .1240, 




1209. .1241, 1210. .1242, 1237. 


.1284, 1243. .1287 


Seq. No. 


29135 


Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60135 


Strand 




Start 


1388 


End 


1838 


Name 


OJ000250 30.0223.C36.o2.gp 


Method 


AAT/GAP 


Start 


1388 


End 


1838 


GI 


uC-osflcyp086a01bl 


Score 


902 


Exons 


1388. .1838 






GI Descrip. 


, 11957/emb|X15901|CHOSXX l.Oe 


-135 Rice 


complete chloroplast 




genome 1 







28980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29135 
60136 
2073 

OJ000250_30.0223.C36.o7.tw 

2073 

none 

2073.. 2261, 2162.. 2260, 21.64, 
2370. .2444, 2374. .2448, 2374, 

29135 
60137 
2358 

OJ000250_30.0223.C36.o7.tm 

2358 

none 

2358. .2492, 
2670. .2822, 
2872..2922, 



2365.. 2493, 2366. 
2821. .2886, 2822. 
2872. .2922 



Seq. ID OJ000250_30.0223.C36 
Strand 

End 24 4 8 

Method TBLASTX : Wheat 

End 2448 

Score 154 

.2265, 2164. .2262, 2343. .2441, 
.2445 

Seq. ID OJ000250_30.0223.C36 
Strand 

End 6977 

Method TBLASTX : Maize 

End 2922 

Score 208 

.2494, 2668. .2817, 2668. .2817, 
.2884, 2823. .2885, 2824. .2886, 



Seq. No. 
Gene No. 
Start - 
Name .... 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29135 
60137 
2358 

OJ000250_30.0223.C36.ol.tc 

2494 

none 

2494.. 2667, 5438.. 5725, 5440. 
5781. .5933, 5782. .6273, 5791. 
5988.. 6878, 6919.. 6948 

29135 
60137 
2358 

OJ000250_30 . 0223 . C36 . ol . ts 

2494 

none 

2494. .2667, 5418. .5723, 5418. 
5780.. 5932, 5791.. 6375, 5792. 



Seq. ID OJ000250_30.0223.C36 
Strand 

End 6977 

Method ' TBLASTX : Cress 

End 694 8 

Score 78 

.5790, 5442. .5792, 5780. .5932, 
.6375, 5792. .6367, 5981. .6877, 



Seq. ID OJ000250_30.0223.C36 
Strand 

End 6977 

Method TBLASTX : Soybean 

End 6911 

Score 7 6 

.5792, 5422. .5790, 5761. .6270, 
.6361, 5981. .6874, 5988. .6911 



Seq. No. 29135 

Gene No. 60137 

Start 2358 

Name OJ000250_30 . 0223 . C36 . ol . tw 

Start "2494 

GI none 

Exons 2494.. 2667, 5981.. 6367, 5981. 

6421. .6534, 6434. .6535, 6478. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 30.0223.C36 



6977 

TBLASTX: Wheat 
6612 
75 

6514, 5988. .6515, 6415. .6519, 
6612, 6495. .6611, 6514. .6612 



OJ000250 30.0223.C36 



Seq. No. 29135 Seq. ID 

Gene No. 60137 Strand 

Start 2358 End 

Name OJ000250_30 . 0223 . C36 . ol . tm Method 

Start 24 94 End 

GI none Score 

Exons 2494.. 2667, 5965.. 6372, 5966.. 6361, 5970.. 6449, 5981.. 6451, 
5988. .6449 



6977 

TBLASTX: Maize 

6451 

77 



28981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29135 
60137 
2358 

OJ000250_30.0223.C36.o4.ts 
2668 
none 

2668. .2787, 
3310. .3405 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_30 . 0223 .C36 
6977 

TBLASTX: Soybean 

3405 

154 



2670. .2771, 3139. .3267, 3140. .3265, 3141. .3269, 



29135. 
60137 
2358 

OJ000250_30.0223.C36.o8.tm 

2923 

none 

2923. .2991, 2924. .2995, 2984. 
3020.. 3130, 3025.. 3132, 3033. 

29135 
60137 
2358 

OJ000250_30.0223.C36.o5.tc 
3125 
none 

3125. .3268, 
3379. .3405 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 30.0223.C36 



6977 

TBLASTX: Maize 
3132 
90 

3040, 2994.. 3059, 2995.. 3051, 
3131, 3034.. 3132 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_30.0223.C36 
6977 

TBLASTX: Cress 

3405 

215 



3138.. 3281, 3138.. 3281, 3378.. 3404, 3379.. 3405, 



29135 
60137 
2358 

OJ000250_30. 0223.C36.o6.tm 

3477 

none 

3477. .3542, 3477. .3542, 3478. 
3529.. 3585, 3533.. 3607, 3534. 
3644.. 3781, 3661.. 3783, 3738. 
3808.. 3903, 3810. .3905, 3810. 

29135 
60137 
2358 

OJ000250_30.0223.C36.o5.tw 

3582 

none 

3582.. 3641, 3613.. 3642, 3631. 
3644.. 3727, 3698.. 3769, 3716. 
3727.. 3801, 3743.. 3814, 3806. 
3918.. 4058, 3947.. 4069, 4018. 

29135 
60137 
2358 

OJ000250_30.0223.C36.o9.tm 

3907 

none 

3907. .4044, 3918. .4043, 3918. 
4053. .4094, 4082. .4147, 4084. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3543, 
.3638, 
.3797, 
.3905 



OJ000250_30.0223.C36 
6977 

TBLASTX: Maize 
3905 
84 

3479.. 3544, 3528.. 3587, 
3613. .3642, 3643.-3759, 
3739.. 3801, 3739.. 3801, 



Seq. ID OJ0002;50_30.0223.C36 
Strand 

End 6977 

Method TBLASTX : Wheat 

End . 4137 

Score 57 

.3723, 3636.. 3722, 3644.. 3724, 
.3757, 3718.. 3807, 3718.. 3768, 
.3931, 3808. .3921, 3900. .4094, 
.4104, 4063. .4137, 4064. .4132 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 30.0223.C36 



6977 

TBLASTX: Maize 
4147 
181 

4046, 4048. .4092, 4051. .4104, 
4137 



28982 



Seq. No. 


29135 








Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60137 








Stran.d 




Start 


2358 








End 


6977 


Name 


OJ000250 30 


.0223 


.C36.o6 


. tw 


Method 


TBLASTX: Wheat 


Start 


4138 








End 


4511 


GI 


none 








Score 


44 ' 


Exons 


4138. .4170, 


4141 


. .4188, 


4146. 


.4187, 4160. .4189, 4180. .4236, 




4190. .4237, 


4194 


. .4238, 


4195. 


.4239, 4226. .4252, 4230. .4253, 




4231. .4266,. 


4237 


. .4359, 


4238. 


.4363, 4239. .4364, 4362. .4379, 




4391. .4507, 


4395 


. .4511, 


4395. 


.4511 




Seq. No. 


29135 








Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60137 








Strand 




Start 


2358 








End 


6977 


Name 


OJ000250 30 


.0223 


.C36.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4389 








End 


5211 


GI 


none 








Score 


1363 


Exons 


. 4389. .5210, 


4403 


. .5209, 


4822. 


.5211 




Seq. No. 


29135 








Seq. ID 


OJ000250 30.0223.C36 


Gene No. 


60137 








Strand 




Start 


2358 








End 


6977 


Name 


OJ000250 30 


.0223 


.C36.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4451 








End 


4823 


GI 


none 








Score 


660 


Exons 


4451. .4822, 


4452 


. .4823 








Seq. No. 


29135 








Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60137 








Strand 




Start 


2358 








End 


6977 


Name 


OJ000250 30 


.0223 


.C36.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4758 








End 


5185 


GI 


none 








Score 


671 


Exons 


4758. .5183, 


4763 


. .5185, 


4764. 


.5183 




Seq. No. 


29135 








Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60137 








Strand 




Start 


2358 








End' 


6977 


Name 


OJ000250 30 


.0223 


.C36.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


4907 








End 


5236 


GI 


none 








Score 


521 


Exons 


4907. .5236, 


4911 


. .5234 








Seq. No. 


29135 








Seq. ID 


OJ000250_30.0223.C36 


Gene No. 


60137 








Strand 




Start 


2358 








End 


6977 


Name 


OJ000250 30 


.0223 


,C36.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4977 








End 


5420 


GI 


none 








Score 


43 


Exons 


4977. .5012, 


4998 


. .5420, 


5004. 


.5420 




Seq. No. 


29135 








Seq. ID 


OJ000250_30 . 0223. C36 


Gene No. 


60137 








Strand 




Start 


2358 








End 


6977 


Name 


OJ000250 30 


.0223 


.C36.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5481 








End 


5928 



28983 



GI none 

Exons 5481.. 5792, 5482.. 5790, 
5782.. 5928 

Seq. No. 29135 

Gene No. 60137 

Start 2358 

Name OJ000250_30 . 0223 . C36 .o3. 

Start 5583 

GI none 

Exons 5583.. 5723, 5583.. 5792, 
5782.. 5979, 5791.. 5979 

Seq. No. 29135 

Gene No. 60137 

Start 2358 

Name OJ000250_30 . 0223 . C36 . o3 . 

Start 6452 

GI none 

Exons 6452.. 6871, 6452.. 6886, 

Seq. No. 29135 

Gene No. 60137 

Start 2358 

Name OJ000250_30 . 0223 .C36 . o4 

Start 6613 

GI none 

Exons 6613.. 6912, 6613.. 6912, 
6906. .6977 



Score 528 
5754. .5927, 5781.. 5927, 5782.. 5928, 



Seq. ID OJ000250_30.0223.C36 
Strand 

End 6977 

tw Method TBLASTX: Wheat 

End 5979 

Score 152 
5584. .5790, 5780. .5932, 5781. .5933, 



Seq. ID OJ000250_30.0223.C36 
Strand 

End 6977 

.tm Method TBLASTX : Maize 

End 6914 

Score 668 
6453. .6887, 6882. .6914, 6883. .6912 

Seq. ID OJ000250_30.0223.C36 
Strand 

End 6977 

.tw Method TBLASTX :%heat 

End 6977 

Score 394 
6615. .6914, 6883. .6966, 6905. .6976, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



29136 
60138 
426 

OJ000250_30 . 0223 . C37 . ol . 

426 

none 

426. .494, 427. .516, 476. 
614. .697, 615. .698 

29136 
60139 
1633 

OJ000250_30.0223.C37.o2. 

1633 

none 

1633. .1707, 1635.. 1706, 

29137 
60140 
1089 

OJ000250_30 . 0223 . C38 . ol , 

1089 

1036999 

1089. .1200 

11957/emb | X15901 | CHOSXX 
29137 



Seq. ID OJ000250_30.0223.C37 
Strand 

End 698 

tm Method TBLASTX : Maize 

End 698 

Score 86 
.580, 484. .621, 484. .624, 486. .665, 



Seq. ID OJ000250_30.0223.C37 
Strand 

End 1836 

tm Method TBLASTX: Maize 

End * 1836 

Score 106 
1693. .1836, 1701.. 1826 

Seq. ID OJ000250_30.0223.C38 

Strand + 

End 1200 

gp Method AAT/GAP 

End 1200 

Score 198 

2.0e-52 Rice complete chloroplast genome 

Seq. ID OJ000250_30.0223.C38 



28984 



Gene No. 


60141 






Strand 


+ 


C -f- -j v-+- 


1274 






End 


1405 


Name 


OJ000250 30. 


0223.C38.ol. 


tc 


Method 


TBLASTX: Cress 




266 






End 


403 


P T 


none 






Score 


191 




266. .403, 266. .403 








Seq. No. 


29137 






Seq. ID. 


OJ000250_30 . 0223 . C38 


Gene No. 


60141 






Strand 


+ 


o Lai L. 


1274 






End 


1405 


Name 


OJ000250 30. 


0223.C38.o2 


tm 


Method 


TBLASTX: Maize 


Cf -a yf- 


272 






End 


538 


PT 


none 






Score 


250 




272. .436, 272. .454, 273 


.455, 


295. .462, 


500. .538 




29137 






Seq. ID 


OJ000250_30.0223.C38 


Gene No. 


60141 






Strand 


+ 


Start 


1274 






End 


1405 


Name 


OJ000250 30. 


0223.C38.ol 


. ts 


Method 


TBLASTX : Soybean 


OLal L 


1017 






End 


1331 


p,t 


none 






Score 


59 




1017. .1097, 


1034. .1141, 


1036. 


.1098, 1163. .1192, 1203. .1331, 




1209. .1319 












29137 






Seq. ID 


OJ000250_30.0223.C38 


Gene No. 


60141 






Strand 


+ 


Start 


1274 






End 


1405 


Name 


OJ000250_30. 


0223.C38.o2 


. tc 


Method 


TBLASTX: Cress 


OLart 








End 


1373 


PT 

O J- 


none 






Score 


41 


XT /™\ t"i c* 


1047. .1097, 


1050. .1097, 


1095 . 


.1166, 1163.. 1210, 1200.. 1346, 




1202. .1321, 


1212. .1373 








oeq. ino • 


29137 






Seq. ID 


OJ000250_30.0223.C38 


Gene No. 


60141 






Strand 


+ 


Start 


1274 






End 


1405 


IN CHILC 


OJ000250 30 


.0223.C38.ol 


. tm 


Method 


TBLASTX: Maize 


Of ^ r f 
O L, CI -L U 


1124 






End 


1405 


PT 


none 






Score 


79 




1124. .1165, 


1125. .1166, 


1125. 


.1166, 1140. .1211, 1159. .1206, 




1196. .1372, 


1200. .1373, 


1204 . 


.1380, 1349. .1405, -1365. .1403 


Seq. No. 


29137 






Seq. ID 


OJ000250_30.0223.C38 


Gene No. 


60141 






Strand 


+ 


rt 


1274 






End 


1405 


Name 


OJ000250 30 


.0223.C38.ol 


. tw 


Method 


TBLASTX: Wheat 


Q+- a rf 


1163 






End 


1361 


P.T 


none 






Score 


50 


Hi AUilO 


1163. .1210, 


1164. .1211, 


1200. 


.1361, 1202.. 1321, 1212.. 1355 


Qp/-r Ma 


29137 






Seq. ID 


OJ000250_30.0223.C38 


Gene No. 


60141 






Strand 


+ 


Start 


1274 






End 


1405 


Name 


OJ000250 30 


.0223.C38.o2 


-gp 


Method 


AAT/GAP 


Start 


1274 






End 


1405 


GI 


LIB3432-021 


-P1-K1-A3 




Score 


219 


Exons 


1274. .1405 











28985 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'11957/emb 1X15901 | CHOSXX 1.0e-52 Rice complete chloroplast 
genome ' 



29138 
60142 
1913 

OJ000250_30.0223.C39.o5.ts 

475 

none 

475. .603, 490. .612 



Seq. ID OJ000250_30.0223.C39 
Strand 

End 2043 

Method TBLASTX : Soybean 

End 612 

Score 128 



Seq. ID OJ000250_30.0223.C39 
Strand 

2043 
AAT/GAP 
2043 
215 



29138 
60142 
1913 

OJ000250_30.0223.C39.ol.gp 
1913 
5607624 
1913.. 2043 

287391/dbj | D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 



End 

Method 

End 

Score 



Seq. No. 


29138 








Seq v . ID 


OJ000250_30.0223.C39 


Gene No . 


60143 








Strand 




Start 


1965 








End 


2620 


Name 


OJ000250 30. 


0223. 


C39.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1965 ~~ 








End 


2533 


GI 


none 








Score 


38 


Exons 


1965. .2000, 


1970. 


.1999, 


2017. 


.2091, 2018.. 2092, 2140.. 2412, 




2148. .2414, 


2148. 


.2411, 


2150. 


.2413, 2415.. 2531, 2416.. 2526, 




2426. .2533, 


2426. 


.2533 








Seq. No. 


29138 








Seq. ID 


OJ000250_30.0223.C39 


Gene No. 


60143 








Strand 




Start 


1965 








End 


2620 


Name 


OJ000250 30. 


0223. 


C39.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


2009 








End 


2413 


GI 


none 








Score 


51 


Exons 


2009. .2083, 


2012. 


.2116, 


2029. 


.2103, 2142. .2411, 2149. .2412, 




2150. .2413 












Seq. No. 


29138 








Seq. ID 


OJ000250_30.0223.C39 


Gene No. 


60143 








Strand 




Start 


1965 








End 


2620 


Name 


OJ000250 30. 


0223. 


C39.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2031 








End 


2426 


GI 


none 








Score 


101 


Exons 


2031. .2120, 


2032. 


.2118, 


2133. 


.2426, 2135. .2425, 2136. .2426 


Seq. No. 


29138 








Seq. ID 


OJ000250_30.0223.C39 


Gene No. 


60143 








Strand 




Start 


1965 








End 


2620 


Name 


OJ000250 30. 


0223. 


C39.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2427 








End 


2620 


GI 


none 








Score 


304 


Exons 


2427. .2612, 


2429. 


.2617, 


2429. 


.2620 




Seq. No. 


29138 








Seq. ID 


OJ000250_30.0223.C39 



28986 




Gene No. 


60144 








Strand 




Of a r f 


9fi1 ^ 








End 


3609 


Name 


UUUUUZjU jU 


099*3 


P*3Q o1 

J -7 .Ol 


• L.L 


Method 


TBLASTX: Cress 


Of = -.4- 


9fi1 ^ 
£. D 1 J 








End 


2974 


PT 
ol 


none 








Score 


483 


Exons 


tci -5 9 Q79 


9fil 5 


9 Q7 4 


9fi1 5 


.2929, 2629.-2973 


oeq - wo . 


z y loo 








Seq. ID 


OJ000250_30.0223.C39 


bene ino » 


fiOl 4 4 
DU 1 4 4 








Strand 




Start 


2613 








End 


3609 


Name 


OJ000250 30 


.0223. 


C39.01 


,ts 


Method 


TBLASTX: Soybean 


Of a r-f 


9fi55 








End 


3486 


PT 
ol 


none 








Score 


568 


Exons 


9fi55 ^nsQ 


9fi57 


9Q9Q 


9fiSQ 

CVJ Ji 


.3060, 2797.. 3060, 2919.. 3065, 




"}Ofin "390Q 

JVJOU. . JtU7; 


^ofii 


"391 fi 

• JL J.U; 


JwO J t 


.3226, 3230.. 3484, 3242.. 3484, 




^955 3485 

J J J . . -J 1 O J / 


3268 . 


.3486 








ocq . INO . 


9 Q1 ^ft 
Z "1 JO 








Seq. ID 


OJ000250_30.0223.C39 


Liene ino . 


DU J. 4 4 








Strand 




Start 


2613 








End 


3609 


Name 


OJ000250_30 


.0223. 


C39.o3 


.tc 


Method 


TBLASTX: Cress 


Of art- 
o lai u 


9Q7 5 








End 


3341 


PT 
Val 


none 








Score 


88 


Exons 


9Q75 ^055 


9 Q7 5 


*3099 


^ jO£. • 


.3059, 2982.. 3065, 2983.. 3099, 




Of|-3Q ^991 


**ofio 


*390Q 


^Hfi4 


.3222, 3065.. 3226, 3083.. 3226, 




JCJU. . OjJ/; 


?9^n 

jZjU 1 


„ _ 

• JJJ / / 


"^94 Q 
jZi j • 


.3338, 3255.. 3341, 3283.. 3339 


oeq. no. 


9 Q1 *5Q 

z y loo 








Seq. ID 


OJ000250_30.0223.C39 


Gene No. 


60144 








Strand 




Start 


2613 








End 


3609 


Name 


pith 009 50 "^o 


099^ 


p*3Q 0 s 

^ J _7 • O J 


f 


Method 


TBLASTX: Cress 


Of => rf 

o tar c 


■^"3 fi9 ~ 
Jj DZ 








End 


3609 


ol 


none 








Score 


49 


Hi AUllO 


^fi9 ^4 1 9 




*34 1 "3 


j j 0 4 * 


.3419, 3414. .3503, 3414. .3455, 




J 4 IJ • • JJU / , 


*34 1 fi 


*34 Q*3 




.3536, 3535.. 3609, 3567.. 3608 


oeq . lno • 










Seq. ID 


OJ000250_30.0223.C39 


bene ino • 


fioi 4 r 

DU 1 4 D 








Strand 




Start 


3583 








End' 


4127 


Name 


OJ000250 30 


.0223. 


C39.o2 


. ts 


Method 


TBLASTX: Soybean 


Of a -rf- 










End . 


4127 


PT 
ol 


none 








Score 


227 


Exons 


jjOJ. .0/ DZ , 


"35Q1 

OO -71 . 


*374 *3 

. J / 4 j , 


jj jj. 


.3763, 3593.. 3772, 3606.. 3773, 




O / Z J . . j / / 


*37 40 


"3Q07 


*^7 4 4 
j / 4 4 • 


.3929, 3900. .3938, 3949. .4086, 




"3Q5^ 4 1 OS 


*3Q5*3 


4087 


"3954 


.4127, 3960. .4124 


Seq. No. 


29138 








Seq. ID 


OJ000250_30.0223.C39 


Gene No. 


60145 








Strand 




Of- ar f 


^5fi ^ 








End 


4127 


Name 


0.10009 50 ^0 


099*3 


P*3Q n4 




Method 


TBLASTX: Cress 


Of -a ^f 


O D / 4 








End 


3869 


GI 


•none 








Score 


175 


Exons 


3674. .3868, 


3674. 


.3868, 


3675. 


.3869, 3675. .3869 


Seq. No. 


29138 








Seq. ID 


OJ000250_30.0223.C39 


Gene No. 


60146 








Strand 




Start 


4128 








End 


4781 



28987 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ000250_30 . 0223 . C39 . o3 . tm Method 
4128 End 
none Score 
4128. .4304, 4332. .4406, 4461. .4781 



TBLASTX: Maize 

4781 

63 



29138 
60146 
4128 

OJ000250_30.0223.C39.o3.ts 

4327 

none 



Seq. ID OJ000250_30.0223.C39 



Strand 
End 

Method 

End 

Score 



4781 

TBLASTX: Soybean 

4742 

105 



4327. .4554, 4332. .4556, 4334. .4552, 4571. .4699, 4571. .4705, 
4575. .4709, 4576. .4719, 4706. .4741, 4707. .4742 



OJ000250_30.0223.C4 0 
+ 

8297 
AAT/GAP 
8297 
1070 



29139 Seq. ID 

60147 Strand 
7755 End 
OJ000250_30 . 0223 . C40 . o2 . gp Method 
7755 End 
42732_1.R1084 Score 
7755. .8297 

, 114657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ000250_30.0223.C40 
+ 

8708 
AAT/GAP 
8708 
718 



29139 Seq. ID 

60148 Strand 
8338 End 
OJ000250_30 . 0223 . C40 . o3 . gp Method 
8338 End 
LIB3477-011-P1-K1-C10 Score 
8338. .8708 

, 114657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi 226693 prf 1603356U ATPase a [Oryza sativa] ? 



OJ000250_30.0223.C40 
+ 

12153 
AAT/GAP 
12153 
1047 



29139 Seq. ID 

60149 Strand 
11607 End 
OJ000250_30.0223.C40.o6.gp Method 
11607 End 
5005311 Score 
11607. .12153 

114521/sp | P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



29139 Seq. ID 

60150 Strand 

3704 End 

OJ000250_30 . 0223 . C4 0 . ol . gp Method 



OJ000250_30.0223.C40 

3789 
AAT/GAP 



28988 



Start 3704 End 3789 

GI LIB3432-013-P1-K1-E3 Score 133 

Exons 3704.. 3789 

GI Descrip. ' 13344 6/sp | P12 093 | RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta ,, -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 1 1 subunit-2 
[Oryza sativa] ' 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



29139 -Seq. ID OJ000250_30 . 0223 . C40 

60151 Strand 

9373 End 10413 

OJ000250_30 . 0223 . C40 . o4 . gp Method AAT/GAP 

9373 End 10413 

2721_1.R1084 Score 1986 

9373. .10413 

•114 622/spl P12087 |ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



Seq. No. 


29139 






Seq. ID . 


OJ000250_30.0223.C40 


Gene No. 


60152 






Strand 


- 


Start 


10451 






End 


12461 


Name 


OJ000250 


30.0223.C40.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


1 






End 


301 


(IT 


none 








408 


Exons 


1..297, 2 


..301, 3. .296 








Seq. No. 


29139 






Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 






Strand 




Start 


10451 






End 


12461 


Name 


OJ000250 


30.0223.C40.ol4 


. tm 


Method 


TBLASTX: Maize 


Start 


205 






End 


374 


GI 


none 






Score 


85 


Exons 


205. .252, 


207. .260, 213. 


.254, 


254. .322, 


255. .320, 329. .370, 




331. .372, 


339. .374 








Seq. No. 


29139 






Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 






Strand 




Start 


10451 






End 


12461 


Name 


OJ000250 


30.0223.C40.ol3 


.tc 


Method 


TBLASTX: Cress 


Start 


279 






End 


560 


GI 


none 






Score 


270 


Exons 


279. .560, 


287. .505 








Seq. No. 


29139 






Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 






Strand 




Start 


10451 






End 


12461 


Name 


OJ000250 


30.0223.C40.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


386 






End 


839 


GI 


none 






Score 


43 


Exons 


386. .445, 


417. .446, 447. 


.572, 


447. .521, 


543. .647, 560. .799, 




569. .754, 


582. .794, 795. 


.839, 


798. .836 




Seq. No. 


29139 






Seq. ID 


OJ000250_30.0223.C40 



28989 




Gene No . 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


649 








End 


1071 


GI 


none 








Score 


52 


Exons 


649. .696, 650. .754, 666. 


.1070 


, 705. .1070, 733. .1071 


Seq. No. 


9Q1 

Z y X jy 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 










Strand 




Start 


± U 4 D 1 








End 


12461 


Name 


r\T0009*";o 

UJUUUZ jU jU 


. UZZO . 


CA 0 


tc 


Method 


TBLASTX: Cress 


Start 


1082 








End 


1826 


GI 


none 








Score 


664 


Exons 


1 0R9 1 c .99 


1 flfl 1 
1UO J • 


1 R9Q 


1167. 


.1523, 1576.. 1824, 1590.. 1826, 




1 RQ9 1 P9 R 












Seq. No. 


9Q1 "3Q 
Z y 1 J y 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


601 S9 








Strand 




Start 


1 U 4 0 1 








End 


12461 


Name 


UUUUUZOU JU 


. UZZo . 


u4 U . 04 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1356 








End 


1798 


GI 


none 








Score 


218 


Exons 


1 COO 

X Job . . 10ZO, 


1j / z . 


. 1 OZ 1 , 


1387. 


.1524, 1391. .1522, 1564. .1794, 




1 C."7 A 1 T1 1 
10/4. .1/11, 


1 CQ1 

1 JO 1 . 


. i / y d, 


1592. 


.1798, 1594.. 1797 


Seq. No. 


zy i jy 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


CHI c.9 








Strand 




Start 


1U401 








End 


12461 


Name 


UJUUUZOU JU 


. UZZo . 


C4 u . oy . 


tm 


Method 


TBLASTX: Maize 


Start 


14 b/ 








End 


1800 


GI 


none 








Score 


82 


Exons 


i a an 1 coo 

14 b / . . 10ZO, 


1 A CQ 
14 DO • 


1 CO/1 
. 10Z4 / 


1469. 


.1522, 1564. .1800, 1574. .1711, 




ICQ! 1 7QQ 

100 i . . l / y y , 


IRQ/1 
10 y4 . 


1 Q OO 








Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


£01 ^9 
OUIOZ 








Strand 




Start 


1U4 01 








End 


12461 


Name 




. UZZO • 


^4 U . Ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


i /,yy 








End 


4762 


GI 


none 








Score 


99 


Exons 


1 TOO . 1 

i/yy..io/o, 


1 RO"3 
IOUj . 


1 Q T7 
. 10 / / , 


i one 
1 o U b . 


.1877, 2002.. 2049, 2006.. 2050, 




9fi£p 9i nn 
ZU DO . . z iuu , 


90QR 

z u y o . 


. zo uo , 


2099. 


.2458, 2100.. 2807, 2801.. 2926, 




2802. .2951, 


2803. 


.2931, 


2938. 


.3690, 2951.. 3691, 2952.. 3698, 




3162. .3692, 


3695. 


.3751, 


3698. 


.3847, 3705. .3848, 3706. .3909, 




3817. .3987, 


3842. 


.3985, 


3858. 


.398 6,- 4 413. .4 697, 4414. .4 695, 




4487. .4762 












Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




C4- „ A. 

otart 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.oll 


. tm 


Method 


TBLASTX: Maize 


Start 


1802 








End 


2298 


GI 


none 








Score 


140 


Exons 


1802. .1903, 


1803. 


.1907, 


1803. 


.1904, 2002.. 2049, 2006.. 2050, 




2068. .2100, 


2098. 


.2298, 


2100. 


.2297 




Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 



28990 




Gene No. 


60152 








Strand 








Start 


10451 








End 


12461 






Name 


OJ000250 30. 


0223. 


C40.O16 


i.tc 


Method 


TBLASTX: 


Cress 




Start 


1838 








End 


2190 






GI 


none 








Score 


81 






Exons 


1838. .1903, 


1839. 


.1895, 


2011. 


.2061, 2015.. 2062, 


2101. 


.2190, 




2103. .2189 
















Seq. No. 


29139 








Seq. ID 


OJ000250 


30.0223.C40 


Gene No. 


60152 








Strand 


- 






Start 


10451 








End 


12461 






Name 


OJ000250 30. 


0223. 


C40.o6. 


tc 


Method 




Cress 




Start 


2193 








End 


2586 






GI 


none 








Score 


595 






Exons 


2193. .2585, 


2194. 


.2586 












Seq. No. 


29139 








Seq. ID 


OJ000250 


30.0223.C40 


Gene No. 


60152 








Strand 


- 






Start 


10451 








End 


12461 






Name 


OJ000250 30. 


0223. 


C40.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2886 








End 


3330 






GI 


none 








Score 


634 






Exons 

- 


2886.-3329, 


2887. 


.3330, 


2887. 


.3330 








Seq. No. 


29139 








Seq. ID 


OJ000250 


30.0223.C40 


Gene No. 


60152 








Strand 








Start 


10451 








End 


12461 






Name 


OJ000250 30. 


0223. 


C40.o7. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3031 








End 


3447 






GI 


none 








Score 


394 






Exons 


3031. .3441, 


3032. 


.3445, 


3036. 


.3443, 3037. .3447, 


3162. 


.3446 


Seq. No. 


29139 








Seq. ID 


OJ000250 


30.0223.C40 


Gene No. 


60152 








Strand 








Start 


10451 








End 


12461 






Name 


OJ000250 30. 


0223. 


C40.O10 


i.tc 


Method 


TBLASTX : 


Cress 




Start 


3461 








End 


3977 






GI 


none 








Score 


158 






Exons 


3461. ,3670, 


3462. 


.3659, 


3462. 


.3680, 3463. .3699, 


3463. 


.3684, 




3721. .3975, 


3786. 


.3968, 


3831. 


.3977 








Seq. No. 


29139 








Seq. ID 


OJ000250 


30.0223.C40 


Gene No. 


60152 








Strand 








Start 


10451 








End 


12461 






Name 


OJ000250 30. 


0223. 


C40.O10 


i. tm 


Method 


TBLASTX: 


Maize 




Start 


3957 








End 


4318 






GI 


none 








Score 


138 






Exons 


3957. .4079, 


3964. 


.4104, 


3966. 


.4079, 3973.. 4080, 


3976. 


.4050, 




3977. .4024, 


3978. 


.4049, 


3994. 


.4050, 4000. .4110, 


4004. 


.4102, 




4008. .4055, 


4009. 


.4104, 


4009. 


.4110, 4013. .4114, 


4039. 


.4113, 




4042. .4101, 


4046. 


.4132, 


4046. 


.4153, 4067. .4153, 


4085. 


.4141, 




4088. .4141, 


4094 . 


.4192, 


4094. 


.4141, 4094. .4192, 


4094 . 


.4141, 




4136. .4300, 


4136. 


.4300, 


4142. 


.4297, 4160. .4315, 


4163. 


.4297, 




. 4171. .4215, 


4178. 


.4318, 


4178. 


.4201, 4199. .4231, 


4205. 


.4270, 




4219. .4263, 


422Q. 


.4270, 


4222. 


.4299, 4223.. 4309, 


4228. 


.4272, 




4256. .4318, 


4276. 


.4314, 


4279. 


.4317 









28991 




Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4319 








End 


5130 


GI 


none 








Score 


46 


Exons 


4319. .4357, 


4352. 


.4717, 


4382. 


.4435, 4383. .4718, 4384. .5130, 




4384.. 4716, 


4410. 


.5129 








Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.O14 


.tc 


Method 


TBLASTX: Cress 


Start 


4361 








End 


4659 


GI 


none 








Score 


66 


Exons 


4361. .4468, 


4383. 


.4658, 


4384. 


.4659, 4384. .4656, 4413. .4658 


Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


4584 








End 


5203 


GI 


none 








Score 


42 


Exons 


4584. .4655, 


4595. 


.4633, 


4597. 


.4656, 4621-.. 4881, 4628. .4789, 




4782. .5198, 


4783. 


.5202, 


4784 . 


.5203 




Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.O9. 


tc 


Method 


TBLASTX: Cress 


Start 


4660 








End 


5367 


GI 


none 








Score 


55 


Exons 


4660. .4695, 


4694. 


.4783, 


4702. 


.4779, 4771. .5037, 4797. .5018, 




4805. .5065, 


5031. 


.5135, 


5032. 


.5367, 5032. .5163, 5221. .5358, 




5222. .5359, 


5223. 


.5366 








Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


. 0223 . 


C40.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5437 








End 


6571 


GI 


none 








Score 


47 


Exons 


5437. .5493, 


5445. 


.5537, 


5599. 


.5655, 5602. .5646, 5649. .5714, 




5650. .5724, 


5658. 


.5714, 


5736. 


.6437, 5736. .6461, 5737. .6468, 




6265.-6468, 


6515. 


.6571, 


6525. 


.6569 




Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5572 








End 


6646 


GI 


none 








Score 


143 


Exons 


5572. .5727, 


5593. 


.5727, 


5736. 


.6113, 5736. .6461, 5737. .6480, 




6397. .6480, 


6398. 


.6490, 


6398. 


.6481, 6515. .6586, 6526. .6582, 




6539. .6646 












Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 



28992 




Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.O13 


i . tm 


Method 


TBLASTX: Maize 


Start 


5842 








End 


5979 


GI 


none 








Score 


215 


Exons 


5842. .5979, 


5842. 


.5979 








Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


MS0152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


6168 








End 


6480 


GI 


none 








Score 


67 


Exons 


6168. .6257, 


6176. 


.6223, 


6204. 


.6476, 6204. .6479, 6205. .6480 


Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.O4. 


tw 


Method 


TBLASTX: Wheat 


Start 


6219 








End 


6626 


GI 


none 








Score 


419 


Exons 


6219. .6521, 


6223. 


.6495, 


6227. 


.6523, 6262.. 6552, 6483.. 6626, 




6490. .6621 












Seq. No. 


29139 








Seq. ID 55 


W000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.O4. 


tm 


Method 


TBLASTX: Maize 


Start 


6482 








End 


7122 


GI 


none 








Score 


235 


Exons 


6482. . 6634, 


6483. 


.6635, 


6488. 


.6673, 6630.. 6662, 6668.. 6709, 




6674. .6709, 


6717. 


.6782, 


6717. 


.6782, 6774. .6866, 6782. .6844, 




6784. .6867, 


6906. 


.7082, 


6916. 


.7101, 6919.. 7101, 7096.. 7122, 




7096. .7122 












Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.O5. 


tc 


Method 


TBLASTX: Cress 


Start 


6781 








End 


7403 


GI 


none 








Score 


35 


Exons 


6781. .6801, 


6782. 


.6799, 


6916. 


.7290, 6918.. 7292, 6919.. 7293, 




7288. .7401, 


7290. 


.7403 








Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30 


.0223. 


C40.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6783 








End 


12461 


GI 


none 








Score 


530 


Exons 


6783. .6806, 


6914. 


.7612, 


6916. 


.7605, 6918. .7634, 6919. .7629, 




7187. .7639, 


7645. 


.7686, 


7870. 


.8619, 7871. .8470, 8516. .8620, 




9252. .9314, 


9339. 


.9407, 


9384. 


.9671, 9397.. 9669, 9529.. 9675, 




9696. .9764, 


10100 


. .10279 


10104. . 10280, 


10104. .10280, 



10109. .10282, 10360. .10383, 10371 .. 104 30, 10373 .. 104 4 4 , 
10376. .10429, 10377 .. 10430, 10436 .. 104 89> 104 37 .. 104 90 , 
10440. .10487, 10475. .10528, 10477 .. 10560, 104 97 .. 10568 , 



28993 




10521. .10565, 10568. .10627, 10587 .. 10634 , 10587 .. 10628, 

10589. .10636, 10656. . 10724 , 10659 .. 10730, 10666 .. 10725, 

10815. .10832, 10914. .10955, .10921 .. 10950 , 10991 .. 114 91, 

10995. .11489, 11511. .11546, 11551 .. 12114 , 11562 124 61, 

11741. .12394, 12225. .12395, 12392.. 12460 



Seq. No. 


29139. 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60.152 








Strand 


- 


Start 


10451 








End 


12461 


Name 


OJ000250 30. 


0223 


. C40 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


7123 








End 


7407 


GI 


none 








Score 


475 


Exons 


7123. .7407, 


7123 


. .7407 








Seq. No. 


29139 








Seq. ID 


OJ000250_30. 0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30. 


0223 


. C40 . o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


7859 








End 


8371 


GI 


none 








Score 


58 


Exons 


7859. .7909, 


7866 


. .7907, 


7897. 


.8346, 7910.. 8371, 7912. .8370 


Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30. 


0223 


.C40.O7. 


tm 


Method 


TBLASTX: Maize 


Start 


8266 








End 


8526 


GI 


none 








Score 


319 


Exons 


8266. .8526, 


8268 


. .8519 








Seq. No. 


29139 








Seq. ID 


OJ000250__30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30. 


0223 


.C40.O8. 


tm 


Method 


TBLASTX: Maize 


Start 


8531 








End 


8872 


GI 


none 








Score 


174 


Exons 


8531. .8626, 


8533 


. .8649, 


8535. 


.8651, 8535.. 8651, 8638.. 8772, 




8644. .8787, 


8646 


. .8816, 


8663. 


.8800, 8781. .8804, 8803. .8844, 




8804. .8845, 


8847 


. .8870, 


8849. 


.8872 




Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30. 


0223 


.C40.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8959 








End 


9894 


GI 


none 








Score 


186 


Exons 


8959. .9126, 


8974 


. .9003, 


8996. 


.9127, 9103.. 9183, 9136.. 9234, 




9175. .9237, 


9211 


. .9303, 


9236. 


.9307, 9237.. 9308, 9239.. 9307, 




9312. .9353, 


9312 


. .9350, 


9339. 


.9395, 9340.. 9396, 9349.. 9396, 




9357. .9398, 


9377 


. .9463, 


9388. 


.9759, 9390.. 9758, .9528.. 9782, 




9766. .9810, 


9768 


. .9812, 


9796. 


.9894, 9809.. 9892, 9811.. 9894 


Seq. No. 


29139 








Seq. ID 


OJ000250_30.0223.C40 


Gene No. 


60152 








Strand 




Start 


10451 








End 


12461 


Name 


OJ000250 30. 


0223 


.C40.O11 


.tc 


Method 


TBLASTX: Cress 


Start 


9363 








End 


9669 



28994 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
9363..96S9, 9364.. 9669, 9529.. 9669 



328 



29139 
60152 
10451 

OJ000250_30 

9897 

none 

9897. .10061, 
10046. .10348 
10318. .10431 
10434. .10562 
10554. .10658 
10659. .10736 
10743. .10958 
10961. .11491 
11496. .11555 



0223.C40.ol. tm 



9897.. 9998, 998 
10047. .10349, 
10320. .10433, 
10435. .10572, 
10568. .10663, 
10689. .10799, 
10779. .10904, 
10980. .11501, 
11501. .11563 



Seq. ID OJ000250_30.0223.C40 
Strand 

End 12461 

Method TBLASTX : Mai ze 

End 11563 

Score 200 
9. .10021, 10034. .10348, 
10054. .10350, 10308. .10433, 
10433. .10525, 10434 .. 10550, 
10441. .10572, 10512. .10658, 
10651. .10728, 10652. .10732, 
10692. .10805, 10720. .10821, 
10804. .10950, 10907. .10993, 
11220. .11501, 11496. .11549, 



Seq. No. 29139 Seq. ID 

Gene No. 60152 Strand 

Start 10451 End 

Name . OJ000250_30 . 0223.C40 .o2 . tc Method 

Start 10163 End 

GI none Score 
Exons 



OJ000250_30.0223.C40 
12461 

TBLASTX: Cress 

12062 

125 



10163. .10261, 10164. .10259, 10172 .. 10261 , 11087 .. 114 61, 
11087. .11491, 11088. .11498, 11551 .. 1204 8 , 11565 12062, 
11741. .12061 



Seq. No. 29139 Seq. ID 

Gene No. 60152 Strand 

Start 10451 End 

Name OJ000250_30 . 0223 . C40 . o5 . tw Method 

Start 10280 End 

GI none Score 

Exons 10280. .10396, 10281 .. 10400, 

10397. .10435, 10433 .. 10525, 
10435. .10557, 10531 .. 10641, 
10640. .10726, 10643. .10723, 
10720. .10755 



OJ000250_30.0223.C4 0 
12461 

TBLASTX: Wheat 
10757 
183 

10281. .10400, 10397. .10444, 
10434. .10556, 10435 .. 10557 , 
10560. .10643, 10560. .10640, 
10644. .10730, 10653. .10757, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



29139 Seq. ID 

60152 Strand 

10451 End 

OJ000250_30 . 0223 . C40 . o5 . gp Method 

10451 End 

2135_1.R1084 Score 
10451. .10996 

1 11957/emb 1X15901 ICHOSXX 1, 
genome 1 

29139 Seq. ID 

60152 Strand 

10451 End 

OJ000250_30 . 0223 . C40 . o2 . tw Method 

10979 End 

none Score 



OJ000250_30.0223.C40 

12461 
AAT/GAP 
10996 
1072 



Oe-159 Rice complete chloroplast 



OJ000250_30.0223.C40 
12461 

TBLASTX: Wheat 

11424 

120 



28995 



# • 



Exons 


10979. .11065, 10980. 


.11063, 


10993. .11073, 10996. .11064, 






10997. .11065, 11069. 


.11419, 


11071. .11409, 11074. .11424 




Seq. No. 


29139 




Seq. ID 


OJ000250_30.0223. 


C40 


ucilc LN\J . 






Strand 






Start 


10451 




End 


12461 




Name 


OJ000250 30.0223.C40 


.ol2. tm 


Method 


TBLASTX: Maize 




Start 


11607 




End 


11920 




GI 


none 




Score 


260 




Exons 


11607. .11918, 11744. 


.11788, 


11849. .11920 




Seq. No. 


29139 




Seq. ID 


OJ000250_30.0223. 


C40 


ucllc IN (J . 






Strand 






Start 


10451 




End 


12461 




Name 


OJ000250 30.0223.C40 


.olS.tc 


Method 


TBLASTX: Cress 




Start 


12071 




End 


12337 




GI 


none 




Score 


193 




Exons 


12071. .12337, 12072. 


.12329 








Seq. No. 


29139 




Seq. ID 


OJ000250_30.0223. 


C40 


VjdlC IN (J* 






Strand 






Start 


12420 




End 


12589 




Name 


OJ000250 30.0223.C40 


.ol2.tc 


Method 


TBLASTX: Cress 




Start 


12420 




End 


12589 




GI 


none 




Score 


276 




Exons 


12420. .12587, 12421. 


.12588, 


12422. .12589, 12422. .12589 




Seq. No. 


29140 




Seq. ID 


OJ000250_30.0223. 


C41 


Gene No. 


60154 




Strand 






Start 


38 




End 


455 




Name 


OJ000250 30.0223.C41 


.ol.gp 


Method 


AAT/GAP 




Start 


38 




End 


455 




GI 


LIB3431-040-P1-K2-C1 




Score 


740 




Exons 


38. .455 










GI Descrip. 


'114521/sp|P12084|ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA 


CHAIN 



>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



Seq. No. 


29140 






Seq. ID 


OJ000250_30.0223 


.C41 


Gene No. 


60155 






Strand 






Start 


2692 






End 


2967 




Name 


OJ000250 


30.0223.C41.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


428 




GI 


none 






Score 


452 




Exons 


1..384, 2 


..421, 5. .421, 


183. 


.428 






Seq. No. 


29140 






Seq. ID 


OJ000250_30.0223 


.C41 


Gene No. 


60155 






Strand 






Start 


2692 






End 


2967 




Name 


OJ000250 


30.0223.C41.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


631 




GI 


none 






Score 


282 




Exons 


1..426, 1 


..384, 2. .427, 


8. .427, 192.. 


428, 555.. 620, 559 


. . 630, 




559. .627, 


560.. 631, 560. 


.631 









28996 



Seq. No. 29140 

Gene No. 60155 

Start 2692 

Name OJ000250_30 . 0223 . C4 1 . o3 . tc 

Start 888 

GI none 
Exons 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX : Cress 

End 1570 

Score 66 



888. .941, 889. .972, 890. .970, 998. .1195, 999. .1193, 1000. .1200, 



1001. .1195, 1214. .1345, 1249. 
1486. .1569 



,1317, 1295.. 1318, 1460.. 1570, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29140 
60155 
2692 

OJ000250_30.0223.C41.ol.ts 

1217 

none 

1217. .1363, 1249. .1314, 1284, 
I486.. 2733, I486.. 2733 

29140 
60155 
2692 

OJ000250_30.0223.C41.ol.tm 

1235 

none 

1235.. 1333, 1249.. 1332, 1334. 
1394. .1447, 1395. .1451, 1445. 
1486. .2964, 2655. .2966, 2941. 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX : Soybean 

End 2733 

Score 117 

.1325, 1436. .2698, 1437. .1949, 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX : Mai ze 

End 2967 

Score 164 

.1351, 1335. .1361, 1393. .1440, 
.2698, 1449. .1949, 1474. .2886, 
.2967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29140 
60155 
2692 

OJ000250_30.0223.C41.ol.tc 
1612 
none 

1612. .1779, 1613. .1777, 1773. 
1780. .2160, 1781. .2161 

29140 
60155 
2692 

OJ000250_30.0223.C41.o2.tc 
2162 
none 

2162. .2683, 2164. .2685, 2164. .2694 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX : Cres s 

End 2161 

Score 266 

.1949, 1776. .2159, 1778. .2158, 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX : Cress 

End ' 2694 

Score 723 



Seq. No. 29140 Seq. ID OJ000250_30 . 0223 . C4 1 

Gene No. 60155 Strand 

Start 2692 End 2967 

Name OJ000250_30 . 0223 . C41 . o2 . gp Method AAT/GAP 

Start 2692 End 2967 

GI uC-osflcyp021g!0bl Score 496 

Exons 2692.. 2967 

GI Descrip. ' 131148/sp | P12156 | PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 



28997 



# 



>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29140 
60155 
2692 

OJ000250_30.0223.C41.o5.tc 

2699 

none 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX: Cress 

End 2964 

Score 196 



2699. .2962, 2701. .2886, 2701. .2964, 2735. .2887, 2931. .2963 



29140 
60155 
2692 

OJ000250_30.0223.C41.o3.ts 

2734 

none 



Seq. ID OJ000250_30.0223.C41 
Strand 

End 2967 

Method TBLASTX : Soybean 

End 2964 

Score 163 



2734..2886, 2734.-2964, 2735. .2887, 2931. .2963 



Seq. No. 29141 

Gene No. 60156 

Start 70 

Name OJ000250_30 . 0223 . C42 . ol . tm 

Start 70 

GI none 
Exons 



Seq. ID OJ000250_30.0223.C42 
Strand 

End 637 

Method TBLASTX : Mai ze 

End 319 

Score 397 



70. .147, 71. .319, 71. .301, 75. .317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29141 
60156 
70 

OJ000250_30.0223.C42.ol.tc 
71 

none 



Seq. ID OJ000250_30.0223.C42 

Strand 

End 637 

Method TBLASTX: Cress 

End 395 

Score 313 



71. .274, 72. .281, 78. .281, 83.-364, 202. .300, 339. .395, 341. .394 



29141 
60156 
70 

OJ000250_30.0223.C42.ol.tw 
71 

none 

71. .439, 72. .440, 72. .440 

29141 
60156 
70 

OJ000250_30.0223.C42.ol.ts 
71 

none 



Seq. ID OJ000250_30.0223.C42 

Strand 

End 637 

Method TBLASTX : Wheat 

End 440 

Score 576 



Seq. ID OJ000250_30.0223.C42 

Strand 

End 637 

Method TBLASTX : Soybean 

End 4 60 

Score 315 



71. .274, 72. .341, 210. .338, 211. .342, 321. .383, 327. .383, 
328. .396, 328. .396, 341. .400, 353. .460 



Seq. No. 29141 

Gene No. 60156 

Start 70 

Name OJ000250_30 . 0223 . C42 . o2 . tm 

Start 320 



Seq. ID OJ000250_30.0223.C42 

Strand 

End 637 

Method TBLASTX: Maize 

End 637 



28998 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 210 

320. .448, 321. .449, 444. .476, 445. .477, 482. .523, 488. .523, 

531. .596, 582. .635, 596. .637, 596. .637 

29142 Seq. ID OJ000250_30 . 0223 . C43 

60157 Strand + 

62 End 292 

OJ000250_30 . 0223 . C4 3 . ol . gp Method AAT/GAP 

62 End '292 

688_1.R1084 Score 369 

62. .292 

'226661/prf | I1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



Seq. No. 29142 

Gene No. 60157 

Start 62 

Name OJ000250_30 . 0223 . C43 . ol . ts 

Start 62 

GI none 
Exons 



Seq. ID OJ000250_30.0223.C43 

Strand + 

End 292 

Method TBLASTX : Soybean 

End 272 

Score 164 



62. .166, 63. .164, 64. .171, 67. .174, 150. .266, 163. .267, 
164. .265, 165. .272 



Seq. No. 29142 

Gene No. 60158 

Start 259 

Name OJ000250_30 . 0223 . C4 3 . ol . tm 

Start 259 

GI none 
Exons 



Seq. ID OJ000250_30.0223.C43 
Strand 

End 626 

Method TBLASTX : Mai ze 

End 626 

Score 133 



259. .339, 265. .339, 340. .393, 342. .392, 386. .460, 389. .448, 
393. .467, 435. .500, 449. .622, 450. .500, 465.-548, 531. .626, 
570. .626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29143 
60159 
104 

OJ000250_30.0223.C44 .ol.tw 
42 

none 



Seq. ID OJ000250_30.0223.C44 

Strand + 

End 548 

Method TBLASTX : Wheat 

End 516 

Score 495 



42. .470, 62. .514, 62. .514, 91. .516 



Seq. No. 29143 
Gene No. . 60159 

Start 104 

Name OJ000250_30 . 0223 . C4 4 . ol . ts 

Start 71 

GI none 

Exons 71. .547, 71.. 541, 259.. 546 

Seq. No. 29143 

Gene No. 60159 

Start 104 

Name OJ000250_30. 0223.C44 .ol. tm 

Start 98 

GI none 

Exons 98.-547, 108. .470, 110. .547 



Seq. ID OJ000250_30.0223.C44 

Strand + 

End 54 8 

Method TBLASTX : Soybean 

End 547 

Score 660 



Seq. ID OJ000250_30.0223.C44 

Strand + 

End 548 

Method TBLASTX : Mai ze 

End 547 

Score 436 



28999 



• 



Seq. No. 29143 
Gene No. 60159 
Start 104 

Name OJ000250_30 . 0223 . C44 . ol . gp 

Start 104 
GI 24824_1.R1084 
Exons 104.. 548 

GI Descrip. 1 476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] ' 



Seq. ID OJ000250_30.0223.C44 

Strand + 

End 548 

Method AAT/GAP 

End 548 

Score 837 



Seq. No. 


29143 








Seq. ID 


OJ000250_30.0223 


.C44 


Gene No". 


60159 








Strand 


+ 




Start 


104 








End 


548 




Name 


OJ000250 


30.0223.C44 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


114 








End 


544 




GI 


none 








Score 


299 




F von g 


114 4 64 


1 1 S44 


119 


. .541 








Seq. No. 


29144 








Seq. ID 


OJ000250_30.0223 


.C45 


Gene No. 


60160 








Strand 






Start 


59 








End 


345 




Name 


OJ000250 


30.0223.C45 


;o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


59 








End 


345 




GI 


none 








Score 


115 




Exons 






..263, 261. .344, 313. .345 




Seq. No. 


29144 








Seq. ID 


OJ000250_30.0223 


.C45 


Gene No. 


60161 








Strand 






Start 


328 








End 


635 




Name 


OJ000250 


30.0223.C45 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


328 








End 


615 




GI 


none 








Score 


236 






«y £• U • • «J *4 J / 


333 476 


334 


. .507, 


341. .613 


, 348. .614, 556., 


615 


Seq. No. 


29144 








Seq. ID 


OJ000250_30.0223 


.C45 


Gene No. 


60161 








Strand 






Start 


328 








End 


635 




Name 


' OJ000250 


30.0223.C45 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


344 








End 


635 




GI 


none 








Score 


303 




Exons 


344. .613, 


348.-635 












Seq. No. 


29144 








Seq. ID 


OJ000250_30.0223 


.C45 


Gene No. 


60161 








Strand 






Start 


328 








End 


635 




Name 


OJ000250 


30.0223.C45 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


348 








End 


635 




GI 


none 








Score 


303 




Exons 


348. .635, 


536. .595 












Seq. No. 


29145 








Seq. ID 


OJ000250_30.0223 


.C46 


Gene No. 


60162 








Strand 






Start 


97 








End 


500 




Name 


OJ000250 


30.0223.C46 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


97 








End 


500 




GI 


none 








Score 


369 





29000 



